

none 


Score 


100 




3817 4365, 3817.. 4305. 3820.. 


4362, 3907.. 4368, 3935.-4366, 




4006 4362 






Seq. No. 


42578 


Seq. ID 


OJ000223 03.0330.C26 


Gene No. 


88769 


Strand 


+ 


Start 


256 


End 


662 


Name 


OJ000223 03 0330. 026. ol. as 


Mpt hod 


GEN SCAN 


Start 


256 ~ 


End 


662 


ox 


none 


Score 


. 99 


p. von*? 


256. .565. 610 . . 662 






C . IN . 


42579 


Seq. ID 


OJ000223_09.0322.C3 


Gene No. 


88770 


Strand 


+ 


Start 


1 


End 


803 


Name 


OJ000223 09.0322.C3.ol.np 


Method 


AAT/NAP 


Start 


1 ~ 


End 


594 


ox 


5360754 


Score 


430 




1 175. 290. .335. 448. .594 

^ * * ^ t ^ f CJ«/wft*ti>/^ ^ ^ A ^ \J • * ^ ^ 








fAB011441) olucose— 6— Dhosohate 


i dehydrogenase .[Triticiim aestivum 




42579 


Seq. ID 


OJ000223__09.0322.C3 




88770 


Strand 


+ 


Start 


1 


End 


803 


Name 


OJ000223 09.0322.C3.ol.gp 


Method 


AAT/GAP ' 


Start 


60 


End 


803 




10963 1.R1084 


Score 


950 


R von ^ 


60. .175, 290. .335, 448. .803 






OX L^CO^XX^* 


•5360754/dbj |BAA82155.l'| 2.0e- 


■77 (AB011441) glucose-6-phosphate 




dehydrogenase [Triticiim aestivxim] ' 




Seq. No. 


42579 


Seq. ID 


OJ000223_09.0322.C3 


Gene No. 


88770 


Strand 


+ 


Start 


1 


End 


803 


Name 


OJ000223 09.0322.C3.ol.gs 


Method 


GENSCAN 


»_} U CIX L, 


60 


End 


618 


GI 


none 


Score 


.78 


Rvon 


60. .175, 290. .335, 448. .618 






9(^0 NFo 


42579 


Seq. ID 


OJ000223_09.0322.C3 


Gene No. 


88771 


Strand 




Start 


1201 


End 


3277 


Name 


OJ000223 09.0322.C3.o2.ts 


Method 


TBLASTX : Soybean 


Start 


52 


End 


612 


ox 


none 


Score 


62 


R von 


52. .150, 59. .175, 60. .176, 28'y 


'..334, 291. .335, 392. .598, 




442. .612, 444. .611 






Ofi/^ Mo 
o . LN • 


42579 


Seq. ID 


OJ000223_09.0322.C3 


Gene No . 


88771 


Strand 




Start 


1201 


End 


3277 


Name 


OJ000223 09.0322.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


59 


End 


764 


GI 


none 


Score 


197 


Exons 


59. .175, 60. .176, 64. .177, 281 


'..331, 291. .335, 442. .618, 




447. ,632, 447. .617, 732. .761, 


732. .764 





43001 



Seq. No. 


42579 








Seq. ID 


OJ000223 


Gene No. 


88771 








Strand 




Start 


1201 








End 


3277 


Name 


OJ000223 09. 


0322. 


C3.o3. 


to 


Method 


TBLASTX:! 


Start 


59 








End 


546 


GI ' 


none 








Score 


160 


Exons 


59. .175, 60. 


.176, 


287. . 


337, 


291. .338, 


442. .477, 


Seq. No. 


42579 








Seq. ID 


OJ000223 


Gene No. 


88771 








Strand 




Start 


1201 








End 


3277 


Name 


OJ000223 09. 


0322. 


C3.02. 


np 


Method 


AAT/NAP 


Start 


1165 








End 


3049 


GI 


6754906 








Score 


892 


Exons 


1165. .1420, 


1528. 


.2096, 


2929 


. .3049 





GI Descrip. nucleotide binding protein 1 gi | 6018193 | gb | AAF01786 . 1 |AF114170_1 
(AF114170) nucleotide-binding protein long form [Mus musculus] 



Seq. No. 42579 
Gene No. 88771 
Start 1201 

Name OJ000223_0 9 . 0322 . C3 . ol . tm 

Start 1186 

GI . none 

Exons 1186.. 2097, 1189.. 2-100, 1199. 

2931. .3026 



Seq. ID OJ000223_09.0322.C3 
Strand 

End 3277 

Method TBLASTX: Maize 

End 3028 

Score 880 

.2104, 2926.. 2976, 2930.. 3028, 



Seq. No. 42579 

Gene No. 88771 

Start 1201 

Name OJ000223_09 . 0322 . C3 . ol . tw 

Start 1189 

GI none 

Exons 1189. .1362,. 1190. .1363 

Seq. No. 42579 

Gene No. 88771 

Start 1201 

Name OJ000223_0 9 . 0322 . C3 . o2 . gs 

Start 1201 

GI none 

Exons 1201.. 2096, 2929.. 3030, 3135. 



Seq. ID OJ000223_09.0322.C3 
Strand 

End 3277 

Method TBLASTX : Wheat 

End 1363 

Score 198 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3177 



OJ000223_09.0322.C3 

3277 
GENSCAN 
3177 
.81 



Seq. No. 


42579 








Seq. ID 


OJ000223_09.0322 


.C3 


Gene No. 


88771 








Strand 






Start 


1201 








End 


3277 




Name 


OJ000223 09. 


0322, 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1294 








End 


1440 




GI 


none 








Score 


148 




Exons 


. 1294. .1440, 


1295, 


. .1435, 


1300, 


.1440 






Seq. No. 


42579 








Seq. ID 


OJ000223_09.0322 


.C3 


Gene No. 


88771 








Strand 






Start 


1201 








End 


3277 




Name 


OJ000223 09. 


0322, 


.03. ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1490 








End 


1807 




GI 


- none 








Score , 


294 





43002 




J—f *\ w i XfJ 


1490 1711, 1492. 


. 1806, 


1493. 


. 1807 




Seq. No. 


42579 






Seq. ID 


OJ000223_09.0322.C3 


Gene No. 


88771 






Strand 




Start 


1201 






End 


3277 


Nbiu© 


OJ000223 09.0322. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1735 ~ 






End 


3159 


GI 


none 






Score 


473 


Exons 


1735. .2100, 1736. 


.2104, 


2930. 


.3028, 2931. .3026, 3109. .3159 


??prr No 

k> ^ \J . 1 1 w . 


42579 






Seq. ID 


OJ000223_09.0322.C3 


Gene No. 


88771 






Strand 




Start 


1201 






End 


3277 


Name 


OJ000223 09.0322. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1909 "~ 






End 


3162 


GI 


none 






Score 


167 


Exon*? 


1909. . 2100, 1909. 


.2100, 


1913. 


.2104, 2930. .3028, 2931. .3026, 




3109. . 3162 










Seq. No. 


42579 






Seq. ID 


OJ000223_09.0322.C3 


Gene No. 


88771 






Strand 




Start 


1201 






End 


3277 


Name 


OJ000223 09.0322. 


C3.o2. 


gp 


Method 


AAT/GAP 


Start 


1913 






End 


3241 


Gi 


60415 1.R1084 






Score 


735 


Exons 


1913. .2096, 2929. 


.3030, 


3135. 


.3241 





GI Descrip. M056552/emb | CAA22587 1 2.0e-30 (AL034583) putative nucleotide 



binding protein [Schizosaccharomyces pombe] ' 



Seq. No. 


42579 






Seq. ID 


OJ000223 


_09.0322 


.03 


Gene No. 


88771 






Strand 








Start 


1201 






End 


3277 






Name 


OJ000223 09 


.0322. 


C3.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


2006 






End 


3277 






GI 


none 






Score 


135 






Exons 


2006. .2104, 


2006. 


.2089, 2008. 


.2100, 2929.. 2976, 


2930. .3040 




2931. .3026, 


3139. 


.3168, 3139. 


.3162, 3209.. 3277 






Seq. No, 


42580 






Seq. ID 


OJ000223 


_09.0322 


.C4 


Gene No. 


88772 






Strand 


+ 






Start 


5477 






End 


7745 






Name 


OJ000223 09 


.0322. 


C4 .o2 .gs 


Method 


GENSCAN 






Start , 


5477 






End 


7745 






GI 


none 






Score 


.78 






Exons 


5477. .5615, 


5661. 


.5732, 6973. 


. 7745 








Seq. No. 


42580 






Seq. ID 


OJ000223 


_09.0322 


.C4 


Gene No. 


88772 






Strand 


+ 






Start 


5477 






End 


7745 






Name 


OJ000223 09 


.0322. 


C4.ol.np 


Method 


AAT/NAP 






Start 


6759 - 




End 


7739 






GI 


6728874 






Score 


856 






Exons 


6759. .7739 














GI Descrip. 


(AC008113) 


F12A21 


.16 [Arabidopsis thaliana] 






Seq. No. 


42580 






Seq. ID 


OJ000223 


_09.0322 


.C4 


Gene No. 


88772 






Strand 


+ 







43003 








S477 








FnH 


7745 








0*^99 


r4 n9 


(TO 


Lie L.ll*k^^ 


AAT /GAP 














FnH 


7652 




ox 


427011 








Score 


597 






f *J £^ -J * • 1 £. 














Seq. No. 


42580 








Seq. ID 


OJ000223 09. 0322. C4 




Gene No. 


88773 








Strand 


+ 














End 


10020 




Nnitie 




0^99 








AAT /GAP 














Fnd 


10020 




ux 


non ^ 










1162 




P von Q 


9432 10020 














Seq. No. 


42580 








Seq. ID 


OJ000223 09. 0322. C4 




Gene No. 


88774 








Strand 


+ 




O L. dX L. 


14 948 








End 


15755 




IN dlLlC 


\J\J \J\J\J ^ £. ^ \J J • 


0322. 


C4.04. 


gs 


Method 


GENSCAN 




O UdX u 


1494R ~ 

X *z 7 1 O 








End 


15755 




ox 


non^ 








Score 


,76 




von c 


1 494ft 1 49ft^ 


1, 15352. .15435, 


15450. .15557, 15629.. 15755 




Seq. No. 


42580 








Seq. ID 


OJ000223_09.0322.C4 




Gene No. 


88775 








Strand 




i J 


o udx u 


1 9nft 

x^ w o 








End 


3708 




N3.in,e 




0322. 


C4.01. 


gs 


Method 


GENSCAN 




O Udx U 


1 9nft ~ 

x^ uo 








End 


3708 


? : : 

5 


ox 


nono 








Score 


.59 




F von Q 


1208 1312 


1445. 


.1502, 


3068 


,.3382, 3620.. 3708 


E . ^ 


Ccarr tJo 


49Sfln 








Seq. ID 


OJ000223_09.0322.C4 




Gene No. 


88776 








Strand 






Start 


9201 








End 


11822 


- 


IN dlllc; 


\JU \J\J\J ^ -J U _7 . 


0322. 


C4.03. 


tm 


Method 


TBLASTX: Maize 


13 


O LdX u 


fi7ft4 ~ 








End 


7072 




ox 


non o 








Score 


130 


""■4 


P von Q 


6784 699'^ 


6785. 


.7009, 


6786 


.,6911, 6787. .6993, 6998, ,7033, 


■ "= 




fi999 7070 


7021. 


.7071, 


7022 


. ,7072 






Seq. No. 


42580 








Seq. ID 


OJ000223_09.0322,C4 




Gene No. 


88776 








Strand 






C-j- ar+- 
O L.a.X U 


9^01 








End 


11822 




Name 


n.T0009 9'^ 0 9 


0322. 


C4.02. 


tc 


Method 


TBLASTX: Cress 






fi9fi? "~ 








End 


7139 




ox 


nono 








Score 


208 




von Q 


fi9fi? 7199 


6993. 


.7139 










Seq, No. 


42580 








Seq. ID 


OJ000223_09.0322.C4 




Gene No, 


88776 








Strand 








9901 








End 


11822 




Naine 


0700099'^ OQ 


0322. 


C4.02. 


ts 


Method 


TBLASTX: Soybean 




Start 


7056 








End 


7324 




GI 


none 








Score 


116 




Exons 


7056. .7139, 


7082. 


.7159, 


7160 


..7324, 7164. .7319 




Seq. No, 


42580 








Seq. ID 


OJ000223_09.0322.C4 




Gene No. 


88776 








Strand 





43004 




start 


9201 




End 


11822 


Name 


OJ000223 09. 


0322. 


C4.o4.tm Method 


TBLASTX: Maize 


Start 


7077 




End 


7277 


GI 


none 




Score 


190 


Exons 


7077. .7205, 


7078. 


.7206, 7079.. 7204, 7206.. 7274, 7208.. 7276 




7209. .7277 








Seq. No. 


42580 




Seq. ID 


OJ000223_09.0322.C4 


Gene No. 


88776 




Strand 




Start 


9201 




End 


11822 


Name 


OJ000223 09. 


0322. 


C4.ol.tm Method 


TBLASTX: Maize 


Start 


7277 




End 


7664 


GI 


none 




Score 


642 


Exons 


7277. .7663, 


7284. 


.7664 




Seq. No. 


42580 




Seq. ID 


OJ000223_09.0322.C4 


Gene No. 


88776 




Strand 




Start 


9201 




End 


11822 


Name 


OJ000223 09- 


0322. 


C4.ol.tc Method 


TBLASTX: Cress 


Start 


7452 




End 


7739 


GI 


none 




Score 


232 


Exons 


7452. .7616, 


7454. 


.7579, 7458. .7610, 7557. .7739, 7628.-7738 


Seq. No. 


42580 




Seq. ID 


OJ000223_09. 0322 .C4 


Gene No. 


88776 




Strand 




Start 


9201 




End 


11822 


Name 


OJ000223 09. 


0322. 


C4 .o3.gs Method 


GENSCAN 


Start 


9201 




End 


11794 


GI 


none 




Score 


.88 


Exons 


9201. .9280, 


9795. 


.10125, 10913.. 11794 




Seq. No. 


42580 




Seq. ID 


OJ000223_09.0322.C4 


Gene No. 


88776 




Strand 




Start 


9201 




End 


11822 


Name 


OJ000223 09. 


0322. 


C4.ol.ts Method 


TBLASTX: Soybean 


Start 


9673 




End 


11096 


GI 


none 




Score 


69 


Exons 


9673. .9789, 


9811. 


.10131, 10904. .>1I095, 


10908. .11096 


Seq. No. 


42580 




Seq. ID 


OJ000223_09.0322.C4 


Gene No. 


88776 




Strand 




Start 


9201 




End 


11822 


Name 


OJ000223 09. 


0322. 


C4 .o5. tm Method 


TBLASTX: Maize 


Start 


9732 




End 


9885 


GI 


none 




Score 


129 


Exons 


9732. .9884, 


9733. 


.9885, 9733.. 9885 




Seq. No. 


42580 




Seq. ID 


OJ000223_09.0322.C4 


Gene No. 


88776 




Strand 




Start 


9201 




End 


11822 


Name 


OJ000223 09. 


0322. 


C4.o2.tm Method 


TBLASTX: Maize 


Start 


9886 




End 


11282 


GI 


none 




Score 


116 


Exons 


9886. .10113, 


9887 


..10120, 10930. .11196, 


10931. .11269, 



10931. .11278, 10941. .11282 



Seq. No. 42580 Seq. ID OJ000223_09 . 0322 . C4 



43005 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 



88776 
9201 

OJ000223_09 . 0322 . C4 . ol . tw 

10023 

none 

10023. .10130, 10024. .10131, 
10857. .11087, 10904. ,11092, 
11095. .11172, 11096. .11185, 

42580 
88776 
9201 

OJ000223_09.0322.C4.o4.gp 

11465 

none 

11465. .11822 



Strand 

End 11822 

Method TBLASTX : Wheat 

End 11185 

Score 99 
10024. .10182, 10028. .10177, 
10905. .11087, 10907. .11092, 
11112. .11177 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_09.0322.C4 

11822 
AAT/GAP 
11822 
666 



Seq. ID OJ000223_09.0322.C5 
Strand + 
End 3862 
Method AAT/NAP 
End 3862 
Score 255 

1..36, 1102.. 1367, 3009.. 3160, 3386.. 3561, 3809.. 3862 
(AC007789) putative polyprotein [Oryza sativa] 



42581 
88777 
1 

OJ000223_09 . 0322 . C5 . ol . np 
1 

5042454 



42581 Seq. ID 

88777 Strand 
1 End 
OJ000223_09 . 0322 . C5 . ol . gs Method 
294 End 
none Score 
294. .428, 1390. .1570, 2048. .2220 

42581 Seq. ID 

88778 Strand 
6607 End 
OJ000223_09 . 0322 . C5 . o3 . gs Method 
6607 End 
none Score 
6607. .7881 



OJ000223__09.0322.C5 
+ 

3862 
GENSCAN 
2220 
.41 



OJ000223_09.0322.C5 
+ 

7881 
GENSCAN 
7881 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



42581 Seq. ID OJ000223_09 . 0322 . C5 

88779 Strand 
8930 End 
OJ000223_09 . 0322 . C5 . o2 . np Method 
8813 End 
322753 Score 
8813. .9287, 9336. .9394, 9437. .9485, 
11680. .11883, 12761.. 12951 

DNA-binding protein B2F - common tobacco (fragment) 
gi|258168|gb|AAB23811.1| (S46942) Box II Factor, B2F [tobacco. 
Peptide, 392 aa] [Nicotiana tabacum] gi | 404085 | gb | AAA34054 . 1 1 
{M96432) DNA-binding protein [Nicotiana tabacum] 



OJ000223_ 
+ 

12966 
AAT/NAP 
12951 
842 

10452. .10493, 



11070. .11219, 



42581 
88779 



Seq. ID OJ000223_09.0322.C5 
Strand + 



43006 



start 
Name 
Start 
GI 

Exons 



8930 End 12966 

OJ000223_09 . 0322 . C5 . o4 . gs Method GENSCAN 

8930 End 12966 

none Score . 9 



8930.. 9485, 10455 .. 10493, 11070, 
12761. .12966 



,11198, 11656. .11883, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42581 Seq. ID 

88780 Strand 

17913 End 

OJ000223_09.0322.C5.o4.gp Method 

17806 End 

407_7.R1084 Score 
17806. .17916, 18046, .18069, 
19009. .19108, 19208.. 19335 

M176420/dbj IBAA37167I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



OJ000223_09.0322.C5 
+ 

19335 
AAT/GAP 
19335 
963 



18163. .18263, 18807 .. 18922, 



42581 
88780 
17913 

OJ000223_09.0322.C5.o6.gs 

17913 

none 

17913. .17916, 18046. .18069, 
18807. .18922, 19009.. 19108 



Seq. ID OJ000223_09.0322.C5 

Strand + 

End 19335 

Method GENSCAN 

End 19108 

Score .91 
18163. .18263, 184 99 18642, 



Seq. No. 42581 Seq. ID 

Gene No. 88780 Strand 

Start 17913 End 

Name OJ000223_09 . 0322 . C5 . o4 . np Method 

Start 18042 End 

GI 6166167 Score 

Exons 18042. .18069, 18163 .. 18263, 

19208. .19335 

GI Descrip. GLYCERALDEHYDE 3-PHOSPHATE DEHYDROGENASE, CYTOSOLIC 3 gi 11184774 
(U45856) cytosolic glyceroldehyde-3-phosphate dehydrogenase 
GAPC3 [Zea mays] 



OJ000223_09,0322.C5 
+ 

19335 
AAT/NAP 
19335 
636 



18807. .18922, 19009. . 19108, 



Seq. No. 


42581 




Seq. ID 


OJ000223_09.0322 


.C5 


Gene No. 


88781 




Strand 






Start 


14125 




End 


15550 




Name 


OJ000223 09. 


0322.C5,o3. tw 


Method 


TBLASTX: Wheat 




Start 


6768 




End 


7131 




GI 


none 




Score 


273 




Exons 


6768. .6974, 


6772.-6975, 7036 


. .7131 






Seq. No. 


42581 




Seq. ID 


OJ000223_09.0322 


,C5 


Gene No. 


88781 




Strand 






Start 


14125 




End 


15550 




Name 


OJ000223 09. 


0322.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


9052 




End 


14375 




GI 


none 




Score 


328 




Exons 


9052. .9261, 


9053.. 9277, 9329 


..9385, 9449. .9478, 11033.. 


11137, 




11126. .11185 


, 11674. .11814, 


11675. .11815,' 11675. .11884, 






11676. .11885 


, 12799. .12879, 


12880. .12951, 14125. .14169, 






14292. .14375 











43007 



Seq. No. 


42581 




Seq. ID 


OJ000223 


_09.0322 


.C5 


Gene No. 


88781 




Strand 








Start 


14125 




End 


15550 






Name 


OJ000223 09. 0322, C5. 


o3.tm 


Method 


TBLASTX: 


Maize 




Start 


9127 




End 


9501 






GI 


none 




Score 


192 






Exons 


9127.. 9267, 9137.. 9268, 9138 


..9257, 9327,. 9356, 


9328. .9384 




9338.. 9412, 9451.. 9501, 9455 


. .9478 








Seq. No. 


42581 




Seq. ID 


OJ000223 


_09.0322 


.C5 


Gene No. 


88781 




Strand 








Start 


14125 




End 


15550 






Name 


OJ000223 09. 0322. C5. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


11069 




End 


12951 






GI 


none 




Score 


62 






Exons 


■i'i'i"^*7 'I'I'I'^ji 

11069. . 11137, 11134. 


. 11199, 


11135. .11185, 11679 


. .11879, 






11681. .11905, 11682. 


. 11885, 


12799. .12948, 12808 


. .12951 




Seq. No. 


42581 




Seq. ID 


OJ000223 


_09.0322 


.C5 


Gene No. 


88781 




Strand 








Start 


14125 




End 


15550 






Name 


OJ000223 09. 0322. C5. 


o2 .gp 


Method 


AAT/GAP 






Start 


13826 




End 


14200 






GI 


3766827 




Score 


657 






Exons 


13826. . 14200 












Seq. No. 


42581 




Seq. ID 


OJ000223 


_09.0322 


.C5 


Gene No. 


88781 




Strand 








Start 


14125 




End 


15550 






Name 


y-x -f rt rt ^ rt rt /\ ^ rt rt y-^ r" 

OJ000223_09. 0322 .C5. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


14009 




End 


15373 






GI 


none 




Score 


93 






Exons 


14009. .14032, 14128. 


.14184, 


14244. .14342, 14252 


. .14344, 






14257. .14349, 14265. 


.14348, 


14345. .14392, 14355 


. .14405, 






14520. .14750, 14521. 


.14748, 


14660. .14752, 14855 


. .14995, 






14857. ,15018, 14866. 


.15018, 


14867. .15022, 15281 


. .15373, 






15284. .15355 












Seq. No. 


42581 




Seq. ID 


OJ000223 


_09.0322 


.C5 


Gene No. 


88781 




Strand 








Start 


14125 




End 


15550 






Name 


OJ000223 09. 0322. C5. 


o3.np 


Method 


AAT/NAP 






Start 


14125 


End 


15355 






GI 


4836787 




Score ■ 


805 






Exons 


14125. .14181, 14271. 


,14392, 


14522. .14746, 14865 


. .14995, 






15283. ,15355 












GI Descrip. 


(AF143681) cell cycle checkpoint protein MAD2 homolog [Zea 


Seq. No. 


42581 




Seq. ID 


OJ000223 


_09.0322 


.C5 


Gene No. 


88781 




Strand 








Start 


14125 




End 


15550 






Name 


OJ000223 09. 0322. C5. 


o5 . gs 


Method 


GENSCAN 






Start 


14125 




End 


15355 






GI 


none 




Score 


.99 






Exons 


14125, .14181, 14271. 


.14392, 


14522. .14746, 14865 


. .14995, 






15156. .15171, 15283. 


.15355 











43008 




Seq. No. 


42581 




Seq. ID 


OJ000223_09.0322. 


C5 


Gene No. 


88781 




Strand 








14125 




End 


15550 




N3in,e 


\JKJ \J \J \J £t ^ -J \J ^ m \J -J ^ » \.*-J • 


o3 . ts 


Method 


TBLASTX : Soybean 




O LdX L 


1 4 1 9S ~ 

X *i X ^ ^ 




End 


14354 






*i ^ o o ^ ^ ^ 




Score 


111 




Exons 




. 14352, 


14265. .14354 
















Seq. No. 


42581 




Seq. ID 


OJ000223_09.0322. 


C5 


Gene No. 


88781 




Strand 








14125 




End 


15550 




NcLine 


017000??"^ 09 0322 C5 


o2 . tw 


Method 


TBLASTX: Wheat 






1 4 SftO 

X 1 >J o u 




End 


15358 




V3 J. 






Score 


160 




fjXons 


1 4 SftO 147^0 1 46?fi 


. 14748 , 


14660. . 14752, 14857 .. 15018, 






1 4ftfifi 1 SOI ft 1 4ftfi7 


1 S022 


15281. .15358, 15281.. 15358 




O C • IN . 


42S81 




Seq. ID 


OJ000223_09.0322. 


C5 


Gene No. 


88781 




Strand 






Start 


14125 




End 


15550 




Ndjiie 


OJ0P0223 09. 0322. C5. 


o3.gp 


Method 


AAT/GAP 




<5+- a -r-l- 


14719 




End 


15550 






3768063 




Score 


610 




iltAOIlo 


14719. .14748, 14866. 


.14997, 


15283. .15550 






4836787/gb|AAD30555. 


irAF143681 1 2.0e- 


16 (AF143681) cell 






checkpoint protein MAD2 homolog [Zea mays] 




oeq . lncj . 


42581 




Seq. ID 


OJ000223_09'.0322. 


C5 


Gene No. 


88782 




Strand 






Start 


18030 




End 


19335 




IN diiic? 


OJ000223 09. 0322. C5. 


ol . ts 


Method 


TBLASTX: Soybean 




O LdX L 


18030 




End 


19335 




oX 


none 




Score 


45 




EiXons 


18030. .18071, 18168. 


.18263, 


18810. .18923, 18810. .18923, 






18821. .18940, 18984. 


.19076, 


18995. .19108, 18996. .19109, 






19006. .19134, 19007. 


.19108, 


19204. .19335, 19208.. 19333 




O 6 q . LN L> . 


42581 




Seq. ID 


OJ000223_09.0322. 


C5 




88782 




Strand 






Start 


18030 




End 


19335 




Name 


OJ000223 09. 0322. C5. 


o2. tm 


Method 


TBLASTX: Maize 




O LdX U 


18032 




End 


19334 




oX 


none 




Score 


45 




iljXvJilb 


18032. .18073, 18033. 


.18071, 


18161. .18262, 18162. .18263, 






18780. .18923, 18805. 


.18939, 


18812. .18949, 18995 .. 19108, 






18999. .19076, 19006. 


.19134, 


19007. .19108, 19206. .19334, 






19208. .19333 










Seq. No. 


42581 




Seq. ID 


OJ000223_09.0322. 


C5 


Gene No. 


88782 




Strand 






Start 


18030 




End 


19335 




Name 


OJ000223 09. 0322. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


18045 




End 


19296 




GI 


.none 




Score 


38 




Exons 


18045. .18071, 18162. 


.18263, 


18780. .18923, 18805 .. 18939, 





43009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



18812. .18940, 18999. .19076, 19006 .. 19134 , 19007 .. 19108 , 
19206. .19259, 19206 .. 19295, 19207.. 19296 



42581 
88782 
18030 
OJ000223 
18162 
none 
18162 
18984 
19006 



09.0322.C5.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 09. 0322. C5 



19335 
TBLASTX: 
19335 
157 



Cress 



.18263,. 
.19076, 
.19122, 



18780. .18923, 
18995. .19108, 
19204. .19335, 



18805, 
18996. 
19208. 



,18939, 
,19109, 
,19333 



18806. 
19004. 



,18940, 
,19108, 



Seq. ID 
' Strand 
End 

Method 
End 
Score 
914. .1056, 



OJ000223_ 
+ 

2093 
AAT/NAP 
1856 
559 
1170. .1253, 



09. 0322. C6 



42582 
88783 
1 

OJ000223__09.0322.C6.ol.np 
1 

120668 

1..22, 123. .185, 276, .373, 
1814. .1856 

GLYCERALDEHYDE 3-PHOSPHATE DEHYDROGENASE, CYTOSOLIC 

gi I 82399|pir I IA24159 glyceraldehyde-3-phosphate dehydrogenase 

(EC 1.2.1.12), cytosolic - barley (fragment) gi| 167044 (M36650) 

glyceraldehyde-3-phosphate dehydrogenase [Hordeum vulgare] 

gi I 225347 I prf I I1301218A dehydrogenase, glyceraldehydephosphate 

[Hordeum vulgare var. distichum] 



1334. .1423, 



42582 Seq. ID 

88783 Strand 
1 End 
OJ000223_09 . 0322 . C6 . ol . gp Method 
125 End 
407_1.R1084 Score 
125. .185, 276. .373, 914. .940, 1000 
1334. .1423, 1814. .2093 

'1184774 l.Oe-171 (U45856) cytosolic glyceroldehyde-3-phosphate 
dehydrogenase GAPC3 [Zea mays] ' 



OJ000223_09.0322,C6 
+ 

2093 
AAT/GAP 
2093 
1173 

1056, 1170.. 1253, 



42582 Seq. ID 

88783 , Strand 

1 End 

OJ000223_09 . 0322 . C6 . ol , gs Method 

276 End 

none Score 



OJ000223_09.0322.C6 
+ 

2093 
GENSCAN 
1859 
.82 



276. .373, 1170. .1253, 1334. .1423, 1814. .1859 



42582 Seq. ID 

88784 Strand 

5750 End 

OJ000223_09 . 0322 . C6 . o3 . gs Method 

5750 End 

none Score 



OJ000223_09.0322.C6 
+ 

9736 
GENSCAN 
9736 
.85 



5750. .6703, 6776. .6895, 6978. .7031, 8824. .8988, 9638. .9736 



42582 
88784 



Seq. ID OJ000223_09.0322,C6 
Strand + 



43010 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



5750 End 9736 

OJ000223_09 . 0322 . C6 . o2 . np Method AAT/NAP 

6589 End 8765 

4759030 Score 353 

6589. .6703, 6776. .6895, 6978. .7031, 7263. .7375, 7595. .7807, 
7919. .7997, 8111. .8174, 8212. .8318, 8421. .8474, 8642. .8765 
RecQ protein 4 gi | 4191810 | dbj | BAA74453 | (AB006532) DNA helicase 
[Homo sapiens] gi | 6440969 | dbj | BAA86899 . 1 | (AB026546) RECQL4 
helicase [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42582 
88785 
2613 

OJ000223_09.0322.C6.ol.tc 

122 

none 



Seq. ID OJ000223_09.0322.C6 
Strand 

End 3182 

Method TBLASTX : Cress 

End 1423 

Score 98 



122. .184, 122. .187, 124, .189, 124. .189, 269. .379, 271. .369, 
278. .379, 897. .938, 913. .1056, 1001. .1057, 1167. .1259, 
1168. .1254, 1172. .1255, .1310. .1417, 1311. .1421, 1312. .1422, 
1331.. 1423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42582 Seq. ID 

88785 Strand 

2613 . End 

OJ000223_09 . 0322 . C6 . o2 . tm Method 

122 End 

none Score 



OJ000223_09.0322.C6 
3182 

TBLASTX: Maize 

1423 

98 



122. .184, 123. .185, 124. .189, 124. .189, 175. .384, 269. .379, 
281. .415, 913. .1056, 914. .940, 1001. .1057, 1095. .1259, 
1168. .1254, 1190. .1291, 1191. .1256, 1310. .1423, 1311. .1421, 
1331. .1423 



Seq. No. 42582 
Gene No. 88785 
Start 2613 

Name OJ000223_09. 0322 .C6.ol . ts 

Start 283 
GI none 

Exons 283.. 375, 284.. 439, 914.. 940, 

1004.. 1060, 1167.. 1259, 1168. 
1311.. 1421, 1312.. 1422, 1316. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1001 



OJ000223 09. 0322. C6 



3182 

TBLASTX : Soybean 
1423 
161 

1057, 1002,. 1061, 



1254, 1172,. 1255, 1310.. 1417, 
1423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42582 Seq. ID 

88785 Strand 

2613 End 

OJ000223_09.0322.C6.ol.tw Method 

328 End 

none Score 



OJ000223_09.0322.C6 
3182 

TBLASTX: Wheat 

1868 

74 



328. .384, 329. .379, 913. .1056, 914. .940, 1001. .1057, 1167. .1259, 
1177. .1254, 1178. .1255, 1310. .1417, 1311. .1421, 1312. .1422, 
1331.. 1423, 1809.. 1868 



Seq. No. 42582 Seq. ID 

Gene No. 88785 Strand 

Start 2613 End 

Name OJ000223_09 . 0322 . C6 . o2 . gs Method 

Start 2613 End 



OJ000223_09.0322.C6 

3182 

GENSCAN 

3182 



43011 






none 




Score 


1 


i—l ^ V_/ i 1 o 


2613. . 3182 








Seq. No. 


42582 




Seq. ID 


OJ000223_09.0322.C6 


Gene No. 


88786 




Strand 




Start 


6558 




End 


6706 


Nsine 


OJ000223 09. 0322 .C6. o3. 


tm 


Method 


TBLASTX: Maize 


art 


6558 ~ 




End 


6706 




none 




Score 


204 


R vnn s 


6558. .6698, 6559. .6705, 


6560. 


.6706 




O C • W • 


42582 




Seq. ID 


OJ000223_09.0322.C6 




88787 ' 




Strand 




start 


8249 




End 


8981 


Name 


OJ000223 09.0322.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8249 




End 


8981 


CT 

VJ -L 


none 




Score 


102 


P von Q 


8249. 8320, 8250.. 8321, 


8420. 


.8476, 8421. .8486, 8421. .8477 




8 634.. 8780, 8 641.. 8781, 


8642 . 


.8779, 8836. .8979, 8850. .8981 




8859 8981 








Seq. No. 


42583 




Seq. ID 


OJ000223 09. 0322. C7 


Gene No. 


88788 




Strand 


+ 


Start 


224 




End 


3446 


Naiue 


OJ000223 09.0322.C7.ol. 


gs 


Method 


GENSCAN 




224 




End 


3446 




none 




Score 


. 56 


P von Q 


224. .402, 520. .544, 1128. .1182, 3320.. 


3446 


O C ^ . IN ^ • 


42583 




Seq. ID 


OJ000223 09. 0322. C7 


Gene No. 


88789 




Strand 




Start 


3228 




End 


3705 


Name 


OJ000223 09.0322.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


521 




End 


988 


GI 


none 




Score 


45 


P von Q 


521. .547, 521. .547, 626 


. .733, 


626. .742 


, 627.. 755, 817. .903 




820.. 900, 953.. 988 








Seq. No. 


42583 




Seq. ID 


OJ000223_09.0322.C7 


Gene No. 


88789 




Strand 




Start 


3228 




End 


3705 




OJ000223 09.0322.C7.ol. 


tc 


Method 


TBLASTX: Cress 


O L. CLi- O 


626 




End 


894 




none 




Score 


169 


F von Q 


626. .742, 627. .743, 820 


. .894 






Seq. No. 


42583 




Seq. ID 


OJ000223_09.0322.C7 


Gene No. 


88789 




Strand 




Start 


3228 




End 


3705 


IN CLXLIC 


■ OJ000223 09.0322.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


3228 




End 


3705 


GI 


2442453 




Score 


415 


Exons 


3228.. 3448, 3682.. 3705 








Seq. No. 


42584 




Seq. ID 


OJ000223_09.0322.C8 


Gene No. 


88790 




Strand 


+ 


Start 


2367 




End 


3389 



43012 



N3.ni6 


OJ000223 09.0322.C8.ol.as 


Method 


GENSCAN 


Start 


2367 ~ 


End 


3389 


GI 


none 


Score 


.55 


Exons 


2367.. 2452, 2797.. 3201, 3277 


. .3389 




*^prf No 

O C • • 


42584 


Seq. ID 


OJ000223_09.0322.C8 


Gene No. 


88791 


Strand 


+ 


Start 


3715 


End 


6959 


Name 


OJ000223 09.0322.C8.o2.gs 


Method 


GENSCAN 


Start 


3715 


End 


6860 


GI 


none 


Score 


.79 


F. vnn 


3715.. 3787, 4205. .4335, 4628 


..5515, 5601.. 5753, 6030.. 6330, 




6406. .6554, 6648. .6767, 6798 


. .6860 




Seq. No. 


42584 


Seq. ID 


OJ000223_09.0322.C8 


Gene No. 


88791 


Strand 


+ 


Start 


3715 


End 


6959 


Name 


OJ000223 09.0322.C8.o2.np 


Method 


AAT/NAP 


Start 


4527 


End 


6959 


GI 


6503308 


Score 


84 


Hi lO 


4527. .4786, 6930. .6959 








(AC011713) Contains PF| 00646 


F-box domain. ESTs gb|AA586135 


gb|Z26675, gb|AI993239 and gb|AA585907 


come from this gene. 




[Arabidopsis thaliana] 






Sea No. 


^ 9 c 04 


Seq. ID 


OJ000223_09.0322.C8 


Gene No. 


0 07 QO 
00 f 


Strand 




Start 


3459 


End 


6526 


Name 


OJ000223 09.0322.C8.ol.np 


Method 


AAT/NAP 


Start 


3459 


End 


6526 


GI 


5852172 


Score 


92 




3459.-3588, 6398, .6526 






GI Descri-D- 


(AL117265) zhb0002.1 [Oryza 


sativa] 




9prr Nn 


42585 


Seq. ID 


OJ000223_09.0322.C9 


Gene No. 


88793 


Strand 


+ 


Start 


712 


End 


7880 


Name 


OJ000223 09.0322.C9.ol.gs 


Method 


GENSCAN 


Start 


712 


End 


7880 


GI 


none 


Score 


.42 


Rxon^ 


712. .838, 2825. .2904, 2930.- 


3218, 3962 


..4048, 4708. .4820, 




6139.. 6377, 6878.. 6920, 6957 


..7374, 7440. .7548, 7775. .7880 


Sea No 


42585 


Seq. ID 


OJ000223_09.0322.C9 


Gene No . 


88793 


Strand 


+ 


Start 


712 


End 


7880 


Name 


OJ000223 09.0322.C9.ol.gp 


Method 


AAT/GAP 


Start 


3552 


End 


3617 


GI 


2312838 


Score 


71 




3552. .3617 






GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene. 


intron 1, 


partial sequence 


Seq. No. 


42585 


Seq. ID 


OJ000223_09.0322.C9 


Gene No. 


88794 


Strand 




Start 


2512 


End 


2611 


Name 


OJ000223 09.0322.C9.ol.np 


Method 


AAT/NAP 



43013 



start 


2512' 




End 


2611 


GI 


5852093 




Score 


77 


Exons 


2512. .26.11 








GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 




Seq. No. 


42586 




Seq. ID 


OJ000223 


Gene No. 


88795 




Strand 


+ 


Start 


1 




End 


401 


Name 


OJ000223 09 


.0322. CIO. ol 


. np Method 


AAT/NAP 


Start 


1 




End 


401 


GI 


6006359 




Score 


72 


Exons 


1..81, 301. 


.401 






GI Descrip. 


(AP000559) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


42586 




Seq. ID 


OJ000223 


Gene No. 


88796 




Strand 


+ 


Start 


1005 




End 


2176 


Name 


OJ000223 09 


.0322. CIO. ol 


. gs Method 


GENSCAN 


Start 


1005 




End 


2176 


GI 


none 




Score 


.61 


Exons 


1005. .1128, 


1476. .1647, 


2116. .2176 




Seq. No. 


42586 




Seq, ID 


OJ000223 


Gene No. 


88797 




Strand 


+ 


Start 


8420 




End 


8943 


Name 


OJ000223 09 


.0322. CIO. ol 


. gp Method 


AAT/GAP 


Start 


8420 




End 


8943 - 


GI 


LIB3434-038 


-Pl-Kl-Fl 


Score 


768 


Exons 


8420. .8943 









GI Descrip. ' 5257255/dbj I AP000364 . 1 | AP000364 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 * 



Seq. No. 


42586 


Seq. ID 


OJ000223_ 


09,0322. 


CIO 


Gene No. 


88798 


Strand 


+ 






Start 


10476 


End 


13913 






Name 


OJ000223 09.0322.C10.o2.np 


Method 


AAT/NAP 






Start 


10437 


End 


13913 






GI 


4544431 


Score 


326 






Exons 


10437. .10661, 11444. .11484, 


11871. .12124, 13093. 


.13370, 






13489. .13565, 13866., 13913 










GI Descrip. 


(AC006955) hypothetical protein [Arabidopsis thaliana] 




Seq, No. 


42586 


Seq, ID 


OJ000223_ 


09.0322. 


CIO 


Gene No. 


88798 


Strand 


+ 






Start 


10476 


End 


13913 






Name 


OJ000223 09.0322.C10.o5.gs 


Method 


GENSCAN 






Start 


10476 


End 


13560 






GI 


none 


Score 


.73 






Exons 


10476. ,10661, 11444. .11533, 


11893. .12124, 13093. 


,13370, 






13489. ,13560 










Seq. No. 


42586 


Seq. ID 


OJ000223_ 


09.0322. 


CIO 


Gene No. 


88799 


Strand 








Start 


6257 


End 


6514 






Name 


OJ000223 09.0322.C10.o3,gs 


Method 


GENSCAN 






Start 


6257 


End 


6514 






GI 


none 


Score 


.99 







43014 




Exons 


6257. .6514 






Seq, No. 


42586 


Seq. ID 


OJ000223_09. 0322. CIO 


Gene No. 


88800 


Strand 




Start 


9230 


End 


10037 


Name 


OJ000223 09.0322.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3268 


End 


3595 


GI 


none 


Score 


156 


Exons 


3268. .3507, 3271. .3417, 3474. 


.3515, 3527.. 3595 


Seq. No. 


42586 


Seq. ID 


OJ000223_09. 0322. CIO 


Gene No. 


88800 


Strand 




Start 


9230 


End 


10037 


Name 


OJ000223 09.0322.C10.o4 .gs 


Method 


GENSCAN 


Start 


9230 


End 


10037 


GI 


none 


Score 


.87 


Exons 


9230.. 9354, 9581.. 9637, 9691. 


.9786, 9980. .10037 


Seq. No. 


42586 


Seq. ID 


OJ000223_09. 0322. CIO 


Gene No. 


88801 


Strand 




Start 


10481 


End 


10646 


Name 


OJ000223 09.0322-ClO.ol.tm 


Method 


TBLASTX: Maize 


Start 


10481 


End 


10646 


GI 


none 


Score 


207 


Exons 


10481. .10597, 10488. .10646, 10593. .10643 


Seq. No. 


42587 


Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88802 


Strand 


+ 


Start 


307 


End 


3193 


Name 


OJ000223 09.0322.Cll.ol.np 


Method 


AAT/NAP 


Start 


307 


End 


3193 


GI 


4544431 


Score 


1628 


Exons 


307.. 725, 824.. 1025, 1152.. 1243, 1302. 


.1434, 1778. .1882, 




1959.. 2047, 2116.. 2197, 2600. 


.2791, 2915.. 2983, 3074.. 3193 


GI Descrip. 


(AC006955) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42587 


Seq. ID 


OJ000223_09,0322.C11 


Gene No. 


88802 


Strand 


+ 


Start 


307 


End 


3193 


Name 


OJ000223 09.0322.Cll.ol.gs 


Method 


GENSCAN 


Start 


326 


End 


2992 


GI 


none 


Score 


.83 


Exons 


326.. 725, 824.. 1025, 1152.. 1266, 1349. 


.1467, 1763. .1882, 




1959.. 2047, 2116.. 2197, 2600. 


.2992 




Seq. No. 


42587 


Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88803 


Strand 


+ 


Start 


7811 


End 


10540 


Name 


OJ000223 09.0322.Cll.o3.gp 


Method 


AAT/GAP 


Start 


7736 


End 


8275 


GI 


287208 


Score 


610 


Exons 


7736.. 7955, 8158.. 8275 






GI Descrip. 


4678261/emb|CAB41122.1| 9.0e- 


16 (AL049657) putative proteasi 




regulatory subunit [Arabidopsis thaliana] 


Seq. No. 


42587 


Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88803 


Strand 


+ 




43015 







start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7811 ~. End 

OJ000223_09 . 0322 .Cll.o3.gs Method 

7811 End 

none Score 



10540 
GENSCAN 
10468 
.9 



7811. .8036, 8158. .8272, 8848. .8938, 9022. .9167, 9272. .9491, 
9564. .9672, 9800, .9968, 10073 .. 10243, 10327. .10468 



42587 
88803 
7811 

OJ000223 09.0322.Cll.o3.np 



OJ000223_09. 0322. Gil 
+ 



Seq. ID 
Strand 

End 10540 
Method AAT/NAP 
7811 End 10244 

7484780 Score 1391 

7811. .7955, 8158. .8272, 8848. .8938, 9022. .9167, 9272. .9491, 
9564. .9719, 9800. .9968, 10073, .10244 

26S proteasome regulatory particle chain RPN7 homolog F6I7.30 
Arabidopsis thaliana gi | 4678261 | emb | CAB41122 . 1 | (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi I 7269333 I emb I CAB79392.il (AL161562) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 



42587 
88803 
7811 

OJ000223_09.0322.Cll.o4.gp 
9442 

2791 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
9442, .9491, 9564 ,. 9672, 9800 9968 , 10073. .10540 
'4678261/embtCAB41122,l| l.Oe-67 (AL049657) putative proteasome 
regulatory subunit [Arabidopsis thaliana] ' 



OJ000223_09.0322,C11 
+ 

10540 
AAT/GAP 
10540 
1478 



42587 Seq. ID 

88804 Strand 

17356 End 
OJ000223_09 .0322 . Cll . o5 . gs Method 

17356 End 

none Score 

17356. .17444, 18368 .. 18481, 20172 



OJ000223_09. 0322. Cll 
+ 



21682. .21785, 21884 .. 22013, 22793, 



23212 
GENSCAN 
23212 
.89 

20286, 21315. 
22897, 23002. 



.21423, 
.23212 



42587 
88805 
3070 

OJ000223_09. 0322. Cll. o2.gs 

3070 

none 



Seq. ID OJ000223_09. 0322. Cll 
Strand 

End 7479 

Method GENSCAN 

End 7427 

Score .84 



3070. .3184, 3371. .3561, 4071. .4211, 4593. .4745, 5024.. 5128, 
5221. .5440, 5560. .5726, 5850. .6024, 6154. .6283, 6515. .6618, 
6928. .7427 



Seq. No. 42587 Seq. ID 

Gene No. 88805 Strand 

Start 3070 End 

Name OJ000223_09 . 0322 . Cll . ol . gp Method 

Start 3916 End 

GI 23461 1.R1084 Score 
Exons 



OJ000223_09. 0322, Cll 

7 479 
AAT/GAP 
5948 
1936 



3916. .4211, 4593. .4745, 5024. .5128, 5221, .5440, 5560. .5726, 



43016 



■5850.. 5948 

GI Descrip. ' 3881836/emb I CAB01454 . 1 | l.Oe-130 (Z78019) Similarity to Yeast 
LPG22P protein (TR: G1151240) ; cDNA EST EMBL:T00686 comes from 
this gene; cDNA EST EMBL:C12415 comes from this gene; cDNA EST 
EMBL:C12728 comes from this gene; cDNA EST EMBL:C10626 comes 
from this ' 




Seq. No. 


42587 




Seq. ID 


OJ000223_09.0322,C11 


Gene No. 


88805 




Strand 




Start 


3070 




End 


7479 


Name 


OJ000223 09.0322.Cll.o2. 


np 


Method 


AAT/NAP 


Start 


4049 




End 


7355 


GI; 


7295707 




Score 


1907' 


Exons 


4049. .4211, 4593. .4745, 


5024. 


.5128, 5221. .5440, 5560. .5726, 




5850. .6024, 6154. .6326, 


6441. 


.6510, 6928.. 7355 


GI Descrip. 


(AE003576) CG15433 gene 


product [Drosophila melanogaster] 


Seq. No. 


42587 




Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88805 




Strand 




Start 


3070 




End 


7479 


Name 


OJ000223 09.0322.Cll.o2. 


gp 


Method 


AAT/GAP 


Start 


7055 




End 


7479 


GI 


uC-osrocyp002cl2bl 




Score 


775 


Exons 


7055. .7479 








GI Descrip. 


'3881836/emb ICAB01454.il 


2.0e 


-09 (Z78019) Similarity to Yeast 




LPG22P protein (TR: G1151240) ; 


cDNA EST 


EMBL:T0068 6 comes from 



this gene; cDNA EST EMBL:C12415 comes from this gene; cDNA EST 
EMBL:C12728 comes from this gene; cDNA EST EMBL:C10626 comes 
from this • 



Seq. No. 


42587 


Gene No. 


88806 


Start 


10722 


Name 


OJ000223 


Start 


289 


GI 


none 


Exons 


289, .375 


Seq. No. 


42587 


Gene No. 


88806 


Start 


10722 


Name 


OJ000223 


Start 


466 


GI 


none 


Exons 


466. .729 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_09.0322.C11 
17667 

TBLASTX: Maize 

641 

105 



289, .375, 306, .374, 363. .569, 367. .639, 375. .641, 376. .570 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_09.0322.C11 
17667 

TBLASTX : Soybean 

896 

280 



466. .729, 471. ,569, 557. ,718, 753,-896, 813. .896 



Seq. ID OJ000223_09.0322.C11 
Strand 

End 17667 
Method TBLASTX : Mai ze 
End 2725 
Score 66 
1177, 1146. .1247, 1160. ,1264, 
1160. .1234, 1219. .1272, 1355, .1435, 1359. .1433, 1360. .1437, 
1360. .1437, 1746. .1874, 1747. ,1875, 1762. .1881, 1766. .1894, 
1964. .2041, 1980. .2042, 1986. .2042, 1994. .2047, 2114. .2197, 
2114. .2197, 2116. .2199, 2599. .2718, 2602. .2724, 2603, .2725 



Seq. No. 42587 

Gene No, 88806 

Start 10722 

Name OJ000223_09.0322.Cll.o6.tm 

Start 933 

GI none 

Exons 933.. 1010, 969.. 1028, 1133 



43017 



Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322. 


C11.09 


.ts 


Method 


TBLASTX : Soybean 


Start 


1139 








End 


1434 


GI 


none 








Score 


137 


Exons 


1139. .1225, 


1149. 


.1247, 


1149. 


.1238, 1365.. 1430, 1366.. 1434 


Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


lU 12,2. 








End 


17667 


Name 


OJ000223 09. 


0322. 


C11.08 


.ts 


Method 


TBLASTX: Soybean 


Start 


1765 








End 


2197 


GI 


4396734 








Score 


157 


Exons 


1765. .1884, 


1766. 


.1894, 


1977. 


.2045, 1977. .2045, 2114. .2197, 




2116. .2196 












GI Descrip. 


_ 












Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322. 


C11.09 


. tm 


Method 


TBLASTX: Maize 


Start 


2918 








End 


3270 


GI 


none 








Score 


105 


Exons 


2918. .2983, 


2920. 


.2979, 


3071. 


.3199, 3073.. 3210, 3073.. 3195, 




3208. .3270 












Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322. 


C11.05 


.tc 


Method 


TBLASTX: Cress 


Start 


4038 








End 


5316 


GI 


none 








Score 


148 


Exons 


4038. .4214, 


4054. 


.4218, 


4060. 


.4221, 4593. .4715, 4597. .4716, 




5022. .5099, 


5024. 


.5104, 


5024. 


.5110, 5031.. 5111, 5220.. 5312, 




5221. .5313, 


5221. 


.5316 








Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322 . 


Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4045 








End 


5904 


GI 


none 








Score 


204 


Exons 


4045. .4221, 


4053. 


.4214, 


4544. 


.4750, 4593.. 4715, 5022,. 5129, 




5023. .5130, 


5024. 


.5134, 


5024. 


.5128, 5219.. 5443, 5220.. 5285, 




5221. .5442, 


5364. 


.5447, 


5543. 


.5728, 5547.. 5726, 5556.. 5729, 




5561. .5728, 


5841. 


.5900, 


5845. 


.5904 




Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322. 


C11.04 


.tw 


Method 


TBLASTX: Wheat 


Start 


4626 








End 


5382 


GI 


none 








Score 


166 


Exons 


4626. .4748, 


4626. 


.4715, 


4627. 


.4749, 4628. .4750, 5022. .5129, 




5023. .5130, 


5024. 


.5128, 


5220. 


.5285, 5221.. 5382, 5221.. 5382 



43018 




Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322 


.C11.05 


.ts 


Method 


TBLASTX: Soybean 


Start 


5221 








End 


5906 


GI 


none 








Score 


201 


Exons 


5221. .5442, 


5225 


. .5443, 


5526. 


.5726, 5557. .5727, 5841. .5906, 




5845. .5904 












Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. . 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322.Cll.o3 


-tc 


Method 


TBLASTX: Cress 


Start 


5365 








End 


6321 


GI 


none 








Score 


43 


Exons 


5365. .5385, 


5408 


. .5443, 


5410. 


.5442, 5547. .5726, 5554. .5727, 




5841. .6023, 


5844 


. .6017, 


5845. 


.6027, 5848. .6024, 6140. .6313, 




6153. . 6320, 


6153 


. .6320, 


6154. 


.6321, 6166.. 6321 


Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322 


.C11.03 


.tw 


Method 


TBLASTX: Wheat 


Start 


5583 








End 


6210 


GI 


none 








Score 


222 


Exons 


5583. .5729, 


5586 


. .5726, 


5587. 


.5727, 55( 


38. .5728, 5841. .6023, 




5844. .6023, 


5845 


. . 6027, 


5849. 


.6043, 5896.. 6024, 6140. ,6205, 




6143. .6205, 


6153 


. . 6206, 


6153. 


.6209, 6154. .6210, 6166. .6210 


Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322 


.C11.07 


. tm 


Method 


TBLASTX: Maize 


Start 


6162 








End 


6467 


GI 


none 








Score 


171 


Exons 


6162. .6329, 


6164 


. .6313, 


6166. 


.6327, 6438. .6467 


Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322 


.C11.03 


.ts 


Method 


TBLASTX : Soybean 


Start 


6450 








End 


7259 


GI 


none 








Score 


217 


Exons 


6450. . 6512, 


6927 


. .7259, 


6931. 


.7113 




Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 


Name 


OJ000223 09. 


0322.Cll.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


6468 








End 


7299 


GI 


none 








Score 


77 


Exons 


6468. .6512, 


6468 


. .6512, 


6925. 


.7299, 6927.. 7280 


Seq. No. 


42587 








Seq. ID 


OJ000223_09.0322.C11 


Gene No. 


88806 








Strand 




Start 


10722 








End 


17667 



43019 



# 



Name 


OJ000223 09 


.0322. 


C11.03. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7837 








End 


10267 




GI 


none 








Score 


183 




Exons 


7837. .7959, 


7838. 


.7954, 


8151. 


.8282, 8841. .8939, 


8846. .8938, 




8848. .8940, 


8853. 


.8939, 


9019. 


.9165, 9021. .9167, 


9273. .9494, 




9273.-9476, 


9274. 


.9495, 


9274. 


.9492, 9561. .9671, 


9561. .9671, 




9563. .9673, 


9799. 


.9966, 


9801. 


.9968, 9801. .9965, 


9805. .9966, 




9827. .9979, 


10043 


..10267, 10062.. 10241 






Seq. No. 


42587 








Seq. ID 


OJ000223 


_09.0322.C11 


Gene No. 


88806 








Strand 






Start 


10722 








End 


17667 




Name 


OJ000223 09 


.0322. 


Cll.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7841 








End 


10249 




GI 


none 








Score 


105 




Exons 


7841. .7966, 


7843. 


.7890, 


8154. 


.8282, 8846. .8938, 


8848.-8922, 




9019. .9165, 


9021. 


.9167, 


9082. 


.9168, 9209. .9493, 


9273. .9494, 




9273. .9494, 


9561. 


,9713, 


9562. 


.9714, 9563.. 9670, 


9783. .9962, 




9798. .9965, 


9799. 


.9969, 


9799. 


.9972, 9827. .9985, 


10061. .10249, 




10073. .10231, 10074. .10241 








Seq. No. 


42587 








Seq. ID 


OJ000223 


_09.0322.C11 


Gene No. 


88806 








Strand 






Start 


10722 








End 


17667 




Name 


OJ000223 09 


.0322. 


C11.04. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7841 








End 


9168 




GI 


none 








Score 


137 




Exons 


7841. .7966, 


8160. 


.8282, 


8841. 


-8921, 8846. .8938, 


8848. -8940, 




9019. .9168, 


9021. 


.9167 










Seq. No. 


42587 








Seq. ID 


OJ000223 


_09.0322.C11 


Gene No . 


88806 








Strand 






Start 


10722 








End 


17667 




Name 


OJ000223 09 


.0322. 


CII.06. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


9118 








End 


9416 




GI 


none 








Score 


60 




Exons 


9118. .9165, 


9118. 


.9165, 


9122. 


.9166, 9273.. 9416, 


9273. .9416 


Seq. No. 


42587 








Seq. ID 


OJ000223 


_09.0322.C11 


Gene No. 


88806 








Strand 






Start 


10722 








End 


17667 




Name 


OJ000223 09 


.0322. 


C11.02. 


tc 


Method 


TBLASTX: 


Cress 


Start 


9270 








End 


10252 




GI 


none 








Score 


53 




Exons 


9270. .9299, 


9309. 


.9494, 


9317. 


.9391, 9334.. 9441, 


9336. .9491, 




9561. .9692, 


9563. 


.9670, 


9798. 


.9965, 9799.. 9966, 


9799. .9972, 




9801. .9968, 


10061 


. .10252 


, 10062. .10241 







Seq. No. 42587 Seq. ID OJ000223_09 . 0322 . Cll 

Gene No. 88806 Strand 

Start 10722 End 17667 

Name OJ000223_09. 0322. Cll. o5.gp Method AAT/GAP 

Start 10722 End 12911 

GI 87175_1.R1084 Score 1474 

Exons 10722.-11386, 12770.-12911 

GI Descrip. '2160694 l.Oe-33 (U73528) B' ' regulatory subunit of PP2A 
[Arabidopsis thaliana] ' 



43020 



Seq. No. 42587 
Gene No. 88806 
Start 10722 

Name OJ000223_09 . 0322 . Cll . ol . tm 

Start 10790 
GI none 

Exons 10790. ,10852, 10790 .. 10819, 

10870. .10917, 10920. .10976, 

11022. .11051, 11024. .11380, 

12755. .13210, 12763. .13212, 

13210. .13242, 13212. .13577, 

13869. .13940, 13870.. 13941 



Seq. ID OJ000223_09. 0322. Cll 
Strand 

End 17667 

Method TBLASTX : Mai ze 

End 13941 

Score 4 5 
10859. .10909, 10859. .10912, 
10946. .10975, 11019 .. 11381, 
11091. .11387, 11095. .11388, 
12763. .13209, 12764 .. 13210, 
13212. .13889, 13315 .. 13890, 



Seq. No. 42587 

Gene No. 88806 

Start 10722 

Name OJ000223_09 . 0322 . Cll . o4 . np 

Start 11008 

GI 7485149 

Exons 11008. .11380, 12766. 
GI Descrip. hypothetical protein 



OJ000223 09. 0322. Cll 



Seq. ID _ 
Strand 

End 17667 
Method AAT/NAP 
End 17667 
Score 1656 
13937, 17642.. 17667 
- Arabidopsis thaliana 
gi|2244898|emb|CAB10320.1| (Z97338) phosphatase like protein 
[Arabidopsis thaliana] gi | 7268288 | emb | CAB785.83 . 1 1 (AL161541) 
phosphatase like protein [Arabidopsis thaliana] 

Seq. No. 42587 Seq. ID OJ000223_09 , 0322 . Cll 

Gene No. 88806 Strand 

Start 10722 End 17667 

Name OJ000223_09. 0322 . Cll . o4 . gs Method GENSCAN 

Start 11024 End 16911 

GI none Score .5 

Exons 11024. .11380, 12766 .. 13159, 13360 .. 13978 , 14293 .. 14 429, 
16751.. 16911 



Seq. No. 42587 Seq. ID 

Gene No. 88806 Strand 

Start 10722 End 

Name OJ000223_09 . 0322 . Cll . ol . tc Method 

Start 11054 End 

GI none Score 
Exons 



OJ000223_09. 0322. Cll 
17667 

TBLASTX: Cress 

13937 

208 



11054. .11380, 11055. .11387, 11229 .. 11387 , 11230 .. 11388 , 
12763. .13209, 12764 .. 13210, 12969 .. 13217 , 13008 .. 13253, 
13212. .13730, 13212. .13718, 13821 .. 13883, 13890.. 13937 



Seq. No. 


42587 




Seq. ID 


OJ000223_09.0322 


.Cll 


Gene No. 


88806 




Strand 






Start 


10722 




End 


17667 




Name 


OJ000223 09. 0322. Cll 


. o7 . ts 


Method 


TBLASTX: Soybean 




Start 


11093 




End 


11336 




GI 


none 




Score 


154 




Exons 


11093. .11335, 11094. 


.11336 








Seq. No. 


42587 




Seq. ID 


OJ000223_09.0322 


.Cll 


Gene No. 


88806 




Strand 






Start 


10722 




End 


17667 




Name 


OJ000223 09. 0322. Cll 


. o5. tw 


Method 


TBLASTX: Wheat 





43021 





1 1 nQQ 
X X u -/ 






1 1 37ft 
X X ^ / o 










qooT*<a 


1 98 






11099 11377 11100 


. 11378 








Seq. No. 


42587 




Seqa ID 


OJ000223_09.0322 


aCll 


Gene No. 


88806 




Strand 






O Uctl. u 


X u / ^ ^ 




End 


17667 




Ncinie 


n.T0009?3 OQ m 


o4 "t" Q 


Method 


TBLASTX : Soybean 






1 1 "^^Q ~ 

X X J J ^ 




End 


13035 




PT 


none 




Score 


275 






XX«,^^i?..XX^Uw^ X 1 -J %J * 


a 13033, 


12763. .13035 




• INO . 


4 ^ J 0 / 




Seq. ID 


OJ000223_09.0322 


n 1 

a X X 


osne LNo . 


o o o u o 




Strand 






start 


10722 




End 


17667 




Name 


OJ000223 09.0322.C11 


.o2. tw 


Method 


TBLASTX: Wheat 






19R19 

X ^ O X ^ 




End 


13259 










Score 


66 




Exons 


1 9ft1 Q 1 9ft fiQ 1 9R1 9 

X^OX7. .XZiOUZ/f x^ox^. 


1 9ft fi3 

a X^ O / 


12820. .12876, 12821 .. 12877 , 






19ft^S 19ft90 1 9ft70 


1 9ft90 

a X^ O / 


12871. .12891, 12889. .13209, 






1 9R 91 1 '^91 1 1 9ft Q*^ 

X^O^X. .XO^XXf X^0Z70. 


1 391 0 

a X .J ^ X U / 


13212. .13259, 13212. .13259 




C ^ \I o 

oeq . iNO • 






Seq. ID 


OJ000223_09.0322 


ri 1 

a X X 


Gene No. 


88806 




Strand 






start 


10722 




End 


17667 




Name 


0.100099'^ 09 0399 PI 1 


n9 1-<? 


Method 


TBLASTX : Soybean 






1 303fi ~ 




End 


13730 




o J. 


none 




Score 


215 






1303fi 13909 13037 


13910 

a X XU / 


13037. .13210, 13193. .13435, 






13194 13730 13919 


1 3794 

a X J / ^ 4 / 


13315. .13725 




oeq. LNO. 


4 9 Rft7 




Seq. ID 


OJ000223_09.0322 


PI 1 
a ^ X X 


Gene No. 


88806 




Strand 






Start 


10722 




End 


17667 




Name 


n.T00099 3 09 0399 Pll 


a Ol a tw 


Method 


TBLASTX: Wheat 






1 3979 ~ 




End 


13796 






none 




Score 


327 




P von c 


13979 1 3S7 7 13979 


1 3793 


13315, .13794, 13450 .. 13794 , 






1 3fi9fi 1 37 9fi 










06q . LNO . 


49RR7 




Seq. ID 


OJ000223_09.0322 


PI 1 
a X X 




88806 




Strand 






Start 


10722 




End 


17667 




Name 


OJ000223 09.0322.C11 


. o6 . gp 


Method 


AAT/GAP 






13406 




End 


13933 




oX 


3768440 




Score 


1035 




Exons 


13406a .13933 










K3X uescrxp. 


2160694 l.Oe-33 (U73528) B' 


regulatory 


subunit of PP2A 






[Arabidopsis thaliana] 










42587 




Seq. ID 


OJ000223_09.0322 


aCll 


Gene No. 


88807 




Strand 






Start 


21282 




End 


21953 




Name 


OJ000223 09.0322.C11 


.o8atm 


Method 


TBLASTX: Maize 




Start 


21282 




End 


21953 




GI 


none 




Score 


97 




Exons 


21282. .21422, 21309. 


a21419, 


21310. .21420, 21523. .21591, 





43022 



21524. .21598, 21525 .. 21599, 21698 217 96, 21711 .. 21785, 
21849. .21953, 21884.. 21952 



Seq. No. 


42588 


Seq. ID 


OJ000223_09. 


0322. C12 


Gene No. 


88808 


Strand 


+ 




Start 


994 


End 


2457 




Name 


OJ000223 09.0322.C12.ol.gs 


Method 


GENSCAN 




Start 


994 


End 


2457 




GI 


none 


Score 


.67 




Exons 


994. .1089, 1220. .1385, 1607. 


.1734, 227£ 


. .2457 




Seq. No. 


42589 


Seq. ID 


OJ000223_09. 


0322. C13 


Gene No. 


88809 


Strand 


+ 




Start 


41 


End 


1675 




Name 


OJ000223 09.0322.C13.ol.np 


Method 


AAT/NAP 




Start 


41 


End 


1675 




GI 


7431269 


Score 


549 




Exons 


41. .255, 619. .709, 1081. .1334, 1494. .1675 




GI Descrip. 


glucose-6-phosphate 1-dehydrogenase (EC 1.1.1.49) 2 


, cytosolic 



parsley gi | 2352923 I gb I AAB69319 . 1 1 (AF012863) cytosolic 
glucose-6-phosphate dehydrogenase 2 [Petroselinum crispum] 





Seq. No. 


42589 


Seq. ID 


OJ000223_09.0322.C13 




Gene No. 


88809 


Strand 


+ 




Start 


41 


End 


1675 


r fl 


Name 


OJ000223 09.0322.C13.ol.gp 


Method 


AAT/GAP 




Start 


49 


End 


1619 


fy 


GI 


25866 1.R1084 


Score 


1169 




Exons 


49. .255, 619. .704, 1024. .1072, 


1145. .1325, 1494. .1619 




GI Descrip. 


'3021508/emb ICAA04992.il 8 . Oe- 


■63 (AJ001769) glucose-6-phosphate 






dehydrogenase [Nicotiana tabacum] * 






Seq. No. 


42589 


Seq. ID 


OJ000223_09.0322.C13 




Gene No. 


88809 


Strand 


+ 




Start 


41 


End 


1675 




Name 


OJ000223 09.0322.C13,ol.gs 


Method 


GENSCAN 




Start 


49 


End 


1642 




GI 


none 


Score 


.88 




Exons 


49, .110, 164. .255, 619. .704, 1024. .1072 


!, 1145. .1325, 1494 . .1642 




Seq. No. 


42589 


Seq. ID 


OJ000223_09.0322.C13 




Gene No. 


88809 


Strand 


+ 




Start 


41 


End 


1675 




Name 


OJ000223 09.0322.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


53 


End 


1648 




GI 


none 


Score 


89 




Exons 


53. .136, 55. .255, 82. .255, 158 


..259, 598. .708, 605. .706, 






606. .707, 1130. .1324, 1130. .1186, 1132. 


.1323, 1141. .1326, 






1146. .1325, 1450. .1638, 1460.. 


1648, 1472.. 1642 




Seq. No. 


42589 


Seq. ID 


OJ000223_09.0322.C13 




Gene No. 


88809 


Strand 


+ 




Start 


41 


End 


1675 




Name 


OJ000223 09.0322.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


162 


End 


1648 




GI 


none 


Score 


131 




Exons 


162. .254, 163. .255, 606. .731, 


607. .708, 


1126. .1227, 1127. .1219, 



43023 



1210. .1320, 1211. .1321, 1243. .1338, 1450. .1623, 1450. .1539, 
1460. .1648, 1472. .1648 



Seq. No. 42589 

Gene No. 88809 

Start 41 

Name OJ000223_09 . 0322 . C13 . ol - tw 

Start 660 

GI none 
Exons 



Seq. ID OJ000223_09.0322.C13 

Strand + 

End 1675 

Method TBLASTX: Wheat 

End 1543 

Score 50 



660. .707, 673. .708, 1024. .1068, 1025. .1069, 1130. .1324, 
1130. .1186, 1132. .1323, 1143. .1340, 1146. .1328, 1460. .1543, 
1471. .1539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42589 
88809 
41 

OJ000223_09.0322.C13.ol.tc 

1477 

none 



Seq. ID OJ000223_09.0322.C13 

Strand + 

End 1675 

Method TBLASTX : Cress 

End 1648 

Score 63 



1477. .1539, 1493. .1639, 1494. .1598, 1496. .1648 

42590 Seq. ID OJ000223_09 . 0322 - C14 

88810 Strand + 

1 End 1811 

OJ000223_09-. 0322 . C14 . ol . np Method AAT/NAP 

1 End 1811 

4206114 Score 518 

1..58, 328. .397, 863. .899, 1184. .1255, 1386. .1533, 1667.. 1811 
(AF097663) cytoplasmic glucose-6-phosphate 1-dehydrogenase 
[Mesembryanthemum crystallinum] 



42590 
88810 
1 

OJ000223_09.0322.C14.ol.tc 

333 

none 



Seq. ID OJ000223_09.0322.C14 

Strand + 

End 1811 

Method TBLASTX : Cres s 

End 1764 

Score 115 



333.. 413, 1183.. 1257, 1196.. 1261, 1375.. 1530., 1382.. 1546, 
1383. .1547, 1665. .1757, 1665,-1760, 1666. .1764 



42590 
88810 
1 

OJ000223_09 . 0322 . C14 . ol . tm 

333 

none 



Seq. ID OJ000223_09.0322.C14 

Strand + 

End 1811 

Method TBLASTX : Mai ze 

End 17 61 

Score 119 



333. .413, 336. .395, 337, .396, 1176. .1259, 1177. .1260, 

1179. .1256, 1183. ,1257, 1381. .1545, 1383, ,1547, 1385. .1546, 

1662. .1760, 1664. ,1759, 1665. .1760, 1666. .1761 

42590 Seq, ID OJ000223_09 . 0322 . C14 

88810 Strand + 

1 End 1811 

OJ000223_09 . 0.322 . C14 . ol . gp Method AAT/GAP 

339 . End 1764 

30638_1.R1084 Score 711 

339. .397, 863. .899, 1184, .1255, 1386. .1533, 1667. .1764 



43024 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



M206114 3.0e-84 (AF097 663) cytoplasmic glucose-6-phosphate 
1-dehydrogenase [Mesembryanthemum crystallinum] * 



42590 Seq. ID 

88810 Strand 
1 End 
OJG00223_09.0322.C14.ol.ts Method 
1173 End 
none Score 

1173.. 1256, 1196.. 1261, 1375.. 1530, 1382 

1662.. 1766, 1665.. 1754, 1666.. 1791 



OJ000223_09.0322.C14 
+ 

1811 

TBLASTX: Soybean 
1791 
79 

1546, 1383.. 1547, 



Seq. No. 42590 Seq. ID 

Gene No. 88810 Strand 

Start 1 End 

Name OJ000223_09 . 0322 .C14 . ol . gs Method 

Start 1184 End 

GI none Score 

Exons 1184.. 1255, 1386.. 1533, 1667.. 1762 



OJ000223_09.0322.C14 
+ 

1811 
GENSCAN 
1762 
.97 



Seq. No. 42591 Seq. ID 

Gene No. 88811 Strand 

Start 371 End 

Name 0 J000223_04 . 0322 . CI . ol . gs Method 

Start 371 End 

GI none Score 

Exons 371.. 430, 590.. 691 

Seq. No. 42592 Seq. ID 

Gene No. 88812 Strand 

Start 565 End 

Name 0 J000223_04 . 0322 . C2 . ol . gs Method 

Start 565 End 

GI none Score 

Exons 565.. 678 



OJ000223_04.0322.C1 
+ 

691 

GENSCAN 

691 

.6 



OJ000223_04.0322.C2 
+ 

678 

GENSCAN 

678 

1 



Seq. No. 42592 Seq. ID 

Gene No. 88813 Strand 

Start 1002 End 

Name OJ000223_04 . 0322 . C2 . o2 . gs Method 

Start 1002 End 

GI none Score 

Exons 1002.. 1153 



OJ000223_04.0322,C2 

1153 
GENSCAN 
1153 
.48 



Seq. No. 


42593 






Seq. ID 


OJ000223_04.0322. 


C3 


Gene No. 


88814 






Strand 






Start 


697 






End 


1075 




Name 


OJ000223 


04. 0322. C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


697 






End 


1061 




GI 


none 






Score 


79 




Exons 


697. .768, 


697. .771, 


854. .1060, 


867. .1061 




Seq. No. 


42593 






Seq. ID' 


. OJ000223_04.0322. 


C3 


Gene No. 


88.814 






Strand 






Start 


697 






End 


1075 




Name 


OJ000223 


04. 0322. C3 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


863 






End 


1075 





43025 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



125 



none Score 
863. .1060, 867. .1061, 884. .1075 

42594 Seq. ID 

88815 Strand 
12 65 End 
OJ000223_04 .0322.C5.o2.np Method 
1265 End".-.. 
7485859 Score 
1265. .1287, 3690. .4147, 5501. .5525 

hypothetical protein F20D10.300 - Arabidopsis thaliana 
gi| 4467124 |emb|CAB37558. It (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB80483 . 1 1 (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



OJ000223_04.0322.C5 
+ 

5525 
AAT/NAP 
5525 
95 



Seq. No. 


42594 


Seq. ID 


OJ000223_04.0322 


.C5 


Gene No. 


88815 


Strand 


+ 




Start 


1265 


End 


5525 




Name 


OJ000223 04.0322.C5.o2.gs 


Method 


GENSCAN 




Start 


3659 


End 


4140 




GI 


none 


Score 


.41 




Exons 


3659. .3692, 3710. .4140 








Seq. No. 


42594 


Seq. ID 


OJ000223_04.0322 


.C5 


Gene No. 


88816 


Strand 






Start 


433 


End . 


3829 ' 




Name 


OJ000223 04.0322.C5.ol.gs 


Method 


GENSCAN 




Start 


433 


End 


3346 




GI 


none 


Score 


.6 




Exons 


433. .560, 612. .777, 1285.. 


1475, 1607.. 


1716, 2734. .2923, 






3208. .3346 








Seq. No. 


42594 


Seq. ID 


OJ000223_04.0322 


.C5 


Gene No. 


88816 


Strand 






Start 


433 


End 


3829 




Name 


OJ000223 04.0322.C5.ol.np 


Method 


AAT/NAP 




Start 


931 


End 


3829 




GI 


6705984 


Score 


420 




Exons 


931. .1461, 3767. .3829 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


42594 


Seq. ID 


OJ000223_04,0322 


.05 


Gene No. 


88816 


Strand 






Start 


433 


End 


3829 - 




Name 


OJ000223 04.0322.C5.ol.tm 


Method ■ 


TBLASTX: Maize 




Start 


934 


End 


1192 




GI 


none 


Score 


108 




Exons 


934. .1191, 946. .1149, 1058 


. .1192 






Seq. No. 


42594 


Seq. ID 


OJ000223_04.0322 


.05 


Gene No. 


88816 


Strand 






Start 


433 


End 


3829 




Name 


OJ000223 04 .0322.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


961 


End 


1380 




GI 


none 


Score 


48 




Exons 


961.. 1119, 998., 1102, 1111 


..1311, 1111 


. .1380 





43026 



Seq. No. 


42594 


Seq. ID 


OJ000223 04. 0322. C5 


Gene No. 


88816 


Strand 




Start 


433 


End 


3829 


Name 


OJ000223 04.0322.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


968 


End 


1431 


GI 


none 


Score 


100 


Exons 


968. .1132, 973. .1152, 973. .1143, 1071. 


. 1157, 1156. . 1419, 




1157. .1411, 1162. .1431 






Seq. No. 


42595 


-Seq. ID 


OJ000223 04.0322 C6 


Gene No. 


88817 


Strand 


+ ~ 


Start 


1123 


End 


1506 


Name 


OJ000223 04.0322.C6.o2.gp 


Method 


AAT/GAP 


Start 


1123 


End 


1506 


GI 


uC-osflcyp033a04bl 


Score 


681 


Exons 


1123. .1506 






GI Descrip. 


»6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Orvza sativa aenomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


42595 


Seq- ID 


OJ000223 04. 0322. C6 


Gene No. 


88818 


Strand 


+ ~ 


Start 


2410 


End 


2642 


Name 


OJ000223 04.0322.C6.o2.np 


Method 


AAT/NAP 


Start 


2410 


End 


2642 


GI 


4680186 


Score 


340 


Exons 


2410. .2642 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 


Seq. No. 


42595 


Seq. ID 


OJ000223 04 0322 C6 


Gene No. 


88819 


Strand 




Start 


1 


End 


1408 


Name 


OJ000223 04.0322.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1408 


GI 


5852180 


Score 


371 


Exons 


1..200, 251. .368, 1355. .1408 






GI Descrip, 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


42595 


Seq. ID 


OJ000223 04 0322 C6 


Gene No. 


88820 


Strand 




Start 


2194 


End 


2575 


Name 


OJ000223 04.0322.C6.o3.gp 


Method 


AAT/GAP 


Start 


2194 


End 


2575 


GI 


uC-osflcyp033a04bl 


Score 


631 


Exons 


2194" .2575 






GI Descrip. 


•6016845/dbj I AP000570 . 1 | AP000570 3.0e- 






DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


42596 


Seq. ID 


OJ000223 04. 0322. C7 


Gene No. 


88821 


Strand 


+ ~ 


Start 


562 


End 


3104 


Name 


OJ000223 04.0322.C7.ol.np 


Method 


AAT/NAP 


Start 


562 


End 


3104 


GI 


7485859 


Score 


541 


Exons 


562. .1828, 3083. .3104 







GI Descrip. hypothetical protein F20D10.300 - Arabidopsis thaliana 

gi|4467124 |emb|CAB37558.1| (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi I 7270802 | emb | CAB80483 . 1 1 (AL161593) 



43027 



Seq. No. 
Gene No, 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein [Arabidopsis thaliana] 

OJ000223 04. 0322. C7 



42596 
88822 
1711 

OJ000223_04 . 0322 .C7.ol.tc 
548 
none 

548. .841, 590. .754, 628. .816 

42596 . 
88822 
1711 

OJ000223_04.0322.C7.ol.ts 
586 
none 

586. .906, 587. .1102, 1009. .1131 



Seq, ID 
Strand 
End 

Method 
End 
Score 



2643 

TBLASTX: Cress 

841 

199 



Seq. ID OJ000223_04,0322.C7 
Strand 

End 264 3 

Method TBLASTX : Soybean 

End 1131 

Score 428 



42596 
88822 
1711 

OJ000223_04 . 0322 . C7 . ol . tm 

629 

none 



Seq. ID OJ000223_04.0322-C7 
Strand 

End 264 3 

Method TBLASTX : Maize 

End 124 0 

Score 214 



629. .907, 646. .939, 647. .943, 944. .1240, 994. .1191 

OJ000223 04. 0322. C7 



42596 Seq, ID 

88822 Strand 

1711 End 

OJ000223_04 . 0322 . C7 . ol . tw Method 

755 End 

none Score 

755. .1192, 757.. 936, 1009. .1191 



2643 

TBLASTX: Wheat 

1192 

297 



42596 . 
88822 
1711 . 

OJ000223_04 . 0322 . C7 . o2 . gs 
1711 
none 

1711,. 1733, 2568.-2643 

42597 
88823 
716 

OJ000223_04.0322.C9.ol.gs 
716 
none 

716. .841, 1356. .1496, 2080. .2161, 2510. .2776 



Seq, ID OJ000223_04 .0322-C7 
Strand 

End 2643 

Method GENSCAN - 

End 2643 

Score .58 



Seq, ID OJ000223_04 . 0322.C9 

Strand + 

End 4 4 66 

Method GENSCAN 

End 2776 

Score .56 



42597 
88823 
716 

OJ000223_04 . 0322 . C9 . ol . np 

1207 

6041822 



Seq. ID OJ000223_04 .0322.C9 

Strand + 

End 4466 

Method AAT/NAP 

End 4 4 66 

Score 56 



1207, ,1269, 2196. .2456, 4439. .4466 



43028 



GI Descrip. (AC009918) unknown protein [Arabidopsis thaliana] 



Seq. No. 42597 Seq. ID 

Gene No. 88824 Strand 

Start 5509 End 

Name OJ000223_04 . 0322 .C9.o2 . np Method 

Start 5509 End 

GI 7444451 Score 

Exons 5509.. 5750, 6977.. 7023 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



OJ000223_04.0322.C9 
+ 

7023 
AAT/NAP 
7023 
155 



Seq. No. 


42597 


Seq. ID 


OJ000223_ 


_04 


.0322 


Gene No. 


88825 


Strand 


- 






Start 


5124 


End 


7023 






Name 


OJ000223 04.0322.C9.o3.np 


Method 


AAT/NAP 






Start 


5124 


End 


7023 






GI 


6498436 


Score 


74 






Exons 


5124. .5199, 6310. .6599, 7004, 


.7023 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42597 


Seq. ID 


OJ000223_ 


_04, 


.0322 


Gene No. 


88825 


Strand 


_ 






Start 


5124 


End 


7023 






Name 


OJ000223 04.0322.C9.o4.np 


Method 


AAT/NAP 






Start 


6609 


End 


7023 






GI 


6705984 


Score. 


90 






Exons 


6609. .7023 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


42598 


Seq. ID 


OJ000223_ 


_04, 


.0322 


Gene No. 


88826 


Strand 








Start • 


1 


End 


5947 






Name 


OJ000223 04.0322.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


5947 






GI 


5042447 


Score 


4022 






Exons 


1..1016, 4407. .5947 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


42598 


Seq. ID 


OJ000223_ 


_04. 


.0322 


Gene No. 


88826 


Strand 








Start 


1 


End 


5947 






Name 


OJ000223 04.0322.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


3 


End 


299 






GI 


none 


Score 


96 






Exons 


3. .299, 13. .231 










Seq. No. 


42598 


Seq. ID 


OJ000223_ 


_04, 


.0322 


Gene No. 


88826 


Strand 








Start 


1 


End 


5947 . 






Name 


OJ000223 04.0322.C10.o2,tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


320 






GI 


none 


Score 


243 






Exons 


3. .320, 4. .288, 239. .319 










Seq. No. 


42598 


Seq. ID 


OJ000223_ 


_04. 


,0322 



43029 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No, 



88826 Strand 

1 End 5947 

OJ000223_04 .0322. CIO. ol.gs Method GENSCAN 

19 End 5947 

none Score .51 

19. .989, 1682. .1820, 2157. .2415, 3491. .3525, 3845. .3920, 

5007. .5790, 5813. .5947 



42598 
88826 
1 

OJ000223_04 .0322. CIO. ol.ts 
33 

none 



Seq. ID OJ000223_04 .0322. CIO 
Strand 

End 5947 

Method TBLASTX : Soybean 

End 428 

Score 147 



33. .392, 34. .288, 384. .428, 396. .428 



Seq. ID OJ000223_04. 0322. CIO 
Strand 

5947 

TBLASTX: Maize 
782 
98 



End 

Method 

End 

Score 



42598 
88826 
1 

OJ000223_04 . 0322 .CIO .ol .tm 
315 
none 

315, .782, 348. .695 

42598 
88826 
1 

OJ000223_04 . 0322 . CIO . ol . tw 
369 
none 

369. .851, 378. .740, 412. ,747 

42598 
88826 
1 

OJ000223_04. 0322. CIO. o4 .tw 
4416 
none 

4416. .4589, 4417. .4560, 4611. .4820, 4672. .4770 



Seq. ID OJ000223_04. 0322. CIO 
Strand 

5947 

TBLASTX: Wheat 
851 
183 



End 

Method 

End 

Score 



Seq, ID OJ000223_04. 0322. CIO 
Strand 

5947 

TBLASTX: Wheat 
4820 
93 



End 

Method 

End 

Score 



42598 
88826 
1 

OJ000223_04 . 0322 . CIO . o3 . tm 

5164 

none 



Seq. ID OJ000223_04. 0322. CIO 
Strand 

End 5947 

Method TBLASTX : Mai ze 

End 54 60 

Score 46 



5164.. 5460, 5176.. 5232, 5273,. 5443 



42598 
88826 
1 

OJ000223_04 . 0322 . CIO . o3 . tw 

5341 

none 



Seq. ID OJ000223_04. 0322. CIO 
Strand 

End 5947 

Method TBLASTX : Wheat 

End 5704 

Score 108 



5341.. 5700, 5351,, 5575, 5425.. 5670, 5600,. 5704 

42599 Seq. ID OJ000223_04 . 0322 . Cll 



43030 



Gene No. 88827 Strand + 

Start 1383 End 2150 

Name OJ000223_04.0322.Cll.o2.np Method AAT/NAP 

Start 1383 End 2150 

GI 4680183 Score 179 

Exons 1383.. 1453, 2061,. 2150 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 

Seq. No. 42599 Seq. ID OJ000223_04 . 0322 . Cll 

Gene No. 88828 Strand 

Start 1 End 3039 

Name OJ000223_04. 0322, Cll. ol.np Method AAT/NAP 

Start 1 End 636 

GI 5042448 Score 887 

Exons 1..36, 76.. 636 

GI Descrip. (AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 42599 

Gene No. 88828 

Start 1 

Name OJ000223_04. 0322. Cll. ol.gs 

Start 39 

GI none 
Exons 



Seq. ID OJ000223_04. 0322. Cll 
Strand 

End . 3039 

Method GENSCAN 

End 3039 

Score . 93 



39. .92, 136. .702, 2877. .2961, 2966.. 3039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42600 Seq, ID 

88829 Strand 

1 End 

OJ000223_04. 0322. C12, ol.np Method 

1 End 

7228457 Score 



OJ000223_04 . 0322 . C12 
+ 

7242 
AAT/NAP 
7242 
2808 



l.,163, 1497. .2928, 3888, .3978, 4033. .5676, 5743. .7242 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 42600. 

Gene No. 88829 

Start 1 

Name OJ000223_04 . 0322 . C12 . ol . gs 

Start 252 

GI none 
Exons 



Seq. ID OJ000223_04.0322.C12 

Strand + 

End 7242 

Method GENSCAN 

End 7079 

Score .49 



252. .310, 751. .912, 952. .1532, 1739. .1952, 2034. .2313, 
2431. .2574, 2593. .2928, 3076. .3110, 3298, .3483, 4148. .4353, 
4448, .4635, 4792, .5346, 5743. .6023, 6090, .6351, 6678. .6894, 
6904. .7079 



Seq, No. 42600 Seq. ID 

Gene No. 88830 Strand 

Start 13976 End 

Name 0 J000223_04 . 0322 . C12 . o4 . np Method 

Start 13976 End 

GI 7523517 Score 

Exons 13976. .14176, 14538.. 14583 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



OJ000223_04.0322.C12 
+ 

14583 
AAT/NAP 
14583 
156 



43031 




Seq. "No. 


42600 








Seq. ID 


OJ000223_04.0322.C12 


Gene No. 


88831 








Strand 




Start 


7858 








End 


14209 


Name 


OJ000223 04 


.0322 


.012. o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


1540 








End 


1887 


GI 


none 








Score 


71 


Exons 


1540. .1653, 


1551 


. .1643, 


1632. 


.1829, 1633.. 1887 


Seq. No. 


42600 








Seq. ID 


OJ000223_04 .0322.012 


Gene No. 


88831 








Strand 




Start 


7858 








End 


14209 


Name 


OJ000223 04 


.0322 


.C12.03 


.tw 


Method 


TBLASTX: Wheat 


Start 


2518 








End 


9433 


GI 


none 








Score 


133 


Exons 


2518. .2691, 


2526 


. .2690, 


2737. 


.2925, 2739. .2924, 3990.. 4244, 




4110, .4226, 


4112 


. .4243, 


9386. 


.9433 




Seq. No. 


42600 








Seq. ID 


OJ000223 04. 0322. 012 


Gene No. 


88831 








Strand 


- 


Start 


7858 








End 


14209 


Name 


OJ000223 04 


.0322 


.C12.08 


.tw 


Method 


TBLASTX: Wheat 


Start 


4277 








End 


4461 


GI 


none 








Score 


70 


Exons 


4277. .4423, 


4317 


. .4460, 


4318. 


.4461 




Seq. No. 


42600 








Seq. ID 


OJ0.00223 04.0322.C12 


Gene No. 


88831 








Strand 


- 


Start 


7858 








End 


14209 


Name 


OJ000223 04 


.0322 


.012. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4301 








End 


4593 


GI 


none 








Score 


89 


Exons 


4301. .4492, 


4323 


. .4592, 


4324. 


.4593 




Seq. No. 


42600 








Seq. ID 


OJ000223_04 . 0322 .C12 


Gene No. 


88831 








Strand 


- 


Start 


7858 








End 


14209 


Name 


OJ000223 04 


.0322 


.012.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


4462 








End 


4881 


GI 


none 








Score 


436 


Exons 


4462. .4881, 


4486 


. .4848, 


4731. 


.4880 




Seq. No. 


42600 








Seq. ID 


OJ000223_04 .0322.C12 


Gene No. 


88831 








Strand 




Start 


7858 








End 


14209 


Name 


OJ000223 04 


.0322 


.012.O3 


.tm 


Method 


TBLASTX: Maize 


Start 


4621 








End 


5004 


GI 


none 








Score 


291 


Exons 


4621. .5004, 


4725 


. .5003 








Seq. No. 


42600 








Seq. ID 


OJ000223_04 .0322.C12 


Gene No. 


88831 








Strand 




Start 


7858 








End 


14209 


Name 


OJ000223 04 


.0322 


.012.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


4758 








End 


5157 


GI 


none 








Score 


274 


Exons 


4758. .4916, 


4759 


. .5157 









43032 




Seq. No. 


42600 








Seq. ID 


OJ000223_04.0322 


.C12 


Gene No. 


88831 








Strand 






Start 


7858 








End 


14209 




Name 


OJ000223 04 


.0322. 


C12.07 


. tw 


Method 


TBLASTX: Wheat 




Start 


4930 








End 


5238 




GI 


none » 








Score 


181 




Exons 


4930. .5169, 


5179. 


.5238 










Seq. No. 


42600 








Seq. ID 


OJ000223_04.0322 


.C12 


.Gene No. 


88831 








Strand 






Start 


7858 








End 


14209 




Name 


OJ000223 04 


.0322. 


C12.04 


. tw 


Method 


TBLASTX: Wheat 




Start 


5247 








End 


5652 




GI 


none 








Score 


202 




Exons 


5247. .5474, 


5248. 


.5472, 


5479. 


.5652 






Seq. No. 


42600 








Seq. ID 


OJ000223_04.0322 


.012 


Gene No. 


88831 








Strand 






Start 


7858 








End 


14209 




Name 


OJ000223 04 


.0322. 


C12.02 


.ts 


Method 


TBLASTX : Soybean 




Start 


5374 








End 


5754 




GI 


none 








Score 


81 




Exons 


5374. .5496, 


5506. 


.5754 










Seq. No. 


42600 








Seq. ID 


OJ000223__04.0322 


.012 


Gene No. 


88831 








Strand 






Start 


7858 








End 


14209 




Name 


OJ000223 04 


.0322. 


012. o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6166 








End 


6471 




GI 


none 








Score 


350 




Exons 


6166. .6471, 


6183. 


. 6470 










Seq. No. 


42600 








Seq. ID 


OJ000223_04.0322 


,012 


Gene No. 


88831 








Strand 






Start 


7858 








End 


14209 




Name 


OJ000223 04 


.0322. 


C12.05 


. tw 


Method 


TBLASTX: Wheat 




Start 


6166 








End 


6483 




GI 


none 








Score 


298 




Exons 


6166. . 6483, 


6174. 


. 6482, 


6292. 


. 6483 






Seq. No. 


42600 








Seq. ID 


OJ000223_04.0322 


.012 


Gene No. 


88831 








Strand 






Start 


7858 








End 


14209 




Name 


OJ000223 04 


.0322. 


C12.02 


. tw 


Method 


TBLASTX: Wheat 




Start 


6624 ~ 








End 


7204 




GI 


none 








Score 


361 




Exons 


6624. .7076, 


6629. 


. 6727, 


6773. 


.6880, 7101. .7187, 7106. .7204 


Seq. No. 


42600 








Seq. ID 


OJ000223_04.0322 


.012 


Gene No. 


88831 








Strand 






Start 


7858 








End 


14209 




Name 


OJ000223 04 


.0322. 


C12.04 


.tm 


Method 


TBLASTX: Maize 




Start 


6930 








End 


7196 




GI 


none 








Score 


145 




Exons 


6930. .7112, 


6999. 


.7118, 


7103. 


.7162, 7113. .7196 




Seq. No. 


42600 








Seq. ID 


OJ000223_04.0322 


.012 



43033 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



88831 Strand 

7858 End 

OJ000223_04 . 0322 ..C12 . o2 . gs Method 

7858 , End 

none Score 



14209 
GENSCAN 
14209 
.61 



7858. .8375, 8486. .8631, 8891. .8979, 9734. .10238, 11921 12461, 
12612. .12663, 12733 .. 13080, 13090 .. 13118, 13287 13535, 
13559. .13890, 13951 .. 14005, 14176.. 14209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



42600 . Seq. ID 

88831 Strand 

7858 End 

OJ000223_04 . 0322 . C12 . o2 . np Method 

8769 End 

6721561 Score 



OJ000223_04.0322.C12 

14209 
AAT/NAP 
13245 
1078 



8769.. 8976, 11965 .. 12523, 12605 .. 12 663, 12733 .. 12964 , 
13214. .13245 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 04.0322.C12 



42600 
88831 
7858 

OJ000223_04 . 0322 . C12 , o3 .np 
12323 
6721558 

12323- ,12540, 12994 13118, 13820.. 13919 
(AP001073) hypothetical protein [Oryza sativa] 
gi|6815083|dbj |BAA90369,1| (AP001081) hypothetical protein 
[Oryza sativa] 



14209 
AAT/NAP 
13919 
247 



42601 
88832 
1240 • 

OJ000223_04 .0322.C13.ol.gs 

1240 

none 



Seq. ID OJ000223_04.0322.C13 

Strand + 

End 4255 

Method GENSCAN 

End 4255 

Score . 63 



1240. .1290, 1387. .1528, 1568. .1885, 1970. .2859, 2941. .3279, 
3747. .4255 



Seq. No, 


42602 








Seq. ID 


OJ000223_04 .0322 


.C14 


Gene No. 


88833 








Strand 






Start 


466 








End 


1659 




Name 


OJ000223 


04.0322.C14 


.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


460 








End 


705 




GI 


none 








Score 


148 




Exons 


460. .705, 


464. .703, 


538 


. .705 








Seq. No. 


42602 








Seq. ID 


OJ000223_04.0322 


.C14 


Gene No. 


88833 








Strand 






Start 


466 








End 


1659 




Name 


OJ000223 


04.0322.C14 


.ol 


.np 


Method 


AAT/NAP 




Start 


466 








End 


1659 




GI 


4544372 








Score 


537 





43034 




Exons 4 66.. 1659 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


42602 








Seq. ID 


OJ000223_04.0322 


.014 


Gene No. 


88833 








Strand 


- 




Start 


466 








End 


1659 




Name 


OJ000223 04 


.0322 


.C14.01 


. tw 


Method 


TBLASTX: Wheat 




Start 


481 








End 


888 




GI 


none 








Score 


73 




Exons 


481. .888, 536.-748 










Seq- No. 


42 602 








Seq. ID 


OJ000223_04.0322 


.014 


Gene No. 


o o o o o 








Strand 


- 




Start 


4 66 








End 


1659 




Name 


OJU0U223 04 




. C14 . o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1174 








End 


1467 




GI 


none 








Score 


141 




Exons 


1174. .1278, 


1303 


- .1467 










Seq. No. 


42602 








Seq. ID 


OJ000223_04.0322 


.014 


Gene No. 


88833 








Strand 


- 




Start 


4 66 








End 


1659 




Name 


OJ000223 04 


. 0322 


.C14 . o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


1249 








End 


1530 




GI 


none 








Score 


88 




Exons 


1249. .1530, 


1250 


. -1465 










Seq. No. 


42602 








Seq. ID 


OJ000223_04.0322 


.014 


Gene No. 


A O O O "5 

88833 








Strand 


- 




Start 


4 66 








End 


1659 




Name 


OJ000223_04 


A O O O 

. 0322 


. C14 . ol 


- tm 


Method 


TBLASTX: Maize 




Start 


1279 








End 


1611 




GI 


none 








Score 


208 




Exons 


1279. .1611 














Seq. No. 


42602 








Seq. ID 


OJ000223_04.0322 


.014 


Gene No. 


88834 








Strand 






Start 


1846 








End 


2285 




Name 


OJ000223 04 


. 0322 


.014 .o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1846 








End 


2264 




GI 


none 








Score 


54 




Exons 


1846. .2136, 


1889 


. -2038, 


2066. 


.2125, 2196.. 2264 




Seq. No. 


42602 








Seq. ID 


OJ000223_04.0322 


.014 


Gene No. 


88834 








Strand 






Start 


1846 








End 


2285 




Name 


OJ000223 04 


.0322 


.014. ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1898 








End 


2285 




GI 


none 








Score 


145 




Exons 


1898. .2152, 


1900 


. .2151, 


2173. 


-2205, 2196. .2285 




Seq. No. 


42603 








Seq. ID 


OJ000223_04.0322 


.015 


Gene No. 


88835 . 








Strand 


+ 




Start 


7091 








End 


14539 




Name 


OJ000223 04 


.0322 


.015.01 


,np 


Method 


AAT/NAP 




Start 


7091 






End 


14539 





43035 




GI 


4680179 






Score 


5397 


Exons 


7091. .8058, 


8086. ,8972, 


12025 


. ,14539 




GI DescriD. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Sea. No. 


42603 






Seq, ID 


OJ000223_04 . 0322. C15 


Gene No. 


88836 






Strand 


— 


Start 


44 






End 


4719 


Name 


OJ000223 04. 


0322,C15.ol 


.gs 


Method 


GENSCAN 


Start 


44 






End 


4719 


GI 


none 






Score 


.73 


Exons 


44 189. 305 


..1686, 1739. .1936, 2209.. 


2490, 3123. .3479, 




3499. .3800, 


4638. .4719 








Seq, No. 


42603 






Seq. ID 


OJ000223_04 . 0322 . C15 


Gene No. 


88837 






Strand 


— 


Start 


9681 






End 


12571 


Name 


OJ000223 04. 


0322 .C15 .o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


349 






End 


687 


GI 


none 






Score 


204 


Exons 


349. .687 










Seq. No. 


42603 






Seq. ID 


OJ000223_04 .0322.C15 


Gene No. 


88837 






Strand 


— 


Start 


9681 






End 


12571 


Name 


OJ000223 04. 


0322.C15.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


1808 






End 


7755 


GI 


none 






Score 


184 


Exons 


1808. .1969, 


7546. .7755 








Seq. No. 


42603 






Seq. ID 


OJ000223_04.0322.C15 


Gene No. 


88837 






Strand 


— 


Start 


9681 






End 


12571 


Name 


OJ000223 04. 


0322.C15.o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


7309 






End 


7665 


GI 


none 






Score 


282 


Exons 


7309. ,7665, 


7332. .7409, 


7339. 


.7662 




Seq. No. 


42603 






Seq. ID 


OJ000223_04 . 0322 .C15 


Gene No. 


88837 






Strand 




Start 


9681 






End 


12571 


Name 


OJ000223 04. 


0322.C15.o8 


-tw . 


Method 


TBLASTX: Wheat 


Start 


8164 






End 


8517 


GI 


none 






Score 


253 


Exons 


ftl fi4 ft SI 7 










Seq. No. 


42603 






Seq, ID 


OJ000223_04.0322.C15 


Gene No. 


88837 






Strand 




Start 


9681 






End 


12571 


Name 


OJ000223 04. 


0322-C15.O4 


.tw 


Method 


TBLASTX: Wheat 


Start 


8649 






End 


12184 


GI 


none 






Score 


371 


Exons 


8649, .8957, 


8650- .8976, 


8759. 


.8983, 8771. .8974, 8794. .8985, 




12023. .12184 


, 12025.. 12180 






Seq. No. 


42603 






Seq. ID 


OJ000223_04.0322.C15 


Gene No. 


88837 






Strand 




Start 


9681 






End 


12571 



43036 




Name 


OJ000223 04 .0322.C15.o5.tm 


Method 


TBLASTX: Maize 




Start 


8659 


End 


8951 




GI 


none 


Score 


328 




Exons 


8659. .8949, 8760. .8951 








Seq. No. 


42603 


Seq. ID 


OJ000223_04.0322, 


.CIS 


Gene No. 


88837 


Strand 






Start 


9681 


End 


12571 




Name 


OJ000223 04.0322.C15.ol.gp 


Method 


AAT/GAP 




Start 


9681 


End 


10062 




GI 


uC-osflcyp033a04bl 


Score 


659 




Exons 


9681. .10062 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomj 


DNA, chromosome 1, clone : P0711E10 • 






Seq. No. 


42603 


Seq. ID 


OJ000223_04.0322 


.CIS 


Gene No. 


88837 


Strand 






Start 


9681 


End 


12571 




Name 


OJ000223 04.0322.C15.o4.tm 


Method 


TBLASTX: Maize 




Start 


12071 


End 


12571 




GI 


none 


Score 


114 




Exons 


12071. .12208, 12269. .12571, 


12322.. 12450 




Seq. No. 


42603 


Seq. ID 


OJ000223_04.0322 


.CIS 


Gene No. 


88837 


Strand 






Start 


9681 


End 


12571 




Name 


OJ000223 04 . 0322 . C15 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


12125 


End 


12520 




GI 


none 


Score 


57 




Exons 


12125. .12157, 12125. .12157, 


12161. .12214, 12163. .12204, 






12269. .12520, 12277.. 12510 








Seq. No. 


42603 


Seq. ID 


OJ000223_04.0322 


.CIS 


Gene No. 


88837 


Strand 






Start 


9681 


End 


12571 




Name 


OJ000223_04 .0322. CIS. o5.tw 


Method 


TBLASTX: Wheat 




Start 


12247 


End 


12535 




GI 


none 


Score 


58 




Exons 


12247. .12339, 12271 .. 12534 , 


12272. .12535 




Seq. No. 


42603 


Seq. ID 


OJ000223_04.0322 


.CIS 


Gene No. 


88838 


Strand 






Start 


12536 


End 


12961 




Name 


OJ000223 04.0322.C15.o3.tw 


Method 


TBLASTX: Wheat 




Start 


12536 


End 


12961 




GI 


none 


Score 


581 




Exons 


12536. .12961, 12538 .. 12954 , 


12611. .12961 




Seq. No. 


42603 


Seq. ID 


OJ000223_04.0322 


.CIS 


Gene No. 


88838 


Strand 






Start 


12536 


End 


12961 




Name 


OJ000223 04.0322.C15.o4.ts 


Method 


TBLASTX : Soybean 




Start 


12542 


End 


12790 




GI 


none 


Score 


192 




Exons 


12542. .12790 








Seq. No. 


42603 


Seq. ID 


OJ000223_04.0322 


.CIS 



43037 



Gene No. 


88838 




Strand 






Start 


12536 




End 


12961 




Name 


OJ000223 04.0322.C15 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12608 




End 


12961 




GI 


none 




Score 


446 




Exons 


12608. .12961, 12613. 


.12954 








Seq. No. 


42603 




Seq. ID 


OJ000223_04.0322 


.C15 


Gene No. 


88839 




Strand 






Start 


12989 




End 


14494 




Name 


OJ000223 04.0322.C15 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12989 




End 


13529 




GI 


none 




Score 


611 




Exons 


12989. .13528, 12994. 


.13524, 


13073. .13528, 13263.. 13529 




Seq. No. 


42603 




Seq. ID 




.C15 


Gene No. 


88839 




Strand 






Start 


12989 




End 


14494 




Name • 


OJ000223 04.0322.C15 


.o2 .ts 


Method 


TBLASTX: Soybean 




Start 


13316 




End 


loo / b 




GI 


none 




Score 


DOC 

285 




Exons 


13316. .13576, 13327. 


.13575 








Seq. No. 


42603 




Seq. ID 




.C15 


Gene No. 


88839 




Strand 






Start 


12989 




End 


14494 




Name 


OJ000223 04.0322.C15 


. o3, tm 


Method 


TBLASTX: Maize 




Start 


13375 




End 


13666 




GI 


none 




Score 


399 




Exons 


13375. .13662, 13376. 


.13666 








Seq. No. 


42603 




Seq. ID 


OJ000223_04.0322 


.015 


Gene No. 


88839 




Strand 






Start 


12989 




End 


14494 




Name 


OJ000223 04.0322.Cl'5 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13535 




End 


14161 




GI 


none 




Score 


694 




Exons 


13535. .14161, 13591. 


.14046 








Seq. No, 


42603 




Seq. ID 


OJ000223_04.0322 


.C15 


Gene No. 


88839 




Strand 






Start 


12989 




End 


14494 




Name 


OJ000223 04.0322.C15 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


13714 




End 


14299 




GI 


none 




Score 


229 




Exons 


13714. .13869, 13715. 


.13876, 


13873. .14043, 13874 14299, 






13994. .14278, 14101. 


.14298 








Seq. No. 


42603 




Seq. ID 


OJ000223_04.0322 


.C15 


Gene No. 


88839 




Strand 






Start 


12989 




End 


14494 




Name 


OJ000223 04.0322.C15 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


14161 




End 


14494 




GI 


none 




Score 


307 




Exons 


14161. .14442, 14162. 


.14494 








Seq. No. 


42604 




Seq. ID 


OJ000223_04.0322 


.C16 



43038 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



88840 Strand 
181 End 
OJ000223_04 . 0322 . CI 6 . ol . np Method 
181 End 
5852178 Score 
181. .275 

(AL117265) zhbOOOS.l [Oryza sativa] 

42604 Seq. ID 

88841 Strand 
181 End 
OJ000223_04 . 0322 . C16 . ol . gs Method 
181 End 
none Score 
181. .297 



+ 

275 

AAT/NAP 

275 

129 



OJ000223_04.0322.C16 
+ 

297 

GENSCAN 

297 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



42604 Seq. ID OJ000223_04 . 0322 . C16 

88842 Strand 
411 End 
OJ000223_04 . 0322 . C16 . ol . gp Method 
411 End 
2428185 Score 
411. .586 

5852170/emb|AL117265.1|OST17804 l.Oe-177 Oryza sativa 
indica (GIiA4) genomic DNA,. chromosome A, BAC clone :tl7804 



OJ000223_04, 
+ 

586 

AAT/GAP 

586 

309 



42605 Seq. ID 

88843 Strand 

26 End 
OJ000223_04 .0322.C17.ol.gs Method 

26 End 

none Score 
26. .637 



OJ000223_04.0322.C17 
+ 

637 

GENSCAN 

637 

.8 



Seq. No. 42605 Seq. ID OJ000223_04 . 0322 .C17 

Gene No. 88844 Strand + 

Start 1476 End 1857 

Name OJ000223_04 . 0322 . C17 . ol . gp Method AAT/GAP 

Start 1476 End 1857. 

GI uC-osflcyp033a04bl Score 655 

Exons 1476.. 1857 

GI Descrip. ' 6016845/dbj t AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



42605 Seq. ID 

88845 Strand 
2811 End 
OJ000223_04 . 0322 . C17 . o2 . np Method 
2811 End 
6063554 Score 
2811. .2986 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000223_04.0322.C17 
+ 

2986 
AAT/NAP 
2986 
149 



42605 
88846 



Seq. ID OJ000223_04 .0322.C17 
Strand + 



43039 




start 


6279 




End 


8563 






Name 


OJ000223 04 


.0322.C17.o4.np 


Method 


AAT/NAP 








6279 




End 


8563 






GI 


7523517 




Score 


126 








6279. . 6438, 


6464.. 6599, 6750. 


.6791, 8529. .8563 








(AP001633) ; 


hypothetical protein [Oryza 


sativa] 






Sea No. 


42605 




Seq. ID 


OJ000223 


_04.0322. 


.C17 


Gene No. 


88847 




Strand 








Start 


138 




End 


2157 






Name 


OJ000223 04 


,0322.C17.ol.np 


Method 


AAT/NAP 






Start 


138 




End 


2157 






GI 


5852180 




Score 


567 






F. vDns 


138. .555, 607. .725, 1706. .1761, 2108.. 


2157 






fiT Dpscrio. 

\J ^ Li/^^ ^ ^ • 




zhbOOOlO.l [Oryza 


sativa] 








Sea No. 


*± ^ U U -J 




Seq. ID 


OJ000223 


_04 .0322 


.C17 


Gene No. 


O O O ■! o 




Strand 








Start 






End 


8195 






Name 


\JKJ \J \J\J £^ £i -J \J ^ 


.0322.C17.o5.np 


Method 


AAT/NAP 






Start 


3016 




End 


• 8177 








6705984 




Score 


1056 










6802. .8177 












\ rxDU O O ^ *J 'J § 


gag-pol polyprotein [Oryza 


sativa ] 






Seq. No. 






Seq. ID 


OJ000223 


_04.0322 


.C17 


Gene No. 


O O O I o 




Strand 








Start 


O U X o 




End 


8195 






Name 


OJ000223 04 


.0322.C17.o3.gs 


Method 


GENSCAN 






Start 


3932 




End 


4924 






GI 






Score 


. 99 






Exons 


'^Q^9 4Q94 












Sea. No. 


4 ^ DUO 




Seq. ID 


OJ000223 


_04.0322 


.C17 


Gene No, 


OO 0 o 




Strand 








Start 






End 


8195 






Name 


OJ000223 04 


.0322.C17.o3.np 


Method 


AAT/NAP 






Start 


4190 




End 


4924 






GI 


7248393 




Score 


418 






F. vr>"n ^ 


4190. .4539, 


4603. .4924 










f^T Dpscrio. 

\J ^ ^/ w \^ -L. ^ k> • 


(AP001389) 


hypothetical protein [Oryza 


sativa] 






Seq. No... 


42605 




Seq. ID 


OJ0Q0223 


_04 .0322 


.C17 


Gene No. 


88848 




Strand 








Start 


3016 




End 


8195 






Name 


OJ000223 04 


.0322. 017. ol.ts 


Method 


TBLASTX: 


Soybean 




Q-t-;^ rt 

O U dX 


6830 




End 


7164 






yj X 


none 




Score 


112 






F VOTI ^ 
Xi.A io 


6830. .6919, 


6909. .7157, 6910. 


.7164 








Seq. No. 


42605 




Seq. ID 


OJ0Q0223 


_04.0322 


.C17 


Gene No. 


88848 




Strand 








Start 


3016 




End 


8195 






Name 


OJ000223 04 


.0322.C17.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


6854 




End 


7250 






GI 


none 




Score 


41 






Exons 


6854. .6919, 


6909.. 6962, 6922. 


.6963, 6969. .7250, 


6994. .7203 



43040 




Seq. No. 42605 

Gene No. 88848 

Start 3016 

Name OJ000223_04 . 0322 . C17 . ol 

Start 7647 

GI none 

Exons 7647.. 7739, 7647.. 7820, 
8044. .8124 

Seq. No. 42605 

Gene No. 88848 

Start 3016 

Name OJ000223_04 . 0322 . C17 . ol 

Start 7952 

GI none 

Exons 7952.. 8050, 7953.. 8054, 




Seq. ID OJ000223_04.0322.C17 
Strand 

End 8195 

.tw Method TBLASTX: Wheat 

End 8129 

Score 66 
7829. .8044, 7830. .7850, 8028. .8129, 



Seq. ID OJ000223_04 . 0322.C17 
Strand 

End 8195 

.tm Method TBLASTX: Maize 

End 8195 

Score 78 
8040. .8195, 8041. .8136 



Seq. No. 42606 Seq. ID OJ000223_04 , 0322 . C18 

Gene No. 88849 Strand + 

Start 1 End 702 

Name OJ000223_04 . 0322 . C18 . ol . np Method AAT/NAP 

Start 1 End 702 

GI 7444442 Score 888 

Exons 1..702 

GI Descrip. gag/pol polyprotein - maize retrotransposon Hopscotch 

gi I 531389 I gb IAAA57005.il (U12626) copia-like retrotransposon 
Hopscotch polyprotein [Zea mays] 



Seq. No. 42606 Seq. ID 

Gene No. 88849 Strand 

Start 1 End 

Name OJ000223_04 . 0322 . C18 . ol . gs Method 

Start 151 End 

GI none Score 

Exons 151 . - 343 



OJ000223_04.0322.C18 
+ 

702 

GENSCAN 

343 

.47 



Seq. No. ' 42606 Seq., ID 

Gene No. 88849 Strand 

Start 1 End 

Name OJ000223_04 . 0322 . C18 . ol . tc Method 

Start 255 End 

GI none Score 

Exons 255.-353, 259. .702 



OJ000223_04.0322.C18 
+ 

702 

TBLASTX: Cress 

702 

320 



Seq. No. 42606 Seq. ID 

Gene No. 8884 9 Strand 

Start 1 End 

Name OJ000223_04 . 0322 . C18 . ol . ts Method 

Start 277 End 

GI none Score 

Exons 277.. 702 



OJ000223_04.0322.C18 
+ 

702 

TBLASTX: Soybean 

702 

256 



Seq. No. 42606 Seq. ID 

Gene No. 88849 Strand 

Start 1 End 

Name OJ000223 04 . 0322 . C18 . ol . tm Method 



OJ000223_04.0322.C18 
+ 

702 

TBLASTX: Maize 



43041 



start 28 6 End 

GI none Score 

Exons 286. .357, 379. .693, 399.-695 

Seq. No. 42606 

Gene No. 88849 Strand 

Start 1 End 

Name OJ000223_04 . 0322 . C18 . ol . tw Method 

Start 378 End 

GI none Score 

Exons 378.-458, 379. .702, 396. .701 

Seq. No. /42607 Seq- ID 

Gene No. 88850 Strand 

Start 3311 End 

Name OJ000223_04 . 0322 .C19-ol -gs Method 

Start 3311 End 

GI none Score 

Exons 3311.-5320 



695 
62 



Seq. ID OJ000223_04.0322.C18 
+ 

702 

TBLASTX: Wheat 
702 
51 



OJ000223_04.0322.C19 
+ 

5336 
GENSCAN 
5320 
.81 



Seq- No. 42607 Seq- ID OJ000223_04 . 0322 . C19 

Gene No. 88850 Strand + 

Start 3311 End 5336 

Name OJ000223_04 - 0322 .C19 . ol .np Method AAT/NAP 

Start 3320 End 5336 

GI 7446441 Score 1779 

Exons 3320.. 5336 

GI Descrip. probable serine/threonine-specif ic protein kinase F13M22.21 (EC 
2.7.1.-) - Arabidopsis thaliana gi | 3236253 | gb IAAC23641 . 1 1 
(AC004 684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42607 Seq. ID 

88850 Strand 
3311 End 
OJ000223_04 . 0322 . C19 . ol . gp Method 
4135 End 
LIB3432-042-P2-K1-B9 Score 
4135. .4398 

'5852170/emb|AL117265.1|OST17804 l.Oe-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



OJ000223_04.0322.C19 
+ 

5336 
AAT/GAP 
4398 
482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42607 
88851 
5826 

OJ000223_04.0322.C19.o2, 

3377 

none 

3377.. 3448, 3397,-3453, 
3485.-3862, 3491.-3814, 



OJ000223 04.0322.C19 



tm 



3443 
3733 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3481, 

.3816, 3779.-3937, 3863. 



8288 

TBLASTX: Maize 
3937 
69 

3446.-3481, 3480. 



.3815, 
.3919 



Seq. No- 
Gene No- 
Start 
Name 
Start 
GI 



42607 
88851 
5826 

OJ000223_04-0322.C19.o2.ts 

3404 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_04.0322.C19 
8288 

TBLASTX: Soybean 

3952 

34 



43042 






Exons 


3404. .3442, 


3443 


. .3661, 


3662. 


.3856, 3733. .3801, 3839.. 3952 




Seq. No. 


42607 








Seq. ID 


OJ000223_04 .0322.C19 




Gene No . 


88851 








Strand 






Start 


5826 








End 


8288 




Name 


OJ000223 04 


.0322 


.C19.01 


.tc 


Method 


TBLASTX:Oress 




Start 


3443 








End 


5212 




GI 


none 








Score 


352 




Exons 


3443. .3637, 


3445 


. . 3654, 


3446. 


.3853, 3842. .4636, 3877. .4161, 






4255. .4632, 


4637 


. .4996, 


4669. 


.4959, 4964. .5212, 4990. .5025, 






5095. .5208 














Seq. No. 


42607 








Seq. ID 


OJ000223 04.0322.C19 




Gene No. 


88851 








Strand 






Start 


5826 








End 


8288 




Name 


OJ000223 04 


.0322 


.C19.03 


tw 


Method 


TBLASTX: Wheat 




Start 


3764 








End 


4009 




GI 


none 








Score 


243 




Exons 


3764. .4009, 


3764 


. .4006 










Seq. No. 


42607 








Seq. ID 


OJ000223_04 .0322.019 




Gene No. 


88851 








Strand 






Start 


5826 








End 


8288 




Name 


OJ000223 04 


.0322 


.019. o4 , 


tm 


Method 


TBLASTX: Maize 


j. ^ 


Start 


3940 








End 


4171 




GI 


none 








Score 


227 


III 


' Exons 


3940.\4152, 


3941 


. .4171 








f 1 


Seq. No. 


42607 








Seq. ID 


OJ000223_04. 0322. 019 




Gene No. 


88851 








Strand 






Start 


5826 








End 


8288 




Name 


OJ000223 04 


.0322 


.019. ol. 


tw 


Method 


TBLASTX: Wheat 


i y 


Start 


4010 








End 


4336 




GI 


none 








Score 


325 


^ s 


Exons 


4010. .4291, 


4012 


. .4290, 


4276. 


.4335, 4295. .4336 




Seq. No. 


42607 








Seq. ID 


OJ000223_04. 0322. 019 




Gene No. 


88851 








Strand 






Start 


5826 








End 


8288 




Name 


OJ000223 04 


.0322 


.019.04 . 


ts 


Method 


TBLASTX : Soybean 


~ ~- 


Start 


4013 








End 


4330 




GI 


none 








Score 


123 




Exons 


4013. .4150, 


4160 


. .4330 










Seq. No. 


42607 








Seq. ID 


OJ000223_04 . 0322 . 019 




Gene No. 


88851 








Strand 






Start 


5826 








End 


8288 




Name 


OJ000223 04 


.0322 


.019.01 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4339 








End 


4849 




GI 


none 








Score 


343 




Exons 


4339. .4608, 


4340 


. .4612, 


4628. 


4849, 4628. .4843 




Seq. No. 


42607 








Seq. ID 


OJ000223_04. 0322. 019 




Gene No. 


88851 








Strand 






Start 


5826 








End 


8288 




Name 


OJ000223 04 


.0322 


019. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4367 








End 


4792 



43043 




GI 


none 








Score 


197 


Exons 


4367. .4624, 


4372. 


.4404, 


4459. 


.4497, 4509. .4595, 4637. .4792 


Seq. No. 


42607 








Seq. ID 


OJ000223_04.0322.C19 


Gene No. 


88851 








Strand 




Start 


5826 








End 


8288 


Name 


OJ000223 04. 


0322. 


CI9.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


4390 








End 


4966 


GI 


none 








Score 


327 


Exons 


4390. .4647, 


4391. 


.4642, 


4637. 


.4966, 4642. .4956, 4643. .4966 


Seq. No. 


42607 








Seq. ID 




Gene No. 


88851 








Strand 




Start 


5826 








End 


0000 
8288 


Name 


OJ000223 04. 


0322. 


019. o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4865 








End 


5182 


GI 


none 








Score 


233 


Exons 


4865. .5182 












Seq. No. 


42607 








Seq. ID 


OJ0002ZO U4.Uoz^.Ciy 


Gene No. 


88851 








Strand 




Start 


5826 








End 


8288 


Name 


OJ000223 04. 


0322. 


C19.03. 


tm 


Method 


TBLASTX : Mai ze 


Start 


4967 








End 


5275 


GI 


none 








Score 


318 


Exons 


4967. .5275, 


4975. 


.5211, 


5111. 


.5251 




Seq. No. 


42607 








Seq. ID 


OJ000223_04 .0322.C19 


Gene No. 


88851 








Strand 




Start 


5826 








End 


8288 


Name 


OJ000223 04. 


0322. 


C19.02. 


gs 


Method 


GENSCAN 


Start 


5826 








End 


8288 


GI 


none 








Score 


. 84 


Exons 


5826. .5900, 


6064. 


.6299, 


8225. 


.8288 




Seq. No. 


42608 








Seq. ID 


OJ000223_04 .0322.C21 


Gene No. 


88852 








Strand 




Start 


179 








End 


4414 


Name 


OJ000223 04. 


0322. 


C21.01. 


gs 


Method 


GENSCAN 


Start 


179 








End 


4414 


GI 


none 








Score 


. 61 


Exons 


179., 649, 700.. 889, 1084 


..1422, 1500., 


1640, 1723.. 2205, 




2468. .2666, 


4212. 


.4414 








Seq. No. 


42609 








Seq. ID 


OJ000223_04 .0322.C22 


Gene No. 


88853 








Strand 




Start 


1 








End 


1861 


Name 


OJ000223 04. 


0322. 


C22.01. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1861 


GI 


7444451 








Score 


1326 



Exons 1..400, 1166.. 1861 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb IAAB82754 . 1 1 (U72725) 
retrofit [Oryza longistaminata] 

Seq. No. 42609 Seq. ID OJ000223_04 . 0322 . C22 

Gene No. 88853 Strand 



43044 






Start 


1 




End 


1861 






Nam© 


OJ000223 04.0322 


.C22.o2 tm 

• y-r it it . \J it • ^ILi 


Method 


TBLASTX: Maize 






Start 






End 


367 






GI 


none 




Score 


50 






Exons 


6. . 65, 8 . .55, 70 


. .231, 71. 


.232, 233.. 367, 238.. 366 






Seq. No. 


42609 




Seq. ID 


OJ000223_04.0322 


.C22 




Gene No. 


88853 




Strand 


— 






Start 


1 




End 


1861 






Naine 


OJ000223 04.0322 


. 022 . ol . ts 


Method 


TBLASTX : Soybean 








9 ~ 




End 


1299 






GI 


none 




Score 


168 








9. .50. 70. . 384, 


101, .346, : 


1165. .1299 








Seq. No. 


42609 




Seq. ID 


OJ000223_04.0322 


.C22 




Gene No. 


88853 




Strand 


— 






Start 


1 




End 


1861 






Naitie 


OJ000223 04 0322 


C22 ol tw 

t \tf it it 9 \j ^ » \f m 


Method 


TBLASTX: Wheat 






Start 


298 ~ 




End 


1500 






GI 


none 




Score 


102 






R von s 


298 393. 1156 


1404. 1220 

x^vy^, ^ i^ it \/ 


..1405, 1471 


. .1500 






Seq. No. 


. 42609 




- Seq. ID 


OJ000223_04.0322 


.C22 




Gene No. 


88853 




Strand 


- 






Start 


1 




. End 


1861 






Name 


OJ000223 04 0322 


C22 ol as 

* V,/ it it » Vu/ -1. a ^ W 


Method 


GEN SCAN 






Start 


878 ~ 




End 


1614 




\ y 


GI 


none 




Score 


.47 






TT von <? 

J_J A WHO 


878 969. 1467 


1614 










Seq. No. 


42609 




Seq. ID 


OJ000223_04.0322 


.C22 


? 1 r 


Gene No. 


88853 




Strand 


- 






Start 


1 




End 


1861 




- 


Name 


OJ000223 04 0322 
\j \j \j it it -J \j ^ . \j 'J it it 


C22 o3 tm 
. \^ it it . \j ^ . I.. Ill 


Method 


TBLASTX: Maize 






Start 


1153 ~ 




End 


1368 




=^^: 


GI 


none 




Score 


125 




5 - 


Rx on 


1153 1368. 1220 


1366 








f 


Seq. No. 


42609 




Seq. ID 


OJ000223_04.0322 


.C22 




Gene No. 


88853 




Strand 


- 




f ^ 


Start 


1 




End 


1861 






Name 


OJ000223 04 0322 

\JKJ \J \J\J it it ■^J \J *± . \J -J it i. 


r22 ol l-m 


Method 


TBLASTX • Mai ze 

X i-> 1 iti.itf X *^ . I. .Id J- it^ 






91- Arl- 


1459 ~ 




End 


1858 






\j j- 


none 




Score 


82 






F" von ^ 


1459 1857 1706 


. . X O o 










Seq. No. 


42609 




Seq. ID 


OJ000223_04.0322 


.022 




Gene No. 


88853 




Strand 








Start 


1 




End 


1861 






IN ailLC 


0.700022^ 04 0*^22 

vyU \J \J\J i. it -J \J rl a \J J i. it 


.C22.o2.tw 


Method 


TBLASTX: Wheat 






O L.Cl.i. L. 


1 Rfll ~ 

X J U X 




End 


1857 






GI 


none 




Score 


82 






Exons 


1501.. 1677, 1669 


..1857, 1706. .1855 








Seq. No. 


42609 ' 




Seq. ID 


OJ000223_04.0322 


.022 




Gene No. 


88853 




Strand 








Start 


1 




End 


1861 





43045 




Name 


OJ000223 04.0322.C22.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1579 


End 


1858 


GI 


none 


Score 


70 


Exons 


1579. .1761, 1640. .1762, 1783. 


.1857, 1784. .1858 


Seq. No. 


42610 


Seq. ID 


OJ000223_04 . 0322 .C23 


Gene No. 


88854 


Strand 




Start 


182 


End 


748 


Name 


OJ000223 04.0322.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


182 


End 


323 


GI 


none 


Score 


148 


Exons 


182. .319, 182. .319, 189. .323 






Seq. No. 


42610 


Seq. ID 


OJ000223_04 . 0322 . C23 


Gene No. 


88854 


Strand 




Start 


182 


End 


748 


Name 


OJ000223 04.0322.C23.ol.ts 


Method 


TBLASTX : Soybean 


Start 


218 


End 


748 


GI 


none 


Score 


108 


Exons 


218. .334, 222. .338, 235. .336, 


657 . . 731, 


659. .748, 663. .731 


Seq. No. 


42611 


Seq. ID 


OJ000223_07 . 0323 . C2 


Gene No. 


88855 


Strand 


+ 


Start 


622 


End 


972 


Name 


OJ000223 07.0323.C2.ol.gs 


Method 


GENSCAN 


Start 


622 


End 


972 


GI 


none 


Score 


.57 


Exons 


622. .972 






Seq. No. 


42611 


Seq. ID 


OJ000223_07 . 0323. C2 


Gene No. 


88856 


Strand 


+ 


Start 


6849 


End 


8383 


Name 


OJ000223 07.0323.C2.o3.gs 


Method 


GENSCAN 


Start 


6849 


End 


8334 


GI 


none 


Score 


^ o 

. oo 


Exons 


6849. .8334 






Seq. No. 


42611 


Seq. ID 


OJ000223_07.0323.C2 


Gene No. 


88856 


Strand 


+ 


Start 


6849 


End 


8383 


Name 


OJ000223 07.0323.C2.o2.np 


Method 


AAT/NAP 


Start 


7275 


End 


8383 


GI 


7489501 


Score 


601 


Exons 


7275. .8300, 8340. .8383 






GI Descrip. 


NBS-LRR type resistance protein - rice 


(fragment) 




gil 2792220 Igbl AAB96985.il (AF032688) NBS-LRR type resistance 




protein [Oryza sativa] 






Seq. No. 


42611 


Seq. ID 


OJ000223_07.0323.C2 


Gene No. 


88857 


Strand 




Start 


1 


End 


402 


Name 


OJ000223 07.0323.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


402 


GI 


130582 


Score 


220 


Exons 


1. .402 







GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ;. REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 



43046 




gi 1 100342 Ipir I I S04273 hypothetical protein - common tobacco 
gi|20045|einb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 


42611 






Seq. ID 


OJ000223 07.0323 


.C2 


Gene No . 


88858 






Strand 






Start 


7272 






End 


7805 




Name 


OJ000223 07 


.0323. 


C2.o2. tm 


Method 


TBLASTX:Maize 




Start 


7272 






End 


7559 




GI 


none 






Score 


223 




Exons 


7272, .7559, 


7346. 


.7402, 7406. 


.7546 






Seq. No. 


42611 






Seq. ID 


OJ000223__07.0323 


.C2 


Gene No . 


88858 






Strand 






Start 


7272 






End 


7805 




Name 


OJ000223 07 


.0323. 


C2 .ol . ts 


Method 


TBLASTX : Soybean 




Start 


7446 






End 


7805 




GI 


none 






Score 


80 




Exons 


7446. .7511, 


7515. 


.7805, 7661. 


.7780 






Seq. No. 


42611 






Seq. ID 


OJ000223 07.0323 


.C2 


Gene No . 


88859 






Strand 






Start 


7908 






End 


8276 




Name 


OJ000223 07 


.0323. 


C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


7908 






End 


8276 




GI . 


none 






Score 


99 




Exons 


7908. .8054, 


8052. 


.8276, 8117. 


.8275 






Seq. No. 


42611 






Seq. ID 


OJ000223 07.0323 


.C2 


Gene No . 


88859 






Strand 






Start 


7908 






End 


8276 




Name 


OJ000223 07 


.0323. 


C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


7929 ~ 






End 


8198 




GI 


none 






Score 


90 




Exons 


7929. .8015, 


8027. 


.8197, 8055. 


.8198 






Seq. No. 


42612 






Seq. ID 


OJ000223_07.0323 


.C3 


Gene No. 


88860 






Strand 


+ 




Start 


1306 






End 


6163 




Name 


OJ000223 07 


.0323. 


C3 . ol . gs 


Method 


GENSCAN 




Start 


1306 






End 


6163 




GI 


none 






Score 


.52 




Exons 


1306. . 1397, 


1761. 


. 1864, 3745. 


.4319, 4706. .4773, 5200. .5242, 




5712. .5882, 


6092. 


.6163 








Seq. No. 


42612 






Seq. ID 


OJ000223_07.0323 


.C3 


Gene No . 


88861 






Strand 






Start 


4632 






End 


9076 




Name 


OJ000223 07 


.0323. 


C3 . o2 . np 


Method 


AAT/NAP 




Start 


4632 






End 


9076 




GI 


7523512 






Score 


373 




Exons 


4632. .4755, 


8924. 


.9076 








GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


42612 






Seq. ID 


OJ000223_07,0323 


.C3 


Gene No. 


88862 






Strand 






Start 


9673 






End 


10079 




Name 


OJ000223 07 


.0323. 


C3 . o3 . gs 


Method 


GENSCAN 





43047 



Start 


9673 


End 


10079 


GI 


none 


Score 


.72 


Exons 


9673.. 9917, 9977.. 10079 






Seq. No. 


42612 


Seq. ID 


OJ000223_07.0323.C3 


Gene No. 


88862 


Strand 




Start 


9673 


End 


10079 


Naine 


OJ000223 07.0323.C3.ol.gp 


Method 


AAT/GAP 


Start 


9834 


End 


10079 


GI 


none 


Score 


374 


Exons 


9834. .10079 






Seq. No. 


42613 


Seq. ID 


OJ000223 07. 0323. C4 


Gene No. 


88863 


Strand 


+ 


Start 


1 


End 


2322 


Name 


OJ000223 07.0323.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2322 


GI 


7339707 


Score 


97 


Exons 


1..123, 386. .581, 2240. .2322 






GI Descrip. 


{AP001539) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42614 


Seq. ID 


OJ000223 07. 0323. C5 


Gene No. 


88864 


Strand 


+ 


Start 


510 


End 


6128 


Name 


OJ000223 07.0323.C5.ol.gs 


Method 


GENSCAN. 


Start 


510 


End 


6128 


GI 


none 


Score 


.6 


Exons 


510. .594, 1586. ,1693, 1721.. 


1826, 2142 


..3599, 3810.. 3975, 




4231.. 4421, 4870.. 4946, 5070 


..5259, 5503.. 6128 


Seq. No. 


42614 


Seq. ID 


OJ000223_07.0323.C5 


Gene No. 


88864 


Strand 


+ 


Start 


510 


End 


6128 


Name 


OJ000223 07.0323.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


2534 


End 


2914 


GI 


none 


Score 


244 


Exons 


2534.. 2611, 2609.. 2914, 2695 


..2739, 2754. .2876, 2755. .2889 


Seq. No. 


42614 


Seq. ID 


OJ000223_07.0323.C5 


Gene No. 


88864 


Strand 


+ 


Start 


510 


End 


6128 


Name 


OJ000223 07.0323.C5.ol.np 


Method 


AAT/NAP 


Start 


2612 


End 


4324 


GI 


7489501 


Score 


663 


Exons 


2612. .3649, 3689. .4324 






GI Descrip. 


NBS-LRR type resistance protein - rice 


(fragment) 




gi|2792220|gb|AAB96985.1| (AF032688) NBS-LRR type resistance 




protein [Oryza sativa] 






Seq. No. 


42614 


Seq. ID 


OJ000223_07.0323.C5 


Gene No. 


88864 


Strand 


+ 


Start 


510 


End 


6128 


Name 


OJ000223 07.0323.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2782 


End 


3328 


GI 


none 


Score 


85 


Exons 


2782. .2841, 2783.. 2848, 2852 


..2959, 2863.. 2916, 2933.. 3151, 




3007.. 3126, 3095.. 3328 







43048 



Seq. No. 


42614 






Seq. ID 


OJ000223_07.0323.C5 


Gene No . 


88864 






Strand 


+ 


Start 


510 






End 


6128 


Name 


OJ000223 07 


.0323.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3164 ~ 






End 


3625 


GI 


none 






Score 


118 




3164 3403, 


3401. .3625, 


3466. 


.3624 




Seq. No. 


42614 






Seq. ID 


OJ000223_07.0323.C5 


Gene No . 


88864 






Strand 


+ 




510 






End 


6128 


Name 


OJ000223 07 


.0323.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




3359 ~ 






End 


3628 


GI 


none 






Score 


166 




3359. , 3550, 


3572. .3628 








Seq. No. 


42614 






Seq. ID 


OJ000223_07.0323.C5 


Crpne No . 


88864 






Strand 


+ 


Start 


510 






End 


6128 


Naitie 


OJ000223 07 


. 0323.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5244 ~ 






End 


5489 


GI 


none 






Score 


184 


T** von <5 


5244 5420, 


5247 . ,5414, 


5451. 


.5489 




Seq. No. 


42615 






Seq. ID 


OJ000223_07.0323.C6 


Gene No. 


88865 






Strand 




Start 


890 






End 


1389 




OJ000223 07 


.0323.C6.ol. 


tm 


Method 


TBLASTX: Maize 




295 






End 


1389 


GI 


none 






Score 


65 


Exons 


295. .369, 439. .483, 439 


. . 468, 


440. .484 


, 1027. .1140, 1028. .1141, 




1240. .1275, 


1241. .1276, 


1273. 


.1389, 1274. .1378, 1276. .1389 


Seq. No. 


42615 






Seq. ID 


OJ000223_07.0323.C6 


Gene No. 


88865 






Strand 




Start 


890 






End 


1389 


Name 


OJ000223 07 


.0323.C6.ol. 


np 


Method 


AAT/NAP 


Start 


890 






End 


1146 


GI 


7489517 






Score 


107 


F.v rin s 


890. .1146 












NOI protein 


- rice gi 12642217 


|gb|AAB86939.1| (AF030387) NOI 




protein [Oryza sativa] 








Seq. No. 


42615 






Seq. ID 


OJ000223_07.0323.C6 




88865 






Strand 




o L. ax. u 


890 






End 


1389 


Name 


OJ000223 07 


.0323.C6.ol. 


gs 


Method 


GENSCAN 




952 






End 


1324 




none 






Score 


.96 


Exons 


952. .1140, 


1240. .1324 








Seq. No. 


. 42615 






Seq. ID 


OJ000223_07.0323.C6 


Gene No. 


88865 






Strand 




Start 


890 






End 


1389 


Name 


OJ000223 07 


.0323.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


997 






End 


1299 



43049 




GI 


none 






Score 


132 






Exons 


997. .1140, 


998. .1141, 


1033. . 


1167, 1240 


..1299, 1241 


. .1288 


Seq. No. 


42616 






Seq. ID 


OJ000223_07 


.0323. 


C7 


Gene No. 


88866 






Strand 


+ 






Start 


872 






End 


1650 






Name 


OJ000223 07 


.0323. 07. ol 


. qs 


Method 


GENSCAN 






Start 


872 






End 


1650 






GI 


none 






Score 


.55 






Exons 


872. .1097, 


1118. .1294, 


1575. 


.1650 








Seq. No. 


42616 






Seq. ID 


OJ000223_07 


. 0323. 


C7 


Gene No. 


88867 






Strand 


+ 






Start 


3392 






End 


3554 






Name 


OJ000223 07 


.0323.C7.o2 


. qs 


Method 


GENSCAN 






Start 


3392 






End 


3554 






GI 


none 






Score 


.48 






Exons 


3392. .3554 














Seq. No. 


42616 






Seq. ID 


OJ000223_07 


. 0323. 


C7 


Gene No. 


88868 






Strand 








Start 


1 






End 


1251 






Name 


OJ000223 07 


.0323.C7.ol 




Method 


AAT/GAP 






Start 


■ 1 






End 


1251 






GI 


none 






Score 


546 






Exons 


1..99, 1059 


. .1251 












Seq. No. 


42617 






Seq. ID 


OJ000223_07 


.0323. 


C8 


Gene No. 


88869 






Strand 


+ 






Start 


80 






End 


251 






Name 


OJ000223 07 


.0323.C8.ol 


. QP 


Method 


AAT/GAP 






Start 


80 






End 


251 






GI 


2800454 






Score 


240 






Exons 


80. .251 














Seq. No. 


42617 






Seq. ID 


OJ000223_07 


.0323. 


C8 


Gene No. 


88870 






Strand 


+ 






Start . 


284 






End 


2482 






Name 


OJ000223 07 


.0323.C8.ol 


. as 


Method 


GENSCAN 






Start 


284 






End 


2482 






GI 


none 






Score 


. 99 






Exons 


284. .2482 














Seq. No. 


42617 






Seq. ID 


OJ000223^07 


.0323. 


C8 


Gene No. 


88871 






Strand 








Start 


2755 






End 


3225 






Name 


OJ000223 07 


. 0323. C8 .o2 


. as 


Method 


GENSCAN 






Start 


2755 




End 


3225 






GI 


none 






Score 


.41 






Exons 


2755. .3225 














Seq. No. 


42618 






Seq. ID 


OJ000223 07 


.0323. 


C9 


Gene No. 


88872 






Strand 


+ 






Start 


1 






End 


247 






Name 


OJ000223 07 


.q323,C9.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


247 






GI 


130582 






Score 


219 







43050 




Exons 1..247 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] . 
gi 1 100342 I pir I I S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORE [Nicotiana tabacum] 



Seq. No. 


42618 




Seq. ID 


OJ000223 07. 0323. C9 


npnp No 


88872 




Strand 


+ 


Start 


1 




End 


247 


Name 


OJ000223 07 


.0323.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


7 




End 


240 


GI 


none 




Score 


56 


RynnS 


7. .114, 8. . 


238, 8. .238, 208. 


.240 




Sea No 


42619 




Seq. ID 


OJ000223 07. 0323. CIO 


(^pnp No 


88873 




Strand 


+ 


Start 


2607 




End 


3004 


Name 


OJ000223 07 


.0323. CIO. o2.np 


Method 


AAT/NAP 


Start 


2607 




End 


3004 


GI 


7523512 




Score 


109 


Exons 


2607. .2705, 


2832. .3004 






GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


42619 




Seq. ID 


OJ000223_07. 0323. CIO 


Gene No. 


88874 




Strand 


+ ■ 


Start 


3034 




End 


6492 


Name 


OJ000223 07 


. 0323. CIO. o4 .np 


Method 


AAT/NAP 


Start 


3034 




End 


6492 


GI 


6069646 




Score 


305 


Exons 


3034. .3059, 


6035. .6492 






GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


42619 






Seq. ID 


OJ000223_ 


_07 


.0323. 


CIO 


Gene No. 


88875 






Strand 










Start 


2044 






End 


6492 








Name 


OJ000223 07 


.0323. 


C10,o2.gs 


Method 


GENSCAN 








Start 


2044 






End 


5861 








GI 


none 






Score 


.61 








Exons 


2044. .2172, 


2336. 


.2451, 4660. 


.5223, 5352. .5861 








Seq. No. 


42619 






Seq. ID 


OJ000223_ 


_07 


.0323. 


CIO 


Gene No. 


88875 






Strand 










Start 


2044 






End 


6492 








Name 


OJ000223 07 


.0323, 


ClO.ol .np 


Method 


AAT/NAP 








Start 


2119 






End 


2604 








GI 


5042454 






Score 


238 








Exons 


2119. .2172, 


2408. 


.2604 












GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 








Seq. No. 


42619 






Seq. ID 


OJ000223_ 


_07 


.0323, 


CIO 


Gene No. 


88875 






Strand 










Start 


2044 






End 


6492 








Name 


OJ000223 07 


.0323. 


C10,o3.np 


Method 


AAT/NAP 









43051 



start 4705 - End 64 92 

GI 3860163 Score 71 

Exons 4705.. 5000, 6452.. 6492 

GI Descrip, {AF098962) disease resistance protein RPPl-WsA [Arabidopsis 
thaliana] 



Seq. No. 42619 Seq. ID 

Gene No. 88875 Strand 

Start 2044 End 

Name 0 J000223_07 . 0323 . CIO . ol . tm Method 

Start 6031 End 

GI none Score 

Exons 6031-.6444, 6048.. 6443 

Seq. No. 42620 Seq. ID 

Gene No. 88876 Strand 

Start 1 End 

Name OJ000223_07 . 0323 . Cll . ol . np Method 

Start 1 End 

GI 6069646 Score 

Exons 1..225, 508.. 1479 

GI Descrip. (AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAG 
putative non-LTR retroelement reverse 
[Oryza sativa] 



OJ000223_07. 0323. CIO 
6492 

TBLASTX: Maize 

6444 

358 



OJ000223_07. 0323. Cll 
+ 

1479 
AAT/NAP 
1479 
574 



transcriptase 
II (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


42620 






Seq. ID 


OJ000223_07.0323 


-Cll 


Gene No. 


88876 






Strand 


+ 




Start 


1 






End 


1479 




Name 


OJ000223 


07. 0323. Cll. ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


454 




GI 


none 






Score 


324 




Exons 


2. .454 












Seq. No. 


42620 






Seq. ID 


OJ000223_07.0323 


.Cll 


Gene No. 


88876 






Strand 


+ 




Start 


1 






End 


1479 




Name 


OJ000223 


07. 0323. Cll. ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


68 






End 


616 




GI 


none 






Score 


171 




Exons 


68. .394, 


475. .570, 488. 


.616 








Seq. No. 


42620 






Seq. ID 


OJ000223_07.0323 


.Cll 


Gene No. 


88876 






Strand 


+ 




Start 


1 






End 


1479 




Name 


OJ000223 


07. 0323. Cll. ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


89 






End 


529 




GI 


none 






Score 


185 




Exons 


89. .391, 


199. .357, 404. 


.529 








Seq. No. 


42620 






Seq. ID 


OJ000223_07.0323 


.Cll 


Gene No. 


88876 






Strand 


+ 




Start 


1 






End 


1479 




Name 


OJ000223 


07. 0323. Cll. ol 


.gs 


Method 


GENSCAN 




Start 


101 






End 


1474 




GI 


none 






Score 


.47 





43052 




Exons 


101.. 986, 1010.. 1039, 


1245. . 


1474 






Seq. No. 


42620 






Seq. ID 


OJ000223_07.0323 


.Cll 


Gene No. 


88876 






Strand 


+ 




Start 


1 






End 


1479 




Name 


OJ000223 07.0323.C11. 


o3 


. tm 


Method 


TBLASTX: Maize 




Start 


454 






End 


733 




GI 


none 






Score 


204 




Exons 


454. .573, 455. .733 












Seq. No. 


42620 






Seq. ID 


OJ000223_07.0323 


.Cll 


Gene No. 


88876 






Strand 


+ 




Start 


1 






End 


1479 




Name 


OJ000223 07.0323.C11. 


o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


698 






End 


1060 




GI 


none 






Score 


89 




Exons 


698.. 901, 908.. 1060 












Seq. No. ' 


42620 






Seq. ID 


OJ000223_07.0323 


-Cll 


Gene No. 


88876 






Strand 


+ 




Start 


1 






End 


1479 




Name 


OJ000223 07.0323.C11. 


o2 


.tm 


Method 


TBLASTX: Maize 




Start 


875 






End 


1456 




GI 


none 






Score 


295 




Exons 


875.. 1456, 940.. 1212, 


1028. . 


1381 






Seq. No. 


42620 






Seq. ID 


OJ000223_07.0323 


,C11 


Gene No. 


88876. 






Strand 


+ 




Start 


1 






End 


1479 




Name 


OJ000223 07.0323.C11. 


o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1073 






End 


1444 




GI 


none 






Score 


110 




Exons 


1073. .1237, 1075. .1236, 


1268 


..1381, 1271. .1444 




Seq. No. 


42621 






Seq. ID 


OJ000223_07.0323 


.C12 


Gene No. 


88877 






Strand 


+ 




Start 


476 






End 


1087 




Name 


OJ000223 07.0323.C12. 


ol 


.gs 


Method 


GENSCAN 




Start 


476 






End 


1087 




GI 


none 






Score 


.63 




Exons 


476.. 652, 1048.. 1087 












Seq. No. 


42621 






Seq. ID 


OJ000223_07.0323 


.C12 


Gene No. 


88878 






Strand 


+ 




Start 


4649 






End 


5246 




Name 


OJ000223 07.0323.C12. 


o3 


.gp 


Method 


AAT/GAP 




Start 


4649 






End 


5246 




GI 


2800454 






Score 


234 




Exons 


4649. .4673, 5100. .5246 










Seq. No. 


42621 






Seq. ID 


OJ000223_07.0323 


.C12 


Gene No. 


88879 






Strand 






Start 


1 






End 


345 




Name 


OJ000223 07.0323.C12. 


ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


345 




GI 


1605 2.R1084 






Score 


663 




Exons 


1. .345 













43053 




GI Descrip. M093169 3.0e-56 (AF095933) p20-Arc [Dictyostelium discoideuin] ' 



Sea No 


42621 








Sea. ID 


OJ000223 07.0323-C12 




88880 

\j \j \j \j 








Strand 






1774 








End 


3875 




OJ000223 07 


. 0323. 


C12 .o2 


. as 


Method 


GENSCAN 


Start 


111 A ~ 








End 


3875 


GI 


none 








Score 


. 99 


Exons 


1774. .2141, 


3590. 


.3875 








Sea No 


42621 








Seq. ID 


OJ000223 07.0323.C12 


cpnp No 


88881 








Strand 




start 


3839 








End 


4290 


Nain© 


OJ000223 07 


. 0323. 


C12 .o2 


. QD 
• 


Method 


AAT/GAP 


Start 


3839 ~~ 








End 


4290 




2311066 








Score 


631 


Exons 


3839. .4165, 


4268. 


,4290 








Sec[. No, 


42621 








Sea. ID 


OJ000223 07.0323.C12 


c^ine No 


88882 

KJ \J \J \J £m 








Strand 






5145 








End 


6494 


Naine 


OJ000223 07 


. 0323. 


C12.o3 


as 


Method 


GENSCAN 


Start 


5145 ~ 








End 


6494 


ox 


none 








Score 


. 54 


Exons 


5145. .5224, 


6078. 


.6200, 


6332. 


.6494 




Serf No 


42621 








Seq. ID 


OJ000223_07.0323.C12 


{^pne No 


88883 
\j \j \j \j -J 








Strand 




Start 


8017 








End 


9811 


Nain6 


OJ000223 07 


. 0323. 


C12 .o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1648 ~ 








End 


1965 


\j J. 


none 








Score 


42 


IT von <5 


1648 1677 


1743 . 


. 1928, 


1750. 


.1965, 1751. .1879, 1755. .1964 


Seq. No. 


42621 








Seq. ID 


OJ000223_07.0323.C12 


Cc^np No 


88883 








Strand 




Start 


8017 








End 


9811 


Nam.6 


OJ000223 07 


. 0323 . 


C12 . o3 


. tin 


Method 


TBLASTX: Maize 


Start 


1760 ~ 








End 


3813 


GI 


none 








Score 


77 


r von 


1760 1879, 


1760 . 


. 1879, 


1761 . 


.1928, 1774. .2142, 1776. .2132, 




1922. .2143, 


1984. 


.2142! 


3562. 


.3813, 3588.. 3812 


Sea No 


42621 








Seq. ID 


OJ000223_07.0323.C12 


Cpne No 


88883 
\j \j \j \j ■J 








Strand 




Start 


8017 








End 


9811 




OJ000223 07 


0323 


C12 o2 


1- s 


Method 


TBLASTX: Soybean 


Start 


7996 ~ 








End 


8676 


O J. 










Score 


72 


Exons 


7996. .8259, 


8093. 


.8254, 


8287. 


.8676, 8372. .8482, 8516, .8671 


Seq. No. 


42621 








Seq. ID 


OJ000223_07 . 0323 . C12 


Gene No. 


88883 








Strand 




Start 


8017 








End 


9811 


Name 


OJ000223 07 


.0323. 


C12:o4 


-gs 


Method 


GENSCAN 


Start 


8017 








End 


9734 


GI 


none 








Score 


.82 



43054 



Exons 



8017. .9734 



Seq. No. 42621 

Gene No. 88883 

Start 8017 

Name OJ000223_07 . 0323 . C12 , ol . np 

Start 8020 

GI 6630685 

Exons 8020.. 9811 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ000223_07.0323.C12 
Strand 

End 9811 

Method AAT/NAP 

End 9811 

Score 1703 



Seq. No. 


42621 








Seq. ID 


OJ000223_07.0323.C12 


Gene No. 


88883 








Strand 


- 


Start 


8017 








End 


9811 


Name 


OJ000223 07 


.0323. 


C12.01 


.tc 


Method 


TBLASTX: Cress 


Start 


8038 








End 


8697 


GI 


none 








Score 


67 


Exons 


8038. .8250, 


8132. 


.8251, 


8269. 


.8403, 8 


515. .8685, 8524. .8697 


Seq. No. 


42621 








Seq. ID 


OJ000223_07.0323.C12 


Gene No. 


88883 








Strand 


- 


Start 


8017 








End 


9811 


Name 


OJ000223. 07 


.0323. 


C12.01 


.tm 


Method 


TBLASTX: Maize 


Start 


8038 ' 








End 


8694 


GI 


none 








Score 


301 


Exons 


8038. .8694, 


8039. 


.8686 








Seq. No. 


42621 








Seq. ID 


OJ000223_07.0323.C12 


Gene No. 


88883 








Strand 




Start 


8017 








End 


9811 


Name 


OJ000223 07 


.0323. 


C12.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


8461 








End 


8877 


GI 


none 








Score 


85 


Exons 


8461. .8697, 


8462. 


.8686, 


8725; 


.8877 




Seq. No. 


42621 








Seq. ID 


OJ000223_07.0323.C12 


Gene No. 


88883 








Strand 


_ 


Start 


8017 








End 


9811 


Name 


OJ000223 07 


.0323, 


C12.03 


.ts 


Method 


TBLASTX : Soybean 


Start 


8677 








End 


8905 


GI 


none 








Score 


70 


Exons 


8677. .8901, 


8738. 


.8905 








Seq. No. 


42621 








Seq. ID 


OJ000223_07.0323.C12 


Gene No. 


88883 








Strand 




Start 


8017 








End 


9811 


Name 


OJ000223 07 


.0323. 


C12.02 


.tm 


Method 


TBLASTX: Maize 


Start 


8938 








End 


9385 


GI 


none 








Score 


78 


Exons 


8938. .9384, 


8946. 


.9230, 


8948. 


.9385 




Seq. No. 


42621 








Seq. ID 


OJ000223_07.0323.C12 


Gene No. 


88883 








Strand 




Start 


8017 








End 


9811 


Name 


OJ000223 07 


.0323. 


C12.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


9047 








End 


9616 



43055 




GI 


5509260 








Score 


-413 


Exons 


9047 . . 9616, 


9049. 


. 9576 








GI Descrip. 














Seq. No. 


42621 








Seq. ID 


OJ000223_07.0323.C12 


Gene No. 


88883 








Strand 




Start 


8017 








End 


9811 


Name 


OJ000223 07 


.0323. 


C12 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


9064 ~ 








End 


9531 


GI 


none 








Score 


151 


Exons 


9064 . . 9408, 


9065. 


. 9232, 


9263. 


.9391, 9442. .9531, 9448. ,9525 


Seq. No. 


42621 








Seq, ID 


OJ000223_07 .0323,C12 


Gene No. 


88883 








Strand 




Start 


8017 








End 


9811 


Name 


OJ000223 07 


.0323. 


C12.02 


. tc 


Method 


TBLASTX: Cress 


Start 


9166 








End 


9432 


GI 


none 








Score 


116 


Exons 


9166. . 9432, 


9167, 


. 9427 








Seq. No. 


42622 








Seq. ID 


OJ000223_01.0320.C3 


Gene No. 


88884 








Strand 


+ 


Start 


2862 








End 


6215 


Name 


OJ000223 01 


.0320. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


2862 








End 


6215 


GI 


1666096 








Score 


686 


Exons 


2862. .3203, 


5040. 


.5447, 


5965. 


.6215 




GI Descrip. 


(Y09113) dioxygenase [Marah macrocarpus] 


Seq. No. 


42622 








Seq. ID 


OJ000223_01.0320.C3 


Gene No. 


88885 








Strand 




Start 


8170 








End 


8229 


Name 


OJ000223 01 


.0320. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3000 








End 


6198 


GI 


none 








Score 


54 


Exons 


3000. .3044, 


3129. 


.3188, 


5088, 


.5258, 5106. ,5279, 5301.. 5402, 




5303. .5401, 


5406. 


.5450, 


5414, 


.5449, 5962. .6198 


Seq. No. 


42622 








Seq. ID 


OJ000223_01.0320.C3 


Gene No . 


88885 








Strand 




Start 


8170 








End 


8229 


Name 


OJ000223 01 


.0320. 


C3.o2. 


tm 


Method 


TBLASTX :Maize 


Start 


5085 








End 


5455 


GI 


none 








Score 


108 


Exons 


5085. .5171, 


5088. 


.5171, 


5187. 


.5255, 5187.. 5249, 5286.-5363, 




5291. .5362, 


5301. 


.5372, 


5303. 


.5371, 5369. .5455, 5373. .5408, 




5406. .5450 












Seq, No. 


42622 








Seq. ID 


OJ000223_01.0320.C3 


Gene No. 


88885 








Strand 




Start 


8170 








End 


8229 


Name 


OJ000223 01 


.0320. 


C3.01. 


tm 


Method 


TBLASTX: Maize 


Start 


5962 








End 


6206 


GI 


none 








Score 


322 


Exons 


5962. .6198, 


6090. 


,6206 








Seq. No.' 


42622 








Seq. ID 


OJ000223_01.0320.C3 



43056 



Gene No. 


88885 


'Strand 


— ^ yr. 




Start 


8170 


End 


8229 




Name 


OJ000223 01 . OozO . Co . ol . gp 


Method 


AAT/GAP 




Start 


8170 


End 


8229 




GI 


35458 1.R1084 


Score 


66 




Exons 


8170. .8229 








GI Descrip. 


'3868853/dbj IBAA34247 1 l.Oe 


-21 (AB013853) GPI-anchored prote] 




[Vigna radiata] ' 








Seq. No. 


42623 


Seq. ID 


OJ000223_01. 


0320. C4 


Gene No. 


88886 


Strand 


+ 




Start 


2116 


End 


3088 




Name 


OJ000223 01.0320.C4.ol.np 


Method 


AAT/NAP 




Start 


2116 


End 


3088 




GI 


6006372 


Score 


40 




Exons 


2116. .2203, 3043. .3088 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42623 


Seq. ID 


OJ000223_01. 


0320. C4 


Gene No. 


88887 


Strand 






Start 


1590 


End 


2568 




Name 


OJ000223 01.0320.C4.ol.gs 


Method 


GENSCAN 




Start 


1590 


End 


2568 




GI 


none 


Score 


.61 




Exons 


1590. .1656, 2396. .2568 








Seq. No. 


42624 


Seq. ID 


OJ000223_01. 


0320. C6 


Gene No. 


88888 


Strand 






Start 


449 


End 


3371 




Name 


OJ000223 01.0320.C6.ol.gp 


Method 


AAT/GAP 




Start 


449 


End 


508 




GI 


LIB3433-052-P1-K1-H4 


Score 


91 




Exons 


449. .508 








GI Descrip. 


4o/boo4/ emo 1 CAAi D / y y . 1 1 z , 


Oe-29 (AL021713) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


42624 


Seq. ID 


OJ000223_01. 


0320. C6 


Gene No. 


88888 


Strand 






Start 


449 


End 


3371 




Name 


OJ000223 01.0320.C6.ol.gs 


Method 


GENSCAN 




Start 


449 


End 


3371 




GI 


none 


Score 


.81 




Exons 


449. .595, 1459. .1728, 2141. 


.2303, 2410 


..2429, 2794. 


.2847, 




2897. .3371 








Seq. No. 


42624 


Seq. ID 


OJ000223_01. 


0320. C6 


Gene No. 


88889 


Strand 






Start 


4781 


End 


4938 




Name 


OJ000223 01.0320.C6.o2.gs 


Method 


GENSCAN 




Start 


4781 


End 


4938 




GI 


none 


Score 


.99 




Exons 


4781. .4938 








Seq. No. 


42625 


Seq. ID 


OJ000223_01. 


0320. C7 


Gene No. 


88890 


Strand 


+ 




Start 


4453 


End 


7182 




Name 


OJ000223 01.0320.C7.o2.gs 


Method 


GENSCAN 





43057 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



4453 End 7182 

none Score . 44 

4453. .4507, 4613. .4780, 6117. .6172, 6859. .7182 



Seq. ID OJ000223_01.0320.C7 
Strand 

End 3236 

Method AAT/NAP 

End 3236 

Score 2869 



42625 
88891 
1 

OJ000223_01.0320.C7.ol.np 
1 

7444451 
1..544, 578. .3236 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



42625 
88891 
1 

OJ000223_01.0320.C7.ol.gs 
38 

none 



Seq. ID OJ000223_01.0320.C7 
Strand 

End 3236 

Method GENSCAN 

End 3224 

Score . 61 



38. .150, 313. .1569, 2204. .2371, 2392. .2744, 2788. .3224 



42625 
88892 
3976 

OJ000223_01.0320.C7.o2.np 

3976 

4218535 



Seq. ID OJ000223_01.0320.C7 
Strand 

End 6107 

Method AAT/NAP 

End 6107 

Score 126 



3976. .4063, 5707.. 5867, 5953.. 6107 
{AJ010829) GRABl protein [Triticum sp.] 



End 

Method 
End 
Score 



42625 
88893 
7403 

OJ000223_01 . 0320 . C7 . o3 . gs 
7403 
none 

7403. .7531, 7580. .7726 

42625 
88894 
9808 

OJ000223_01.0320.C7.ol.ts 
2 

5509260 

2. .445, 48. . 119, 159. .323, 209. .427 



Seq. ID OJ000223_01.0320.C7 
Strand 

7726 
GENSCAN 
7726 
.89 



Seq. ID OJ000223_01.0320.C7 
Strand 

End 10137 

Method TBLASTX : Soybean 

End 445 

Score 62 



42625 
88894 
9808 

OJ000223_01.0320.C7.o3.tw 
2 

none 

2. .277, 54. .125, 177. .278 



Seq. ID OJ000223_01.0320.C7 
Strand 

End 10137 

Method TBLASTX : Wheat 

End 278 

Score 71 



43058 




Seq. No. 


42625 






Seq. ID 


OJ000223_01.0320 


.07 


Gene No. 


88894 






Strand 






Start 


9808 






End 


10137 




Name 


OJ000223 01. 


0320. 


C7 . o2 . tc 


Method 


TBLASTX : Cress 




Start 


59 ~ 






End 


325 




GI 


none 






Score 


70 




Exons 


59. .142, 59. 


.325, 


78. .314 








Seq. No. 


42625 






Seq. ID 


OJ000223_01.0320 


.C7 


Gene No. 


88894 






Strand 






Start 


9808 






End 


10137 




Name 


OJ000223 01. 


0320. 


C7 .o3. tm 


Method 


TBLASTX: Maize 




Start 


98 






End 


419 




GI 


none 






Score 


95 




Exons 


98. .415, 99. 


.419 










Seq. No. 


42625 






Seq. ID 


OJ000223_01.0320 


.07 


Gene No. 


88894 






Strand 






Start 


9808 






End 


10137 




Name 


OJ000223 01. 


0320. 


C7.ol. tc 


Method 


TBLASTX : Cress 




Start 


1061 ~ 






End 


1510 




GI 


none 






Score 


314 




Exons 


1061. . 1510 












Seq. No. 


42625 






Seq. ID 


OJ000223 01.0320 


.07 


Gene No. 


88894 






Strand 






Start 


9808 






End 


10137 




Name 


OJ000223 01. 


0320. 


C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1061 






End 


1421 




GI 


none 






Score 


157 




Exons 


1061. .1408, 


1068. 


.1421 









Seq. No. 


42625 








Seq. ID 


OJ000223_01.0320 


Gene No. 


88894 








Strand 




Start 


9808 








End 


10137 


Name 


OJ000223 01. 


0320 


.07.01. 


tm 


Method 


TBLASTX: Maize 


Start 


1091 








End 


1516 


GI 


none 






t- . - 


Score 


71 


Exons 


1091. .1405, 


1427 


. .1516 








Seq. No. 


42625 








Seq. ID 


OJ000223_01.0320 


Gene No. 


88894 








Strand 




Start 


9808 








End 


10137' 


Name 


OJ000223 01. 


0320 


.O7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1094 








End 


1513 


GI 


none 








Score 


231 


Exons 


1094. .1513 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42625 
88894 
9808 

OJ000223_01 . 0320 . 07 . o3 . ts 

1536 

none 



Seq. ID OJ000223_01. 0320.07 



Strand 
End 

Method 

End 

Score 



10137 

TBLASTX : Soybean 

1934 

62 



1536. .1691, 1716. .1844, 1724, .1849, 1830. .1934 



Seq. No. 42625 Seq. ID OJ000223_01 . 0320 . 07 

43059 



Gene No. 


88894 






Strand . 














End 


10137 




Nsjiie 


\J\J \J \J \J ^ UX 




n n4 i-m 


Mf^thirifi 

Lie ^11 W 


TBLASTX* Maize 






1 Qft ~ 
X 7 o o 






End 


2288 






none 






Score 


93 




Kxons 




X ^ 7 7 


2286 








Seq, No. 


42625 






Seq. ID 


OJ000223_01.0320 


.C7 


Gene No. 


88894 






Strand 






o L ax u 


9808 






End 


10137 




Nsine 


ojnnn??^ m 


. 0320 


. C7 . ol . tw 


Method 


TBLASTX : Wheat 




OLaX U 


1 QQ^ ~ 

±. J J 






End 


2375 




n 








Score 


185 




Exons 




X ^ ^-J 


9'^7S 2016 


2342 






oeq • INU • 








Seq. ID 


OJ000223_01.0320 


.C7 


Gene No. 


88894 






Strand 






Start 


9808 






End 


10137 






OJ000223 01 


. 0320 


. C7 . o4 . tw 


Method 


TBLASTX: Wheat 




O UdX L 


9717 ~ 






End 


3143 




oX 


none 






Score 


60 




C v\ ^ 


9717 97dn 


9741 

^ / 4 X 


9ft7R 974"^ 


..2874, 2904. .3032, 2905. .3033, 
















Seq. No. 


42625 






Seq. ID 


OJ000223_01.0320 


.C7 


Gene No. 


88894 






Strand 






O UdX U 


Qft Oft 






End 


10137 




Naine 


o.Tnnn99^ ni 

v.yu VJ VJ ^ ^ J \J 1. 




CI n9 fm 


Method 


TBLASTX: Maize 




otax L. 


97 4'^ ~ 






End 


3140 




PT 


none 






Score 


102 




Exons 


974'^ 9ftftfi 




2887 2887 


..3024, 2892.. 3032, 3036.. 3140 


Seq. No. 


42625 






Seq. ID 


OJ000223_01.0320 


.C7 


Gene No. 


88894 






Strand 






D UciXU. 


QftOft 






End 


10137 




Ndicie 


_ \J\J \J\J\Jc.£.~J WX 


.0320 


.07 .o4 .gs 


Method 


GENSCAN 






Qftflft ~~ 






End 


10137 




oX 


none 






Score 


.44 




Exons 




10117. .10137 








Seq. No. 


42626 






Seq. ID 


OJ000223_01.0320 


.C12 


Gene No. 


88895 






Strand 


+ 




o u dX I. 


S7m 






End 


6125 




Name 


n.Tnnn9 9'^ m 

\JKJ \J\J\J £. £. O \J J- 


.0320 


.C12.o2.gs 


Method 


GENSCAN 




o UdX t. 


R7ni ~ 

Q / U X 






End 


6125 




PT 
uX 


none 






Score 


.57 




Exons 


^701 R749 


5774 


..5998, 6072 


. .6125 






Seq. No. 


42626 






Seq. ID 


OJ000223_01.0320 


.C12 


Gene No. 


88896 






Strand 






Start 


701 






End 


3599 




Name 


OJ000223 01 


.0320 


.C12.ol.gs 


Method 


GENSCAN 




Start 


701 






End 


3599 




GI 


none 






Score 


.57.. 




Exons 


701. .755, 2295.. 


2415, 2786.. 


3599 






Seq. No. 


42626 






Seq. ID 


OJ000223_01.0320 


.C12 



43060 



Gene No. 88897 Strand 

Start 7436 End 9382 

Name OJ000223_01 . 0320 . C12 . o3 . gs Method GENSCAN 

Start 7436 End 9382 

GI none Score .99 

Exons 7436.. 7937, 8034.. 9382 



Seq. No. 42626 Seq. ID 

Gene No. 88897 Strand 

Start 7436 End 

Name OJ000223_01 . 0320 . C12 . ol . np Method 

Start 7542 End 

GI 7449055 Score 

Exons 7542.. 7937, 8034.. 9340 

GI Descrip. probable amino acid transport protein F19I3.19 - Arabidopsis 
thaliana gi | 3033391 1 gb IAAC12835 . 1 1 (AC004238) putative amino 
acid transporter [Arabidopsis thaliana] 



OJ000223_01.0320.C12 

9382 
AAT/NAP 
9340 
2068 



Seq. No. 


42626 








Seq. ID 


OJ000223_01. 0320. 012 


Gene No. 


88897 








Strand 




Start 


7436 








End 


9382 


Name 


OJ000223 01. 


0320 


.012. ol 


.gp 


Method 


AAT/GAP 


Start 


7727 








End 


8540 


GI 


4715535 








Score 


1310 


Exons 


7727. .7937, 


8034 


. .8540 








GI Descrio. 


3033391 2.0e-65 


(AC004238) putative amino acid transporter 




[Arabidopsis 


; thaliana] 








Seq. No. 


42626 








Seq. ID 


OJ000223_01 . 0320 .012 




88898 








Strand 




Start 


11143 








End 


11805 


Name 


OJ000223 01- 


0320 


.C12.03 


.tc 


Method 


TBLASTX:Oress 


Start 


7562 








End 


7861 


GI 


none 








Score 


134 


Exons 


7562. .7759, 


7623 


. .7763, 


7757. 


.7861 




Seq, No. 


42626 








Seq. ID 


OJ000223_01. 0320. 012 


Gene No. 


88898 








Strand 




Start 


11143 








End 


11805 


Name 


OJ000223 01. 


0320 


.C12.03 


. tm 


Method 


TBLASTX:Maize 


Start 


7565 








End 


7849 


GI 


none 








Score 


150 


Exons 


7565. .7750, 


7623 


. .7751, 


7736. 


.7849, 7751. .7822 


Seq. No. 


42626 








Seq. ID 


OJ000223_01. 0320. 012 


Gene No. 


88898 








Strand 




Start 


11143 








End 


11805 


Name 


OJ000223 01. 


0320 


.012. o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


7565 








End 


7813 


GI 


none 








Score 


170 


Exons 


7565. .7813, 


7566 


. .7811 








Seq. No. 


42626 








Seq. ID 


OJ000223_01. 0320.012 


Gene No. 


88a98 








Strand 




Start 


11143 








End 


11805 


Name 


OJ000223 01. 


0320 


.012. o2 


. tc 


Method 


TBLASTX :Oress 


Start 


7880 








End 


8372 



43061 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

7880. .7942, 

42626 
88898 
11143 

OJ000223_01. 

8079 

none 

8079. .8213, 

42626 
88898 
11143 

OJ000223_01, 

8103 

none 

8103. .8333, 

42626 
88898 
11143 

OJ000223_01. 

8447 

none 

8447. .8689, 

42626 
88898 
11143 

OJ000223_01. 

8579 

none 

8579. .8779, 

42626 
88898 
11143 

OJ000223_01, 

8807 

none 

8807. .9346, 

42626 
88898 
11143 

OJ000223_01, 

8828 

none 

8828. .9070, 



8030.. 8371, 8034, 

0320.C12.o2.tm 
8135. .8626, 8451. 

0320.C12.o4.ts 
8153. .8335 

0320.C12.o2.ts 
8448. .8690 ^ 

0320.C12.ol.tc 
8783. .9334, 8823. 

0320.C12.ol.tm 
8814. .9134 

0320.C12.ol.ts 
8832. .9047 



42626 
88898 
11143- 

OJ000223_01.0320.6i2.o5.ts 

9089 

none 



Score 
.8372 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8591 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.9137 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



205 



OJ000223_01.0320.C12 
11805 

TBLASTX: Maize 

8626 

91 



OJ000223_01.0320.C12 
11805 

TBLASTX : Soybean 

8335 

154 



OJ000223_01.0320.C12 
11805 

TBLASTX : Soybean 

8690 

210 



OJ000223_01 . 0320 . C12 
11805 

TBLASTX: Cress 

9334 

252 



OJ000223_01.0320.C12 
11805 

TBLASTX: Maize 

9346 

296 



OJ000223_01.0320.C12 
11805 

TBLASTX : Soybean 

9070 

214 



OJ000223_01.0320.C12 
11805 

TBLASTX: Soybean 

9337 

63 



43062 




Exons 


9089. . 9337, 9090. . 9137 












Seq. No. 


42626 


Seq. ID 


O.J000223_ 


_01, 


0320 


.012 


Gene No. 


88898 


Strand 










Start 


11143 


End 


11805 








Name 


OJ000223 01.0320.C12.o2.np 


Method 


AAT/NAP 








Start 


10380 


End 


11805 








GI 


5852084 


Score 


73 








Exons 


10380. .10496, 1174 6. .11805 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


42626 


Seq. ID 


OJ000223_ 


_01. 


0320 


.C12 


Gene No. 


88898 


Strand 










Start 


11143 


End 


11805 








NaiEie 


OJ000223 01.0320.C12.o4 .gs 


Method 


GENSCAN 








Start 


11143 


End 


11728 








GI 


none 


Score 


.94 








Exons 


11143. .11329, 11376. .11432, 


11681. .11728 








Seq. No. 


42627 


Seq. ID 


OJ000223_ 


_01. 


0320 


.C13 


Gene No. 


88899 


Strand 










Start 


222 


End 


1158 








Name 


OJ000223 01.0320.C13.ol.gs 


Method 


GENSCAN 








Start 


222 


End 


1158 








GI 


none 


Score 


.75 








Exons 


222. .615, 617. .736, 839. .970 


, 1110. .1158 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42628 Seq. ID 

88900 Strand 
1824 End 
OJ000223_01 . 0320 . C14 . ol . np Method 
1824 End 
6907106 Score 
1824. .1876, 2496. .3001, 3060. .3302 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000223_01.0320.C14 
+ 

3306 
AAT/NAP 
3302 
344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42628 Seq. ID 

88900 Strand 
1824 End 
OJ000223_01 . 0320 . C14 . ol . gp Method 
2804 End 
6547_1.R1084 Score 
2804. .3306 

'5257255/dbj I AP000364.il AP000364 4.0e-52 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ000223_01. 0320. 014 
+ 

3306 
AAT/GAP 
3306 
800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42628 Seq. ID 

88901 Strand 

5183 End 
OJ000223_01 . 0320 . 014 , o2 . np Method 

5183 End 

6907086 Score 
5183.. 5957 

{AP001129) hypothetical protein [Oryza sativa] 



OJ000223_01. 0320.014 
+ 

5957 
AAT/NAP 
5957 
905 



Seq. No. 



42628 



Seq. ID OJ000223_01. 0320.014 



43063 




Gene No. 


O O ft A O 

88902 




Strand 








Start 


3572 




End 


5862 






Name 


OJ000223 01.0320.C14.o2. 




Method 


GENSCAN 






Start 


3572 


End 


5862 






GI 


none 




Score 


.54 






Exons 


3572.. 3645, 5010.. 5052, 


5631. 


.5862 








Seq. No. 


42629 




Seq. ID 


OJ000223_01 


.0320. 


C15 


/-^ ^ _ ^ XT 

Gene No . 


o o ft n o 

00903 




Strand 


+ 






Start 


262 




End 


886 






Name 


OJ000223 01.0320.C15.ol. 


gs 


Method 


GENSCAN 






Start 


262 




End 


886 






GI 


none 




Score 


.45 






Exons 


262. .434, 796. .886 












Seq. No. 


42629 




Seq. ID 


OJ000223_01 


.0320. 


C15 


Gene No. 


O O ft ft >1 

88904 




Strand 


+ 






Start 


4826 




End 


6028 






Name 


OJ000223 01.0320.C15.o4. 


gs 


Method 


GENSCAN 






Start 


4826 


End 


6028 






GI 


none 




Score 


.82 






Exons 


4826. .5332, 5446. .5562, 


5870. 


.6028 








Seq. No. 


42629 




Seq. ID 


OJ000223_01 


.0320. 


C15 


Gene No. 


88905 




Strand 


+ 






Start 


11999 




End 


13087 






Name 


OJ000223 01.0320.C15.o2. 


gp 


Method 


AAT/GAP 






Start 


11999 




End 


13087 






GI 


4299 1.R1084 




Score 


2131 






Exons 


11999. .13087 












GI Descrip. 


M337175/gb|AAD18096| 2. 


Oe-30 


(AC006416) ESTs gb_T20589, 





gb_T04648, gb_AA597906, gb_T04111, gb_R84180, gb_R65428, 
gb_T44439, gb_T76570, gb_R90004, gb_T45020, gb_T42457, 
gb_T20921, gb_AA042762 and gb_AA720210 come from this gene. 
[Arabidopsis thaliana] ' 



Seq. No. 


42629 








Seq. ID 


OJ000223_ 


01. 


0320. 


C15 


Gene No. 


88906 








Strand 










Start 


1596 








End 


2120 








Name 


OJ000223 01 


.0320 


.C15.02 


.gs 


Method 


GENSCAN 








Start 


1596 






End 


2120 








GI 


none 








Score 


.75 








Exons 


1596. .2120 


















Seq. No. 


42629 








Seq. ID 


OJ000223__ 


01. 


0320. 


C15 


Gene No. 


88907 








Strand 










Start 


2609 








End 


4158 








Name 


OJ000223 01 


,0320 


.C15.03 


.gs 


Method 


GENSCAN 








Start 


2609 








End 


4158 








GI 


none 








Score 


.66 








Exons 


2609. .2772, 


3093 


. .3273, 


3368. 


.3612, 4110. .4158 








Seq. No. 


42629 








Seq. ID 


OJ000223_ 


01. 


0320. 


C15 


Gene No. 


88908 








Strand 










Start 


6303 








End 


8426 








Name 


OJ000223 01 


.0320 


.C15.05 


.gs 


Method 


GENSCAN 








Start 


6303 






End 


8426 









43064 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score . 92 

6303. .6634, 6897. .7478, 7654. .7920, 8108. .8426 



42629 Seq. ID 

88908 Strand 
6303 End 
OJ000223_01 . 0320 . C15 . ol . np Method 
6432 End 
7452444 Score 
6432. .6646, 6912. .7490, 7713. .7815 

hypothetical protein F20M13.60 - Arabidopsis thaliana 
git4467137|emb|CAB37506.1| {AL035540) putative protein 
[Arabidopsis thaliana] gi | 7270833 | emb | CAB80514 . 1 | (AL161593) 
putative protein [Arabidopsis thaliana] 



OJ000223_01.0320.C15 

8426 
AAT/NAP 
7815 
276 



42629 Seq. ID 

88909 Strand 
9402 End 
OJ000223_01 . 0320 . C15 . ol . gp Method 
9143 End 
20898_1.R1084 Score 
9143.. 9837, 9993.. 10302 
'5734756/gb|AAD50021. 1|AC007651_16 8 
SOUL Protein [Arabidopsis thaliana] ' 



OJ000223_01.0320.C15 

10302 
AAT/GAP 
10302 
1835 

Oe-54 (AC007651) Similar to 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42629 Seq. ID 

88909 Strand 

9402 End 
OJ000223_01 . 0320 . C15 . o6 . gs Method 

9402 End 

none Score 

9402.. 9837, 9993.. 10213 



OJ000223_01.0320.C15 

10302 
GENSCAN 
10213 
.99 



Seq. No. 


42629 




Seq. ID 


OJ000223_01.0320.C15 


Gene No. 


88909 




Strand 




Start 


9402 




End 


10302 


Name 


OJ000223 01 


.0320.C15.o2.np 


Method 


AAT/NAP 


Start 


9417 




End 


10252 


GI 


5734756 




Score 


615 


Exons 


9417. .9837, 


9993. .10252 






GI Descrip. 


{AC007651) 


Similar to SOUL Protein [Arabidopsis thaliana] 


Seq. No. 


42629 




Seq. ID 


OJ000223_01.0320.C15 


Gene No. 


88910 




Strand 




Start 


12487 




End 


12991 


Name 


OJ000223 01 


.0320.C15.o3.tw 


Method 


TBLASTX: Wheat 


Start 


6519 




End 


7191 


GI 


none 




Score 


38 


Exons 


6519. .6665, 


6892.. 6984, 6908. 


.6985, 7007. .7180, 7009. .7191 



Seq. No. 42629 Seq. ID 

Gene No. 88910 Strand 

Start 12487 End 

Name OJ000223_01 . 0320 . C15 . o3 . tc Method 

Start 6892 End 

GI none Score 

Exons 6892.. 6984, 7009.. 7230 



OJ000223_01.0320.C15 
12991 

TBLASTX: Cress 

7230 

168 



43065 




Seq. No. 


42629 






Seq. ID 


OJ000223_01.0320.C15 


Gene No. 


88910. 






Strand 




Start 


12487 






End 


12991 


Name 


OJ000223 01. 


0320 


.C15.o3.ts 


Method 


TBLASTX: Soybean 


Start 


7045 






End 


7479 


GI 


5058368 






Score 


137 


Exons 


7045. .7224, 


7327 


. .7479 






GI Descrip. 


3461817 5.0e 


-31 


(AC004138) unknown protein [Arabidopsis 




thaliana] 










Seq. No. 


42629 






Seq. ID 


OJ000223_01.0320.C15 


Gene No. 


88910 






Strand 




Start 


12487 






End 


12991 


Name 


OJ000223 01. 


0320 


CIS o2 tw 


Method 


TBLASTX: Wheat 


Start 


9384 






End 


9689 


GI 


none 






Score 


347 


Exons 


9384, .9689, 


9385 


9672 






Seq. No. 


42629 






Seq. ID 


OJ000223_01.0320.C15 


Gene No. 


88910 






Strand 




Start 


12487 






End 


12991 


Name 


OJ000223 01. 


0320 




Method 


TBLASTX: Maize 


Start 


9408 






End 


10151 


GI 


none 






Score 


401 


Exons 


9408. . 9839, 


9409 


9837 9992 


.10147, ! 


9996. .10151 


Seq. No. 


42629 






Seq. ID 


OJ000223_01.0320.C15 


Gene No. 


88910 






Strand 




Start 


12487 






End 


12991 


Name 


OJ000223 01. 


0320 


.C15.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9417 






End 


10148 


GI 


none 






Score 


67 


Exons 


9417. .9521, 


9427 


..9519, 9516. 


.9638, 9532. .9633, 9651. .9839, 




9652. .9840, 


9998 


..10147, 9999 


. .10148 




Seq. No. 


42629 






Seq. ID 


OJ000223_01.0320.C15 


Gene No. 


88910 






Strand 




Start 


12487 






End 


12991 " 


Name 


OJ000223 01. 


0320 


.C15.o2.tc 


Method 


TBLASTX: Cress 


Start 


9424 






End 


10148 


GI 


none 






Score 


62 


Exons 


9424 . . 9495, 


9426 


..9503, 9519. 


.9644, 9573.-9839, 9709. .9837, 




9992. .10147, 


9993. .10148 






Seq. No. 


42629 






Seq. ID 


OJ000223_01. 0320. CIS 


Gene No. 


88910 






Strand 




Start 


12487 






End 


12991 


Name 


OJ000223 01. 


0320 


. C15.o3.np 


Method 


AAT/NAP 


Start 


12124 






End 


12987 


GI 


4337175 






Score 


342 


Exons 


12124. .12179 


1, 12504.. 12987 







GI Descrip. (AC006416) ESTs gb|T20589, gb|T04648, gb|AA597906, gb|T04111, 
gb|R84180, gb|R65428, gb|T44439, gb|T76570, gb|R90004, 
gb|T45020, gb|T42457, gb|T20921, gb|AA042762 and gb|AA720210 
come from this gene. [Arabidopsis thaliana] 



43066 




Seq. No. 


42629 




Seq. ID 


OJ000223_01.0320 


.C15 


Gene No. 


88910 




Strand 






Start 


12487 




End 


12991 




Name 


OJ000223 01. 0320. CIS 


. o7 .gs 


Method 


GENSCAN 




Start 


12487 




End 


12990 




GI 


none 




Score 


.83 




Exons 


12487. .12990 










Seq. No. 


42629 




Seq. ID 


OJ000223_01.0320 


.CIS 


Gene No. 


88910 




Strand 






Start 


12487 




End 


12991 




Name 


OJ000223 01. 0320. CIS 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12550 




End 


12991 




GI 


none 




Score 


206 




Exons 


12550. .12990, 12578. 


.12991 








Seq. No. 


42629 




Seq. ID 


OJ000223_01.0320 


.CIS 


Gene No. 


88910 




Strand 






Start 


12487 ' 




End 


12991 




Name 


OJ000223 01. 0320. CIS 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12550 




End 


12916 




GI 


none 




Score 


347 




Exons 


12550. .12915, 12578. 


.12916 








Seq. No. 


42629 




Seq. ID 


OJ000223_01.0320 


.C15 


Gene No, 


88910 




Strand 






Start 


12487 




End 


12991 




Name 


OJ000223 01, 0320. CIS 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


12559 




End 


12991 




GI 


none 




Score 


432 




Exons 


12559. .12990, 12578. 


.12991 








Seq. No. 


42629 




Seq. ID 


OJ000223_01.0320 


.CIS 


Gene No. 


88910 




Strand 






Start 


12487 




End 


12991 




Name 


OJ000223 01. 0320. CIS 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12568 




End 


12960 




GI 


none 




Score 


148 




Exons 


12568. .12960, 12605. 


.12922 








Seq. No. 


42630 




Seq. ID 


OJ000223_01.0320 


.C16 


Gene No. 


88911 




Strand 






Start 


2823 




End 


3025 




Name 


OJ000223 01.0320.C16 


. ol.gp 


Method 


AAT/GAP 




Start* 


2823 




End 


3025 




GI 


LIB3477-003-P1-K1-E9 




Score 


103 




Exons 


2823. .2892, 2989. .3025 








GI Descrip. 


•2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi 1173557 {U31771) Ory s 1 [Oryza 




sativa] ' 










Seq- No. 


42630 




Seq. ID 


OJ000223_01.0320 


.C16 


Gene No. 


88912 




Strand 






Start 


3424 




End 


5386 




Name 


OJ000223 01.0320.C16 


. o2.gs 


Method 


GENSCAN 




Start 


3424 




End 


5386 




GI 


none 




Score 


. 69 





43067 



Exons 


3424. .3726, 3758 .. 3946, 4951 . . 


5062, 5196.. 5386 






Seq. No. 


42630 


Seq. ID 


OJ000223_ 


_01.0320 


.C16 


Gene No. 


88913 


Strand 








Start 


6089 


End 


•7 C Q C 






Name 


OJ000223 01.0320.C16.o3.gs 


Method 


GENSCAN 






Start 


6089 


End 


/by D 






GI 


none 


Score 


o c 
. 00 






Exons 


6089.. 6201, 7027. .7297, 7390.. 


7596 








Seq. No. 


42630 


Seq. ID 


OJ000223_ 


_01.0320 


.C16 


Gene No. 


88913 


Strand 








Start 


6089 


End 


7596 






Name 


OJ000223 01.0320.C16.ol.np 


Method 


AAT/NAP 






Start 


6098 


End 


7579 






GI 


1084433 


Score 


138 






Exons 


6098.. 6216, 6269.. 6349, 6440.. 


6708, 7159. .7243, 


7393. .7579 


GI Descrip. 


potassium channel protein KSTl 


- potato 







Seq. No. 
Gene No. 
Start 
-Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



gi|861147 |emb|CAA56175 
[Solanum tuberosum] 



,11 (X79779) K+ channel inward rectifying 



OJ000223 01.0320.C17 



42631 Seq. ID 

88914 Strand 
1 End 4074 

OJ000223_01 . 0320 . C17 . ol . np Method AAT/NAP 
1 End 3822 

6714278 Score 424 

1..19, 1139. .1191, 1328. .1387, 1491. .1603, 1689, 
2502.. 2546, 2627.. 2740, 3582.. 3822 
(AC017118) F6N18.17 [Arabidopsis thaliana] 



1761, 



42631 Seq. ID 

88914 Strand 

1 End 

OJ000223_01.0320.C17.o2.gs Method 

758 End 

none Score 



OJ000223_01.0320.C17 

4074 
GENSCAN 
3854 
.82 



758. .790, 1144. .1191, 1328. .1387, 1491. .1603, 1689. .1761, 
2627.. 2740, 2834.. 2860, 3570.. 3854 



42631 
88914 
1 

OJ000223_01.0320.C17.ol.ts 

1136 

none 

1136. .1192, 1141. .1206, 1326. 
1492. .1602, 1515. .1604, 1680. 
1693. .1764, 1696. .1764, 2491. 
2633. .2743, 3697. .3762, 3708. 

42631 
88914 
1 

OJ000223_01.0320:C17.ol.tm 

1138 

none 



Seq. ID OJ000223_01.0320.C17 
Strand 

End 4074 

Method TBLASTX : Soybean 

End 37 62 

Score 63 

.1394, 1328. .1393, 1491. .1601, 
.1757, 1690. .1764, 1691. .1762, 
.2547, 2499.. 2555, 2630.. 2740, 
.3761 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_01.0320.C17 
4074 

TBLASTX: Maize 

2716 

76 



43068 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1138. .1206, 1326. .1394, 1328. 
1664. .1762, 1690. .1764, 2499. 

42631 
88914 
1 

OJ000223_01.0320.C17.ol.tc 

1141 

none 

1141. .1206, 1326. .1394, 1328. 
1521. .1604, 1522. .1602, 1689. 
2499.-2546, 2500. .2547, 2621. 
3708. .3773 



.1393, 1491. .1601, 1495. .1605, 
.2546, 2621. .2716 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ000223 01.0320.C17 



4074 

TBLASTX: Cress 
3773 
60 

.1393, 1491. .1601, 1492. .1605, 
.1763, 1690. .1764, 1691. .1762, 
.2743, 2630. .2740, 2631. ,2747, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



42631 
88914 
1 

OJ000223_01.0320.C17.ol.tw 

1337 

none 

1337, ,1393, 1338. .1394, 1491. 
1664. .1762, 1690. .1764, 1693. 
2603. .2740, 2621. .2743 

42631 
88914 
1 

OJ000223_01.0320.C17.ol.gp 

2691 

hone 

2691. .2740, 3570. .4074 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ000223 01.0320.C17 



4074 

TBLASTX: Wheat 
2743 
59 

1601, 1494. .1598, 1495, ,1605, 
1764, 2499. .2546, 2500, .2547, 



Seq, ID 

Strand 

End 

Method 
End- 
Score 



OJ000223_01,0320.C17 

4074 
AAT/GAP 
4074 
1074 



42632 Seq. ID OJ000203_03 . 0321 .CI 

88915 Strand + 

2434 End 2782 

OJ000203_03 . 032 1 . CI . ol . np Method AAT/NAP 

2434 End 2782 

7447384 Score 364 

2434,. 2782 

pectin methylesterase-like protein - maize 

gi I 2239262 I embi CAA73733.il (Y13285) pectin methylesterase-like 
protein [Zea mays] 



42632 Seq. ID 

88915 Strand 
2434 End 
OJ000203_03 . 0321 . CI . ol . gp Method 
2436 End 
uC-osflcyp052c05bl Score 
2436. .2782 

•2239262/emb|CAA73733| 3.0e-22 (Y13285) pectin 

methylesterase-like protein [Zea mays] ' 



OJ000203_03.0321.C1 
+ 

2782 
AAT/GAP 
2782 
678 



42632 Seq. ID 

88916 Strand 

226 End 

OJ000203 03.0321.Cl.ol.gs Method 



OJ000203_03.0321.C1 
435 

GENSCAN 



43069 



start 


226 


End 


435 




GI 


none 


Score 


.64 




Exons 


226. .435 








Seq. No. 


42632 


Seq. ID 


OJ000203_03.0321. 


CI 


Gene No. 


88917 


Strand 






Start 


1583 


End 


2781 




Name 


OJ000203 03. 0321. CI. o2 


. qs Method 


GENSCAN 




Start 


1583 


End 


2768 






none 


Score 


.46 




Rxons 


1583. .1818, 2418. .2607 


, 2640.. 2768 






Seq. No. 


42632 


Seq. ID 


OJ000203_03.0321. 


CI 


Gene No. 


88917 


Strand 






Start 


1583 


End 


2781 




Name 


OJ000203 03. 0321. CI. ol 


.tm Method 


TBLASTX:Maize 




Start 


2509 


End 


2781 




KJJL 


none 


Score 


385 




F. von ^ 


2509. .2781, 2514. .2744 








Sea. No. 


42633 


Seq. ID 


OJ000203_03.0321, 


,C2 


Gene No. 


88918 


Strand 


+ 




Start 


1 


End 


1093 




Name 


OJ000203 03.0321.C2.ol 


.np Method 


AAT/NAP 




Start 


1 


End 


1090 




GI 


7447384 


Score 


1618 




Exons 


1. .1090 








GI Descrip. 


pectin methylesterase- 


like protein - ] 


maize 





gi I 2239262 I emb I CAA73733 . 1 1 
protein [Zea mays] 



rU 


Seq. No. 


42633 


Seq. ID 


OJ000203 




Gene No. 


88918 


Strand 


+ 




Start 


1 


End 


1093 




Name 


OJ000203 03.0321.C2.ol.gs 


Method 


GENSCAN 




Start 


21 


End 


1093 




GI 


none 


Score 


.61 


L ii 
•a 


Exons 


21. .206, 233. .1093 






1,-2. 


Seq. No. 


42633 


Seq. ID 


OJ000203 




Gene No. 


88918 


Strand 


+ 




Start 


1 


End 


1093 




Name 


OJ000203 03.0321.C2.ol.gp 


Method 


AAT/GAP 




Start 


423 


End 


879 




GI 


40115 1.R1084 


Score 


855 




Exons 


423. .879 








GI Descrip. 


'2239262/emb|CAA73733| 7.0e- 


-60 (Y13285) 


pectin 






methylesterase-like protein 


[Zea mays] ' 






Seq. No. 


42633 


Seq. ID 


OJ000203 




Gene No. 


88919 


Strand 


+ 




Start 


1039 


End 


1405 




Name 


OJ000203 03.0321.C2.o2.gp 


Method 


AAT/GAP 




Start 


1039 


End 


1405 




GI 


3761524 


Score 


692 




Exons 


1039. .1405 







.C2 



43070 




Seq. No. 


42633 


Seq. ID 


OJ00D203_03.0321 


.02 


Gene No. 


88920 


Strand 


+ 




Start 


1805 


End 


1989 




Name 


OJ000203 03.0321.C2.o2.gs 


Method 


GENSCAN 




Start 


1805 


End 


1989 




GI 


none 


Score 


.76 




Exons * 


1805. .1912, 1978. .1989 








Seq. No. 


42633 


Seq. ID 


OJ000203_03-0321 


.02 


Gene No. 


88921 


Strand 






Start 


2184 


End 


2744 




Name 


OJ000203 03.0321.C2.ol.tm 


Method 


TBLASTX: Maize 




■Start 


48 


End 


1111 




GI 


none 


Score 


91 




Exons 


48. .146, 80. .130, 135. .224, 


138. -224, 


185.-235, 208--1098, 




219. .263, 221. .1099, 1031.-1111 






Seq. No. 


42633 


Seq. ID 


OJ000203_03.0321 


-02 


Gene No. 


88921 


Strand 






Start 


2184 


End 


2744 




Name 


OJ000203 03.0321.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


80 


End 


1084 




GI 


none 


Score 


157 




Exons 


80. ,232, 81. .224, 215. .1003, 


232- .984, 


1010- .1084 




Seq. No. 


42633 


Seq. ID 


OJ000203_03-0321 


.02 


Gene No. 


88921 


Strand 






Start 


2184 


End 


2744 




Name 


OJ000203 03.0321.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


81 


End 


1083 




GI 


none 


Score 


51 




Exons 


81. .122, 153. .224, 155. .232, 


236. .991, 


238.-738, 781. .891, 




937. .990, 1001. .1081, 1015.. 


1083 






Seq. No. 


42633 


Seq. ID 


OJ000203_03,0321 


.02 


Gene No. 


88921 


Strand 






Start 


2184 


End 


2744 




Name 


OJ000203 03.0321.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


147 


End 


427 




GI 


none 


Score 


80 




Exons 


147. .221, 147. .218, 149. .220, 238. .414 


, 239. .427 




Seq. No. 


42633 


Seq. ID 


OJ000203_03.0321 


.02 


Gene No. 


88921 


Strand 






Start 


2184 


End 


2744 




Name 


OJ000203 03.0321.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


430 


End 


867 




GI 


none 


Score 


566 




Exons 


430. .867, 434. .865, 682.-867 






Seq. No. 


42633 


Seq- ID 


OJ000203_03.0321 


.02 


Gene No. 


88921 


Strand 






Start 


2184 


End 


2744 




Name 


OJ000203 03.0321.C2.o3.gs 


Method 


GENSCAN 




Start 


2184 


End 


2744 




GI 


none 


Score 


-76 





Exons 2184.. 2248, 2726.. 2744 



43071 



OJ000203 03. 0321. C3 



Seq. No. 42634 Seq. ID 

Gene No. 88922 Strand 

Start 2506 End 6058 

Name OJ000203_03.0321.C3.o2.gs Method GENSCAN 

Start 2506 End 6058 

GI none Score .46 

Exons 2506. .2925, 3309. .3892, 3981. .4088, 4174. .4297, 5727. .5776, 
5872. .6058 



Seq. No. 42634 Seq. ID 

Gene No. 88922 Strand 

Start 2506 End 6058 

Name OJ000203_03.0321.C3.ol.np Method AAT/NAP 

Start 3267 End 6043 

GI 7430313 Score 728 

Exons 3267. .3892, 3981 4088 , 4 174 .. 4297 , 5727. .5776, 
GI Descrip. 



OJ000203 03. 0321. C3 



5872. .6043 



probable aldose 1-epimerase (EC 5.1.3.3) - common tobacco 
gi I 2739168 | gb | AAB94 619 . 1 1 {AF03238 6) aldose-l-epimerase-like 
protein [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42634 Seq. ID 

88923 Strand 

6280 End 

OJ000203_03 . 0321 . C3 . o2 . tm Method 

3241 End 

none Score 

3241. .3471, 3291, .3503, 3455, .3511 



OJ000203_03,0321.C3 
7437 

TBLASTX: Maize 

3511 

232 



Seq. No. 


42634 








Seq. ID 


OJ000203_03.0321.C3 


Gene No. 


88923 








Strand 




Start 


6280 








End 


7437 


Name 


OJ000203 03 


.0321. 


C3,ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3268 








End 


3527 


GI 


none 








Score 


300 


Exons 


3268. .3471, 


3291. 


.3527 








Seq. No. 


42634 








Seq. ID 


OJ000203_03.0321.C3 


Gene No. 


88923 








Strand 




Start 


6280 








End 


7437 


Name 


OJ000203 03 


.0321, 


C3.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


3277 








End 


5974 


GI 


none 








Score 


107 


Exons 


3277. .3474, 


3291. 


,3542, 


3513. 


,3569, 3669, .3893, 3979. .4089 




3980. .4090, 


4172. 


,4297, 


5834. 


,5974, 5862, .5963 


Seq. No. 


42634 








Seq, ID 


OJ000203_03. 0321.03 


Gene No. 


88923 








Strand 




Start 


6280 








End 


7437 


Name 


OJ000203 03 


.0321. 03. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3543 








End 


5975 


GI 


none 








Score 


58 


Exons 


3543. .3590, 


3544. 


.3603, 


3585. 


.3893, 3589. .3711, 3735. .3767, 




3760. .3894, 


3967. 


.4089, 


3980. 


.4090, 4172. .4297, 4173.-4295, 




5719, .5778, 


5727. 


.5777, 


5849. 


.5971, 5871. .5975 


Seq. No. 


42634 








Seq. ID 


OJ000203_03.0321.C3 



43072 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



88923 Strand 

6280 End 

OJ000203_03 . 0321 . C3 . ol . tc Method 

3729 End 

none Score 



7437 

TBLASTX: Cress 

5956 

78 



3729. .3893, 3760. .3894, 3979. .4089, 3980. .4090, 4172. .4285, 
5834. .5956 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42634 
88923 
6280 

OJ000203_03.0321.C3.o3.gs 

6280 

none 



Seq. ID OJ000203_03.0321.C3 
Strand 

End 7 437 

Method GENSCAN 

End 7437 

Score . 62 



6280. .6475, 6750. .7034, 7382. .7437 



Seq. ID OJ000203_03.0321.C4 
Strand + 

6072 
AAT/GAP 
6072 
1229 



42635 
88924 
5427 

OJ000203_03 . 0321 . C4 , o2 . gp 
5427 

4813_2.R1084 
5427. .6072 

M586107/emb|CAB40943.1| l.Oe-26 (AL049638) putative disease 
resistance protein [Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



Seq. No. 


42635 




Seq. ID 


OJ000203_03.0321.C4 


Gene No. 


88925 




Strand 




Start 


2193 




End 


4185 


Name 


OJ000203 03 


.0321. 


C4.o2.gs Method 


GENSCAN 


Start 


2193 




End 


4037 


GI 


none 




Score 


.74 


Exons 


2193. .2365, 


2396. 


.2582, 3679. .3728, 3842. .4037 


Seq. No. 


42635 




Seq. ID 


OJ000203_03.0321.C4 


Gene No. 


88925 




Strand 




Start 


2193 




End 


4185 


Name 


OJ000203 03 


.0321. 


C4.ol.gp Method 


AAT/GAP 


Start 


3784 




End 


4185 


GI 


3768019 




Score 


555 


Exons 


3784. .4185 








Seq. No. 


42635 




Seq. ID 


OJ000203_03.0321.C4 


Gene No. 


88926 




Strand 




Start 


5429 




End 


6456 


Name 


OJ000203 03 


.0321. 


C4.o3.tm Method 


TBLASTX: Maize 


Start 


9 




End 


3959 


GI 


none 




Score 


108 


Exons 


9. .92, 10.. 


93, 2256.. 2303, 2257.. 2301, 


2298.. 2366, 2299.. 2343, 




2433. .2582, 


2458. 


.2571, 3661. .3771, 3679. .3729, 3824. .3922, 




3840. .3935, 


3841. 


.3939, 3846.. 3959 




Seq. No. 


42635 




Seq. ID 


OJ000203_03.0321.C4 


Gene No. 


88926 




Strand 




Start 


5429 




End 


6456 


Name 


OJ000203 03 


.0321. 


C4.o2.ts Method 


TBLASTX: Soybean 


Start 


2256 




End 


3935 



43073 



GI 

Exons 



none Score 63 

2256. .2366, 2257.-2310, 2433. .2582, 2434. .2568, 3682. .3780, 
3698. .3730, 3837. .3935, 3841. ,3933 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42635 Seq. ID 

88926 Strand 

5429 End 

OJ000203_03 . 0321 . C4 . o2 . tm Method 

5421 End 

none Score 



OJ000203_03.0321.C4 
6456 

TBLASTX: Maize 

5786 

156 



5421. .5561, 5421, .5537, 5429. .5542, 5523, .5606, 5545. .5604, 
5556.. 5606, 5595.-5687, 5597.. 5701, 5598.-5693, 5630.. 5785, 
5667. .5786 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42635 
88926 
5429 

OJ000203_03.0321-C4.o3.gs 
5429 
none 

5429. .6229, 6277. .6378 

42635 
88926 
5429 

OJ000203_03-0321.C4.ol.np 
5437 
6692098 
5437. .5703, 5775.-6456 

(AC007764) F22C12.10 [Arabidopsis thaliana] 



Seq. ID OJ000203_03.0321.C4 
Strand 

End 6456 

Method GENSCAN 

End 6378 

Score .72 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000203_03.0321.C4 

6456 
AAT/NAP 
6456 
938 



42635 
88926 
5429 

OJ000203_03, 
5454 
none 
5454. 
5786. 
5841. 
5847. 
5943. 
5997. 
6071. 
6072. 
6309. 



0321.C4.ol.ts 



.5516, 
.5863, 
.5900, 
.5900, 
.6062, 
.6062, 
.6445, 
.6284, 
.6359, 



Seq. ID OJ000203_03.0321.C4 
Strand 

End 6456 
Method TBLASTX : Soybean 
End 6455 
Score 66 

5723. .5833, 5786.-5863, 5786. .5863, 5786. .5863, 
5786.-5863, 5787.. 5864, 5793.. 5825, 5798.. 6451, 
5846.. 6061, 5847.. 5900, 5847.. 5900, 5847.. 5900, 
5849.. 6061, 5873.. 6265, 5910.. 6062, 5943.. 6020, 
5949.-6362, 5952.-6044, 5967.. 6062, 5982.. 6110, 
6015.. 6287, 6065.. 6106, 6070.. 6258, 6071.. 6256, 
6071.-6448, 6072.. 6212, 6072.. 6365, 6072.. 6359, 
6084.-6359, 6147.. 6365, 6159.. 6329, 6250.. 6447, 
6397.-6450, 6411. .6455 



Seq. No, 42635 
Gene No. 88926 
Start 5429 

Name OJ000203_03 . 0321 .04 .ol . tc 

Start 5786 

GI none 

Exons 5786.. 5863, 5786 

5840.. 6451, 5841 
5849.-6061, 5849 
5943.. 6362, 5943 



OJ000203 03. 0321. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5863, 5786., 5863, 5786.. 5836, 5838 
5894, 5846.. 6061, 5847.. 5900, 5847 
6007, 5850., 5987, 5850.. 5900, 5873 
6056, 5952., 6044, 5952 .. 6029, 6071 



6456 

TBLASTX: Cress 

6451 

59 



.6206, 
.5900, 
.6334, 
.6448, 



43074 




6071. .6448, 6071. ,6184, 6071. .6235, 6072. .6161, 6072. .6365, 

6072. .6215, 6072. .6365, 6074. .6385, 6074. .6316, 6081. .6311, 

6084. .6296, 6084. .6365, 6092. .6301, 6103. .6444, 6147. .6365, 

6159. .6329, 6246.-6359, 6292.-6447, 6405. .6449, 6408. .6449 



Seq. No. 42635 
Gene No. 88926 
Start 5429 

Name OJ000203_03 . 0321 . C4 . ol . tm 

Start 5786 
GI none 

Exons -5786.. 5842, 5786.-5863, 5834. 

5849. .5986, 5849. .5917, 5850. 
5949.. 6296, 5955.. 6062, 6075. 
6146. .6382, 6147.. 6365, 6192. 
6275. .6445, 6296.. 6445, 6344. 



Seq. ID OJ000203_03.0321.C4 
Strand 

End 6456 
Method TBLASTX : Mai ze 
End 6451 
Score 67 

.6061, 5835. .5900, 5847. .5900, 
.5900, 5879.. 6301, 5935.. 5979, 
.6203, 6114. .6251, 6121. .6288, 
.6329, 6194. .6370, 6227. .6445, 
.6448, 6371, .6451 



Seq. No. 


42636 






Seq. ID 


OJ000203_03.0321 


.C5 


Gene No. 


88927 






Strand 






Start 


334 






End 


2889 




Name 


OJ000203 


03.0321.C5.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


92 






End 


348 




GI 


none 






Score 


155 




Exons 


92. .262, 


93.. 263, 97.. 


264, 


97.. 270, 256.. 348, 260.. 346 




Seq. No. 


42636 






Seq. ID 


OJ000203_03.0321 


.C5 


Gene No. 


88927 






Strand 






Start 


334 






End 


2889 




Name 


OJ000203 


03.0321.C5.ol 


.gp 


Method 


AAT/GAP 




Start 


334 






End 


2889 




GI 


none 






Score 


922 




Exons 


334. .664, 


2740. .2889 











Seq. No. 


42636 


Seq. ID 


OJ000203_03.0321.C5 


Gene No. 


88927 


Strand 




Start 


334 


End 


2889 


Name 


OJ000203 03.0321.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


416 


End 


636 


GI 


none 


Score 


209 


Exons 


416. .616, 417. .629, 423. .629, 


424. .636 




Seq. No. 


42637 


Seq. ID 


OJ000203_03,0321.C6 


Gene No. 


88928 


Strand 


+ 


Start 


4993 


End 


9720 


Name 


OJ000203 03.0321.C6.ol.gp 


Method 


AAT/GAP 


Start 


4782 


End 


6643 


GI 


uC-osrocyp016g01bl 


Score 


947 


Exons 


4782. .5095, 6326.. 6458, 6551. 


.6643 




GI Descrip- 


'5091623/gb|AAD39611.1|AC007454_10 9.0e-27 (AC0074.54) Similar 



gb_U93048 somatic embryogenesis receptor-like kinase from Daucus 
carota, contains 4 PF_00560 Leucine Rich Repeat domains and a 
PF_00069 Eukaryotic protein kinase domain. [Arabidopsis 
thaliana] ' 

Seq. No. 42637 Seq. ID OJ000203_03 . 0321 . C6 

Gene No. 88928 Strand + 

Start 4993 End 9720 



43075 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000203_03 . 0321 . 06 . o2 . gs Method GENSCAN 

4993 End 9617 

none Score .82 

4993. .5095, 5387. .5419, 6326. .6458, 6551. .6622, 6833.-6976, 
7440. .7552, 7672. .7800, 7881. .8072, 8552. .8946, 9306. .9617 



42637 
88928 
4993 

OJ000203_03.0321.C6.ol.np 



OJ000203_03.0321.C6 
+ 



Seq. ID 
Strand 

End 9720 
Method AAT/NAP 
6231 End 9614 

5091623 Score 2392 

6231. .6458, 6551. .6622, 6833.-6976, 7100. .7171, 7287. .7358, 
7440. .7542, 7659. .7800, 7881. .8222, 8552. .8946, 9306. .9614 
(AC007454) Similar to gb|U93048 somatic embryogenesis 
receptor-like kinase from Daucus carota, contains 4 PF| 00560 
Leucine Rich Repeat domains and a PF| 00069 Eukaryotic protein 
kinase domain. [Arabidopsis thaliana] 



42637 Seq. ID 

88928 Strand 

4 993 End 

OJ000203_03 . 0321 . 06 , o2 . gp Method 

7674 End 

LIB3432-051-P1-K1-B5 Score 
7674. .7800, 7881. .8163 

M490310/emb|OAB38801.1| 2.0e-50 {AL035678) somatic 

embryogenesis receptor-like kinase-like protein [Arabidopsis 
thaliana] ' 



OJ000203_03.0321.C6 
+ 

9720 
AAT/GAP 
8163 
746 



OJ000203_03.0321.C6 
+ 

9720 
AAT/GAP 
9720 
1270 



42637 Seq. ID 

88928 Strand 
4 993 End 
OJ000203_03.0321.06.o3,gp Method 
8673 End 
6421_1.R1084 Score 
8673,. 8946, 9306.. 9720 

'5091623/gb|AAD39611.1|AO007454_10 7.0e-90 (AO007454) Similar to 
gb_U93048 somatic embryogenesis receptor-like kinase from Daucus 
carota, contains 4 PF_00560 Leucine Rich Repeat domains and a 
PF_00069 Eukaryotic protein kinase domain. [Arabidopsis 
thaliana] ' 



42637 
88929 
9284 

OJ000203_03.0321.C6.o2.tw 

6307 

none 



Seq. ID OJ000203_03.0321.C6 



Strand 
End 

Method 

End 

Score 



12977 

TBLASTX: Wheat 

7172 

179 



6307. .6435, 6324. .6449, 6337. .6480, 6546. .6644, 6828.-6977, 
6834.. 6989, 7080.. 7172 



42637 Seq. ID 

88929 Strand 

9284 End 

OJ000203_03 . 0321 . 06 , o2 . tm Method 

6310 End 



OJ000203_03.0321.C6 
12977 

TBLASTX: Maize 
7358 



43076 




GI 


none 








Score 


201" 




Exons 


6310. .6447, 


6318. 


. 6458, 


6323. 


.6457, 6325.. 6474, 


6372. .6467, 




6546. .6644, 


6546. 


. 6635, 


6551. 


.6640, 6828.. 6977, 


6829. . 6999, 




6833. .7045, 


6852. 


. 6998, 


6857 . 


.6976, 7101.. 7172, 


7102. .7140, 




7104 . .7142, 


7121. 


.7171, 


7287. 


.7358, 7288.. 7356 




Seq. No. 


42637 








Seq. ID 


OJ000203 


03. 0321. 06 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.o3. 


tc 


Method 


TBLASTX: 


Oress 


Start 


6317 








End 


7172 




GI 


none 








Score 


193 




Exons 


6317. .6448, 


6324 . 


. 6458, 


6325. 


.6444, 6325. .6471, 


6545. .6664, 




6546.. 6644, 


6828. 


. 6977, 


6834. 


.6989, 6857. .6952, 


7101. .7172 


Seq. No. 


42637 








Seq. ID 


OJ000203 


_03. 0321.06 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


. 0321 . 


C6.o4 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6324 ~ 








End 


6578 




GI 


none 








Score 


191 




Exons 


6324 . . 6458, 


6325. 


. 6444, 


6337. 


.6471, 6546.. 6578 




Seq. No. 


42637 








Seq. ID 


OJ000203 


03. 0321 .06 


Gene No . 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


06. o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6582 








End 


7476 




GI 


none 








Score 


72 




Exons 


6582. . 6644, 


6828. 


. 6977, 


6828. 


.6944, 6857. .6976, 


7080. .7172, 




7105. .7152, 


7143. 


.7175, 


7287 . 


.7358, 7288. .7356, 


7422. ,7475, 




7423. .7476 














Seq. No. 


42637 








Seq. ID 


OJ000203 


03.0321.06 


Gene No . 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.ol, 


tm 


Method 


TBLASTX: 


Maize 


Start 


7441 








End 


9617 




GI 


none 








Score 


65 




Exons 


7441. .7482, 


7722 . 


.7811, 


7749. 


.7799, 7E 


J79. .8220, 


7880. .8221, 




7981. .8223, 


8304. 


. 8345, 


8532, 


.8690, 8551. .8949, 


8551. .8949, 




9306. . 9617, 


9306. 


. 9350, 


9371. 


.9616 






Seq. No. 


42637 








Seq. ID 


OJ000203 


03.0321.06 


Gene No . 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7670 








End 


9356 




GI 


none 








Score 


94 




Exons 


7670. .7798, 


7720. 


.7800, 


7722. 


.7811, 7749. .7799, 


7879. . 8220, 




7880. .8221, 


7906. 


. 8223, 


8304 . 


.8345, 8532. .8690, 


8535. ,8930, 




8551. .8937, 


8551. 


.8934, 


8778. 


.8975, 9306.. 9356, 


9306. .9350 


Seq. No. 


42637 








Seq. ID 


OJ000203 


_03.0321.O6 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.02. 


tc 


Method 


TBLASTX: 


Oress 



43077 




start 


7847 








End 


8221 




GI 


none 








Score 


421 




Exons 


7847. .8221, 


7893. 


.8108, 


7894. 


.8214 






Seq. No. 


42637 








Seq. ID 


OJ000203_03.0321 


.C6 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


8572 








End 


8892 




GI 


none 








Score 


314 




Exons 


8572. .8886, 


8575. 


.8892 










Seq. No. 


42637 








Seq. ID 


OJ000203_03.0321 


.C6 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.01. 


tc 


Method 


TBLASTX: Cress 




Start 


8611 








End 


9497 




GI 


none 








Score 


434 




Exons 


8611. .8937, 


8613. 


.8690, 


8617. 


.8934, 9306.. 9497 




Seq. No. 


42637 








Seq. ID 


OJ000203_03.0321 


.C6 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


06. o3. 


np 


Method 


AAT/NAP 




Start 


9284 








End 


12977 




GI 


5902376 








Score 


123 




Exons 


9284. .9317, 


12808 


. .12977 








GI Descrip. 


(AC009322) : 


Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42637 








Seq. ID 


OJ000203_03.0321 


.C6 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.03. 


tw 


Method 


TBLASTX: Wheat 




Start 


9306 








End 


9617 




GI 


none 








Score 


202 




Exons 


9306. . 9518, 


9380. 


.9517, 


9552. 


.9617 






Seq. No. 


42637 








Seq. ID 


OJ000203_03.0321 


.C6 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.03. 


ts 


Method 


TBLASTX: Soybean 




Start 


9357 








End 


9635 




GI 


none 








Score 


283 




Exons 


9357. .9557, 


9359. 


.9547, 


9552. 


.9635, 9557.. 9616 




Seq. No, 


42637 








Seq. ID 


OJ000203_03.0321 


.C6 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.04. 


gp 


Method 


AAT/GAP 




Start 


9751 








End 


9935 




GI 


none 








Score 


342 




Exons 


9751. .9935 














Seq. No. 


42637 








Seq. ID 


OJ000203_03.0321 


,C6 


Gene No. 


88929 








Strand 






Start 


9284 








End 


12977 




Name 


OJ000203 03 


.0321. 


C6.03. 


gs 


Method 


GENSCAN 





43078 



start 


10644 


End 


11318 




GI 


none 


Score 


. 68 




Exons 


10644 . . 11140, 11234 .. 11318 








Seq. No. 


42638 


Seq. ID 


OJ000203 


03. 0321. C7 


Gene No. 


88930 


Strand 


+ 




Start 


3306 


End 


4770 




Name 


OJ000203 03.0321.C7.ol.np 


Method 


AAT/NAP 




Start 


3306 


End 


4770 




GI 


7433817 


Score 


283 




Exons 


3306.. 3629, 4723.. 4770 








GI Descrip. 


probable gamma-glutamyltransf erase (EC 


2.3.2.2) 


T19P19,40 - 




Arabidopsis thaliana gi | 3080434 | emb | CAA18751 . 1 | 


(AL022605) 




putative gamma-glutamyltransf erase [Arabidopsis 


thaliana] 




git 72709491 emb ICAB80628.il 


(AL161595) 


out" at i ve 






gamma-glutamyltransf erase 


[Arabidopsis 


t"ha 1 1 ana 1 




Seq. No. 


42638 


Seq. ID 


OJ000203 


03. 0321, C7 


Gene No. 


88931 


Strand 






Start 


284 


End 


1081 




Name 


OJ000203 03.0321.C7.ol.gs 


Method 


GENSCAN 




Start 


284 


End 


1081 




GI 


none 


Score 


.94 




Exons 


284. .400, 974. .1081 








Seq. No. 


42638 


Seq. ID 


OJ000203_ 


03. 0321. C7 


Gene No. 


88932 


Strand 






Start 


2788 


End 


4649 




Name 


OJ000203 03.0321.C7.o2.gs 


Method 


GENSCAN 




Start 


2788 


End 


4649 




GI 


none 


Score 


.92 




Exons 


2788. .3348, 3405. .3706, 4501. .4649 






Seq. No. 


42639 


Seq. ID 


OJ000203_ 


03. 0321. C8 


Gene No. 


88933 


Strand 


+ 




Start 


974 


End 


3406 




Name 


OJ000203 03.0321.C8.ol.np 


Method 


AAT/NAP 




Start 


974 


End 


■2908 




GI 


7433.816 


Score 


1447 




Exons 


974. .1489, 1671. .1906, 2041 .. 2305, 2442 .. 257 9, 2690. .2908 


GI Descrip. 


probable gamma-glutamyltransf erase (EC 


2.3.2.2) 


T19P19.30 - 




Arabidopsis thaliana gi | 3080433 I emb | CAA18750 . 1 1 


(AL022605) 




putative gamma-glutamyltransf erase [Arabidopsis 


thaliana] 




gi 1 7270948 | emb | CAB80627 . 1 | 


(AL161595) 


putative 






gamma-glutamyltrans f erase 


[Arabidopsis 


thaliana] 




Seq. No. 


42639 


Seq. ID 


OJ000203_ 


03. 0321. C8 


Gene No. 


88933 


Strand 


+ 




Start 


974 


End 


3406 




Name 


OJ000203 03.0321.C8.ol.gs 


Method 


GENSCAN 




Start 


977 


End 


2911 




GI 


none 


Score 


.67 




Exons 


977. .1489, 1671. .1906, 2041. .2305, 244 


2. .2579, 2690.. 2911 


Seq. No. 


42639 


Seq. ID 


OJ000203 


03. 0321. C8 


Gene No. 


88933 


Strand 






Start 


974 


End 


3406 





43079 



Name OJ000203_03 . 0321 . C8 . ol . gp Method AAT/GAP 

Start 1261 End 1899 

GI 25020_1.R1084 Score 881 

Exons 1261.. 1489, 1671.. 1899 

GI Descrip. M680189/gb | AF111710. 1 | AF111710 3.0e-34 Oryza sativa subsp. 

indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds' 



Seq. No. 


42639 


Seq. ID 


OJ000203_03.0321.C8 


Gene No . 


88933 


Strand 


+ 


Start 


974 


End 


3406 


Name 


OJ000203 03.0321.C8.o2.gp 


Method 


AAT/GAP 


Start 


2760 


End 


3406 


GI 


5455327 


Score 


1192 


Exons 


2760. .3406 






GI Descrio- 


4 680189/gb|AF111710.1|AF111710 3.0e-34 


Oryza sativa subsp. 




indica putative dnaJ-like protein, putative myb-related prot< 




putative farnesyl pyrophosphate synthase, and hypothetical 




protein genes, complete cds 






Seq. No. 


*i \j y 


Seq. ID 


OJ000203_03.0321.C8 


Gene No . 


O O _70 1 


Strand 


+ 


Start 


4 D JO 


End 


5095 


Name 


\JU KJKJKJ ^yj U >J ■ U O ^ X . . . 


Method 


AAT/GAP 


Start 




End 


5095 


GI 


^ 4 Z -/UO J 


Score 


889 


Exons 


4 D JO • , DKjy'J 






Seq. No. 


42639 


Seq. ID 


OJ000203_03.0321.C8 


Gene No. 


88935 


Strand 


+ . 


Start 


6128 


End 


6739 


Name 


OJ000203 03.0321.C8.o3.gs 


Method 


GENSCAN 


Start 


6128 


End 


6739 


GI 


none 


Score 


.54 




6128.. 6292, 6567.. 6629, 6713, 


.6739 




Spa No 


42639 


Seq. ID 


OJ000203_03,0321.C8 




88936 


Strand 




Start 


7377 


End 


9686 


Name 


OJ000203 03.0321.C8.o4.gs 


Method 


GENSCAN 


Start 


7377 


End 


9659 


GI 


none 


Score 


.79 


Exons 


7377. .7478, 7659. .7814, 7930. 


.8034, 8067. .8228, 8296. .8386, 




8857.. 8973, 9514.. 9659 






Seq. No. 


42639 


Seq. ' ID 


OJ000203_03.0321.C8 


Gene No. 


88936 


Strand 




Start 


7377 


End 


9686 


Name 


OJ000203 03.0321.C8.o2.np 


Method 


AAT/NAP 


Start 


7423 


End 


9686 


GI 


6069664 


Score 


678 


Exons 


7423. .7564, 7663. .7814, 8067. 


.8505, 8857. .8971, 9119. .9183, 




9514. .9686 






GI Descrip. 


(AP000616) ESTs AU055729(S20023) ,AU055730(S20023) correspond 



a region of the predicted gene.; similar to Medicago nodulin 
N21-like protein {AC004218) [Oryza sativa] 



43080 




Seq. No. 


42639 








Seq. ID 


OJ000203_03.0321.C8 


Gene No. 


88937 








Strand 




Start 


10571 








End 


11070 


Name 


OJ000203 03 


.0321 


.C8.01. 


tc 


Method 


TBLASTX: Cress 


Start 


968 








End 


2911 


GI 


none 








Score 


534 


Exons 


968. . 1171, 


971. . 


1492, 976. .1491, 1722. 


.1904, 1724. .1909, 




2038. .2244, 


2042 


. .2197, 


2227. 


.2307, 2249. .2305, 2441. .2566, 




2442. .2585, 


2687 


. .2860, 


2689. 


.2820, 2861. .2911, 2866. .2904 


Seq. No. 


42639 








Seq. ID 


OJ000203_03.0321,C8 


Gene No . 


88937 








Strand 




Start 


10571 








End 


11070 


Name 


OJ000203 03 


.0321 


.C8 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1012 








End 


1405 


GI 


none 








Score 


470 


Exons 


1012. .1398, 


1013 


. .1405, 


1139. 


.1405 




Seq. No. 


42639 








Seq. ID 


OJ000203_03.0321.C8 


Gene No. 


88937 








Strand 




Start 


10571 








End 


11070 


Name 


OJ000203 03 


.0321 


.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1061 








End 


1908 


GI 


none 








Score 


80 


Exons 


1061. .1123, 


1121 


. . 1495, 


1126. 


.1470, 1661. .1861, 1671. .1862, 




1851. . 1907, 


1867 


. . 1908 








Seq. No. 


42639 








Seq. ID 


OJ000203_03.0321.C8 


Gene No. 


88937 








Strand 




Start 


10571 








End 


11070 


Name 


OJ000203 03 


.0321 


.C8 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1811 








End 


2154 


GI 


none 








Score 


160 


Exons 


1811. .1909, 


1812 


. . 1907, 


1818. 


.1919, 2009. .2152, 2038. .2151, 




2038. .2154, 


2039 


. .2152 








Seq. No. 


42639 








Seq. ID 


OJ000203_03.0321.C8 


Gene No. 


88937 








Strand 




Start 


10571 








End 


11070 


Name 


OJ000203 03 


.0321 


.C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2038 








End 


2305 


GI 


none 








Score 


180 


Exons 


2038. .2298, 


2039 


. .2197, 


2249. 


.2305 




Seq. No. 


42639 








Seq. ID 


OJ000203_03.0321.C8 


Gene No. 


88937 








Strand 




Start 


10571 








End 


11070 


Name 


OJ000203 03 


.0321 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2191 








End 


2925 


GI 


none 








Score 


67 


Exons 


2191. .2292, 


2249 


, .2299, 


2422. 


.2583, 2433.-2585, 2441.. 2584, 




2473. .2586, 


2680 


. .2793, 


2687. 


.2794, 2687.. 2815, 2792.. 2908, 




2795. .2917, 


2800 


. .2925 








Seq. No. 


42639 








Seq. ID 


OJ000203_03. 0321.08 


Gene No. 


88937 








Strand 





43081 




start 


10571 


End 


11070 




Name 


OJ000203 03.0321.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2427 


End 


2902 




GI 


none 


Score 


123 




Exons 


2427. .2585, 2439. .2579, 2687.. 


2848, 2689.. 2739, 2849,-2902, 




2854. .2901 








Seq. No. 


42639 


Seq. ID 


OJ000203_03. 


0321. C8 


Gene No. 


88937 


Strand 






Start 


10571 


End 


11070 




Name 


OJ000203 03.0321.C8 .o4 .tm 


Method 


TBLASTX: Maize 


Start 


8194 


End 


8495 




GI 


none 


Score 


62 




Exons 


8194. .8295, 8196. .8294, 8382.. 


8495, 8383.. 8493 




Seq. No. 


42639 


Seq, ID 


OJ000203_03. 


0321. C8 


Gene No. 


88937 


Strand 






Start 


10571 


End 


11070 




Name 


OJ000203 03.0321.C8.o5.gs 


Method 


GENSCAN 




Start 


10571 


End 


11070 




GI 


none 


Score 


.9 




Exons 


10571. .10596, 11064. .11070 








Seq. No. 


42640 


Seq. ID 


OJ000203_03. 


0321. C9 


Gene No. 


88938 


Strand 


+ 




Start 


621 


End 


710 




Name 


OJ000203 03.0321.C9.ol.gp 


Method 


AAT/GAP 




Start 


621 


End 


710 




GI 


LIB3477-003-P1-K1-E9 


Score 


143 




Exons 


621. ,710 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 


S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq, No. 


42640 


Seq. ID 


OJ000203_03. 


0321. C9 


Gene No. 


88939 


Strand 


+ 




Start 


2580 


End 


5152 




Name 


OJ000203 03,0321.C9.ol.gs 


Method 


GENSCAN 




Start 


2580 


End 


5152 




GI 


none 


Score 


.59 




Exons 


2580. .2708, 3902. .3972, 4208.. 


,4382, 5078. .5152 




Seq. No. 


42640 


Seq, ID 


OJ000203_03, 


0321. C9 


Gene No. 


88940 


Strand 


+ 




Start 


6692 


End 


9155 




Name 


OJ000203 03.0321.C9.o2.gs 


Method 


GENSCAN 




Start 


6692 


End 


9155 




GI 


none 


Score 


,78 




Exons 


6692.. 6962, 8010.. 8169, 8509.. 


,8595, 9110.. 9155 




Seq. No. 


42640 


Seq. ID 


OJ000203_03. 


0321. C9 


Gene No. 


88941 


Strand 


+ 




Start 


9823 


End 


11007 




Name 


OJ000203 03.0321.C9,o2.gp 


Method 


AAT/GAP 




Start 


9759 


End 


11007 




GI 


1550 2.R1084 


Score 


2155 




Exons 


9759.. 10031, 10142.. 11007 









43082 



GI Descrip. 


'733458 l.Oe-107 {U23190) 


chlorophyll 


a/b-binding apoprotein 




CP24 precursor [Zea mays] ' 






Seq. No. 


42640 


Seq. ID 


OJ000203_03.0321.C9 


Gene No. 


88941 


Strand 


+ 


Start 


9823 


End 


11007 


Name 


OJ000203 03.0321.C9.o3.gs 


Method 


GENSCAN 


Start 


9823 


End 


10691 


GI 


none 


Score 


.95 


Exons 


9823.. 10031, 10142.. 10691 






Seq. No. 


42640 


Seq. ID 


OJ000203_03.0321.C9 


Gene No. 


88941 


Strand 


+ 


Start 


9823 


End 


11007 


Name 


OJ000203 03.0321.C9.ol.np 


Method 


AAT/NAP 


Start 


9837 


End 


10688 


GI 


7443235 


Score 


1060 


Exons 


9837.. 10031, 10142.. 10688 






GI Descrip. 


chlorophyll a/b-binding Apoprotein CP24 precursor - maize 


gi 1 733458 |gb|AAA64416,l 1 


U23190) chlorophyll a/b-binding 




apoprotein CP24 precursor 


[Zea mays] 





Seq, No. 


42640 


Seq. ID 


OJ000203_03.0321.C9 




88942 


Strand 


+ 


Start 


15082 


End 


16099 


Name 


OJ000203 03.0321.C9.o5.gs 


Method 


GENSCAN 


Start 


15082 


End 


16099 


GI 


none 


Score 


.41 


Exons 


15082. .15175, 15443.. 15641 


, 15988. .16099 


Seq. No. 


42640 


Seq. ID 


OJ000203_03.0321.C9 


Gene No. 


88943 


Strand 




Start 


10130 


End 


12943 


Name 


OJ000203 03.0321.C9.o2.np 


Method 


AAT/NAP 


Start 


10130 


End 


12943 


GI 


2224927 


Score 


625 


Exons 


10130. .10191, 11993.. 12703 


, 12737.. 12943 


GI Descrip. 


(AF004213) ethylene-insensitive3-likel 


[Arabidopsis thaliana] 


Seq. No. 


42640 


Seq. ID 


OJ000203_03.0321.C9 


Gene No. 


88944 


Strand 




Start 


15301 


End 


15755 


Name 


OJ000203 03.0321.C9.o3.gp 


Method 


AAT/GAP 


Start 


15301 


End 


15755 


GI 


LIB3434-025-P1-K1-D11 


Score 


834 


Exons 


15301. .15755 






GI Descrip. 


'5852170/emb|AL117265.1|OST17804 l.Oe- 


50 Oryza sativa 


indica {GLA4) genomic DNA, 


chromosome 4 


, BAG clone: t 17804 ' 


Seq. No. 


42640 


Seq. ID 


OJ000203_03.0321.C9 


Gene No. 


88945 


Strand 




Start 


16618 


End 


16935 


Name 


OJ000203 03.0321.C9.o4.gp 


Method 


AAT/GAP 


Start 


16618 


End 


16935 


GI 


none 


Score 


542 


Exons 


16618.. 16935 







43083 




Seq. No. 


" 42640 






Seq. ID 


OJ000203_03.0321 


.C9 


Gene No - 


88946 






Strand 






Start 


16838 






End 


17358 




Name 


OJ000203 03. 


0321. 


C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


6643 






End 


8892 




GI 


none 






Score 


413 




Exons 


6643. . 6672, 


6644 . 


.6964, 6680. 


.6901, 6895.. 6963, 8008.. 8169 




8009. .8170, 


8009, 


-.8176, 8013. 


.8186, 8507. .8848, 8517. .8816 




8525. .8845, 


8527. 


.8892 








Seq. No. 


42640 






Seq. ID 


OJ000203_03.0321 


.09 


Gene No. 


88946 






Strand 






Start 


16838 






End 


17358 




Name 


OJ000203 03. 


0321. 


C9.o5.ts 


Method 


TBLASTX : Soybean 




Start 


6644 ~ 






End 


6907 




GI 


none 






Score 


219 




Exons 


6644 . .6907, 


6719. 


.6895 








Seq. No. 


42640 






Seq. ID 


OJ000203_03.0321 


.C9 


Gene No. 


88946 






Strand 






Start 


16838 






End 


17358 




Name 


OJ000203 03. 


0321. 


C9.o4 . tc 


Method 


TBLASTX: Cress 




Start 


8008 ~ 






End 


8707 




GI 


none 






Score 


206 




Exons 


. 8008 . .8175, 


8009. 


.8170, 8080. 


.8172, 8507,. 8707 




Seq. No. 


42640 






Seq. ID 


OJ000203_03.0321 


.C9 


Gene No. 


88946 






Strand 






Start 


16838 






End 


17358 




Name 


OJ000203 03. 


0321. 


C9.o4.ts 


Method 


TBLASTX : Soybean 




Start 


8530 ~ 






End 


8770 




GI 


none 






Score 


222 




Exons 


8530. .8763, 


8531. 


,8770 








Seq. No. 


42640 






Seq. ID 


OJ000203_03,0321 


.C9 


Gene No. 


88946 






Strand 






Start 


16838 






End 


17358 




Name 


OJ000203 03. 


0321. 


C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


9922 






End 


10691 




GI 


none 






Score 


92 




Exons 


9922. .10032, 


9964 


..10032, 10137. ,10691, 


10149, .10448, 






10190. .10561 










Sea No. 


42640 






Seq. ID 


OJ000203_03,0321 


.C9 


Gene No. 


88946 






Strand 






Start 


16838 






End 


17358 




Name 


OJ000203 03. 


0321. 


C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9945 






End 


10694 




GI 


none 






Score 


96 






9945. .10031, 


9946 


..10032, 10137. .10694, 


10179. .10448, 






10190. .10561, 10652.. 10693 








Seq. No. 


42640 






Seq. ID 


OJ000203_03.0321 


.C9 


Gene No. 


88946 






Strand 






Start 


16838 






End 


17358 




Name 


OJ000203 03. 


0321. 


C9.01. tm 


Method 


TBLASTX: Maize 




Start 


9964 






End 


10717 





43084 



GI 

Exons 



none Score 115 

9964.. 10032, 9966.. 10031, 9967.. 10032, 10137 10691, 

10137. . 10448, 10190. .10561, 10545 .. 10643, 10652. .10717 



Seq. No. 42640 

Gene No. 88946 

Start 16838 

Name OJ000203_03. 0321 .C9.ol . tw 

Start 10146 

GI none 

Exons 10146 
10494 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10286, 10206. .10385, 10211 .. 10342 , 10493 
10538, 10560. .10640, 10563.. 10652 



OJ000203_03.0321.C9 
17358 

TBLASTX: Wheat 

10652 

91 

10537, 



Seq. No. 42640 

Gene No. 88946 

Start 16838 

Name OJ000203_03 . 032 1 . C9 . o2 . ts 

Start 11997 

GI none 

Exons 11997. 

12148, 



12140, 12003. 
12213, 12204. 



.12146, 
.12386, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12013 

12313 



OJ000203 03. 0321. C9 



17358 

TBLASTX : Soybean 
12788 
99 

12147, 12147. .12278, 
12387, 12444. .12638, 



12448. . 12633, 12738. .12788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42640 
88946 
16838 

OJ000203_03.0321.C9.o3.tm 
11997 



OJ000203 03. 0321. C9 



none 
11997, 
12148. 
12448. 



Seq, ID 
Strand 
End 

Method 
End 
Score 

12140, 12009. .12146, 12010 .. 12150, 12147 .. 12278, 
12216, 12204. .12386, 12307 .. 12375, 12444 .. 12638, 
12639 



17358 

TBLASTX: Maize 

12639 

85 



Seq. No. 42640 Seq. ID 

Gene No. 88946 Strand 

Start 16838 End 

Name OJ000203_03 . 0321 . C9 . o2 . tc Method 

Start 12003 End 

GI none Score 

Exons 12003. .12146, 12004 .. 12147 , 12147. 

12310. . 12387, 12444. .12638, 12448. 



OJ000203_03.0321.C9 
17358 

TBLASTX: Cress 
12788 
100 

.12275, 12204. .12386, 
.12633, 12738.. 12788 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 



42640 Seq. ID OJ000203_03 , 0321 . C9 

88946 Strand 

16838 End 17358 

0 JO 00203_03.0321.C9.o3.np Method AAT /NAP 

16832 End 17358 

7487209 Score 423 

16832. .17358 

hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi|3080442|emb|CAA18759.1| {AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270957 | emb | CAB80636 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



42640 
88946 
16838 



Seq. ID 

Strand 

End 



OJ000203 03. 0321. C9 



17358 



43085 




Name 


OJ000203 03.0321.C9.o6.gs 


Method 


GENSCAN 




Start 


16838 


End 


17311 




GI 


none 


Score 


.84 




Exons 


16838. .17311 








Seq. No. 


42640 


Seq. ID 


OJ000203_03.0321 


.C9 


Gene No. 


88946 


Strand 






Start 


16838 


End 


17358 




Name 


OJ000203 03.0321.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


16898 


End 


17317 




GI 


none 


Score 


321 




Exons 


16898. .17317, 16920 .. 17114 , 


17174. .17266, 17199. .17306 




Seq. No. 


42640 


Seq. ID 


OJ000203_03.0321 


.C9 


Gene No. 


88946 


Strand 






Start 


16838 


End 


17358 




Name 


OJ000203 03-.0321.C9.o3. to 


Method 


TBLASTX: Cress 




Start 


16898 


End 


17317 




GI 


none 


Score 


139 




Exons 


16898. .17317, 16926 .. 17114 , 


17199. .17303 




Seq. No. 


42640 


Seq. ID 


OJ000203_03.0321 


.C9 


Gene No. 


88946 


Strand 






Start 


16838 


End 


17358 




Name 


■ OJ000203 03.0321.C9.o3.ts 


Method 


TBLASTX: Soybean 




Start 


16898 


End 


17296 




GI 


none 


Score 


159 




Exons 


16898. .17296, 16929 .. 17114 , 


17199. .17285 




Seq. No. 


42640 


Seq. ID 


OJ000203_03.0321 


.C9 


Gene No . 


88946 


Strand 






Start 


16838 


End 


17358 




Name 


OJ000203 03. 0321.C9.o5.gp 


Method 


AAT/GAP 




Start 


17105 


End 


17358 




GI 


25519 1.R1084 


Score 


500 




Exons 


17105. .17358 








GI Descrip. 


•3080442/emb|CAA18759.1| 1. 


Oe-16 (AL022605) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


42641 


Seq. ID 


OJ000203_03.0321 


.CIO 


Gene No. 


88947 


Strand 






Start 


671 


End 


822 




Name 


OJ000203 03.0321.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


671 


End 


822 




GI 


none 


Score 


221 




Exons 


671. .700, 672. .821, 708. .821, 709. .822 






Seq. No. 


42642 


Seq. ID 


OJ000203_03.0321 


.Cll 


Gene No. 


88948 


Strand 


+ 




Start 


949 


End 


1555 




Name 


OJ000203 03.0321.Cll.ol.gp 


Method 


AAT/GAP 




Start 


949 


End 


1555 ' 




GI 


none 


Score 


1177 




Exons 


949. .1555 








Seq. No. 


42642 


Seq. ID 


OJ000203_03.0321 


.Cll 


Gene No. 


88949 


Strand 







43086 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
Start 
Name 
Start 



1 End 4179 

OJ000203_03 . 0321 . Cll . ol . np Method AAT/NAP 
1 End 4060 

4958867 Score 396 

1..38, 2589. .2947, 4012. .4060 

(AB027572) RNA polymerase subunit beta [Triticum aestivum] 



42642 • 

88949 

1 

OJ000203_03 . 0321 . Cll . o2 . tm 

2589 

none 



Seq. ID OJ000203_03. 0321. Cll 
Strand 

End 417 9 

Method TBLASTX : Mai ze 

End 2866 

Score 315 



2589.. 2864, 2590. .2865, 2599. .2865, 2600.. 2866 



42642 
88949 
1 

OJ000203_03. 0321. Cll. o2.tc 
2675 
none 



Seq. ID OJ000203_03, 0321. Cll 
Strand 

End 417 9 

Method TBLASTX: Cress 

End 2960 

Score 104 



2675. .2782, 2675. .2782, 2685. .2792, 2686. .2793,. 2794. .2904, 
2795.. 2908, 2901.. 2960, 2901.. 2960 



Seq. ID OJ000203_03. 0321. Cll 
Strand 

End 417 9 

Method AAT/NAP 

End 417 6 

Score 397 



42642 
88949 
1 

OJ000203_03. 0321. Cll. o2.np 
3485 
7487209 
3485. .3979, 4126. .4176 

hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi|3080442|emb|CAA18759.1| (AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270957 | emb | CAB80636 . 1 1 (AL161595) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000203_03. 0321. Cll 
Strand 

End 417 9 

Method GENSCAN 

End 4179 

Score 1 



42642 
88949 
1 

OJ000203_03 . 0321 . Cll . o2 . gs 
3521 
none 

3521. .4033, 4120. .4179 

42642 
88949 
1 

OJ000203_03. 0321. Cll. ol.tm 
3545 
none 

3545.. 3955, 3575.. 3658, 3609.. 3782, 3812.. 3919, 3906.. 3953 



Seq. ID OJ000203_03. 0321. Cll 
Strand 

End 417 9 

Method TBLASTX : Mai ze 

End 3955 

Score 83 



42642 
88949 
1 

OJ000203_03. 0321. Cll. ol.tc 
3549 



Seq. ID OJ000203_03. 0321. Cll 
Strand 

End 417 9 

Method TBLASTX : Cress 

End 3958 



43087 




GI none 

Exons 3549.. 3782, 3557.. 3958, 

Seq. No. 42642 

Gene No. 88949 

Start 1 

Name OJ000203_03 . 0321 . Cll . ol 

Start 3557 

GI none 

Exons 3557.. 3949, 3578.. 3670, 




Score 143 
3906.. 3950 

Seq. ID OJ000203_03. 0321. Cll 
Strand 

End 417 9 

.ts Method TBLASTX: Soybean 

End 3949 

Score 76 
3609. .3782 



Seq. No. 42643 Seq. ID 

Gene No. 88950 Strand 

Start 1130 End 

Name OJ000203_03 . 0321 . C12 . ol . gp Method 

Start 1130 End 

GI 90742_1.R1084 Score 

Exons 1130.. 1215 

GI Descrip. ' 5734616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 * 



OJ000203_03.0321.C12 
+ 

1215 
AAT/GAP 
1215 
103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42643 Seq. ID 

88951 Strand 
34 6 End 
OJ000203_03.0321.C12.ol.np Method 
323 End 
7487209 Score 
323. .780, 814. .896 

hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi|3080442|emb|CAA18759.1| {AL0226Q5) putative protein 
[Arabidopsis thaliana] gi | 7270957 | emb | CAB80636 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



OJ000203_03.0321.C12 
981 

AAT/NAP 

896 

397 



42643 Seq. ID 

88951 Strand 

346 End 
OJ000203_03 . 0321 . C12 . ol . gs Method 

346 End 

none Score 

346. .849, 931. .981 



OJ000203_03.0321.C12 
981 

GENSCAN 
981 

1 . 



Seq. No. 42643 Seq. ID 

Gene No. 88951- Strand 

Start 346 End 

Name OJ000203_03 . 0321 . C12 . ol . tc Method 

Start 391 End 

GI none Score 

Exons 391.. 780, 392.. 778, 592.. 783 



OJ0002.03_03.0321.C12 
981 

TBLASTX: Cress 

783 

230 



Seq. No. 42643 Seq. ID 

Gene No. 88951 Strand 

Start 346 End 

Name OJ000203_03 . 0321 . C12 . ol . ts Method 

Start 391 End 

GI none Score 
Exons 



OJ000203_03.0321.C12 
981 

TBLASTX: Soybean 

783 

248 



391. .780, 392. .778, 565. .783, 566. .781 



43088 



Seq. No. 


42643 


Seq. ID 


OJ000203_03.0321 


.C12 


Gene No. 


88951 


Strand 






Start 


346 


End 


981 




Name 


OJ000203 03.0321.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


391 


End 


832 




GI 


none 


Score 


285 




Exons 


391.. 798, 409..78.3> 422.. 787, 


668. .832 






Seq. No. 


42643 


Seq. ID 


OJ000203_03.0321 


.012 


Gene No. 


88951 


Strand 






Start 


346 


End 


981 




Name 


OJ000203 03.0321.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


583 


End 


789 




GI 


none 


Score 


84 




Exons 


583.-639, 584. ,640, 686. .781, 


697. .789, 


698. .781 




Seq. No. 


42644 


Seq. ID 


OJ000250_91.0405 


.CI 


Gene No. 


88952 


Strand 


+ 




Start 


454 


End 


1654 




Name 


OJ000250 91.0405.Cl.ol.gs 


Method 


GENSCAN 




Start 


454 


End 


1654 




GI 


none 


Score 


.59 




Exons 


454. .464, 1563. .1654 








Seq. No. 


42644 


Seq. ID 


OJ000250 91.0405 


.CI 


Gene No. 


88953 


Strand 






Start 


.501 


End 


1117 




Name 


OJ000250 91.0405.Cl.ol.gp 


Method 


AAT/GAP 




Start 


501 


End 


1117 




GI 


18501 1.R1084 


Score 


1165 




Exons 


501. .1117 








GI Descrip. 


•5441880/dbj IBAA82378.il 5.0e 


-75 (AP000367) EST C28 952 (C62945 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42644 Seq. ID 

88954 Strand 

1326 - End 

OJ000250_91 . 0405 . CI . o2 . gp Method 

1326 End 

3762604 Score 
1326. .1769 



OJ000250_91.0405.C1 

1769 
AAT/GAP 
1769 
802 



Seq. No. 42645 Seq. ID 

Gene No. 88955 Strand 

Start 1 End 

Name OJ000250_91 . 0405 . C2 . ol . gp Method 

Start 1 End 

GI 2431369 Score 

Exons 1..290 



OJ000250_91.0405.C2 
290 

AAT/GAP 

290 

569 



Seq. No. 42645 Seq. ID 

Gene No. 88955 Strand 

Start 1 End 

Name OJ000250_91 . 04 05 . C2 . ol . gs Method 

Start 7 End 

GI none Score 



OJ000250_91.0405.C2 
290 

GENSCAN 

215 

.84 



43089 




Exons 


7. .215 












Seq. No. 


42646 




Seq. ID 


OJ000250_91. 


0405 


.C3 


Gene No. 


88956 




Strand 


+ 






Start 


347 




End 


574 






N3itie 


OJ000250 91 


.0405.C3.ol .gs 


Method 


GENSCAN 






Start 


347 ~ 




End 


574 






GI 


none 




Score 


.45 






Rvnns 


347. .574 












Seq. No. 


42646 




Seq. ID 


OJ000250_91. 


0405 


.C3 


Gene No. 


88957 




Strand 








Start 


1525 




End 


1841 






Name 


OJ000250 91 


.0405.C3.ol.gp 


Method 


AAT/GAP 






Start 


1295 




End 


1647 






GI 


3762250 




Score 


662 






Exons 


1295. . 1647 












Seq. No- 


42646 




Seq. ID 


OJ000250_91. 


0405 


.C3 


Gene No. 


88957 




Strand 








Start 


1525 




End 


1841 






Name 


OJ000250 91 


.0405.C3.o2 .gs 


Method 


GENSCAN 






Start 


1525 ~ 




End 


1791 






GI 


none 




Score 


.77 






R vnns 


1525. . 1791 












Seq. No. 


42646 




Seq. ID 


OJ000250_91. 


0405 


-C3 


Gene No. 


88957 




Strand 








Start 


1525 




End 


1841 






Name 


OJ000250 91 


.0405.C3.ol.np 


Method 


AAT/NAP 






Start 


1558 ~ 




End 


1841 






GI 


7021733 




Score 


166 






Exons 


1558 . . 1783, 


1818. . 1841 










GI DescriD- 


(AC024081) 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


42647 




Seq. ID 


OJ000250_91. 


0405 


.04 


Gene No. 


88958 




Strand 


+ 






Start 


77 




End 


484 






Name 


OJ000250 91 


. 0405. C4 .ol . gs 


Method 


GENSCAN 






Start 


77 ' ~ 




End 


484 






GI 


none 




Score 


.81 






Exons 


77. .484 












Sea No. 


42647 




Seq. ID 


OJ000250_91. 


0405 


.C4 


Gene No. 


88959 




Strand 








Start 


1 




End 


445 






Name 


OJ000250 91 


- 0405. C4 . ol .np 


Method 


AAT/NAP 






Start 


1 ~ 




End 


445 






GI 


6862951 




Score 


202 








1 273. 356 


. . 445 












fAC019018) 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


42647 




Seq. ID 


OJ000250_91. 


0405 


-C4 


Gene No. 


88960 




Strand 








Start 


1917 




End 


3567 






Name 


OJ000250 91 


.0405.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


61 




End 


3315 







43090 




GI 


none 


Score 


84 


Exons 


61. .237, 3145. .3315, 3146. 


.3313 




Seq. No. 


42647 


Seq. ID 


OJ000250_91.0405.C4 


Gene No. 


88960 


Strand 




Start 


1917 


End 


3567 


Name 


OJ000250 91.0405.C4 .ol.ts 


Method 


TBLASTX : Soybean 


Start 


61 


End 


3351 


GI 


none 


Score 


120 


Exons 


61.. 147, 3131.. 3313, 3145. 


-3351 




Seq. No. 


42647 


Seq. ID 


OJ000250_91.0405.C4 


Gene No. 


88960 


Strand 




Start 


1917 


End 


3567 


Name 


OJ000250 91.0405.C4.o2.np 


Method 


AAT/NAP 


Start 


1917 


End 


3567 


GI 


7021733 


Score 


198 


Exons 


1917. .2034, 3131. .3317, 3444. .3567 




GI Descrip. 


(AC024 081) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


42648 


Seq. ID 


OJ000250_91.0405.C5 


Gene No. 


88961 


Strand 




Start 


622 


End 


1476 


Name 


OJ000250 91.0405.C5.ol.gp 


Method 


AAT/GAP 


Start 


344 


End 


797 


GI 


LIB3431-045-P1-N1-A10 


Score 


872 


Exons 


344. .797 






GI Descrip. 


'5441876/cibj IAP000367.1 IAP000367 O.Oe+00 Oryza sativa genomi< 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 


Seq. No. 


42648 


Seq. ID 


OJ000250_91.0405.C5 


Gene No . 


88961 


Strand 




Start 


622 


End 


1476 


Name 


OJ000250 91.0405.C5.ol.np 


Method 


AAT/NAP 


Start 


598 


End 


782 


GI 


7228442 


Score 


233 


Exons 


598. .782 






GI Descrip. 


(AP001366) EST C28952 (C62945) corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA proti 




isolog. (AC003981) [Oryza 


sativa] 




Seq. No. 


42648 


Seq. ID 


OJ000250__91.0405.C5 


Gene No. 


88961 


Strand 




Start 


622 


End 


1476 


Name 


OJ000250 91.0405.C5.ol.gs 


Method 


GENSCAN 


Start 


622 


End 


1382 


GI 


none 


Score 


.78 


Exons 


622.. 782, 933.. 1135, 1140. 


.1187, 1251. 


.1382 


Seq, No. 


42648 


Seq. ID 


OJ000250_91.0405.C5 


Gene No. 


88961 


Strand 




Start 


622 


End 


1476 


Name 


OJ000250 91.0405.C5.o2.np 


Method 


AAT/NAP 


Start 


901 


End 


1476 


GI 


5441880 


Score 


582 


Exons 


901. .1135, 1251. .1476 






GI Descrip. 


(AP000367) EST C28952 (C62945) corresponds to a region of the 



43091 




predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


42649 


Seq. ID 


OJ000250_91.0405.C8 


Gene No. 


88962 


Strand 


- 


Start 


2 


End 


1814 


Name 


OJ000250 91.0405.C8.ol.gs 


Method 


GENSCAN 


Start 


2 


End 


1667 


GI 


none 


Score 


.95 


Exons 


2. .583, 1626. .1667 






Seq. No. 


42649 


Seq. ID 


OJ000250_91.0405.C8 


Gene No. 


88962 


Strand 


- 


Start 


2 


End 


1814 


Name 


OJ000250 91.0405.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


155 


End 


494 


GI 


none 


Score 


40 


Exons 


155. .178, 156. .179, 209. .472, 


276. .494 




Seq. No, 


42649 


Seq. ID 


OJ000250_91.0405.C8 


Gene No. 


88962 


Strand 




Start 


2 


End 


1814 


Name 


OJ000250 91.0405.C8.ol.gp 


Method 


AAT/GAP 


Start 


174 


End 


494 


GI 


uC-osflm202109fl0bl 


Score 


622 


Exons 


174 . .494 






GI Descrip. 


'3335378 7.0e-26 {AC003028) Myb-related transcription activator 




[Arabidopsis thaliana] ' 






Seq. No. 


42649 


Seq. ID 


OJ000250_91.0405.C8 


Gene No. 


88962 


Strand 




Start 


2 


End 


1814 


Name 


OJ000250 91.0405.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


174 


End 


494 


GI 


none 


Score 


40 


Exons 


174. .200, 174. .200, 200. .490, 


200. .472 


, 201. .494, 276. .494 


Seq. No. 


42649 


Seq. ID 


OJ000250_91.0405.C8 


Gene No. 


88962 


Strand 




Start 


2 


End 


1814 


Name 


OJ000250 91.0405.C8.ol.np 


Method 


AAT/NAP 


Start 


239 


End 


1814 


GI 


6688529 


Score 


222 


Exons 


239. .494, 1709. .1814 






GI Descrip. 


(AJ243339) I-box binding factor [Lycopersicon esculentum] 


Seq. No. 


42649 


Seq. ID 


OJ000250_91.0405.C8 


Gene No. 


88962 


Strand 




Start 


2 


End 


1814 


Name 


OJ000250 91.0405.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


248 


End 


494 


GI 


none 


Score 


88 


Exons 


248. .469, 303. .494, 369. .494 






Seq. No. 


42649 


Seq. ID 


OJ000250_91.0405.C8 


Gene No. 


88962 


Strand 




Start 


2 


End 


1814 



43092 






OJ000250 91 0405 C8 ol tc 








Start 


308 ~~ 


End 


512 




GI 


none 




202 






308 472- 309 512 








Seq. No. 


42650 


Seq. ID 


OJ000250_91.0405. 


C9 


Gene No. 


88963 


Strand 






Start 


1093 


End 


1659 
J. \j 'J ^ 




Name 


OJ000250 91 0405 C9 ol as 


Mp"t" hi Cic\ 






Start 


1093 ~ 


End 


1659 




GI 


none 


Score 


. 76 




TT vnn «; 


1093 1098 1504 1659 








Seq. No. 


42650 


Seq. ID 


OJ000250_91.0405. 


C9 


Gene No. 


88964 


Strand 






Start 


13 


End 


224 




Name 


OJOOOPSO 91 0405 r9 r>1 an 


Mp"t~ Vi oH 

L ie 1 1 W U 


AAT /C^AP 

r\c\ A. f \jr\c 




Start 


13 ~ 


End 


224 




GI 


none 




*± yj 




T** von Q 


13 . . 224 








C • i>i ^ . 


42650 


9prr T D 








88965 


Strand 






Start 


234 


End 


1334 




Name 


OJ000250 91.0405.C9.ol.np 


Method 


AAT /NAP 




Start 


234 


End 


1334 




GI 


7488841 


Score 


43 






234. .403, 1189. .1334 










ribonuclease S5 homolog - garden pea gi | 1903264 | emb | CAA72510 . 1 | 




(Y11824) hypothetical protein 


[Pisum : 


sativum] 




Seq. No. 


42651 


Seq. ID 


OJ000250_91.0405. 


CIO 


Gene No. 


88966 


Strand 






Start 


2317 


End 


3691 




Name 


OJ000250 91.0405.C10.ol.gs 


Method 


GENSCAN 






2317 


End 


3691 




GI 


none 


Score 


.77 






2317. .3090, 3171. .3503, 3626.. 


.3691 






Seq. No. 


42651 


Seq. ID 


OJ000250_91.0405. 


CIO 


Gene No. 


88966 


Strand 






Start 


2317 


End 


3691 




Name 


OJ000250 91.0405.C10.ol.gp 


Method 


AAT /GAP 




Start 


2455 


End 


2972 




GI 


none 


Score 


983 




Rvnn ^ 


2455. .2972 








Seq. No. 


42651 


Seq. ID 


OJ000250_91.0405. 


CIO 


Gene No. 


88966 


Strand 






Start 


2317 


End 


3691 




CLILLC 


OJ000250 91.0405.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


2656 


End 


2935 




GI 


none 


Score 


172 




Exons 


2656.. 2862, 2669., 2857, 2890., 


,2928, 2891. .2935 




Seq. No. 


42652 


Seq. ID 


OJ000250_91.0405. 


Cll 


Gene No. 


88967 


Strand 


+ 





43093 



start 


2015 




End 


2479 








Name 


OJ000250 91.0405.Cll.ol 


. 


Method 


AAT/GAP 








Start 


2015 




End 


2479 








GI 


none 




Score 


822 








Exons 


2015. .2479 














Seq. No - 


42652 




Seq. ID 


OJ000250 


91- 


0405. 


Cll 


Gene No. 


88968 




Strand 


+ 








Start 


4869 




End 


7870 








Name 


. OJ000250 91.0405.Cll.o2 


. np 


Method 


AAT/NAP 








Start 


4829 




End 


5697 








GI 


7489436 




Score 


77 








Exons 


4829.-4952, 5427. .5697 














GI Descrip. 


pZE40 protein - barley 


(fragment) gi 1296594 | emb 


ICAA48592 


:.l 1 




(X68600) pZE40 [Hordeiam vulgare] 










Seq. No. 


42652 




Seq. ID 


OJ000250 


_91. 


0405. 


Cll 


Gene No. 


88968 




Strand 


+ 








Start 


4869 




End 


7870 








Name 


OJ000250 91.0405.Cll.o2 


. gs 


Method 


GENSCAN 








Start 


4869 




End 


7870 








GI 


none 




Score 


.85 








Exons 


4869.. 5159, 5723.. 5753, 


6433. 


.6533, 6764,-7870 








Seq. No. 


42652 




Seq. ID 


OJ000250 


_91- 


0405. 


Cll 


Gene No. 


88969 




Strand 










Start 


293 




End 


465 








Name 


OJ000250 91,0405.Cll.ol 


.np 


Method 


AAT/NAP 








Start 


293 




End 


465 








GI 


5777617 




Score 


77 








Exons 


293. .465 














GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 








Seq. No. 


42652 




Seq. ID 


OJ000250 


_91. 


0405. 


Cll 


Gene No. 


88970 




Strand 










Start 


7220 




End 


7507 








Name 


OJ000250 91.0405.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7220 




End 


7507 








GI 


none 




Score 


277 








Exons 


7220. .7507,- 7261. .7491, 


7304. 


.7507 










Seq. No. 


42653 




Seq. ID 


OJ000250 


_91. 


0405. 


C12 


Gene No. 


88971 




Strand 


+ 








Start 


930 




End 


1511 








Name 


OJ000250 91.0405.C12.ol 


. gs 


Method 


GENSCAN 








Start 


930 




End 


1511 








GI 


none 




Score 


.85 








Exons 


930.. 1046, 1325.. 1511 














Seq. No. 


42653 




Seq. ID 


OJ000250 


_91. 


0405. 


C12 


Gene No. 


88972 




Strand 










Start 


2229 




End 


2605 








Name 


OJ000250 91.0405.C12.o2 


- gs 


Method 


GENSCAN 








Start 


2229 




End 


2605 








GI 


none 




Score 


-69 








Exons 


2229.-2429, 2444.. 2605 















43094 



OJ000250_91.0405.C13 
+ 

3941 
AAT/NAP 
3941 
102 



Seq. No. 42654 Seq. ID 

Gene No. 88973 Strand 

Start 572 . End 

Name OJ000250_91 . 0405 . C13 . ol . np Method 

Start 572 End 

GI 7488282 Score 

Exons 572. .772, 2485. .2540, 2686. .2751, 2851. .2919, 3417, 

3886. .3941 

GI Descrip. protein-arginine N-methyltransf erase (EC 2.1.1.23) 

thaliana gi | 5123545 I emb I CAB45311 . 1 1 (AL079344) arginine 
methyltransf erase (paml) [Arabidopsis thaliana] 

gi I 7269850 I emb I CAB79709.il (AL161575) arginine methyltransf erase 
(paml) [Arabidopsis thaliana] 



. .3452, 

- Arabidopsis 



Seq. No. 


42654 




Seq. ID 


OJ000250_91.0405.C13 


Gene No. 


88973 




Strand 


+ 


Start 


572 




End 


3941 


Name 


OJ000250 91.0405.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


2248 




End 


2954 


GI 


59478 1.R1084 




Score 


775 


Exons 


2248. .2540, 2686. .2751, 


2851. 


.2954 




GI Descrip. 


'3088573 2.0e-16 (AF059530) protein arginine N-methyltransf erase 




^ TRatti]*? noTTveaipii^ 1 ' 

1 L« \Ji O 1 ^ V ^ W \^ w J 








Seq. No. 


42655 




Seq.. ID 


OJ000250_91.0405.C14 


Gene No . 


O O ^ / 1 




Strand 


+ 


Start 


256 




End 


1684 


Name 


OJ000250 91 0405 C14 o3 


. tm 


Method 


TBLASTX: Maize 


Start 


99 




End 


588 


GI 


none 




Score 


83 


Exons 


99. .167, 100. .168, 131. 


.169, 


276. .362, 


276. .356, 278. .358, 




514. .588 








Seq. No. 


42655 




Seq, ID 


OJ000250_91.0405.C14 


Gene No • 


88974 




Strand 


+ 


Start 


256 




End 


1684 


Name 


OJ000250 91.0405.C14.ol 


.gs 


Method 


GENSCAN 


Start 


256 




End 


1684 


GI 


none 




Score 


.63 


Exons 


256. .356, 559.. 637, 751 


. .940, 


1255.. 1456, 1566.. 1684 


Seq. No. 


42655 




Seq. ID 


OJ000250_91.0405.C14 


Gene No. 


88974 




Strand 


+ 


Start 


256 




End 


1684 


Name 


OJ000250 91.0405.C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


589 




End 


1027 


GI 


none 




Score 


59 


Exons 


589. .633, 746. .859, 762 


. .863, 


762. .857, 


935.. 1024, 937.. 1023, 




938. .1027 








Seq. No. 


42656 




Seq, ID 


OJ000250_91.0405.C15 


Gene No. 


88975 




Strand 




Start 


1104 




End 


1354 


Name 


OJ000250 .91.0405.C15.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


447 




End 


1353 


GI 


none 




Score 


111 


Exons 


447. .527, 1104. .1229, 1105. .1227, 1236. 


.1352, 1237.. 1353 



43095 




Seq. No. 


42656 




Seq. ID 


OJ000250_91 


.0405. 


C15 


Gene No. 


88975 




Strand 








Start 


1104 




End 


1354 






Name 


OJ000250 91.0405.C15.ol 


.to 


Method 


TBLASTX: Cress 




Start 


1093 




End 


1353 






GI 


none 




Score 


108 






Exons 


1093. .1227, 1101. .1229, 


1240 


..1353, 1242.. 1352 






Seq. No. 


42656 




Seq. ID 


OJ000250_91 


.0405. 


C15 


Gene No. 


88975 




Strand 








Start 


1104 




End 


1354 






Name 


OJ000250 91.0405.C15.ol 


. as 


Method 


GENS CAN 






Start 


1104 




End 


1286 






GI 


none 




Score 


1 






Exons 


1104. .1286 












Seq. No. 


42656 




Seq. ID 


OJ.000250_91 


.0405. 


C15 


Gene No. 


88975 




Strand 








Start 


1104 




End 


1354 






Name 


OJ000250 91. 0405.C15.ol 


. np 


Method 


AAT/NAP 






Start 


1107 




End 


1354 






GI 


3641868 




Score 


228 






Exons 


1107 . . 1354 












GI Descrip. 


(AJO 11012) hypothetical 


protein [Cicer 


arietinum] 






Seq. No. 


42657 




Seq. ID 


OJ000250 91 


.0405. 


C16 


Gene No . 


88976 




Strand 








Start 


14 




End 


322 






Name 


OJ000250 91.0405.C16.ol 


. gs 


Method 


GENSCAN 






Start 


14 




End 


322 






GI 


none 




Score 


.94 






Exons 


14 . . 322 












Seq. No. 


42658 




Seq. ID 


OJ000250_91 


.0405. 


C24 


Gene No . 


88977 




Strand 








Start 


753 




End 


2750 






Name 


OJ000250 91.0405.C24.ol 


. gs 


Method 


GENSCAN 






Start 


753 




End 


2750 






GI 


none 




Score 


.78 






Exons 


753. .998, 1025, .1372, 1384.. 


2126, 2516 


. .2750 






Seq. No. 


42658 




Seq. ID 


OJ000250_91 


.0405. 


C24 


Gene No. 


88977 




Strand 








Start 


753 




End 


2750 






Name 


OJ000250 91.0405.C24.ol 


.np 


Method 


AAT/NAP 






Start 


756 




End 


2750 






GI 


4454470 




Score 


1388 






Exons 


756.. 2183, 2514.. 2750 












GI DescriD. 


(AC006234) putative sugar transporter 


[Arabidopsis 


thaliana] 


Seq. No. 


42658 




Seq. ID 


OJ000250_91 


.0405. 


C24 


Gene No. 


88977 




Strand 








Start 


753 




End 


2750 






Name 


OJ000250 91.0405.C24.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


817 




End 


1136 






GI 


none 




Score 


47 







43096 




Exons 817.. 873, 819.. 872, 859.. 930, 962.. 1129, 963.. 1136 



Seq. No. 


42658 






Seq. ID 


OJ000250_91.0405.C24 


Gene No. 


88977 






Strand 




Start 


753 






End 


2750 


Nartie 


OJ000250 91 


.0405.C24.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


959 ~ 






End 


2127 


GI 


none 






Score 


80 


Exons 


959. .1111, 


962. .1165, 987. .1166, 1211. 


.1285, 1212. .1286, 




1294 . . 1419, 


1300. .1467, 


1492 


..2127, 1573. .1638, 1607. .1846, 




1916. .2125 










Seq. No. 


42658 






Seq. ID 


OJ000250_91.0405.C24 


Gene No . 


88977 






Strand 




Start 


753 






End 


2750 


Name 


OJ000250 91 


.0405.C24.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


960 ~ 






End 


2570 


GI 


none 






Score 


108 


Exons 


960. . 1130, 


962. .1300, 1295.. 


1477, 1303 


..1470, 1483. .2127, 




1607. .1846, 


1979. .2128, 


2081 


..2128, 2517.. 2570 


Seq . No . 


42658 






Seq. ID 


OJ000250_91.0405.C24 


Gene No. 


88977 






Strand 




Start 


753 






End ^ 


2750 


Name 


OJ000250 91 


.0405.C24 .ol 


tc 


Method 


TBLASTX: Cress 


Start 


1324 ~ 






End 


1743 


GI 


none 






Score 


76 


Exons 


1324. .1473, 


1325.-1465, 


1468 


..1497, 1504. .1743, 1607. .1723 


Seq. No. 


42658 






Seq. ID 


OJ000250_91.0405.C24 


Gene No . 


88977 






Strand 




Start 


753 






End 


2750 


Name 


OJ000250 91 


.0405.C24.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


1483 ~ 






End 


1753 


GI 


none 






Score 


53 


Exons 


1483. .1752, 


1489. .1638, 


1607 


..1753 




Seq. No. 


42658 






Seq. ID 


OJ000250_91.0405.C24 


Gene No . 


88977 






Strand ■ 




Start 


753 






End 


2750 


Name 


OJ000250 91 


.0405.C24.o3 


tc 


Method 


TBLASTX: Cress 


Start 


1876 ~ 






End 


2128 


GI 


none 






Score 


113 


Exons 


1876. .2127, 


1979. .2128 








Seq. No. 


42659 






Seq. ID 


OJ000250_91.0405.C25 


Gene No . 


88978 






Strand 




Start 


616 






End 


3129 


Name 


OJ000250 91 


.0405.C25.ol. 


gs 


Method 


GENSCAN 


Start 


616 






End 


3123 


GI 


none 






Score 


.86 


Exons 


616.. 697, 1003.. 2257, 2892.. 


3123 




Seq. No. 


42659 






Seq. ID 


OJ000250_91.04 05.C25 


Gene No. 


88978 






Strand 




Start 


616 






End 


3129 


Name 


OJ000250 91 


.0405.C25.ol. 


np 


Method 


AAT/NAP 



43097 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



C3 Seq. No. 

Gene No. 
;5 start 

Name 
i"y start 
tj GI 
[J Exons 

Seq. No. 
= Gene No. 

Start 
C3 Name 

Start 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



865 End 3129 ' 

4454470 Score 1545 

865.. 2266, 2837.. 3129 

(AC006234) putative sugar transporter [Arabidopsis thaliana] 



42659 
88978 
616 

OJ000250_91 . 0405 . C25 . ol . ts 

969 

none 



Seq. ID OJ000250_91.0405.C25 
Strand 

End 3129 

Method TBLASTX : Soybean 

End 294 6 

Score 135 



969. .1586, 973. .1260, 1324.-1626, 1686. .2270, 1744. .2259, 
2893. .2946 



42659 
88978 
616 

OJ000250_91.0405.C25.ol.tm 

1050 

none 



Seq. ID OJ000250_91.0405,C25 
Strand 

End 3129 

Method TBLASTX : Mai ze 

End 294 6 

Score 107 



1050. .1286, 1054. .1287, 1318. .1581, 1335. .1589, 1692. .2258, 
1704. .1844, 1744. .2256, 2893.-2946 



42659 
88978 
616 

OJ000250_91 . 0405 . C25 . ol . tc 

1080 

none 



Seq. ID OJQ00250_91.0405.C25 
Strand 

End 3129 

Method TBLASTX : Cress 

End 2159 

Score 254 



1080. .1250, 1335. .1448, 1434. .1580, 1701--2159 



42659 
88978 
616 

OJ000250_91.0405.C25.ol.tw 

1686 

none 

1686. .1883, 1695. .1850, 1744, 



Seq. ID OJ000250_91.0405.C25 
Strand 

3129 

TBLASTX: Wheat 
1884 
82 



End 

Method 
End 
Score 
.1884 



42660 
88979 
44 

OJ000250_91.0405.C26.ol.np 
44 

5306264 

44. .90, 965. .1052, 1974. .2091, 2740. .2811, 2971. .3045 
(AC006233) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000250_91.0405.C26 
Strand 

3797 
AAT/NAP 
3045 
146 



End 

Method 

End 

Score 



42660 
88979 
44 

OJ000250_91.0405.C26.ol.gs 

256 

none 



Seq. ID OJ000250_91.0405.C26 
Strand 

End 3797 

Method GENSCAN 

End 3797 

Score .52 



256. .446, 1978. .2045, 2559. .2647, 2747. .2811, 2943. .2970, 
,3330.-3453, 3547.-3797 



43098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42660 Seq. ID 

88979 Strand 

44 End 

OJ000250__91.0405.C26.ol.gp Method 

267 End 

13076 1.R1084 Score 



OJ000250_91.0405.C26 

3797 
AAT/GAP 
3600 
1819 



267. .530, 895. .1052, 1392. .1440, 1978. .2045, 2432. .2512, 
2603. .2647, 2747. .2811, 2971. .3041, 3403. .3600 
M758922/ref |NP_004269.1|pPIGL| 2.0e-28 phosphatidylinositol 
glycan, class L >gi_4239986_dbj_BAA74775 . 1_ (AB017165) PIG-L 
[Homo sapiens] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42660 
88980 
4296 

OJ000250_91.0405.C26.o2.tm 
2756 
none 

2756. .2812, 2757. .2813, 
2970.. 3047, 3399.. 3596, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 91. 0405. 026 



6229 

TBLASTX: Maize 
3596 
63 

2968. .3042, 2969. .3040, 2970. .3044, 
3402. .3464, 3403. .3591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42660 Seq. ID OJ000250_91 . 0405 . C26 

88980 Strand 

4296 End 6229 

OJ000250_91 . 0405 . C26 . o2 . gp Method AAT/GAP 

4147 End 5668 

1444_1.R1084 Score 2665 

4147.. 5402, 5524.. 5668 

'629829/pir I IS39394 l.Oe-146 protochlorophyllide reductase (EC 
1.3.1.33) - wheat >gi_510677_emb_CAA54042_ (X76532) 
protochlorophyllide reductase [Triticum aestivum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42660 Seq. ID 

88980 Strand 

4296 End 

OJ000250_91 . 0405 . C26 . o.l . ts Method 

4293 • End . 

none Score 



OJ000250_91.0405.C26 
6229 

TBLASTX : Soybean 

5274 

201 



.4694, 4294. .4500, 4542. .4694, 4558. .4695, 4698. .4727, 
.5264, 4777.. 5166, 5227.. 5274 



4293, 
4776, 

42660 
88980 
4296 

OJ000250_91 . 04 05 . C26 . ol . tm 

4294 

none 



Seq. ID OJ000250_91.0405.C26 
Strand 
End 

Method 
End 
Score 



6229 

TBLASTX: Maize 

5400 

301 



4294. .4440, 4296. .5354, 4297. .4503, 4542. .4721, 4561. .4728, 
4777.. 5166, 5227.. 5265, 5350.. 5400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42660 Seq. ID 

88980 Strand 

4296 End 

OJ000250_91 . 0405 . C2 6 . ol . tc Method 

4296 End 

none Score 



OJ000250_91 . 04 05 . C26 
6229 

TBLASTX: Cress 

5264 

207 



4296. .4694, 4303. .4500, 4542.. 4688, 4558. .4695, 4698. .5264, 



43099 



4780. .5166 



Seq. No. 42660 Seq. ID 

Gene No. 88980 Strand 

Start 4296 End 

Name OJ000250_91 . 04 05 . C26 . o2 . gs Method 

Start 4296 End 

GI none Score 

Exons 4296.. 5454, 5745.. 6229 



OJ000250_91. 0405. 026 

6229 
GENSCAN 
6229 
.57 



Seq. No. 42660 Seq. ID OJ000250_91 . 0405 . C26 

Gene No. 88980 Strand 

Start 4296 End 6229 

Name OJ000250_91.0405.C26.o2.np Method AAT/NAP 

Start 4299 End 5568 

GI 629829 Score 1593 

Exons 4299.. 5411, 5524.. 5568 

GI Descrip. protochlorophyllide reductase (EC 1.3.1.33) - wheat 

gi I 510677 I embi CAA54042 I (X76532) protochlorophyilide reductase 
[Triticum aestivum] 



Sea No 


42661 




Seq. ID 


OJ000250_91. 


0405 


.C27 


(^p-np No 


88981 




Strand 


+ 






Start 


1756 




End 


4155 






Name 


OJ000250 91 


.0405.C27.ol.np 


Method 


AAT/NAP 






Start 


1756 ~ 




End 


4155 






GI 


5668794 




Score 


158 






Exons 


1756. .1838, 


2613.. 2821, 4095. 


.4155 








GI Descrip. 


(AC007519) 


Similar to gb|U82230 prolamin box binding factor 




(PBF) from 


Zea mays. [Arabidopsis thaliana] 






Seq. No. 


42661 




Seq. ID 


OJ000250_91. 


0405 


.C27 


Gene No. 


88981 




Strand 


+ 






Start 


1756 




End 


4155 






Name 


OJ000250 91 


.0405.C27.ol.gs 


Method 


GENSCAN 






Start 


2146 




End 


3089 






GI 


none 




Score 


.65 






Exons 


2146. .2255, 


2792. .3089 










Seq. No. 


42661 




Seq. ID 


OJ000250_91. 


0405 


.C27 


Gene No. 


88982 




Strand 








Start 


3825 




End 


5142 






Name 


OJ000250 91 


.0405.C27.o2.gs 


Method 


GENSCAN 






Start 


3825 




End 


5129 






GI 


none 




Score 


.57 






Exons 


3825. .4408, 


4841. .4934, 5047. 


.5129 








Seq. No. 


42661 




Seq. ID 


OJ000250_91. 


0405 


.C27 


Gene No. 


88982 




Strand 








Start 


3825 




End 


5142 






Name 


OJ000250 91 


.0405.C27 .o2.np 


Method 


AAT/NAP 






Start 


3828 




End 


5140 






GI 


7021732 




Score 


464 






Exons 


3828. .4408, 


4841. .4934, 5047. 


.5140 








GI Descrip. 


(AC024081) 


unknown protein [Arabidopsis 


thaliana] 






Seq. No. 


42662 




Seq. ID 


OJ000250_91. 


0405 


.C28 



43100 



Gene No. 88983 

Start 1 

Name OJ000250_91 . 0405 - C28 . ol . np 

Start 1 

GI 7021732 

Exons 1..83, 801.. 956, 987.. 1037, 
GI Descrip, (AC024081) unknown protein 

Seq. No. 42662 

Gene No. 88983 

Start 1 

Name OJ000250_91 . 0405 . C28 . ol . gs 

Start 448 

GI none 

Exons 448.. 641, 1073.. 1279 



Strand 

End 1410 
Method AAT/NAP 
End 1410 
Score 368 
1068. .1410 

[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_91.0405.C28 

1410 
GENSCAN 
1279 
.42 



Seq. No. 42662 Seq. ID 

Gene No. 88983 Strand 

Start 1 End 

Name OJ000250_91 .0405. C28 . ol . tm Method 

Start 1017 End 

GI none Score 

Exons 1017.. 1181, 1017.. 1184 



OJ000250_91.0405.C28 
1410 

TBLASTX: Maize 

1184 

176 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42663 Seq. ID 

88984 Strand 
973 End 
OJ000250_91 . 0405 . C29 . ol . np Method 
973 End 
5852084 Score 
973. .1061 

(AL117264) zwh0007.1 [Oryza sativa] 

42663 Seq. ID 

88985 Strand 
2477 End 
OJ000250_91 . 0405 . C29 . o2 . gs Method 
2477 End 
none Score 
2477.. 2534 



OJ000250_91.0405.C29 

1061 
AAT/NAP 
1061 
89 



OJ000250_91.0405.C29 

2534 
GENSCAN 
2534 
.93 



Seq. No. 42664 Seq. ID 

Gene No. 88986 Strand 

Start 105 End 

Name OJ000250_91 .0405. C35 . ol . gs Method 

Start 105 End 

GI none Score 

Exons 105.. 174 



OJ000250_91.0405.C35 
+ 

174 

GENSCAN 

174 

.79 



Seq. No. 42664 Seq. ID 

Gene No. 88987 Strand 

Start 1217 End 

Name OJ000250_91 . 0405 . C35 . o2 . gs Method 

Start 1217 End 

GI none Score 

Exons 1217.. 1332 



OJ000250_91.0405.C35 

1332 
GENSCAN 
1332 
.5 



43101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_91.0405.C36 



42665 

88988 Strand + 

1 End 1180 

OJ000250_91 . 04 05 . C36 . ol . np Method AAT/NAP 

1 End 1180 

7488988 Score 448 
1.-676, 737. .1180 

disease resistance protein Hcr2-5D - tomato 
gi I 3894393 I gb IAAC78596.il {AF053998 
esculentum] 



Hcr2-5D [Lycopersicon 



42665 Seq. ID 

88988 Strand 
1 End 
OJ000250_91.0405.C36.ol.gs Method 
50 End 
none Score 
50. .1165 

42665 Seq. ID 

88989 Strand 
1940 End 
OJ000250_91.0405.C36.o2.gs Method 
1940 End 
none Score 
1940. .2707 



OJ000250_91.0405.C36 
+ 

1180 
GENSCAN 
1165 
1 



OJ000250_91.0405.C36 

2710 
GENSCAN 
2707 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



42665 Seq, ID 

88989 Strand 

1940 End 
OJ000250_91.0405.C36.o2.np Method 

1943 End 

6686408 Score 
1943.. 2710 

(AC007234) F1E22.7 [Arabidopsis thaliana] 



OJ000250_91.0405.C36 

2710 
AAT/NAP 
2710 
404 



42665 
88990 
3866 

OJ000250_91.0405.C36.o3.gs 

3866 

none 

3866. .3972, 
42665 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_91.0405.C36 

4067 
GENSCAN 
4067 
.53 



4001. .4067 



88991 
5446 

OJ000250_91.0405.C36.ol.tc 
53 

none 



Seq. ID OJ000250_91.0405.C36 



Strand 
End 

Method 
End 
Score 

53. .304, 80, .244, 80, ,304, 80. .304, 80. .289, 86. ,298, 98. .301, 
107. .292, 134. .268, 170, .289, 184. .297, 264. .299, 305, .445, 
305. .439, 308, .526, 308. .448, 311. .436, 314. .508, 317. .517, 
740, .790, 749. .1075, 776. .1078, 818. .1132, 833. .1075, 848. .1072 



8948 

TBLASTX: Cress 

1132 

176 



42665 
88991 



Seq. ID 
Strand 



OJ000250 91.0405.C36 



43102 



start 


5446 








End 


8948 


Name 


OJ000250 91. 


0405. 


C36.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


62 








End 


1159 


GI 


none 








Score 


85 


Exons 


62.. 223, 308 


. .514 


, 806.. 


1006, 


818. .1159 


, 832, ,927, 958. ,1155 


Seq. No. 


42665 








Seq. ID 


OJ000250_91,0405.C36 


Gene No. 


88991 








Strand 




Start 


5446 








End 


8948 


Name 


OJ000250 91. 


0405. 


C36.04. 


tm 


Method 


TBLASTX: Maize 


Start 


113 








End 


1153 


GI 


none 








Score 


115 


Exons 


113. .325, 326. .436, 788. 


.1153 


, 832. ,1140 


Seq. No. 


42665 








Seq. ID 


OJ000250_91.0405.C36 


Gene No. 


88991 








Strand 




Start 


5446 








End 


8948 


Name 


OJ000250 91. 


0405. 


C36.04. 


gs 


Method 


GENSCAN 


Start 


5446 








End 


8863 


GI 


none 








Score 


.79 


F. von <5 


5446. .5741, 


6232. 


. 6238, 


6596. 


,7199, 7284. .7464, 8148. .8190, 




8297 8571. 


8725 . 


. 8863 








O C • Vt\J » 


42665 








Seq. ID 


OJ000250_91.0405.C36 




88991 








Strand 




Start 


5446 








End 


8948 


Name 


OJ000250 91. 


0405. 


C36.01. 


tm 


Method 


TBLASTX: Maize 


Start 


5503 








End 


6108 


GI 


none 








Score 


145 


Exons 


S503 5571. 


5505 . 


. 5651, 


5532. 


,5744, 5537. ,5746, 5539. .5745, 




5641. .5751, 


5679. 


.5753, 


5855, 


.6103, 5865. ,5918, 5865. .6107, 




5866. .6108 












Seq. No. 


42665 








Seq. ID 


OJ000250_91.0405.C36 


Gene No. 


88991 








Strand 




Start 


5446 








End 


8948 


Name 


OJ000250 91. 


0405. 


C36.02 


ts 


Method 


TBLASTX : Soybean 


Start 


6042 








End 


7337 


GI 


none 








Score 


118 


Exons 


6042. .6110, 


6222, 


.6350, 


6590. 


.6799, 6923.. 7195, 7032.. 7196, 




7293. .7337, 


7298, 


.7336 








Seq. No, . 


42665 








Seq. ID 


OJ000250_91.0405.C36 


Gene No. 


88991 








Strand 




Start 


5446 








End 


8948 


Name 


OJ000250 91. 


0405 


C36.02 


. tm 


Method 


TBLASTX: Maize 


Start 


6808 








End 


7069 


GI 


none 








Score 


52 


Exons 


6808. .7068, 


6809 


.7069, 


6810, 


.6842, 6912. .7067 


Seq. No. 


42665 








Seq, ID 


OJ000250_91.0405,C36 


Gene No. 


88991 








Strand 




Start 


5446 








End 


8948 


Name 


OJ000250 91, 


0405 


.C36.03 


. tm 


Method 


TBLASTX: Maize 


Start 


7352 








End 


7994 


GI 


none 








Score 


129 


Exons 


7352. .7462, 


7353 


. .7463, 


7360. 


,7464, 7558. .7686, 7559. .7687, 



43103 






7559. .7699, 


7854 . .7994, 7867 . 


.7947 






Seq. No. 


42665 




Seq. ID 


OJ000250_91.0405 


.C36 


Gene No. 


88991 




Strand 






Start 


5446 




End 


8948 




Nsiue 


OJ000250 91 


. 0405 . C36. ol . gp 


Method 


AAT/GAP 




Start 


8319 ~ 




End 


8948 




GI 


2427984 




Score 


722 






8319. .8522, 


8708. .8948 








Sea No. 


42666 




Seq. ID 


OJ000250 91.0405 


.C37 


Gene No . 


88992 




Strand 






Start 


85 




End 


1091 




Name 


OJ000250 91 


.0405.C37.ol.gp 


Method 


AAT/GAP 




Start 


85 




End 


1091 




GI 


610 1.R1084 




Score 


1990 




R von *? 


85 .71091 












'322787/pir 


1 1 JC1481 1 . Oe-112 


pyruvate 


kinase (EC 2.7.1. 


40) , 




cvtosolic — 


potato ' 








Seq. No. 


42666 




Seq. ID 


OJ000250_91.0405 


.C37 


Gene No. 


88992 




Strand 






Start 


85 




End 


1091 




Name 


OJ000250 91 


.0405.C37.ol.tm 


Method 


TBLASTX: Maize 




Start 


502 ~ 




End 


1091 




GI 


none 




Score 


726 




Rxon s 

J_l A V>/ 1 1 


502 1089, 


517.. 1086, 537.. 1091 






Seq. No. 


42666 




Seq. ID 


OJ000250_91.0405 


.C37 


Gene No. 


88992 




Strand 






Start 


85 




End 


1091 




Name 


OJ000250 91 


.0405.C37.ol.ts 


Method 


TBLASTX : Soybean 




Start 


534 ~ 




End 


1091 




GI 


none 




Score 


610 




Rvnn ^ 


534 . . 1091. 


541. .1089 








Seq. No. 


42666 




Seq. ID 


OJ000250_91.0405 


.C37 


Gene No. 


88992 




Strand 






Start 


85 




End 


1091 




Name 


OJ000250 91 


.0405.C37.ol.gs 


Method 


GENSCAN 




Start 


540 ~ 




End 


1085 




GI 


none 




Score 


.89 




Rvnn *5 


540 1085 










Sea No 


42666 




Seq. ID 


OJ000250 91.0405 


.C37 


Gene No. 


88992 




Strand 






Start 


85 




End 


1091 




Name 


OJ000250 91 


.0405.C37.ol.np 


Method 


AAT/NAP 




Start 


543 ~ 




End 


1091 




GI 


7271955 




Score 


808 




Rvnn ^ 


543 1091 










GI Descrip. 


(AF242871) 


cytosolic pyruvate 


kinase 


[Lilium longiflorum] 


Seq. No. 


42666 




Seq. ID 


OJ000250_91.0405 


.C37 


Gene No. 


88992 




Strand 






Start 


85 




End 


1091 




Name 


OJ000250 91 


.0405.C37.ol.tc 


Method 


TBLASTX: Cress 





43104 






Start 


666 




End 


1088 




GI 


none 




Score 


183 




Exons 


666. .1088, 700.. 1074 










Seq. No. 


42666 




Seq. ID 


OJ000250_91.0405.C37 




Gene No. 


88992 




Strand 






Start 


85 




End 


1091 




Name 


OJ000250 91.0405.C37.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


666 




End 


951 




GI 


none 




Score 


133 




Exons 


666. .950, 700.. 951 










Seq. No. 


42667 




Seq. ID 


OJ000250_91.0405.C38 




Gene No. 


88993 




Strand 


_ 




Start 


172 




End 


2629 




Name 


OJ000250 91.0405.C38.ol 


.gp 


Method 


AAT/GAP 




Start 


172 




End 


2004 




GI 


403 1.R1084 




Score 


1832 




Exons 


172. .648,. 1522. .2004 










GI Descrip. 


'2497538/sp|Q42806|KPYC 


SOYBN 


l.Oe-157 


PYRUVATE KINASE, 






CYTOSOLIC ISOZYME >gi_4 66350 


(L08632) 


pyruvate kinase [Glycine 






• max] ' 










Seq. No. 


42667 




Seq. ID 


OJ000250_91.0405-C38 




Gene No. 


O O ^ ^ -^J 




Strand 






Start 


172 




End 


2629 


r n 


Name 


OJ000250 91 0405 C38 ol 


. tm 


Method 


TBLASTX: Maize 


fy 


Start 


176 




End 


1764 




GI 


none 




Score 


316 




Exons 


176. .544, 177. .650, 178 


. .651, 


605. .649 


, 1520.. 1567, 1522.. 1764 






1523. .1750 










Seq. No. 


42667 




Seq. ID 


OJ000250_91.0405.C38 




Gene No. 


88993 




Strand 






Start 


172 




End 


2629 


- 


Name 


OJ000250 91.0405.C38.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


176 




End 


1782 


? ^ 


GI 


- none 




Score 


368 




Exons 


176. .541, 177.. 650, 178 


. .651, 


605. .649 


, 1522.. 1782, 1523.. 1735 


h 

L _i 


Seq. No. 


42667 




Seq. ID 


OJ000250_91.0405-C38 




Gene No. 


88993 




Strand 






Start 


172 




End 


2629 




Name 


OJ000250 91.0405.C38.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


185 




End 


439 




GI 


none 




Score 


206 




Exons 


185. .412, 187. .438, 191 


. .439 








Seq. No. 


42667 




Seq. ID 


OJ000250_91.0405.C38 




Gene No. 


88993 




Strand 






Start 


172 




End 


2629 




Name 


OJ000250 91.0405.C38.ol 


. gs 


Method 


GENSCAN 




Start 


187 




End 


2629 




GI 


none 




Score 


,85 




Exons 


187. .648, 1522. .1830, 2507. .2629 






Seq, No. 


42667 




Seq, ID 


OJ000250_91.0405.C38 



43105 






fZpnp No 


88993 






Strand 






Start 


172 






End 


2629 




Name 


OJ000250 91.0405.C38.ol. 


np 




Method 


AAT/NAP 




Start 


187 






End 


1782 






2497538 






Score 


979 




Hi AVJllO 


187. .648, 1522. .1782 














PYRUVATE KINASE, CYTOSOLIC 


ISOZYME gi| 


466350 (L08632) Dvruv< 






J\.XiiClOC ^OXj^^XiiC IILCIAJ 












O C ^ * IN W • 


42667 






Seq. ID 


OJ000250_91.0405.C38 




Gene No. 


88993 






Strand 






Start 


172 






End 


2629 




CU.ILC 


OJ000250 91.0405.C38.ol. 


tw 




Method 


TBLASTX: Wheat 






520 






End 


1729 






none 






Score 


75 




F von ^ 


SPO S94 S73 6S0 580 


.651, 


605. .649, 1520. .1567, 1522. .1 






1 R?^ 1 7?Q 

X^^-.J. *x/^^ 












Seq. No. 


42667 






Seq. ID 


OJ000250_91. 0405.C38 




Gene No. 


88993 






Strand 






Start 


172 






End 


2629 






OJ000250 91 0405 C38 o2 


tc 




Method 


TBLASTX: Cress 






J D J 






End 


1723 




ox 


none 






Score 


74 


\ — i 


von Q 


SfiR fiST fiOR fi49 1595 




1722, 1523.. 


1723 


EH 


Seq. No. 


*i ^ D D O 






Seq. ID 


OJ000250 91 . 04 05 .039 




Gene No. 


88994 






Strand 




f ^ 


Start 


146 






End 


311 


E : i 




OlT000250 91 0405 C39 ol 


gs 




Method 


GENSCAN 






1 4 ~ 

X *4 U 






End 


311 




OX 


non ^ 






Score 


.66 


I y 


V von Q 


146 311 












Seq. No. 


*i ^ D U 7 






Seq. ID 


OJ000250_91.0405.C40 




Gene No. 


P$^QQ5 

O O -7 -? J 






Strand 


+ 




Start 


319 






End 


2123 


1=. 




.OJ000250 91.0405.C40.ol. 


gs 




Method 


GENSCAN 


i 3 
iF ^ 




319 






End 


2123 




GI 


non o 






Score 


.84 


" 


TTvon Q 


OX!7. • OUO, ^UOX. .^X^O 












Cfsrr Mo 


4 ^ D / U 






Seq. ID 


OJ000250_91.0405.C41 




f^pnp Ts]o 


Op QQ^ 
0 0 ^ ^ D 






Strand 


+ 




start 


1 






End 


199 




Name 


OJ000250 91.0405.C41.ol. 


gp 




Method 


AAT/GAP 




Start 


1 






End 


199 




ox 


21771 1.R1084 






Score 


394 




T** von Q 


1. .199 












ox I^COLrXX^. 


M454472/gb|AAD20919| 4. 


Oe 


-27 


(AC006234) unknown protein 






[Arabidopsis thaliana] * 












Seq. No. 


42670 






Seq. ID 


OJ000250_91.0405.C41 




Gene No. 


88997 






Strand 


+ 




Start 


7360 






End 


7499 




Name 


OJ000250 91.0405.C41.o2. 


gp 




Method 


AAT/GAP 




Start 


7360 






End 


7499 



43106 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Nartie 

Start 

GI 

Exons 



LIB3474-009-P1-K1-F11 Score 228 

7360.. 7499 

M455244/eirib|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] * 



OJ000250_91.0405.C41 
+ 

11025 
AAT/NAP 
9813 
249 



42670 Seq. ID 

88998 Strand 
9194 End 
OJ000250_91.0405.C41.o2.np Method 
9041 End 
6069646 Score 
9041.. 9303, 9564.. 9813 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



42670 Seq. ID 

88998 Strand 

9194 End 
OJ000250_91 . 04 05 . C4 1 . o2 . gs Method 

9194 End 

none Score 

9194.. 9276, 10659.. 11025 



OJ000250_91.0405.C41 
+ 

11025 
GENSCAN 
11025 
.97 



Seq. No. 42670 Seq. ID 

Gene No. 88999 Strand 

Start 13630 End 

Name OJ000250_91 . 04 05 . C4 1 . o3 . gs Method 

Start 13630 End 

GI none Score 

Exons 13630. .14127 



OJ000250_91.0405.C41 
+ 

14127 
GENSCAN 
14127 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42670 Seq, ID OJ000250_91 . 0405 . C41 

89000 Strand 

666 End 8377 

OJ000250_91.0405.C41.ol.np Method AAT/NAP 

296 End 2416 

5923666 Score 831 

296. .454, 780. .1013, 1425. .1572, 1660. .1897, 1988. .2198, 

2311. .2416 

(AC009326) putative receptor ser/thr protein kinase [Arabidopsis 
thaliana] 



Seq. No. 42670 

Gene No. 8 9000 

Start 666 

Name OJ000250_91.0405.C41.ol.gs 

Start 666 

GI none 
Exons 



OJ000250_91.0405.C41 

8377 
GENSCAN 
8377 
.77 

666. .1010, 1425. .1572, 1660. .1897, 1988. .2198, 2311. .2426, 
2611. .2728, 3854. .4006, 4871. .5014, 5421. .5513, 7319. .7340, 
8220.. 8377 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 
Gene No. 



42670 
89001 



Seq. ID 
Strand 



OJ000250 91.0405. C41 



43107 




start 13417 End 15125 

Name OJ000250_91 . 04 05 . C41 . o3 . gp Method AAT/GAP 

Start . 13417 End 15125 

GI 2265_1.R1084 Score 2693 

Exons 13417. .14091, 14303 1454 6, 14647.. 15125 



GI Descrip. ' 542200/pir M S4 1890 4.0e-86 hypothetical protein - garden 

asparagus >gi_4 52714_einb_CAA54526_ {X77320) unknown [Asparagus 
officinalis] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42670 
89001 
13417 

OJ000250_91 . 0405 . C4 1 . o3 .np 

13774 

542200 



OJ000250 91.0405.C41 



Seq. ID _ 
Strand 

End 15125 
Method AAT/NAP 
End 14858 
Score 826 
13774. .14094, 14306 .. 14 54 6, 14647.. 14858 

hypothetical protein - garden asparagus gi | 452714 I emb I CAA54526 I 
(X77320) unknown [Asparagus officinalis] 



Seq. No. 42670 Seq. ID 

Gene No. 89001 Strand 

Start 13417 End 

Name OJ000250_91 . 0405 . C41 . o4 . gs Method 

Start 14294 End 

GI none Score 

Exons 14294. .14546, 14647.. 14858 



OJ000250_91.0405.C41 

15125 
GENSCAN 
14858 
.97 



Seq. No. 


42670 






Seq. ID 


OJ000250_91.0405.C41 


Gene No, 


89002 






Strand 




Start 


17148 






End 


17695 


Name 


OJ000250 91 


.0405 


.C41.o3.ts 


Method 


TBLASTX : Soybean 


Start 


801 






End 


1010 


GI 


none 






Score 


115 


Exons 


801. .1010, 


805. . 


927 






Seq. No. 


42670 






Seq. ID 


OJ000250_91.0405.C41 


Gene No. 


' 89002 






Strand 




Start 


17148 






End 


17695 


Name 


OJ000250 91 


.0405 


.C41.ol.tm 


Method 


TBLASTX: Maize 


Start 


891 






End 


2334 


GI 


none 






Score 


72 


Exons 


891. .1013, 


906. . 


1016, 1425.. 


1571, 1434. 


.1571, 1436.. 1573, 




1495. .1632, 


1658 


..1867, 1659 


..1901, 1660. .1725, 1665. .1898, 




1975. .2199, 


1980 


..2207, 2311 


. .2334 




Seq. No. 


42670 






Seq. ID 


OJ000250_91.0405.C41 


Gene No. 


89002 






Strand 




Start 


17148 






End 


17695 


Name 


OJ000250 91 


.0405 


.C41.o3.tc 


Method 


TBLASTX: Cress 


Start 


936 






End 


1868 


GI 


none 






Score 


69 


Exons 


936. .1010, 


1440. 


.1571, 1501. 


.1698, 1660. .1854, 1662. .1868 


Seq. No. 


42670 






Seq. ID 


OJ000250_91.0405.C41 


Gene No. 


89002 






Strand 




Start 


17148 






End 


17695 


Name 


OJ000250 91 


.0405 


.C41.ol.ts 


Method 


TBLASTX: Soybean 



43108 



start 
GI 

Exons 



1464 End 2397 

none Score 58 

1464. .1571, 1504. .1575, 1660. .1869, 1662. .1898, 1713. .1877, 

1960. .2184, 1965. .2207, 1986. .2186, 2311. .2397 



Seq. No. 


42670 




Seq. ID 


OJ000250_91.0405 


.C41 


Gene No . 


89002 




Strand 






Start 


17148 




End 


17695 




Name 


OJ000250 91. 


0405.C41.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1749 




End 


2207 




GI 


none 




Score 


84 




Exons 


1749. . 1898, 


1749.. 1901, 1965 


..2207, 1986. .2174, 1987. ,2199 


Seq . No .• 


42670 




Seq. ID 


OJ000250_91.0405 


,C41 


Gene No . 


89002 




Strand 






Start 


17148 




End 


17695 




Naiue 


OJ000250 91. 


0405.C41.ol.tc 


Method 


TBLASTX: Cress 




Start 


1981 




End 


2698 




.GI 


none 




Score 


103 




Exons 


1981, .2205, 


1982.. 2092, 1984 


..2199, 1986. .2225, 2308. .2415, 




2308 . .2430, 


2309.. 2431, 2366 


..2431, 2609.. 2698 




Seq. No. 


42670 




Seq. ID 


OJ000250_91.0405 


.C41 


Gene No . 


89002 




Strand 






Start 


17148 




End 


17695 




Name 


OJ000250 91. 


0405 . C41 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


9044 




End 


9307 




GI 


none 




Score 


189 




Exons 


9044 . . 9307, 


9211. . 9303 








Seq. No. 


42670 




Seq. ID 


OJ000250_91.0405 


.C41 




89002 




Strand 






Start 


17148 




End 


17695 




Name 


OJ000250 91, 


0405,C41,o2.tm 


Method 


TBLASTX: Maize 




Start 


13796 ~ 




End 


14456 




GI 


none 




Score 


348 




Exons 


13796, .13984 


, 13816. .14109, 


13817. .14 077, 14303. .14455, 






14304, .14456 










Sea No 


42670 




Seq. ID 


OJ000250_91.0405 


.C41 


Gene No . 


89002 




Strand 






Start 


17148 




End 


17695 




Name 


OJ000250 91. 


0405.C41.o2.tc 


Method 


TBLASTX: Cress 




Start 


13816 ~ 




End 


14870 




GI 


none 




Score 


300 




Exons 


13816, .14088 


, 13817. .14086, 


13852. .14091, 14364. .14450, 






14369, .14458 


, 14429. .14548, 


14466. .14549, 14 685 .. 14786, 






14796. .14870 










Seq. No. 


42670 




Seq. ID 


OJ000250_91.0405 


.C41 


Gene No, 


89002 




Strand 






Start 


17148 




End 


17695 




Name 


OJ000250 91. 


0405.C41.o2.ts 


Method 


TBLASTX : Soybean 




Start 


13816 




End 


14485 




GI 


none 




Score 


316 




Exons 


13816. .14115 


, 13817. .14086, 


13828. .14091, 14303. .14485, 





14307. .14450 



43109 



OJ000250 91.0405.C41 



Seq. No. 42670 Seq. ID 

Gene No. 89002 Strand 

Start 17148 End 

Name OJ000250_91 . 0405 . C4 1 . ol . tw Method 

Start 14399 End 

GI none Score 

Exons 14399. .14560, 14400 14561, 14655 14861, 14656 .. 14862, 
14776. .14862 



17695 

TBLASTX: Wheat 

14862 . 

189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42670 
89002 
17148 

OJ000250_91.0405.C41, 
14462 
none 

14462. .14551, 14462.. 
14778. .14861, 14812.. 

42670 
89002 
17148 

OJ000250_91.0405.C41.o6.gs 

17148 

none 



o3. tm 



14548, 
14859 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_91.0405.C41 
17695 

TBLASTX: Maize 

14861 

86 



14685. .14798, 14686 .. 14772, 



Seq. ID OJ000250_91.0405.C41 



Strand 
End 

Method 

End 

Score 



17695 
GENSCAN 
17695 
.75 



17148. .17244, 17527 .. 17 618, 17651.. 17695 



42671 
89003 
1 

OJ000250_91.0405.C43.ol.np 
1 

2443881 

l.,22, 1709. .1937, 2044. .2187, 2275. .2349, 3111 
3851. .3953, 4155. .4381, 4539. .4682, 4983. .5142 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 91.0405.C43 



5550 
AAT/NAP 
5142 
1006 



.3181, 



GI Descrip. (AC002294) contains beta-transducin motif [Arabidopsis thaliana] 



Seq. No. 42671 

Gene No. 89003 

Start 1 

Name OJ000250_91 . 0405 . C43 . ol . gs 

Start 85 

GI none 
Exons 



Seq. ID OJ000250_91.0405.C43 
Strand 

End 5550 

Method GENSCAN 

End 5117 

Score .69 



85. .141, 775. .1666, 2044. .2187, 2275. .2349, 3111. .3181, 
3851. .3953, 4155. .4381, 4539. .4656, 4987. .5117 



Seq. ID OJ000250_91.0405.C43 
Strand 

End 5550 

Method TBLASTX : Mai ze 

End 1528 

Score 157 

994, 840. .929, 872. .1012, 891. .1013, 893. .1033, 930.. 1097, 



Seq. No. 42671 

Gene No. 89003 

Start 1 

Name OJ000250_91 . 0405 . C4 3 . o2 . tm 

Start 827 

GI none 

Exons 827, 



933. .1034, 944. .967, 953. .1078, 982. .1047, 983. .1138, 984. .1124, 
986. .1105, 987. .1106, 997. .1116, 1058. .1237, 1067. .1105, 
1077. .1127, 1078. .1134, 1095. .1241, 1105. .1239, 1107. .1238, 
1109. .1204, 1114. .1242, 1118. .1255, 1118. .1186, 1119. .1241, 



43110 



1121. .1204, 1124. .1240, 1228, 
1247.. 1339, 1250.. 1297, 1257, 
1289.. 1528, 1303.. 1368, 1304, 



,1254, 1228. .1272, 1235. .1447, 
,1304, 1259. .1360, 1289, .1528, 
,1381 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42671 
89003 
1 

OJ000250_91.0405.C43.ol.tm 

1532 

none 

1532. .1609, 1541. .1606, 1542. 
1713. .1949, 1773. .1955, 2034. 
2261.. 2353, 2266.. 2349, 2271. 

42671 
89003 
1 

OJ000250_91.0405.C43.ol.tc 

1698 

none 

1698. .1796, 1714. ,1770, 1716. 
1832. .1945, 2034. .2195, 2044. 
2266. .2331 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 91,0405.C43 



5550 

TBLASTX: Maize 
2353 
44 . 

.1607, 1695. ,1949, 1696., 1938, 
.2189, 2044, .2196, 2045. ,2188, 
.2351 

Seq. ID OJ000250_91.0405.C43 
Strand 

End 5550 

Method TBLASTX: Cress ■ 

End 2331 

Score 70 

.1775, 1717. .1794, 1737, .1949, 
.2196, 2048,. 2185, 2261,, 2329, 



Seq. No, 42671 

Gene No, 8 9003 

Start 1 

Name OJ000250_91 . 0405 . C43 . ol .gp 

Start 1841 

GI 4714835 

Exons 1841., 1937, 2044,. 2187, 2275. 
GI Descrip. 



OJ000250_91,0405.C43 

5550 
AAT/GAP 
3959 
900 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2349, 3111. .3181, 3851. ,3959 



2443881 l,0e-59 (AC002294) contains beta-transducin motif 
[Arabidopsis thaliana] 



Seq. No, 42671 Seq. ID 

Gene No. 89003 Strand 

Start 1 End 

Name, OJ000250_91 . 0405 . C43 . o3 . tm Method 

Start 3111 End 

GI none Score 

Exons 3111.. 3185, 3112.. 3183, 3840.. 3953, 3844. 

3848. .3988, 3849. .3953, 4152. .4361, 4153. 

4269. .4361, 4540, .4662, 4549. .4644 



OJ000250_91.0405.C43 
5550 

TBLASTX: Maize 
4662 
100 



,3954, 3845, 
,4341, 4155, 



,3952, 
.4379, 



Seq. No, 42671 Seq. ID OJ000250_91 . 0405 . C43 

Gene No, 89003 Strand 

Start 1 End 5550 

Name OJ000250_91 . 0405 .C43 , o2 , gp Method AAT/GAP 

Start 4988 End 5550 

GI 570065 Score 300 

Exons 4988.. 5117, 5517.. 5550 

GI Descrip. 2443881 l.Oe-16 (AC002294) contains beta-transducin motif 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



42672 
89004 
64 



Seq. ID OJ000250_91.0405.C44 
Strand + 
End 2438 



43111 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_91 . 0405 . C44 . ol . gs Method 
64 End 
none Score 
64. .231, 1985. .2030, 2305. .2438 



GENSCAN 

2438 

.68 



42673 
89005 
1 

OJ000250_91.0405.C45.ol.np 
1 

5734734 
1..78, 264. ,379, 849. .969 

(AC007259) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000250_91.0405.C45 
Strand 

End 969 

Method AAT/NAP 

End 969 

Score 167 



42673 
89005 
1 

OJ000250_91.0405.C45.ol.tm 
42 

none 



Seq. ID OJ000250_91.0405.C45 
Strand 

End 969 

Method.. TBLASTX : Maize 

End 969 

Score 45 



42. .101, 221. .325, 265. .315, 317. .376, 321. .377, 324. .383, 
413. .538, 448. .537, 455. .547, 853. .969, 855. .968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42673 
89005 
1 

OJ0.00250_91.0405.C45.ol.gs 

264 

none 

264. .376, 458. .612 



Seq. ID OJ000250_91.0405.C45 
Strand 

End 969 

Method GENSCAN 

End 612 

Score .89 



42674 
89006 
1 

OJ000250_91.0405.C4 9.ol.np 
1 

5689413 

1..198, 444. .612, 702. .1192, 1281. .1391, 1681. .1906 
(7VB028961) KIAA1038 protein [Homo sapiens] 



Seq. ID OJ000250_91.0405.C49 
Strand 

2313 
AAT/NAP 
1906 
609 



End 

Method 

End 

Score 



42674 
89006 

1 , 

OJ000250_91 , 0405 . C4 9 . o2 . tm 
1 

none 



Seq. ID OJ000250_91.0405.C49 
Strand 

End 2313 

Method TBLASTX: Maize 

End 567 

Score 143 



1..201, 5. .187, 439. .567, 441. .566 



42674 
89006 
1 

OJ000250_91 . 0405 . C4 9 . o2 . ts 
1 

none 

1..195, 5.:i96 



Seq. ID OJ000250_91.0405.C49 
Strand 

End 2313 

Method TBLASTX : Soybean 

End 196 

Score 123 



Seq. No. 



42674 



Seq. ID OJ000250_91.0405.C49 



43112 




Gene No. 


89006 




Strand 




Start 


1 




End 


2313 


Name 


OJ000250 91.0405.C49.ol 


. gs 


Method 


GENSCAN 


Start 


99 




End 


2313 


GI 


none 




Score 


.49 


Exons 


99. .240, 444. .612, 702. 


.820, 


1511. .1830, 2226. .2313 


Seq. No. 


42674 




Seq. ID 


OJ000250_91 . 0405 .C49 


Gene No. 


89006 




Strand 




Start 


1 




End 


2313 


Name 


OJ000250 91.0405.C49.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


483 




End 


1391 


GI 


none 




Score 


60 


Exons 


483. .611, 719. .823, 864 


. .959, 


948 . . 1142 


, 1284 . . 1391, 1285 . . 


Seq. No. 


42674 




Seq. ID 


OJ000250_91 . 0405 .C49 


Gene No. 


89006 




Strand 


~" 


Start 


1 




End 


2313 


Name 


OJ000250 91.0405.C49.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


483 




End 


1391 


GI 


none 




Score 


41 


Exons 


483. .611, 719. .823, 864 


. .959, 


871. .945, 


948. .1142, 960. .110 




1284. .1391, 1285. .1389 








Sea No. 


42674 




Seq. ID 


OJ000250_91.0405.C4 9 


Gene No . 


89006 




Strand 




Start 


1 




End 


2313 


Name 


OJ000250 91.0405.C49.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


573 




End 


1316 


GI 


none 




Score 


68 


Exons 


573. .611, 695. .826, 699 


. .836, 


701. .829, 


810. .965, 829. .969, 




860. .1096, 948. .1142, 949. .1140, 959. .1147, 1138. .1194, 




1139.. 1216, 1139.. 1195, 


1281. 


.1316 




Seq. No. 


42674 




Seq. ID 


OJ000250_91 . 0405 .C49 


Gene No. 


89006 




Strand 




Start 


1 




End 


2313 


Name 


OJ000250 91.0405.C49.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


719 




End 


1391 


GI 


none 




Score 


70 


Exons 


719. .823, 864. .959, 948 


..1142, 1284. .1391, 1285. .1389 


Seq. No. 


42675 




Seq. ID 


OJ000250_91 . 0405 .C50 


Gene No. 


89007 




Strand 




Start 


417 




End 


1169 


Name 


OJ000250 91.0405.C50.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


400 




End 


613 


GI 


none 




Score 


137 


Exons 


400. .612, 418. .612, 419 


. .613 






Seq. No. 


42675 




Seq. ID 


OJ000250_91.0405.C50 


Gene No. 


89007 




Strand 




Start 


417 




End 


1169 


Name 


OJ000250 91.0405.C50.ol 


.gs 


Method 


GENSCAN 


Start 


417 




End 


1169 


GI 


none 




Score 


.84 


Exons 


417. .611, 746. .907, 1142. .1169 





43113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



42676 Seq. ID 

89008 Strand 

676 End 
OJ000250_91 . 0405 . C51 . ol . np Method 

676 End 

7228438 Score 

676. .2643, 4103. .4195, 4280. .4690, 4781 



OJ000250_91.0405.C51 
+ 

7672 
AAT/NAP 
7672 
5518 
5079, 



5156. .5414, 



5507.. 5689, 5727.. 5797, 7592.. 7672 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



42676 Seq. ID 

89008 Strand 
676 End 
OJ000250_91 . 0405 . C51 . ol . gp Method 
1646 End 
5701669 Score 
1646. .2077 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST 028952(062945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000250_91. 0405. 051 
+ 

7672 
AAT/GAP 
2077 
837 



42676 Seq. ID 

89008 Strand 
676 End 
OJ000250_91 -0405. 051 . o2 . gp Method 
4907 End 
LIB3475-007-P1-K1-G8 Score 
4907.. 5079, 5156.. 5406 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST 028 952(062945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AO003981) [Oryza sativa] ' 



OJ000250_91 . 0405 . 051 
+ 

7672 
AAT/GAP 
5406 
801 



42676 Seq. ID 

89008 Strand 
676 ' End 

OJ000250_91 . 04 05 . 051 . o3 . gp Method 
6468 End 
LIB3431-045-P1-N1-A10 Score 
6468. .6921 

'5441876/dbj IAP000367.1IAP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



OJ000250_91. 0405. 051 
+ 

7672 
AAT/GAP 
6921 
844 



42676 
89009 
9087 

OJ000250_91. 0405. 051. o2.gs 

9087 

none 

9087.. 9302, 9490.. 9654 

42676 
89010 
27234 

OJ000250 91.0405.051.o6.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000250_91. 0405.051 
+ 

9654 
GENSOAN 
9654 
.99 



OJ000250 
+ 

28173 
GENSOAN 



91.0405.051 



43114 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27234 
none 

27234. .28010 

42676 
89010 
27234 

OJ000250_91.0405.C51.o6.gp 

27614 

none 

27614. .28173 

42676 
89011 
29536 

OJ000250_91 . 0405 . C51 . o7 . gs 

29536 

none 



End 28010 
Score .88 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_91.0405.C51 
+ 

28173 
AAT/GAP 
28173 
1092 



OJ000250_91.0405.C51 
+ 

35172 
GENSCAN 
34905 
.79 



29536. .29603, 30455 .. 30495, 31746 .. 31845, 32053 .. 32152 , 
32258. .32367, 324 67 .. 32686, 327 67 .. 32889, 32987 .. 33055, 
34010. .34252, 34330 .. 34392, 34509 .. 34572 , 34835. .34905 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42676 
89011 
29536 

OJ000250_91.0405.C51.o8.gp 
30997 

43933_1.R1084 

30997. .31235, 31953 .. 32152, 
'3128186 6.0e-17 (AC004521) 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

35172 
AAT/GAP 
32348 
988 



91.0405.C51 



32258. .32348 
hypothetical protein 



[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. ID OJ000250_91.0405.C51 
Strand + 
End 35172 
Method AAT/GAP 
End 35172 
Score 925 
34509. .34572, 34835.. 35172 
'6069643/dbj IAP000616.11AP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



42676 
89011 
29536 

OJ000250_91.0405.C51.o9.gp 
34221 

uC-osrocyp003c06al 

34221. .34252, 34330 .. 34392, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_91.0405.C51 
+ 

45286 
GENSCAN 
45286 
.44 



42676 Seq. ID 

89012 Strand 
44225 End 
OJ000250_91 . 0405 . C51 . olO . gs Method 
44225 End 
none Score 
44225. .45286 

42676 

89013 Strand 
47829 End 
OJ000250_91 . 0405 . C51 . o5 . np Method 
47780 End 
7442735 Score 
47780. .47901, 48041 .. 48274 , 484 36 .. 48529, 48627 .. 48844 , 



Seq. ID OJ000250_91.0405.C51 
+ 

58611 
AAT/NAP 
50470 
1043 



43115 



48954. .49087, 49193 .. 4 9420, 49512 49621, 4 964 9 4 9927, 
50437. .50470 

GI Descrip. amino acid transport protein AAPl - castor bean 

gi I 3293031 1 emb I CAA07563.il (AJ007574) amino acid carrier 
[Ricinus communis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42676 Seq. ID 

89013 Strand 

47829 End 

OJ000256_91 . 0405 . C51 . oil . gp Method 

47790 End 

LIB3475-006-P1-K1-A4 Score 



OJ000250_91,0405.C51 
+ 

58611 
AAT/GAP 
48559 
823 



47790. .47901, 4804 1 ., 48274 , 48436.-48559 
•3293031/emb|CAA07563| 3.0e-36 (AJ007574) 
[Ricinus communis] ' 



amino acid carrier 



Seq. No. 42676 
Gene No. 89013 
Start 47829 

Name OJ000250_91 . 0405 - 051 . oil . gs 

Start 47829 
GI none 

Exons 47829. .47901, 4804 1 .. 48274 , 

48954. .49087, 49193 .. 49420, 
50957. .51132, 51274 .. 5137 9, 
53354. .53468, 55367 .. 55442, 
55911. .55979, 56261 .. 56367, 
58087. .58193, 58383.. 58456 



Seq. ID OJ000250_91.0405.C51 

Strand + 

End 58611 

Method GENSCAN 

End 58456 

Score .52 
48436. .48529, 48627.-48844, 
49512. .49648, 49682 49840, 
52027. .52102, 52661 .. 52792, 
55642. .55717, 55796 .. 55828 , 
57097. .57169, 57774 .. 578 68 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42676 
89013 
47829 

OJ000250_91.0405.C51.o6.np 

51082 

7484844 



Seq. ID OJ000250_91.0405.C51 

Strand + 

End 58611 

Method AAT/NAP 

End 58453 

Score 1037 



51082. .51132, 51297. .51379, 52027 .. 52102, 52661 .. 52792, 
54372. .54417, 55367 .. 55442, 55642 .. 55717 , 55796 .. 55828, 
55911. .55979, 56261 .. 56367 , .57097 .. 57169, 57359 .. 57397, 
57774. .57868, 58087 .. 58 193, 58383.. 58453 
cell division protein pelota - Arabidopsis thaliana 
gi|3941543|gb|AAC82379.1| (AF069497) pelota [Arabidopsis 
thaliana] gi | 4469016 I emb I CAB38277 . 1 1 (AL035602) pelota (PELl) 
[Arabidopsis thaliana] gi | 7269619 | emb I CAB81415 . 1 1 (AL161571) 
pelota (PELl) [Arabidopsis thaliana] 



42676 Seq. ID 

89013 Strand 
47829 End 
OJ000250_91.0405.C51.ol3.gp Method 
58101 End 
LIB3432-030-P1-K1-F9 Score 
58101. .58193, 58383.. 58611 

'3941543 2.0e-15 (AF069497) pelota [Arabidopsis thaliana] 
>gi_4469016_emb_CAB38277_ (AL035602) pelota (PELl) [Arabidopsis 
thaliana] ' . 



OJ000250_91.0405.C51 
+ 

58611 
AAT/GAP 
58611 
593 



Seq. No. 



42676 



Seq. ID OJ000250_91.0405.C51 



43116 



Gene No. 


89014 




Strand 




Start 


6071 




End 


7316 


Name 


OJ000250 91 0405 C51 o2 


.np 


Method 


AAT /NAP 




6071 ~ 




End 


7316 




U 1 £. ± U *± O 




Score 


102 

X V ^ 


P von Q 


6071 6111 7186 7116 










^rtiruy Xv f f liy uiic u x^.*ci X 


protein [Oryza 


o a +- T 1 
o a. t_ X V a. J 




4267 6 




Seq. ID 


OJ000250 91 


Gene No . 


89014 




Strand 




Start 


6071 




End 


7316 


Name 


OJ000250 91.0405.C51.o4 


• gp 


Method 


AAT /GAP 


Start 


6864 


End 


7302 


GI 


7406 1.R1084 




Score 


589 


Exons 


6864.. 6938, 6973. .7302 








GI Descrip. 


•1122315/emb|CAA63901| 


7.0e- 


-10 (X94191) 


heat shock 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



[Pennisetum glaucxim] ' 

42676 Seq. ID 

89015 Strand 
10241 End 
OJ000250_91 .0405 . C51 . o5 . gp Method 
10241 End 
325_1.R1084 Score 
10241. .10762, 
14330. .14383, 
15359. .15465, 
16502. .16779, 



11149. .11209, 
14723. .14797, 
15606. .15654, 
16861. .16890 



OJ000250_91.0405.C51 

16965 
AAT /GAP 
16890 
3176 

11290. .11449, 14213. .14250, 
14914. .15042, 15158. .15245, 
15750. .15853, 16034 16073, 



'121343/sp|P14655|GLN2_ORYSA O.Oe+00 GLUTAMINE SYNTHETASE SHOOT 
ISOZYME, CHLOROPLAST PRECURSOR (GLUTAMATE- -AMMONIA LIGASE) 

(CLONE LAMBDA-GS31) >gi_68598_j3ir ^AJRZQD glutamate — ammonia 

ligase (EC 6.3.1.2) delta precursor, chloroplast - rice 
>gi_20370_emb_CAA32462_ (X14246) precursor chloroplastic 
glutamine synthetase (AA -46 to 382) [Oryza sativa] ' 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42676 
89015 
10241 

OJ000250_91.0405.C51.o3.gs 

10623 

none 

10623. .10762, 
14914. .15042, 
15750. .15877, 



11083. .11209, 
15158. .15245, 
16502. .16752, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14330. .14383, 
15359, .15465, 



OJ000250 91.0405.C51 



16965 
GENSCAN 
16965 
.65 

14723. 
15606. 



14797, 
15654, 



16827, ,16965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42676 Seq, ID 

89015 Strand 

10241 End 

OJ000250_91.0405.C51.o3.np Method 

10626 End 

121343 Score 



OJ000250_91.0405,C51 

16965 
AAT /NAP 
16743 
1917 



10626. .10762, 11149. . 11209, 11290 .. 1144 9, 14213 .. 14250, 
14330. .14383, 14723 .. 14797, 14914 .. 15042 , 15158 .. 15245, 
15359. .15465, 15606. . 15654, 15750 ,. 15853, 16034 .. 16073, 
16502. .16743 

GLUTAMINE SYNTHETASE SHOOT ISOZYME, CHLOROPLAST PRECURSOR 
(GLUTAMATE—AMMONIA LIGASE) (CLONE LAMBDA-GS31) 



43117 



gi| 68598 Ipir I lAJRZQD glutamate — ammonia ligase (EC 6.3.1.2) 
delta precursor, chloroplast - rice gi | 20370 I emb I CAA324 62 | 
(X14246) precursor chloroplastic glutamine synthetase (AA -46 to 
382) [Oryza sativa] 



Seq. No. 42676 

Gene No. 89016 

Start 17814 

Name OJ000250_91 . 0405 . C51 . o4 . gs 

Start 17814 

GI none 
Exons 



Seq. ID OJ000250_91.0405.C51 



Strand 
End 

Method 

End 

Score 



20617 
GENSCAN 
20617 
.6 



17814. .18441, 18523. .19743, 20059 .. 20307 , 20391.. 20617 



Seq. No. 42676 

Gene No. 89017 

Start 26042 

Name OJ000250_91 . 04 05 . C5 1 . o4 . np 

Start 26042 

GI 7486331 

Exons 26042. .26118, 35900. 

37115. .37201, 37555. 

GI Descrip. 



OJ000250 91.0405.C51 



Seq. ID 
Strand 

End 39511 
Method AAT/NAP 
End 38559 
Score 869 
36131. .36349, 36941 .. 37035, 
37801. .37899, 38275.. 38559 
hypothetical protein F28M20.60 - Arabidopsis thaliana 
gi I 3281853 I emb I CAA19748.il (AL031004) putative protein 
[Arabidopsis thaliana] gi | 7270078 | emb | CAB79893 . 1 | (AL161579) 
putative protein [Arabidopsis thaliana] 



36035, 
37710, 



Seq. No. 42676 

Gene No. 89017 

Start 26042 

Name OJ000250_91 . 04 05 . C51 . o7 . gp 

Start 28245 

GI 16490_1.R1084 

Exons 28245. .28308 

GI Descrip. ' 4584525/emb | CAB40756 . 1 | 7. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_91.0405.C51 

39511 
AAT/GAP 
28308 
94 



Oe-38 (AL04 9607) protein phosphatase 



2C-like protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42676 Seq. ID 

89017 Strand 

26042 End 
OJ000250_91 . 04 05 . C51 - olO . gp Method 

35581 End 

19694_1.R1084 Score 

35581. .36035, 36131 .. 36205, 

37555. .37710, 37801 37899, 



OJ000250_91.0405.C51 

39511 
AAT/GAP 
38331 
1914 



36944. .37035, 37115 .. 37201, 
38275. .38331 

'3281853/emb|CAA19748| 2.0e-98 (AL031004) putative protein 
[Arabidopsis thaliana] ' 



42676 
89017 
26042 

OJ000250_91.0405.C51.o8.gs 

35886 

none 



Seq. ID OJ000250_91.0405.C51 
Strand 

End 39511 

Method GENSCAN 

End 39511 

Score .85 



35886. .36035, 36131 .. 36205, 36944 .. 37035, 37115 .. 37201, 
37555. .37710,- 37801. .37899, 38275 .. 38402, 39450. .39511 



Seq. No. 



42676 



Seq. ID OJ000250_91.0405.C51 



43118 



Gene No. 


89018 






Strand 








Start 


56259 






End 


58482 




Name 


OJ000250 91.0405.C51 


.o5 . tm 


Method 


TBLASTX: 


Maize 


Start 


1603 






End 


2199 






GI 


none 






Score 


93 






Exons 


1603. . 


1731, 1611.. 1709, 1765 


..2064, 1782. .2003, 


2128. .2199 


Seq. No. 


42676 






Seq. ID 


OJ000250 


_91.0405 


.C51 


Gene No. 


89018 






Strand 








Start 


56259 






End 


58482 






Name 


OJ000250 91.0405.C51 


.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


1897 






End 


2277 






GI 


none 






Score 


209 






Exons 


1897. . 


2091, 1903.. 2103, 2097 


..2216, 2101. .2277, 


2101. .2247 


Seq. No. 


42676 






Seq. ID 


OJ000250 


_91.0405 


.C51 


Gene No . 


89018 






Strand 








Start 


56259 






End 


58482 






Name 


OJ000250 91.0405.C51 


.06. tm 


Method 


TBLASTX: 


Maize 




Start 


10600 






End 


14253 






GI 


none 






Score 


194 






Exons 


10600. 


.10767, 10609. 


.10764, 


10653. .10766, 11126 


. .11209, 






11148, 


.11210, 11148. 


.11225, 


11161. .11214, 11289 


. . 11450, 






11290. 


.11451, 11291. 


.11452, 


14213. .14251, 14215 


. . 14253 




Seq. No. 


42676 






Seq. ID 


OJ000250 


_91.0405 


.C51 


Gene No . 


89018 






Strand 








Start 


56259 






End 


58482 






Name 


OJ000250 91.0405.C51 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


10622 






End 


16575 






GI 


none 






Score 


158 






Exons 


10622. 


.10759, 10627. 


.10764, 


10671. .10763, 11126 


. .11209, 






11142. 


.11216, 11147. 


.11206, 


11148. .11210, 11149 


. .11214, 






11289. 


.11447, 11290. 


.11448, 


11290. .11451, 11291 


. .11452, 






14213. 


.14251, 14215. 


.14253, 


14330. .14386, 14334 


. .14384, 






14722. 


.14799, 14723. 


.14800, 


14724. .14801, 14914 


. .15045, 






14915. 


.15046, 14918. 


.15043, 


15147. .15233, 15149 


. . 15244, 






15216. 


.15245, 15358, 


.15465, 


15358. .15465, 15359 


. .15466, 






15604. 


.15660, 15618. 


.15653, 


15750. .15800, 15752 


. .15856, 






16501. 


.16575 












Seq. No. 


42676 






Seq. ID 


OJ000250 


_91.0405 


.C51 


Gene No. 


89018 






Strand 








Start 


56259 






End 


58482 






Name 


OJ000250 91.0405.C51 


.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


10627 






End 


11433 






GI 


none 






Score 


161 






Exons 


10627. 


.10767, 10671. 


.10763, 


11124. .11210, 11126 


. .11209, 






11290. 


.11433, 11294. 


.11431 










Seq. No. 


42676 






Seq. ID 


OJ000250 


_91.0405 


.C51 


Gene No. 


89018 






Strand 








Start ^ 


56259 






End 


58482 






Name 


OJ000250 91.0405.C51 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


14213 






End 


16578 






GI 


none 






Score 


68 






Exons 


14213. 


.14251, 14215. 


.14250, 


14333. .14386, 14334 


. .14384, 





43119 




14723. .14800, 
14796. ,14819, 
15149. .15244, 
15358. .15465, 
15752. .15856, 



14723. .14800, 
14914. .15045, 
15170. .15247, 
15604. .15660, 
16501. .16578, 



14724. .14801, 
14915. .15046, 
15355. .15465, 
15618. .15653, 
16502. .16555 




14730^.14801, 
14918. .15043, 
15356. .15466, 
15750. .15800, 



Seq. No. 42676 Seq. ID 

Gene No. 89018 Strand 

Start 56259 End 

Name OJ000250_91 . 0405 . C51 . ol . tw Method 

Start 14215 End 

GI none Score 
Exons 



OJ000250_91.0405.C51 
58482 

TBLASTX: Wheat 

15226 

41 



14215. .14250, 14216. .14251, 14 333 .. 14386, 14334 14384 , 
14723, .14800, 14724 14798 , 14 914 .. 15045, 14918 ,, 1504 6, 
15149. .15226, 15158.. 15226 



fii 



Seq, No. 42676 
Gene No. 89018 
Start 56259 

Name OJ000250_91 . 04 05 . C51 . o2 . tm 

Start 14330 
GI none 

Exons 14330. .14386, 14331 .. 14384 , 

14724. .14798, 14727 14801, 
15149. .15244, 15158 .. 15247, 
15359. .15466, 15604 .. 15654 , 
15786. .15860, 16501 ., 16617, 
16712, .16753 



Seq, ID OJ000250_91.0405.C51 
Strand 

End 58482 

Method TBLASTX : Mai ze 

End 16753 

Score 75 
14722. .14799, 14723 ., 14800, 
14914. .15045, 14918. .15043, 
15358. .15465, 15358 .-. 15465, 
15728. .15844, 15752 .. 15856, 
16502. .16633, 16708 .. 16752, 



Seq. No, 42676 

Gene No. 89018 

Start 56259 

Name OJ000250_91 . 0405 . C51 . 

Start 17994 

GI none 

Exons 17994, .18041, 17995.. 
18058. .18234 



o9,tm 



Seq. ID OJ000250_91.0405.C51 



Strand 
End 

Method 

End 

Score 



58482 

TBLASTX: Maize 

18234 

54 



18039, 18039. .18233, 18057 .. 18233, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42676 
89018 
56259 

OJ000250_91. 0405. C51. oil. tm 
20032 
none 

20032. .20286, 20058 ,, 2024 9, 20250.. 20294 



Seq. ID OJ000250_91.0405.C51 



Strand 
End 

Method 

End 

Score 



58482 

TBLASTX: Maize 
20294 
175 



OJ000250 91.0405.C51 



42676 Seq. ID 

89018 Strand 

56259 End 
OJ000250_91 . 0405 . C51 . o7 . tm Method 

23452 End 

none Score 

23452. .23559, 23566 .. 23673, 23567 .. 23710, 23712 .. 23783, 
23829. .24038 



58482 

TBLASTX: Maize 

24038 

82 



Seq, No, 
Gene No. 



42676 
89018 



Seq. ..ID OJ000250_91.0405,C51 
Strand 



43120 



start 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56259 

OJ000250_91.0405.C51.o3.tm 

31949 

none 

31949. .32152, 31951 32154 , 

32256. .32366, 32258 .. 32368, 

32464. .32628, 324 66 32630, 

32773. .32889, 32785 .. 32889, 

32979. .33035, 32987 33037, 

34043. .34078, 34076 .. 34225, 

42676 
89018 
56259 

OJ000250_91.0405.C51.o5.ts 

31949 

none 



End 58482 
Method TBLASTXiMa 
End 34234 
Score 276 

31952. .32155, 31953.. 

32259. .32369, 32464.. 

32466. .32630, 32632.. 

32786. .32905, 32787.. 

33999. .34043, 34002.. 

34082. .34234, 34147.. 



ize 



32153, 
32628, 
32652, 
32891, 
34043, 
34233 



Seq. ID OJ000250_91.0405.C51 
Strand 

End 58482 

Method • TBLASTX : Soybean 

End 32563 

Score 56 



31949. .31978, 31951 .. 31977, 32033 .. 32152, 32062 .. 32154 , 
32256. .32348, 32258 .. 32368, 32464 .. 32487, 32465., 32563 



Seq. No. 42676 
Gene No. 89018 
Start 56259 

Name OJ000250_91 . 0405 . C51 . o3 . tw 

Start 32757 
GI none 
Exons 32757, 

32991, 

34180, 



.32888, 32757. 
.33056, 34001. 
.34233 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_91.0405.C51 
58482 

TBLASTX: Wheat 

34234 

135 



.32888, 32758. 
.34111, 34002. 



.32889,' 32987. .33058, 
.34109, 34130. .34234, 



Seq. No. 42676 
Gene No. 89018 
Start 56259 

Name OJ000250_91. 0405.C51.o4 .tm 

Start 35838 
GI none 
Exons 35838. 

36128. 

36949. 

37549. 

38266. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 91.0405.C51 



.36038, 35879. .36037, 

.36205, 36131. .36205, 

:37038, 37113. .37202, 

.37701, 37556. .37717, 

.38367, 38273. .38404, 



58482 

TBLASTX: Maize 
38405 
170 

35886. .36038, 36127 36204 , 
36942. .37037, 36944 .. 37036, 
37114. .37203, 37547 37717, 
37802. .37906, 37803 37907, 
38274. .38405 



Seq. No, 42676 
Gene No, 89018 
Start 56259 

Name OJ000250_91, 0405.C51,o4 , ts 

Start 35898 
GI none 

Exons 35898. .36038, 36129 .. 36206, 

36940. .37035, 36944 .. 37036, 
37114. .37203, 37118 .. 37216, 
37556, .37669, 37619 .. 37717, 
38260. .38400, 38266 ., 38367, 
38276. .38401 



Seq. ID OJ000250_91.0405.C51 
Strand 

End 58482 

Method TBLASTX : Soybean 

End 38404 

Score 90 
36131. .36205, 36924 37034, 
36948. .37037, 37113 .. 37202, 
37551. .37649, 37556 .. 37654, 
37802. .37906, 37803 .. 37 907, 
38273. .38404, 38274 .. 38399, 



Seq. No. 
Gene No. 



42676 
89018 



Seq. ID OJ000250_91.0405.C51 
Strand 



43121 




start 


56259 




End 


58482 




Name 


OJ000250 91.0405.C51 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


35919 




End 


37678 




GI 


none 




Score 


110 




Exons 


35919, .36038, 36131. 


.36187, 


36942. .37034, 36944 .. 37036, 






36948, .37043, 37113. 


.37205, 


37114. .37203, 37556 .. 37678, 






37560. .37658 










Seq. No. 


42676 




Seq. ID 


OJ000250_91.0405 


.C51 


Gene No. 


89018 




Strand 


- 




Start 


56259 




End 


58482 




Name 


OJ000250 91.0405,C51 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


38273 




End 


38405 




GI 


none 




Score 


155 




Exons 


38273. .38404, 38274. 


.38405 








Seq. No. 


42676 




Seq. ID 


OJ000250_91,0405 


.C51 


Gene No. 


89018 




Strand 






Start 


56259 




End 


58482 




Name 


OJ000250 91. 0405. 051 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


47859 




End 


49924 




GI 


none 




Score 


59 




Exons 


47859. .47918, 48037. 


.48276, 


48039. .48257, 48699 ., 48836, 






48700. .48843, 48958. 


.49053, 


48959. .49087, 49190 4 9423, 






49228. .49422, 49650. 


.49922, 


49658. .49924 




Seq. No. 


42676 




Seq. ID 


OJ000250_91,0405 


.C51 


Gene No. 


89018 




Strand 






Start 


56259 




End 


58482 




Name 


OJ000250_91.0405.C51 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


47874 




End 


49940 




GI 


none 




Score 


54 




Exons 


47874. .47918, 48037. 


.48276, 


48039. .48275, 48627 .. 48677 , 






48628. .48708, 48684. 


.48842, 


48688. .48843, 48938 .. 4 9087 , 






48958. .49083, 49190, 


.49423, 


49249. .49413, 49506 .. 49607, 






49650. .49940, 49673. 


.49933 








Seq. No. 


42676 




Seq. ID 


OJ000250_91.0405 


.C51 


Gene No. 


89018 




Strand 






Start 


56259 




End 


58482 




Name 


OJ000250 91.0405.C51 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


48049 




End 


48753 




GI 


none 




Score 


269 




Exons 


48049. .48276, 48051. 


.48176, 


48646. .48708, 48700. .48753 




Seq. No. 


42676 




Seq. ID 


OJ000250_91.0405 


.C51 


Gene No. 


89018 




Strand 






Start 


56259 




End 


58482 




Name 


OJ000250 91 .0405.051 


.ol .tm 


Method 


TBLASTX: Maize 




Start 


48759 




End 


49942 




GI 


none 




Score 


114 




Exons 


48759. .48848, 48760. 


.48843, 


48956. .49087, 48958 .. 49089, 






48967. .49089, 49189. 


.49248, 


49190. .49423, 4 924 6 .. 4 9425, 






49506. .49586, 49517. 


.49621, 


49649. .49942, 49656. .49940 




Seq. No. 


42676 




Seq. ID 


OJ000250_91.0405 


.051 


Gene No. 


89018 




Strand 







43122 



start 
Name 
Start 
GI 

Exons 



56259 

OJ000250_91.0405.C51.ol0.tin 

51079 

none 

51079. .51135, 51294. .51380, 

52025. .52108, 52025 .. 52114 , 

52661. .52792, 54369 .. 54425, 

55636. .55710, 55639 .. 55713, 

55782. .55841, 55794 .. 55829, 

55905. .55979, 55908 .. 55994 , 

56258. .56392, 56258 .. 56371, 

5J.095. .57187, 57773 .. 57877 , 

58075. .58185, 58085 .. 58195, 

58384. .58470, 58384. .58482 



End 58482 
Method TBLASTXrMa 
End 58482 
Score 7 6 
51294. .51380, 51296 
52659. .52745, 52660 
55362. .55442, 55366 
55640. .55726, 55640 
55795. .55830, 55904 
55919. .55981, 56253 
57091. .57171, 57091 
57774. .57869, 57778 
58087. .58191, 58382 



ize 



51385, 
52794, 
55440, 
55717, 
55981, 
56369, 
57171, 
57888, 
58459, 



Seq. No. 42676 Seq. ID OJ000250_91 . 0405 . C51 

Gene No. 89018 Strand 

Start 56259 End 58482 

Name OJ000250_91 . 0405 . C51 . ol2 . gp Method AAT/GAP 

Start 56259 End 56406 

GI LIB3475-011-P1-K1-F12 Score 177 

Exons 56259. .56406 

GI Descrip. '3941543 l.Oe-25 (AF069497) pelota [Arabidopsis thaliana] 

>gi_4469016_emb_CAB38277_ (AL035602) pelota (PELl) [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42677 



Seq. ID OJ000250_91.0405.C52 
+ 

2109 
AAT/NAP 
2109 
334 



Strand 
End 

Method 

End 

Score 



89019 
1 

OJ000250_91.0405.C52.ol.np 
1 

6069646 
1..45, 1722. .2109 

(AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


42677 










Seq. ID 


OJ000250_ 


_91. 


0405. 


C52 


Gene No. 


89020 










Strand 










Start 


2007 










End 


2086 








Name 


OJ000250 91 


.0405 


.C52. 


ol 


.gs 


Method 


GENSCAN 








Start 


2007 










End 


2086 








GI 


none 










Score 


.4 








Exons 


2007. .2086 




















Seq, No. 


42678 










Seq. ID 


OJ000250_ 


91. 


0405. 


C53 


Gene No. 


89021 










Strand 


+ 








Start 


7147 










End 


7374 








Name 


OJ000250 91 


.0405 


.C53, 


o2 


. gs 


Method 


GENSCAN 








Start 


7147 










End 


7374 








GI 


none 










Score 


1 








Exons 


7147. .7374 




















Seq. No. 


42678 










Seq. ID 


OJ000250_ 


91. 


0405. 


C53 


Gene No. 


89022 










Strand 











43123 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



291 End , 

OJ000250_91.0405.C53.ol.gs Method 

291 End 

none Score 



7198 
GENSCAN 
7049 
.62 



291. .670, 1432. .1451, 6016. .6047, 6711. .7049 



42678 
89022 
291 

OJ000250__91..0405.C53.ol.gp 

6274 

699981 

6274. .6641 



Seq. ID OJ000250_91.0405.C53 

Strand ■ - 

End 7198 

Method AAT/GAP 

End 6641 

Score 713 



42678 
89022 
291 

OJ000250_91.0405.C53.ol.np 
6669 
4531440 
6669.. 6810, 6894.. 7198 

(AC006224) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000250_91.0405.C53 
Strand 

7198 
AAT/NAP 
7198 
163 



End 

Method 

End 

Score 



42678 
89023 
7982 

OJ000250_91 . 0405 , C53 . o3 . gs 

7982 

none 



Seq. ID OJ000250_91.0405.C53 
Strand 

End 10163 

Method GENSCAN 

End 10163 

Score .73 



7982.. 8158, 9240.. 9298, 10109.. 10163 



42678 
89024 
11618 

OJ000250_91.0405.C53.o4.gs 
11618 
none 

11618.. 11754 

42679 
89025 
60 

OJ000250_91.0405.C54.ol.gs 
60 

none 

60. .104, 418. .588, 1050. .1175 

42679 
89026 
2646 

OJ000250_91.0405.C54.o2.gs 

2646 

none 



Seq. ID OJ000250_91.0405.C53 
Strand 

End 11754 

Method GENSCAN 

End 11754 

Score .83 



Seq. ID OJ000250_91.0405.C54 

Strand + 

End 1175 

Method GENSCAN 

End 1175 

Score . 68 



Seq. ID OJ000250_91.0405.C54 
Strand 

End 5022 

Method GENSCAN 

End 5022 

Score .84 



2646. .2676, 3113. .3249, 3710. .3806, 4646. .4771, 4973. .5022 



42680 
89027 



Seq. ID OJ000250_91.0405.C55 
Strand 



43124 



start 


499 




End 


1388 


Name 


OJ000250 91.0405.C55.ol, 




Method 


GENSCAN 


Start 


499 




End 


1388 


GI 


none 




Score 


.74 


Exons 


499. .688, 760. .881, 983, 


. .1072 


, 1199.. 1388 


Seq. No. 


42680 




Seq. ID 


OJ000250_91.0405.C55 


Gene No. 


89028 




Strand 




Start 


2188 




End 


4105 


Name 


OJ000250 91.0405.C55.o2 


. gs 


Method 


GENSCAN 


Start 


2188 




End 


4105 


GI 


none 




Score 


.96 


Exons 


2188. .2323, 2875. .2984, 


3254. 


.3432, 4096. .4105 


Sea No. 


42680 




Seq. ID 


OJ000250_91.0405.C55 


Gene No. 


89029 




Strand 




Start 


4610 




End 


9442 


Name 


OJ000250 91.0405.C55.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4400 




End 


7282 


GI 


none 




Score 


80 


Exons 


4400. .4522, 4608. .4730, 


4609. 


.4731, 4613. .4738, 4614. .4742, 




5860. .6018, 5861. .6016, 


6993. 


.7205, 6993. .7181, 6998. .7213, 




7199.. 7282, 7215.. 7268 








Seq. No. 


42680 




Seq. ID 


OJ000250_91.0405.C55 


Gene No. 


89029 




Strand 




Start 


4610 




End 


9442 


Name 


OJ000250 91.0405.C55.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4607 




End 


6018 


GI 


none 




Score 


177 


Exons 


4607. .4738, 4608. .4736, 


5855. 


.5902, 5860. .6018, 5861. .6016 


Seq. No. 


42680 




Seq. ID 


OJ000250_91.0405.C55 


Gene No. 


89029 




Strand 




Start 


4610 




End 


9442 


Name 


OJ000250 91.0405.C55.o3 


. gs 


Method 


GENSCAN 


Start 


4610 




End 


9442 


GI 


none 




Score 


.96 


Exons 


4610. .4729, 5860. .6015, 


6998. 


.7267, 7946. .9442 


Sea. No. 


42680 




Seq. ID 


OJ000250_91.0405.C55 


Gene No. 


89029 




Strand 




Start 


4610 




End 


9442 


Name - 


OJ000250 91.0405.C55.ol 


.np 


Method 


AAT/NAP 


Start 


4613 




End 


8692 


GI 


6554202 




Score 


1694 




4613. .4729, 5860. .6015, 


6998. 


.7267, 7946. .8692 


GI DescriD. 


(AC011661) T23J18.5 [Arabidopsis thaliana] 


Sea No 


42680 




Seq. ID 


OJ000250_91.0405.C55 


Gene No. 


89029 




Strand 




Start 


4610 




End 


9442 


Name 


OJ000250 91.0405.C55.ol 


.gp 


Method 


AAT/GAP 


Start 


5983 




End 


8132 


GI 


uC-osflcypl21b09bl 




Score 


928 


Exons 


5983.. 6015, 6998.. 7267, 


7946. 


.8132 




GI Descrip. 


'4585871/gb|AAD25544.1 |AC005850_1 1 . Oe 


-67 (AC005850) Unknown 



43125 




protein [Arabidopsis thaliana] ' 



Seq. No. 


42680 








Seq. ID 


OJ000250_91 . 0405 . C55 


qqqq No. 


89029 








Strand 




Start 


4610 








End 


9442 


Name 


OJ.000250 91 


.0405. 


C55.02 


. tm 


Method 


TBLASTX: Maize 


Start 


7205 








End 


8185 


GI 


none 








Score 


88 


Exons 


7205. .7282, 


7206. 


.7268, 


7943. 


.8125, 7944. .8123, 7945. .8124, 




8088. .8183, 


8126. 


.8182, 


8126. 


. 8185 




Seq. No. 


42680 








Seq. ID 


OJ000250_91.0405.C55 


npnp No . 


89029 








Strand 




Start 


4610 








End 


9442 


Name 


OJ000250 91 


.0405. 


C55.01 


. ts 


Method 


TBLASTX : Soybean 


Start 


7946 ~ 








End 


8281 


GI 


none 








Score 


261 


Exons 


7946. .8242, 


7946. 


.8281, 


7947. 


. 8270 




Seq. No. 


42680 








Seq. ID 


OJ000250_91.0405.C55 


flifanp No 


89029 








Strand 




Start 


4610 








End 


9442 


Name 


OJ000250 91 


. 0405. 


C55 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8432 ~~ 








End 


8731 


GI 


none 








Score 


393 


F.von ^ 

i_J V_/ 1 1 


8432 . . 8731, 


8463. 


. 8729 








Seq. No. 


42680 








Seq. ID 


OJ000250_91 . 0405 .C55 


Gene No . 


89029 








Strand 




Start 


4610 








End 


9442 


Name 


OJ000250 91 


.0405. 


C55.01 


. tc 


Method 


TBLASTX: Cress 


Start 


8435 ~ 








End 


8669 


GI 


none 








Score 


105 


p von s 


8435. . 8488, 


8465. 


.8587, 


8469. 


.8585, 8519. .8668, 8589, .8657, 




8589. .8669 












Seq. No. 


42680 








Seq. ID 


OJ000250_91 . 0405 . C55 


ripnp No 


89029 








Strand 




Start 


4610 








End 


9442 


Name 


OJ000250 91 


, 0405. 


C55.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


8524 ~ 








End 


8758 


GI 


none 








Score 


153 


Exons 


8524. .8724, 


8528. 


.8758, 


8535. 


.8723, 8536.. 8724 


Seq. No. 


42680 








Seq. ID 


OJ000250_91 . 0405 . C55 


f^pnp No 


89029 








Strand 




Start 


4610 








End 


9442 


Name 


OJ000250 91 


. 0405. 


C55.04 


. tm 


Method 


TBLASTX: Maize 


Start 


8732 ~ 








End 


8948 


GI 


none 








Score 


79 


Exons 


8732. .8800, 


8733. 


.8801, 


8733. 


.8801, 8813. .8947, 8814.. 8948 


Seq. No. 


42681 








Seq. ID 


OJ000250_91.0405.C56 


Gene No. 


89030 








Strand 


+ 


Start 


1052 








End 


3611 


Name 


OJ000250 91 


.0405. 


C56.01 


.gs 


Method 


GENSCAN 


Start 


1052 








End 


3387 



43126 



GI ■ 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .48 

1052. .1083, 1166. .1541, 2058. .2187, 2339. .3387 



42681 Seq. ID 

89030 Strand 

1052 End 

OJ000250_91.0405.C56.ol.gp Method 

1268 End 

215 1.R1084 Score 



OJ000250_91.0405.C56 
+ 

3611 
AAT/GAP 
3611 
3247 



1268. .1541, 2058. ,2187, 2283. .3611 

'4158219/einb|CAA77234 1 O.Oe+00 (Y18623) amylogenin [Oryza 
sativa] * 



Seq. No. 


42681 


Seq. ID 


OJ000250_91. 


0405 


.C56 


Gene No. 


89030 


Strand 


+ 






Start 


1052 


End 


3611 






Name 


OJ000250 91.0405.C56.ol.np 


Method 


AAT/NAP 






Start 


1425 


End 


2906 






GI 


7269940 


Score 


171 






Exons 


1425. .1541, 2058. .2187, 2869 


. .2906 








GI Descrip. 


(AL161577) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


42681 


Seq. ID 


OJ000250_91. 


0405 


.C56 


Gene No. 


89030 


. Strand 


+ 






Start 


1052 


End 


3611 






Name • 


OJ000250 91.0405.C56.o2.np 


Method 


AAT/NAP 






Start 


2344 


End 


3384 






GI 


4158219 


Score 


1831 






Exons 


2344. .3384 










GI Descrip. 


(Y18623) amylogenin [Oryza sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42681 
89031 
3622 

OJ000250_91.0405.C56.o4.tm 

1401 

none 

1401. .1424, 1428. .1619, 2052, 
2337. ,2468, 2338. .2469, 2340, 

42681 
89031 
3622 

OJ000250_91.0405.C56.ol.tc 

2413 

none 

2413. .2538, 2550. .2804, 2550. 
3045. .3122, 3046. .3141, 3049. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 91.0405.C56 



9511 

TBLASTX: Maize 
2471 
39 

.2186, 2057. .2188^ 2060. .2188, 
.2471, 2342.. 2476' 



Seq. ID OJ000250_91.0405.C56 
Strand 

End 9511 
Method TBLASTX : Cress 
End 3360 
Score 117 

.2993, 2551. .3057, 2584. .3006, 
.3126, 3169.. 3360 



Seq. No. 42681 Seq. ID 

Gene No. 89031 Strand 

Start 3622 End 

Name OJ000250_91 . 0405 . C56 . o2 , tw Method 

Start 2413 End 

GI none Score 

Exons 2413.. 2538, 2551.. 2640 



OJ000250_91.0405.C56 
9511 

TBLASTX: Wheat 

2640 

121 



43127 




Seq. No. 


42681- 








Seq. ID 


OJ000250 


_91.0405.C56 


Gene No. 


89031 








Strand 






Start 


3622 








End 


9511 




Name 


OJ000250 91 


.0405. 


C56.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2471 








End 


3391 




GI 


none 








Score 


82 




Exons 


2471. .2536, 


2472. 


.2537, 


2473. . 


,2547, 2473.. 2538, 


2551. .3387, 




2551. .3387, 


3239. 


.3391 










Seq. No. 


42681 








Seq. ID 


OJ000250 


_91.0405-C56 


Gene No. 


89031 








Strand 






Start 


3622 








End 


9511 




Name 


OJ000250 91 


.0405. 


C56.01 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2532 








End 


3366 




GI 


none 








Score 


63 




Exons 


2532. .2636, 


2532. 


.2849, 


2551. . 


3075, 3073. .3138, 


3099. .3125, 




3139. .3174, 


3168. 


.3365, 


3169. . 


3366 






Seq. No. 


42681 








Seq. ID 


OJ000250 


_91.0405.C56 


Gene No. 


89031 








Strand 






Start 


3622 








End 


9511 




Name 


OJ000250 91 


.0405. 


C56.01 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2904 








End 


3348 




GI 


none 








Score 


110 




Exons 


2904. .2993, 


2905. 


.3057, 


3046. . 


3141, 3169. .3348 




Seq. No. 


42681 








Seq. ID 


OJ000250 


_91.0405.C56 


Gene No. 


89031 








Strand 






Start 


3622 








End 


9511 




Name 


OJ000250 91 


. 0405. 


056. o2 


. gs 


Method 


GENSCAN 




Start 


3622 








End 


9266 




GI 


none 








Score 


.81 




Exons 


3622. ,3774, 


4221. 


.4334, 


4512. . 


4626, 4728.. 5134, 


5916. .6050, 




6150. .6544, 


6799. 


.7490, 


7588. . 


7671, 7769.. 7860, 


7948. .8031, 




8109. .8288, 


8832. 


.8876, 


8973. . 


9266 






Seq. No. 


42681 








Seq, ID 


OJ000250 


_91.0405.C56 


Gene No. 


89031 








Strand 






Start 


3622 








End 


9511 




Name 


OJ000250 91 


.0405. 


C56.02 


• gp 


Method 


AAT/GAP 




Start 


3814 






End 


4560 




GI 


38868 1.R1084 






Score 


1120 




Exons 


3814. .4334, 


4512. 


.4560 










GI Descrip. 


'3549652/emb|CAA12272| : 


l.Oe-31 


. (AJ224 982) MAP3K 


epsilon prot 




kinase [Arabidopsis thaliana] ' 








Seq. No. 


42681 








Seq. ID 


OJ000250 


_91.0405-C56 


Gene No. 


89031 








Strand 






Start 


3622 








End 


9511 




Name 


OJ000250 91 


.0405. 


C56.03 


. tm 


Method 


TBLASTX:] 


Maize 


Start 


3843 








End 


4613 




GI 


none 








Score 


48 




Exons 


3843. .3881, 


3994. 


.4023, 


3995. . 


4024, 3995. .4024, 


4095. .4133, 




4096. .4134, 


4100. 


.4336, 


4155. . 


4337, 4157. .4336, 


4158. .4337, 




4159. .4362, 


4505. 


.4612, 


4509. . 


4610, 4509. .4613, 


4510. .4611 


Seq. No. 


42681 








Seq. ID 


OJ000250 


_91.0405.C56 



43128 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



89031 Strand 

3622 End 

OJ000250_91 . 04 05 . C56 . o3 . ts Method 

3995 End 

none Score 



9511 

TBLASTX : Soybean 

4553 

48 



3995. .4024, 3995. .4024, 4095. .4133, 4096. .4134, 4100. .4336, 
4155. .4337, 4158. .4337, 4159. .4362, 4509. .4553 



Seq. No. 42681 Seq. ID 

Gene No. 89031 Strand 

Start 3622 End 

Name OJ000250_91 . 0405 . C56 . o4 . tc Method 

Start 4158 End 

GI none Score 

Exons 4158.. 4337, 4159.. 4332 



OJ000250_91.0405.C56 
9511 

TBLASTX: Cress 

4337 

192 



Seq. No. 42681 
Gene No. 89031 
Start 3622 

Name OJ000250_91.0405.C56.o3. 
Start 4161 
GI 3549652 

Exons 4161.. 4334, 4512.. 4626, 

6799. .7490, 7588.. 7671, 
8832. .8876, 8973.. 9245, 



Seq. ID 
Strand 
End 

np Method 
End 
Score 

4728. .5134, 

7769. .7860, 

9467. .9511 



OJ000250_91.0405.C56 

9511 
AAT/NAP 
9511 
2488 

5916. .6050, 6150. .6544, 
7948. .8031, 8109. .8288, 



GI Descrip. {AJ224982) MAP3K epsilon protein kinase [Arabidopsis thaliana] 



Seq. No. 42681 

Gene No. 89031 

Start 3622 

Name OJ000250_91 . 0405.C56.o2 .ts 

Start 4856 

GI none 
Exons 



Seq. ID OJ000250_91.0405.C56 



Strand 
End 

Method 

End 

Score 



9511 

TBLASTX: Soybean 

5135 

251 



4856. .5110, 4857. .5090, 4860. .5135, 4861. .5109 



Seq. No. 42681 

Gene No. 89031 

Start 3622 

Name OJ000250_91 . 0405 . C56 . o2 . tc 

Start 5921 

GI none 

Exons 5921.. 6052, 
6142. .6297, 



5922.. 6041, 5922. 
6147.. 6296, 6310. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6056, 5926 
.6390, 6312 



OJ000250 91.0405.C56 



9511 

TBLASTX: Cress 
6892 
74 

6051, 6135. 
6389, 6435. 



6296, 
6548, 



6451. .6549, 6800.. 6892, 6801.. 6887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 



42681 
89031 
3622 

OJ000250_91.0405.C56.o2.tm 

6371 

none 

6371.. 6391, 6373.. 6390, 6373. 



Seq. ID OJ000250_91.0405.C56 
Strand 

End 9511 

Method TBLASTX : Mai ze 

End 7 628 

Score 37 

.6426, 6453.-6548, 6457, 



6460. .6549, 6810. .7082, 6812. .7171, 6821. .7147, 7145, 



,6549, 
,7492, 



7148. .7492, 7150. .7494, 7159. .7530, 7587. .7625, 7587. .7628 



42681 
89031 



Seq. ID 
Strand 



OJ000250 91.0405.C56 



43129 



start 3622 End . 9511 

Name OJ000250_91 . 0405 . C56. o3 . gp Method 'AAT/GAP 

Start 6412 End 7404 

GI 33511_1.R1084 Score 1421 

Exons 6412.. 6544, 6799.. 7404 

GI Descrip. ' 354 9652/emb I CAA12272 | 2.0e-36 (AJ224982) MAP3K epsilon protein 
kinase [Arabidopsis thaliana] ' 





Seq. No. 


42681 




Seq. ID 


OJ000250 


91. 0405 .C56 




Gene No . 


89031 




Strand 








Start 


3622 




End 


9511 






Name 


OJ000250 91. 


0405.C56.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


7259 




End 


8147 






GI 


none 




Score 


190 






Exons 


7259. .7312, 


7325. .7492, 7326 


..7499, 7586. .7684, 


7587 7673, 






7587 . .7688, 


7588.. 7674, 7759 


..7851, 7771. .7794, 


7945 8034 






7949. .8020, 


8106. .8147 










Seq. No. 


42681 




Seq. ID 


OJ000250 


_91.0405.C56 




Gene No. 


89031 




Strand 








Start 


3622 




End 


9511 






Name 


OJ000250 91. 


0405. C56 o4 ar> 


Method 


AAT/GAP 






Start 


9127 ~ 


End 


9270 






GI 


none 




Score 


249 




3 


Exons 


^9127. .9270 












Seq. No. 


42682 




Seq. ID 


OJ000250 


91 0405 C57 


1= ■ 


Gene No. 


89032 




Strand 


+ 






Start 


10181 




End 


10390 






Name 


OJ000250 91. 


0405.C57.o3.gs 


Method 


GENSCAN 






Start 


10181 


End 


10390 






GI 


none 




Score 


.99 




y 


Exons 


10181. .10390 












Seq. No. 


42682 




Seq. ID 


OJ000250 


_91.0405.C57 




Gene No. 


89033 




Strand 


+ 






Start 


11576 




End 


18931 






Name 


OJ000250 91. 


0405.C57.o4.. gs 


Method 


GENSCAN 






Start 


11576 


End 


18922 






GI 


none 




Score 


.61 




J 


Exons 


11576. .12131 


, 13471. .13725, 


15516. .15706, 15759 


. .15885, 




15958. .16027 


, 16739. .17024, 


17396. .18922 





Seq. No. 42682 

Gene No. 89033 

Start 1157 6 

Name OJ000250_91 . 0405 . C57 . o3 . np 

Start 15891 

GI 6358806 

Exons 15891. .15975, 16486 .. 16549, 

17647. .18931 
GI Descrip. (AC010675) putative peptide 

Seq. No. 42682 

Gene No, 89034 

Start 1 

Name OJ000250_91 .0405. C57 . ol . gp 



Seq. ID OJ000250_91.0405.C57 

Strand + 

End 18931 

Method AAT/NAP 

End 18931 

Score 935 
16824. .17076, 17376 .. 17598 , 

transporter [Arabidopsis thaliana] 

Seq. ID OJ000250_91.0405.C57 
Strand 

End 5464 

Method AAT/GAP 



43130 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No, 
Start 



1 

none 
1. .287 

42682 
89034 
1 

OJ000250_91 . 0405 . C57 . ol .np 
1 

3549652 



End 
Score 



287 
570 



Seq. ID OJ000250_91.0405.C57 
Strand 

End 54 64 

Method AAT/NAP 

End 54 64 

Score 1047 



1..62, 1293. .1380, 1470. .1541, 1648. .1779, 2027. .2128, 
2456. .2539, 2614. .2704, 2817. .2890, 3356. .3376, 5139. .5273, 
5405.. 5464 

(AJ224982) MAP3K epsilon protein kinase [Arabidopsis thaliana] 



42682 
89034 
1 

OJ000250_91.0405.C57.ol.gs 
9 

none 



Seq. ID OJ000250_91.0405.C57 
Strand 

End 5464 

Method GENSCAN 

End 5464 

Score . 5 



9. .297, 425. .536, 1764. .1888, 2027. .2128, 2614. .2704, 
4145. .4167, 5139. .5273, 5405. .5464 



4*2682 
89035 
7570 

OJ000250_91.0405.C57.o2.gp 
7320 

20140_1.R1084 
7320.. 7633, 8266.. 8313, 9671. 



Seq. ID OJ000250_91.0405.C57 
Strand 

End 9881 

Method AAT/GAP 

End 9881 

Score 1066 
.9881 



M455194/emb|CAB36517.1| 6.0e-22 (AL035440) putative protein 
[Arabidopsis thaliana] ' 



42682 
89035 
7570 

OJ000250_91.0405.C57.o2.gs 
7570 
none 

7570. .7633, 9671. .9768 

42682 
89035 
7570 

OJ000250_91.0405.C57.o2.np 
7570 
7485346 

7570.. 7633, 8266.. 8313, 9671.. 
hypothetical protein F10M23.50 



Seq. ID OJ000250_91.0405.C57 
Strand 

9881 
GENSCAN 
9768 
.6 



End 

Method 
End 
Score 



OJ000250 91.0405.C57 



Seq. ID _ 
Strand 

End 9881 

Method AAT/NAP 

End 9768 

Score 189 
9768 

Arabidopsis thaliana 



gi I 4455194 I embi CAB36517.il (AL035440) putative protein 
[Arabidopsis thaliana] gi | 7269523 I emb | CAB79526 , 1 1 (AL161565) 
putative protein [Arabidopsis thaliana] 



42682 
89036 
20119 



Seq. ID 

Strand 

End 



OJ000250 91.0405.C57 



20926 



43131 



Name 


OJ000250 91. 


0405.C57.ol.tm 


Method 


TBLASTX: Maize 


Start 


1232. 




End 


2902 . 


GI 


none 




Score 


116 


Exons 


1232. .1261, 


1298.. 1384, 1299 


..1406, 1306. .1380, 1308. .1382, 




1468. .1542, 


1470.. 1544, 1470 


..1541, 1643. .1780, 1644. .1772, 




1648. .1782, 


1648.. 1779, 1970 


..2125, 1971. .2108, 2103. .2129, 




2454. .2540, 


2459.. 2542, 2459 


..2542, 2610. .2705, 2611. .2703, 




2612. .2704, 


2808.. 2891, 2813 


..2902, 2816.. 2893, 2823.. 2897 


Seq. No. 


42682 




Seq. ID 


OJ000250_91.0405.C57 


Gene No. 


89036 




Strand 




Start 


20119 




End 


20926 


Name 


OJ000250 91. 


0405.C57.o2.ts 


Method 


TBLASTX : Soybean 


Start 


5139 




End 


5274 


GI 


none 




Score 


169 


Exons 


5139. .5273, 


5140. .5274 






Seq. No. 


42682 




Seq. ID 


OJ000250_91.0405.C57 


Gene No. 


89036 




Strand 




Start 


20119 




End 


20926 


Name 


OJ000250 91. 


0405.C57.o4.tm 


Method 


TBLASTX: Maize 


Start 


5139 




End 


5639 


GI 


none 




Score 


218 


Exons 


5139. .5273, 


5140.. 5274, 5192 


..5314, 5402. .5476, 5406. .5465, 




5407. .5469, 


5568. .5639 






Seq. No. 


42682 




Seq. ID 


OJ000250_91. 0405.C57 


Gene No. 


89036 




Strand 




Start 


20119 




End 


20926 


Name 


OJ000250 91. 


0405.C57.ol.tw 


Method 


TBLASTX: Wheat 


Start 


13975 




End 


14271 


GI 


none 




Score 


273 


Exons 


13975. .14271 


, 13980. .14270, 


13984. .14271 


Seq. No. 


42682 




Seq. ID 


OJ000250_91.0405.C57 


Gene No. 


89036 




Strand 




Start 


20119 




End 


20926 


Name 


OJ000250 91. 


0405.C57.o3.tm 


Method 


TBLASTX: Maize 


Start 


14160 




End 


14451 


GI 


none 




Score 


258 


Exons 


14160. .14267 


, 14161. .14451, 


14292. .14321 


Seq. No. 


42682 




Seq. ID 


OJ000250_91.04 05.C57 


Gene No. 


89036 




Strand 




Start 


20119 




End 


20926 


Name 


OJ000250 91- 


0405.C57.ol.tc 


Method 


TBLASTX: Cress 


Start 


16827 




End 


18853 


GI 


none 




Score 


86 


Exons 


16827. .16997 


, 17408. .17608, 


17681. .17842, 18028 .. 18189, 




18077. .18268 


, 18272. .18412, 


18283. .18423, 184 94 .. 18 676, 




18499. .18639 


, 18731.. 18853 






Seq. No. 


42682 




Seq. ID 


OJ000250_91.0405.C57 


Gene No. 


89036 




Strand 




Start 


20119 




End 


20926 


Name 


OJ000250 91. 


0405.C57.o3.ts 


Method 


TBLASTX : Soybean 


Start 


16827 




End 


17842 



43132 





GI 


none 




Score 


118 








16827 17012 16856 


. 16993, 


17414. .17 605, 17681. .17842, 








17686 17838 












o ^ • iinj • 


42682 




Seq. ID 


OJ000250_91.0405 


.C57 




Gene No. 


89036 




Strand 








Start 


20119 




End 


20926 






Nsiue 


OJ000250 91 . 0405 .C57 


- o5 - tm 


Method 


TBLASTX: Maize 








16863 ~ 




End 


17928 








none 




Score 


106 






P von ^ 


16863 17024, 16914 


. 17024, 


17399. .17455, 17477 .. 17629, 








17669 17863, 17680 


. 17928 










O C . IN . 


42682 




Seq. ID 


OJ000250_91.0405 


.C57 




Gene No. 


89036 




Strand 








Start 


20119 




End 


20926 






Name 


OJ000250 91 0405 C57 


. ol . t s 


Method 


TBLASTX : Soybean 






O L>a J. U 


18028 ~ 




End 


18844 








none 




Score 


168 






F von Q 


18028 18189 18029 


. 18211, 


18224. .18412, 18232 .. 18423, 








18S02 18612 18503 


. 18634 , 


18721. .18762, 18731. .18844 








42682 




Seq. ID 


OJ000250_91.0405 


.C57 


Cj 


Gene No. 


89036 




Strand 








Start 


20119 




End 


20926 








OJ000250 91 0405 C57 


. o2 . tm 


Method 


TBLASTX: Maize 






O L. a J- L. 


18070 ~ 




End 


18853 




I y 




none 




Score 


213 




i J 


P von Q 


18070 18429 18098 


. 18412, 


18179. .18433, 18424 .. 18645, 








18497 18646 18737 


18853 


18740. .18793 






Seq. No. 


42682 




Seq. ID 


OJ000250_91.0405 


.C57 




Gene No. 


89036 




Strand 






E 


Start 


20119 




End 


20926 




t ^ 


Name 


OJ000250 91 0405 C57 




Method 


GENSCAN 






O U. d J- u 


20119 ~ 




End 


20926 








none 




Score 


.92 






Rvon 


20119 20501, 20753 

^vXX^. 9 £*\J 'J \J A. f £t\J 1 -J ^ 9 


2082 6, 


20883. .20926 




r ^ 


c^rr Mo 


42683 




Seq. ID 


OJ000250_91.0405 


-058 


~ a? 


Gene No. 


89037 




Strand 








Start 


464 




End 


3922 






Name 


OJ000250 91 0405 C58 


9 ol . qs 


Method 


GENSCAN 






Start 


4 64 ~ 




End 


3904 








none 




Score 


.74 






T** von G 


464 610 7SS 1246 


1 582 


1692, 1769. 


.1809, 2422. .2566 








3803 3904 












Seq. No. 


42683 




Seq. ID 


OJ000250_91.0405 


.058 




Gene No. 


89037 




Strand 








Start 


464 




End 


3922 






Name 


OJ000250 91.0405.C58 


. ol . gp 


Method 


AAT/GAP 






Start 


512 




End 


901 






GI 


2797320 




Score 


441 






Exons 


' 512. .610, 755. .901 












Seq. No. 


42683 




Seq. ID 


OJ000250_91.0405 


.058 



43133 



Gene ^ No . 


89037 








Strand 






Start 


464 








End 


3922 




Naitie 


OJ000250 91 


. 0405 


.C58.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


748 ~ 








End 


1233 




GI 


none 








Score 


295 






748 1053. 


755. . 


1231, 762.. 1190, 1075. 


. 1233 






42683 








Seq. ID 


OJ000250 


91.0405.C58 




89037 








Strand 








464 








End 


3922 




Name 


OJ000250 91 


. 0405 


.C58.02 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1235 ~ 








End 


3922 




GI 


none 








Score 


145 




Exons 


1235. .1345, 


1236 


. .1343, 


1238. 


.1345, 1555.. 1695, 


1579. .1695, 




1583. .1696, 


1769 


. .1813, 


1770. 


.1814, 2399. .2566, 


2418. .2552, 




2505. .2567, 


2755 


. .2796, 


2759. 


.2821, 2760. .2819, 


2760. .2828, 




2761. .2820, 


2817 


. .2894, 


3792. 


.3920, 3797. .3922, 


3800. .3919, 




3814. .3921 















Seq. No. 


42683 


Seq. ID 


OJ000250 


_91.0405.C58 


Gene No. 


89037 


Strand 






Start 


464 


End 


3922 




Name 


OJ000250 91.0405.C58.o2.gp 


Method 


AAT/GAP 




Start 


3777 


End 


3884 




GI 


2428576 


Score 


163 




Exons 


3777. .3884 








Sea No . 


42684 


Seq. ID 


OJ000250 


91.0405.C59 


Gene No. 


89038 


Strand 


+ 




Start 


201 


End 


15179 




Name 


OJ000250 91.0405:C59.ol.np 


Method 


AAT/NAP 




Start 


201 


End 


15179 




GI 


7484961 


Score 


196 




Exons 


201.. 261, 7488.. 7781, 9301 


..9401, 9870. .10178, 


15152. .15179 


GI Descrip, 


extensin homolog T9E8.80 - 


Arabidopsis 


thaliana 






gi| 4584539 lemb ICAB40769.il 


(AL049608) 


extensin- 


like protein 




[Arabidopsis thaliana] gi | 7268037 | emb | 


CAB78376. 


11 (AL161536) 




extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


42684 


Seq. ID 


OJ000250 


_91.0405.C59 


Gene No. 


89038 


Strand 


+ 




Start 


201 


End 


15179 




Name 


OJ000250 91.0405.C59.o2.gs 


Method 


GENSCAN 




Start 


9039 


End 


10189 




GI 


none 


Score 


.53 




Exons 


9039.. 9133, 9235.. 10189 








Seq. No. 


42684 


Seq. ID 


OJ000250 


_91.0405.C59 


Gene No. 


89039 


Strand 






Start 


160 


End 


7769 




Name 


OJ000250 91.0405.C59.ol.gs 


Method 


GENSCAN 




Start 


160 


End 


7769 




GI 


none 


Score 


.88 




Exons 


160.. 352, 1863.. 1991, 2226 


..2288, 2366 


..2404, 3862.. 3935, 



4627. .4685, 4876. .4935, 5087. .5186, 6585. .6678, 6739. .6792, 
7590. .7769 



43134 



Seq. No. 42684 
Gene No. 89040 
Start 11925 

Name OJ000250_91 . 0405 . C59 . ol . tm 

Start 1719 
GI none 

Exons 1719.. 1772, 1720.. 1773, 1724. 

1863. .2000, 1864. .1998, 2075. 
2365.. 2412, 2366.. 2404, 3856. 
4629. .4691, 4630. .4692 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1795, 1852 
.2128, 2217 



OJ00b250 91.0405.C59 



15145 

TBLASTX: Maize 
4708 
62 

1992, 1862. 
2291, 2225. 



.3933, 3859.. 3936, 4628. 



.1999, 
.2290, 
.4708, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42684 Seq. ID 

89040 Strand 

11925 End 

OJ000250_91.0405.C59.ol.ts Method 

4628 End 

none Score 



OJ000250_91.0405.C59 
15145 

TBLASTX : Soybean 
5221 

127 * 



4628. .4708, 4851. .4937, 5080. .5220, 5087. .5221 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42684 
89040 
11925 

OJ000250_91 . 0405 . C59 . o2 . tm 

4875 

none 

4875.. 4940, 4875.-4937, 5080. 
5855. .5914, 5857. .5916, 5858. 
6725.. 6793, 6739.-6795, 6744. 
7593.. 7631, 7625.-7645 

42684 
89040 
11925 

OJ000250_91.0405.C59.o3.gs 

11925 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 91.0405.C59 



15145 

TBLASTX: Maize 
7645 
98 

5220, 5086.-5208, 5087. .5221, 
5914, 6580. .6681, 6586. .6651, 
6794, 6942.-6980, 7549. .7638, 



Seq. ID OJ000250_91.0405.C59 



Strand 
End 

Method 

End 

Score 



15145 
GENSCAN 
15145 
.57 



11925. .11954, 12085. .12185, 14 919 .. 14 985 , 14990.-15145 



Seq. No- 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42685 Seq. ID OJ000250_91 . 0405 . C62 

89041 Strand 

1 End 552 

OJ000250_91 . 0405 . C62 . ol . np Method AAT/NAP 

1 End 552 

2498930 Score 590 

1-.321, 489. .552 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



42685 Seq. ID 

89041 Strand 

1 End 
OJ000250_91 . 0405 , C62 . ol . gs Method 

19 End 

none Score 

19.-321, 489.-548 



OJ000250_91.0405.C62 
552 

GENSCAN 

548 

.89 



Seq- No. 



42686 



Seq- ID OJ000250_91.0405-C64 



43135 



Gene No. 89042 Strand 

Start 1 End 708 

Name OJ000250_91 . 0405 . C64 . ol . gp Method AAT/GAP 

Start 1 End 708 

GI 215_1.R1084 Score 1368 

Exons 1..708 

GI Descrip. M158219/emb I CAA77234 | O.Oe+00 (Y18623) amylogenin [Oryza 
sativa} • 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42686 
89042 
1 

OJ000250__91.0405.C64.ol.tm 

101 

none 



Seq. ID OJ000250_91.0405.C64 

Strand 

End 708 

Method TBLASTX : Mai ze 

End 707 

Score 78 



101. .253, 105. .650, 105. .641, 641. .706, 641. .706, 642. .707 



42686 
89042 
1 

OJ000250_91.0405.C64.ol.gs 

105 

none 

105. .632 



Seq. ID OJ000250_91.0405.C64 

Strand 

End 708 

Method GENSCAN 

End 632 

Score .78 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42686 
89042 
1 

OJ000250_91.0405.C64.ol.np 
108 

4158219 
108, .708 

(Y18623) amylogenin [Oryza sativa] 



Seq. ID OJ000250_91.0405.C64 
Strand 

708 

AAT/NAP 
708 
1034 



End 

Method 
End 
Score 



42686 
89042 
1 

OJ000250_91.0405.C64.ol.ts 

126 

none 



Seq. ID OJ000250_91.0405.C64 

Strand 

End 708 

Method TBLASTX : Soybean 

End 707 

Score 87 



126. .323, 127. .324, 318. .353, 354. .419, 367. .393, 409. .594, 
417. .638, 638. .706, 642. .707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42686 
89042 
1 

OJ000250_91.0405.C64.ol.tc 

132 

none 



Seq. ID OJ000250_91.0405.C64 

Strand 

End 708 

Method TBLASTX : Cress 

End 707 

Score 66 



132. .323, 351. .446, 370. .447, 435. .641, 486. .641, 641. .706, 
642.. 707 



Seq. No. 42686 

Gene No. 89042 

Start 1 

Name OJ000250_91 . 0405 . C64 . ol . tw 

Start 144 



Seq. ID OJ000250_91.0405.C64 

Strand 

End 708 

Method TBLASTX : Wheat 

End 588 



43136 



GI 


none 


Score 


61 






Exons 


144. .323, 351. .446, 435. .587, 499, .588 








Seq. No. 


42687 


Seq. ID 


OJ000350_72. 


0403 


.03 


Gene No. 


89043 


Strand 








Start 


742 


End 


1338 






Name 


OJ000350__72 . 0403 , C3 . ol . gs 


Method 


GENSCAN 






Start 


.742 


End 


1338 






GI 


none 


Score 


.72 






Exons 


742.. 935, 1317.. 1338 










Seq. No. 


42688 


Seq. ID 


OJ000350_72. 


0403 


.05 


Gene No. 


89044 


Strand 


+ 






Start 


86 


End 


957 






Name 


OJ000350_72. 0403.C5.ol.gs 


Method 


GENSCAN 






Start 


86 


End 


957 






GI 


none 


Score 


,48 






Exons 


86. .384, 748.-957 










Seq. No. 


42689 


Seq, ID 


OJ000350_72. 


0403 


.C8 


Gene No. 


89045 


Strand 


+ 






Start 


495 


End 


551 






Name 


OJ000350 72, 0403.C8.ol.gs 


Method 


GENSCAN 






Start 


495 


End 


551 






GI 


none 


Score 


.48 






Exons 


495. .551 










Seq. No. 


42690 


Seq. ID 


OJ000350_72. 


0403 


.C12 


Gene No. 


89046 


Strand 


+ 






Start 


1 


End 


681 






Name 


OJ000350 72.0403.C12.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


681 






GI 


25244 1.R1084 


Score 


1031 






Exons 


1..42, 186. .681 










GI Descrip. 


•2392771/gb|AAB70034.1|AAB70034 l.Oe-31 (AC002534) 


putative 




kinesin-like protein [Arabidopsis thaliana] * 






Seq. No. 


42690 


Seq. ID 


OJ000350_72. 


0403 


,C12 


Gene No. 


89046 


Strand 


+ 






Start 


1 


End 


681 






Name 


OJ000350 72,0403,C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


478 






GI 


5902396 


Score 


125 






Exons 


l.,92, 191, .478 










GI Descrip. 


(AC008148) Unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


42690 


Seq. ID 


OJ000350_72. 


0403 


-C12 


Gene No. 


89046 


Strand 


+ 






Start 


1 


End 


681 






Name 


OJ000350 72,0403,C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


496 






GI 


none 


Score 


63 






Exons 


2. .40, 3. .41, 164. .322, 359 


, .496 








Seq. No. 


42690 


Seq. ID 


OJ000350_72. 


0403 


.C12 


Gene No. 


89046 


Strand 


+ 






Start 


1 


End 


681 







43137 



Name 


6j000350 


72.0403.C12 


.ol. 


gs 


Method 


GENSCAN 


Start 


107 








End 


478 


GI 


none 








Score 


.63 


Exons 


107. .478 












Seq. No. 


42690 








Seq. ID 


OJ000350_72.0403 


Gene No. 


89046 








Strand 


+ 


Start 


1 








End 


681 


Name 


OJ000350 


72.0403.C12 


.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


358 








End 


478 


GI 


none 








Score 


192 


Exons 


358. .477, 


359. .478 










Seq. No. 


42691 








Seq. ID 


OJ000350_72.0403 


Gene No . 


89047 








Strand 


+ 


Start 


470 








End 


1446 


Name 


OJ000350 


72.0403.C14 


.ol. 


gs 


Method 


GENSCAN 


Start 


470 








End 


1241 


GI 


none 








Score 


,72 


Exons 


470. .565, 


661. .705, 


815. 


.979, 


1163. .1241 


Seq. No. 


42691 








Seq. ID 


OJ000350_72.0403 


Gene No. 


89047 








Strand 


+ 


Start 


470 








End 


1446 


Name 


GJ000350 


72.0403.C14 


.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


490. 








End 


1251 


GI 


none 








Score 


108 


Exons 


490. .561, 


491. .565, 


491. 


.565, 


658. .705 


, 660. .701, 809.. 




809. .907, 


814. .993, 


1154 


..1240, 1160... 


1240, 1162.. 1251 


Seq. No. 


42691 








Seq. ID 


OJ000350_72.0403 


Gene No. 


89047 








Strand 


+ 


Start 


470 








End 


1446 


Name 


OJ000350 


72.0403.C14 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


490 








End 


1251 


GI 


none 








Score 


118 


Exons 


490. .570, 


491. .571, 


491. 


.571, 


635. .700 


, 656. .700, .657. . 




658. .705, 


658. .705, 


800. 


. 964, 


809. .982 


, 814. .981, 1154. 



.C14 



701, 
.1240, 



1162,. 1251, 1180.. 1242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42691 
89047 
470 

OJ000350_72.0403.C14.ol.np 
491 

4587610 

491. .565, 661. .705, 815. .979, 
{AC006951) putative indole-3-glycerol phosphate synthase 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1163 



OJ000350_72.0403,C14 
+ 

1446 
AAT/NAP 
1446 
343 

1241, 1416. .1446 



42691 Seq. ID 

89047 Strand 

470 End 
OJ000350_72 . 0403 . C14 . ol . gp Method 

799 End 

5267_1.R1084 Score 

799. .979, 1163. .1241, 1422. .1446 



OJ000350_72.0403.C14 
+ 

1446 
AAT/GAP 
1446 
449 



43138 



GI Descrip. 



'4587610/gb|AAD25838.1|AC006951_17 6.0e-=67 (AC006951) putative 
, indole-3-glycerol phosphate synthase precursor [Arabidopsis 
thaliana] ' 



Seq. No. 


42691 


Seq. ID 


OJ000350_72 . 0403 .C14 


Gene No . 


89047 


Strand 


+ 


Start 


470 


End 


1446 


Name 


OJ000350 72.0403,C14.ol.ts 


Method 


TBLASTX : Soybean 


Start 


809 


End 


1257 


GI 


none 


Score 


271 


Exons 


809. .982, 809. .952, 814. .981, 


1154. .1240, 1162. .1257 


Seq. No. 


42692 


Seq. ID 


OJ000350_72.0403.C15 


Gene No . 


89048 


Strand 


+ 


Start 


496 


End 


758 


Name 


OJ000350 72.0403.C15.ol.gs 


Method 


GENSCAN 


Start 


496 


End 


758 


GI 


none 


Score 


.85 


Exons 


496. .758 






Seq. No. 


42692 


Seq. ID 


OJ000350_72.0403.C15 


Gene No . 


89049 


Strand 


+ 


Start 


2999 


End 


4638 


Name 


OJ000350 72.0403.C15.o2.gp 


Method 


AAT/GAP 


Start 


2527 


End 


2718 


GI 


5667165 


Score 


356 


Exons 


2527. .2718 






GI Descrip. 


5670155/gb|AF161269.1|AF161269 4.0e-8 6 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 


Seq. No. 


42692 


Seq. ID 


OJ000350_72.0403.C15 


Gene No . 


89049 


Strand 


+ 


Start 


2999 


End 


4638 


Name 


OJ000350 72.0403.C15.o2.np 


Method 


AAT/NAP 


Start 


2793 


End 


4638 


GI 


6907086 


Score 


1395 


Exons 


2793.. 3563, 3621. .3791, 4042, 


.4183, 4258.. 4638 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42692 


Seq. ID 


OJ000350_72.0403.C15 


Gene No . 


89049 


Strand 


■ + 


Start 


2999 


End 


4638 


Name 


OJ000350 72.0403.C15.o3.gs 


Method 


GENSCAN 


iStart 


2999 


End 


3577 


GI 


none 


Score 


1 


Exons 


2999. .3577 






Seq. No. 


42692 


Seq. ID 


OJ000350_72.0403.C15 


Gene No. 


89050 


Strand 




Start 


904 


End 


1653 


Name 


OJ000350 72.0403.C15.ol.gp 


Method 


AAT/GAP 


Start 


904 


End 


1396 


GI 


38782 1.R1084 


Score 


828 


Exons 


904. .1396 







GI Descrip. ' 6069643/dbj | AP000616. 1 1 AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0514G12 * 



43139 



Seq. No. 


42692 


Seq. ID 


OJ000350_72. 


.0403. C15 


Gene No. 


89050 


Strand 






Start 


904 


End 


1653 




Name 


OJ000350 72.0403.C15.o2.gs 


Method 


GENSCAN 




Start 


1190 


End 


1653 




GI 


none 


' Score 


.95 




Exons 


1190. .1263, 1644. .1653 








Seq. No. 


42692 


Seq. ID 


OJ000350_72 


,0403. C15 


Gene No. 


89051 


Strand 






Start 


9920 


End 


10432 




Name 


OJ000350 72.0403.C15.o3.gp 


Method 


AAT/GAP 




Start 


9920 


End 


10432 




GI 


38782 1.R1084 


Score 


818 




Exons 


9920.. 10432 








GI Descrip. 


•6069643/dbj IAP000616.1IAP000616 O.Oe+00 Oryza sativa genomic 


DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


42693 


Seq. ID 


OJ000350_72 


.0403. C16 


Gene No. 


89052 


Strand 


- 




Start 


1278 


End 


1280 




Name 


OJ000350 72.0403.C16.ol.gs 


Method 


GENSCAN 




Start 


1278 


End 


1280 




GI 


none 


Score 


.47 




Exons 


1278. .1280 . 








Seq. No. 


42694 


Seq. ID 


OJ000350_72 


.0403. C17 


Gene No. 


89053 


Strand 


+ 




Start 


359 


End 


1904 




Name 


OJ000350 72.0403.C17.ol.np 


Method 


AAT/NAP 




Start 


359 


End 


1904 




GI 


7430721 


Score 


92 2 V 




Exons 


359. .1904 . 






gb|AAD10204 


GI Descrip. 


cytochrome P450 CYP94A1 - 


spring vetch 


gi|4204095| 




{AF030260) CYP94A1 [Vicia 


sativa] 






Seq. No. 


42694 


Seq. ID 


OJ000350_72 


.0403.C17 


Gene No. 


89054 


Strand 


+ 




Start 


8108 


End 


9957 




Name 


OJ000350 72.0403.C17.o3.gs 


Method 


GENSCAN 




Start 


8108 


End 


9957 




GI 


none 


Score 


.57 




Exons 


8108., 8245, 9352.-9557, 9798.. 9957 






Seq. No. 


42694 . 


Seq. ID 


OJ000350_72 


.0403.C17 


Gene No. 


89055 


Strand 


+ 




Start 


10317 


End 


16641 




Name 


OJ000350 72.0403.C17.o4.np 


Method 


AAT/NAP 




Start 


10301 


End 


16641 




GI 


7430721 


Score 


949 




Exons 


10301. .11336, 16159.. 16641 








GI Descrip. 


cytochrome P450 CYP94A1 - 


spring vetch 


gi|4204095| 


gb|AAD10204 




(AF030260) CYP94A1 [Vicia 


sativa] 






Seq. No. 


42694 


Seq. ID 


OJ000350_72 


.0403.C17 


Gene No, 


89055 


Strand 






Start 


10317 


End 


16641 





43140 





vJuUUUOOU / Z . U 4 UO • L-l. / . Ofi . y S 


ixie unoQ 












lU J 1 / 


£jnQ 


1 1 Q 4 "5 










none 


Score 










Exons 


lUO± / . • L±0*iO 












b6^. NO. 


AO (^QA 


oeq. xu 


n Tfinn i^n 


/ ^ . 


U *i U J 


n 7 




89055 


Strand 


+ 








Start 


10317 


End 


16641 








Name 


OJ000350 72.0403.C17.ol.gp 


Method 


AAT/GAP 








o t.aj- L 


15028 


End 


15460 








P T 


uC-osrocyp033h04bl 


Score 


842 








EiXons 


15028. .15460 














•6091730/gb|AAF03442.1|AC010797 18 l.Oe-15 (AC010797) putat 




cytochrome P450 [Arabidopsis 


thaliana] 










Seq. No. 


42694 


Seq. ID 


OJ000350_ 






r'T "7 


Gene No. 


89055 


Strand 


+ 










10317 


End 


16641 








Name 


OJ000350 72.0403.C17.o5.gs 


Method 


GENSCAN 








o uar u 


15103 


End 


16641 










none 


Score 


. 93 








Exons 


15103. .16641 












beq • INO . 


42694 


Seq. ID 


OJ000350_ 


72. 


0403 


. / 


Gene No. 


89056 


Strand 


+ 








Start 


18722 


End 


23514 








Name 


OJ000350 72.0403.C17.o5.np 


Method 


AAT/NAP 








otarii 


18722 


End 


21704 










2213615 


Score 


794 








Exons 


18722. .18854, 20295. .21704 












V7± uescrxp. 


(AC000103) F21J9.9 [Arabidopsis thaliana] 








oeq . iNO . 


42694 


Seq. ID 


OJ000350_ 


72. 


0403 




Gene No. 


89056 


Strand 


+ 








Start 


18722 


End 


23514 








Name 


OJ000350 72.0403.C17.o7.gs 


Method 


GENSCAN 








onar L 


20169 


End 


23514 








Li J. 


none 


Score 


.56 








Exons 


20169. .21686, 22236 22310, 


22508. .22618, 23063. 


.23221, 






23467. .23514 












Seq. No. 


42694 


Seq. ID 


OJ000350_ 


72. 


0403 


.C17 


Gene No. 


89057 


Strand 


+ 








o tar L 


25004 


End 


26551 








Name 


OJ000350 72.0403.C17.o8.gs 


Method 


GENSCAN 








o tart 


25004 


End 


26551 








PT 


none 


Score 


.93 








Exons 


25004. .26551 












oeq. iMO. 


42694 


Seq. ID 


OJ000350_ 


72. 


0403 


.C17 


fipn^ Nn 


89058 


Strand 










start 


2605 


End 


6119 








Name 


OJ000350 72.0403.C17.o2.np 


Method 


AAT/NAP 








Start 


2605 


End 


4416 








GI 


6907086 


Score 


1294 








Exons 


2605.. 2953, 3068.. 3110, 3336 


..3589, 3647. .4416 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 









43141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42694 Seq. ID 

89058 Strand 

2605 End 

OJ000350_72 .0403. C17 . o3 . np Method 

3583 End 

4680186 Score 



OJ000350_72.0403.C17 

6119 
AAT/NAP 
6119 
181 



3583. .3604, 5362. .5540, 6041. .6119 

(AF111709) unknown [Oryza sativa subsp. indica] 



42694 
89059 
18405 

OJ000350_72 . 0403 . C17 . o5 . tm 

455 

none 



Seq. ID OJ000350_72.0403.C17 
Strand 

End 26515 

Method TBLASTX : Mai ze 

End 25255 

Score 85 



455. .511, 456. .509, 512. .610, 513. .611, 819. .881, 820. .882, 
10397. .10453, 10398 .. 10454 , 10454 .. 10531, 10455 .. 10532, 
10458. .10532, 10759 .. 10821, 15196 .. 1524 6, 1524 6 .. 15359, 
15247. .15360, 20259 .. 20315, 20259 .. 20315, 20260 .. 20316, 
20313. .20429, 20316 20429, 20362 .. 20430, 25084 .. 2514 3, 
25085. .25141, 25142 25255, 25145.. 25255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42694 
89059 
18405 

OJ000350_72.0403.C17 

611 

none 

611.. 805, 630.. 815, 
1287. .1400, 1313. .17 
10533. .10679, 10569. 
11199. .11357, 11237. 
11370. .11603, 11549. 
11663. .11734, 15361. 
15946. .15969, 15976. 
16180. .16416, 16438. 
20430. .20546, 20432. 
21086. .21199, 21218. 
21512. .21592, 25258. 
25782. .25826, 25862. 
26092. .26334, 26318. 



ol - tm 



897. .101 

08, 1410 

.10754, 

.11389, 

.11647, 

.15714, 

.16131, 

.16560, 

.20605, 

.21505, 

.25434, 

.26023, 

.26449, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 72.0403.C17 



26515 

TBLASTX: Maize 
26449 
176 

9, 1215. .1238, 1260. .1406, 
..1679, 1701. .1823, 1715. .1795, 
10571. .10744, 10836. .10958, 
11267. .11515, 11349. .11618, 
11631. .11711, 11640. .11762, 
15363. .15536, 15814 .. 15891, 
16017. .16130, 16176. .16445, 
16461. .16532, 20430 .. 20783, 
20883. .20951, 21060 .. 21224 , 
21219. .21476, 2148 9 .. 21626, 
25259. .25654, 25709 .. 2578 6, 
25876. .26016, 26072 .. 26305, 
26318. .26416, 26341.. 26421 



42694 
89059 
18405 

OJ000350_72.0403.C17.o2.tc 
617 
none 



Seq. ID OJ000350_72.0403.C17 
Strand 

26515 

TBLASTX: Cress 
25594 
186 



End 

Method 
End 
Score 

617. .814, 630. .815, 10425 .. 10514, 10569 .. 10754 , 10580 10753, 
15217. .15306, 15361. .15699, 15379 .. 15555, 20280 .. 20375 , 
20430. .20768, 20430 .. 2054 6, 20441 .. 20614 , 25259 .. 25594 , 
25259.. 25594 



Seq. No. 
Gene No. 
Start 



42694 
89059 
18405 



Seq. ID • OJ000350_72.0403.C17 
Strand 

End 26515 



43142 



Name 

Start 

GI 

Exons 



OJ000350_72. 

620 

none 

620. .802, 62 
1260. .1400, 
1677. .1898, 
10965. .11093 



11355, 
15351, 
15957, 
16404, 



21474. 
25526. 



,11603 
,15527 
,16130 
,16625 



20421. .20675 
21060. .21200 



.21629 
.25606 



25862. .26017 
26306. .26473 



0403.C17.ol.ts Method TBLASTX 
End 26515 
Score 195 
1..830, 900. .1019, 1026.. 1196, 1259 
1416. .1664, 1437. .1667, 1442. .1672, 
10559. .10741, 10560. .10769, 10839.. 
11199. .11339, 11237. .11326, 11355 
11606. .11827, 11616. .11837, 15283 
15352. .15618, 15631 .. 15750, 15790 
15976. .16131, 16180. .16404, 16180 
16414. .16635, 20355 .. 20420, 20420 
20693. .20779, 20700 .. 20780, 21059 
21170. ,21469, 21234 . .21464, 21464 
21624. .21704, 2524 6 .. 25428 , 25247 
25534. .25662, 25709 .. 25780, 25861 
26069. .26299, 26072 26293, 26303 



Soybean 



. .1387, 

1667. .1897, 
10958, 
. .11606, 
. .15351, 
. .15906, 
. .16410, 
. .20647, 
. .21172, 
. .21613, 
. .25513, 
..26016, 
. .26515, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42694 
89059 
18405 

OJ000350_72.0403.C17.o3.tc 

1020 

none 



OJ000350 72.0403.C17 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1020. .1205, 1254. .1391, 1256. .1387, 10959 .. 11093, 11193 11330, 
15751. .15906, 15985. .16122, 15987 .. 16118 , 20820 .. 20954 , 
21054. .21152, 21056. .21169, 25685 .. 25780, 25871.. 26008 



26515 

TBLASTX: Cress 

26008 

103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42694 
89059 
18405 

OJ000350_72.0403.C17.ol.tc 

1406 

none 



Seq. ID OJ000350_72.0403.C17 
Strand 

End 26515 

Method TBLASTX : Cress 

End 26437 

Score 263 



1406. .1663, 1407. .1667, 1676. .1798, 1677. .1817, 1134 6 11606, 
11384. .11602, 11610. .11756, 11615 .. 11737 , 16182 16400, 
16183. .16431, 16408, .16554, 16413 .. 16526, 21204 .. 214 64 , 
21215. .21460, 21468, .21668, 21497 .. 21586, 26038 26289, 
26039. .26293, 26297 .. 26437 , 26326.. 26424 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42694 
89059 
18405 

OJ000350_72, 
1466 
none 
1466. , 
11405, 
11622, 
16419, 
21350, 
21510, 



Seq. ID OJ000350_72.0403.C17 
Strand 

End 26515 
_ Method TBLASTX: Wheat 

End 26446 
Score 212 

1672, 1473. .1667, 1682. .1771, 1683. .1820, 1683. .1811, 
.11611, 
.11759, 
.16508, 
.21469, 
.21605, 



0403.C17,ol.tw 



11412. .11606, 11599, 
11622. .11747, 16203, 



,11634, 11621. .11710, 
16409, 16210. .16404, 



16420. .16557, 21263 .. 214 69, 21270 ., 214 64 , 
21457. .21492, 21479 .. 21568 , 21480 .. 21605, 
26099. .26293, 26099 ., 26293, 26309 .. 26446, 



26309. .26434 



Seq. No. 
Gene No, 
Start 



42694 
89059 
18405 



Seq. ID OJ000350_72.0403.C17 
Strand 

End 26515 



43143 



Name 

Start 

GI 

Exons 



OJ000350_72.0403.C17.o6.gs 

18405 

none 

18405. .18458, 18609. .18710, 



Method GENSCAN 
End 19708 
Score .71 
18715. .18929, 19525.. 19708 



Seq. No- 


42694 




Seq. ID 


OJ000350_72.0403 


-C17 


Gene No. 


89059 




Strand 


- 




Start 


18405 




End 


26515 




Name 


OJ000350_72.0403.C17 


.o4 .tm 


Method 


TBLASTX: Maize 




Start 


22378 




End 


22612 




GI 


none 




Score 


221 




Exons 


22378. .22611, 22379. 


.22612 








Seq. No. 


42694 




Seq. ID 


OJ000350_72.0403 


.C17 


Gene No. 


89059 




Strand 






Start 


18405 




End 


26515 




Name 


OJ000350_72.0403.C17 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


22946 




End 


23225 




GI 


none 




Score 


114 




Exons 


22946. .23155, 22946. 


.23155, 


22953.-23225 




Seq, No. 


42694 




Seq. ID 


OJ000350_72.0403 


.C17 


Gene No. 


89059 




Strand 






Start 


18405 




End 


26515 




Name 


OJ000350_72.0403.C17 


.o3, tw 


Method. 


TBLASTX: Wheat 




Start 


22959 




End 


23303 




GI 


none 




Score 


173 




Exons 


22959. .23144, 23259. 


.23303 








Seq. No. 


42694 




Seq. ID 


OJ000350_72.04G3 


.C17 


Gene No. 


89060 




Strand 






Start 


27724 




End 


28189 




Name 


OJ000350 72.0403.C17 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


27724 




End 


28078 




GI 


none 




Score 


181 




Exons 


27724. .27849, 27725. 


.27964, 


28034. -28078 




Seq. No. 


42694 




Seq- ID 


OJ000350_72-0403 


.C17 


Gene No. 


89060 




Strand 






Start 


27724 




End 


28189 




Name 


OJ000350 72.0403.C17 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


27895 




End 


28189 




GI 


none 




Score 


187 




Exons 


27895. .28008, 27896. 


.28093, 


27938. .28072, 27 939 .. 28091, 





28088. .28189 



Seq. No- 42695 

Gene No- 89061 

Start 2609 

Name OJ000350_72 . 0403 . C18 . ol . np 

Start 2609 

GI 3860263 

Exons 2609.. 2826, 3941-.3975 



Seq. ID OJ000350_72.0403.C1^ 

Strand + 

End 3975 

Method AAT/NAP 

End 3975 

Score 89 



GI Descrip. (AC005824) putative cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



42695 
89062 



Seq. ID OJ000350_72.0403.C18 
Strand 



43144 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2376 End 

OJ000350_72 . 0403 . C18 . o2 . gs Method 

2376 End 

none Score 
2376.. 2606, 3629.. 3739 



3739 
GENSCAN 
3739 
.8 



OJ000350 72. 0403. CIS 



42695 Seq. ID 

89063 Strand 
3788 End 6068 

OJ000350_72 . 0403 . C18 . o2 . np Method AAT/NAP 
3788 End 6068 

6815107 Score 224 

3788. .4676, ■ 6034. .6068 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



BAG 



42695 Seq. ID 

89063 Strand 

3788 End 

OJ000350_72 . 0403 . C18 . ol . tm Method 

4352 End 

none Score 



OJ000350_72.0403.C18 
6068 

TBLASTX: Maize 

4694 

61 



4352. .4516, 4377. .4496, 4508. .4675, 4527.. 4691, 4533. .4694 



Seq. No. 


42695 


Seq. ID 


OJ000350 


Gene No. 


89063 


Strand 




Start 


3788 


End 


6068 


Name 


OJ000350 72.0403.C18.o3.np 


Method 


AAT/NAP 


Start 


4364 


End 


5642 


GI 


4768986 


Score 


117 


Exons 


4364.. 4668, 5522.. 5642 






GI Descrip. 


(AF140493) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42696 


Seq. ID 


OJ000350 


Gene No. 


89064 


Strand 


+ 


Start 


771 


End 


2180 


Name 


OJ000350 72.0403.C19.ol,np 


Method 


AAT/NAP 


Start 


771 


End 


2180 


GI 


5042439 


Score 


614 


Exons 


771.. 895, 1018.. 1116, 1676. 


.1736, 1827 


. ,2180 



GI Descrip. (AC007789) putative DNA-binding protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



42696 Seq. ID 

89065 Strand 
2784 End 

OJ000350_72.0403.C19.ol.gp Method 
2784 End 
uC-osflm202102d01bl Score 
2784.. 3277 

•6091730/gb|AAF03442.1|AC010797_18 5.0e-24 (AC010797) putative 

cytochrome P450 [Arabidopsis thaliana] ' 



OJ000350_72.0403,C19 
+ 

4399 
AAT/GAP 
3277 
976 



42696 Seq. ID 

89065 Strand 

2784 End 

OJ000350_72 . 04 03 . C19 . o2 . np Method 

2850 End 



OJ000350_72.0403.C19 
+ 

4399 

AAT/NAP 

4399 



43145 




GI 7430721 Score 960 

Exons 2850.. 3874, 3908.. 4399 

GI Descrip. cytochrome P450 CYP94A1 - spring vetch, gi | 4204095 | gb IAAD10204 . 1| 
{AF030260) CYP94A1 [Vicia sativa] 





Seq. No. 


42696 








Seq. ID 


OJ000350_72.0403.C19 




Gene* No . 


89066 








Strand 






Start 


4079 








End 


4554 




Name . 


OJ000350 72 


.0403. 


C19.02 


• gp 


Method 


AAT/GAP 




Start 


4079 








End 


4554 




GI 


LIB3432-057 


-Pl-Kl 


-El 




Score 


857 




Exons 


4079. .4554 














GI Descrip. 


•3860263 3. 


Oe-24 


(AC005824) putative cytochrome p450 proteii 






[Arabidopsis thaliana] * 










Seq. No. 


42696 








Seq. ID 


OJ000350__72.0403.C19 




Gene No. 


89067 








Strand 






Start 


5255 








End 


5629 




Name 


OJ000350 72 


.0403. 


C19.03 


-gs 


Method 


GENSCAN 




Start 


5255 








End 


5629 




GI 


none 








Score 


.48 




Exons 


5255. .5629 














Seq. No. 


42696 








Seq. ID 


OJ000350_72.0403.C19 




Gene No. 


89068 








Strand 




\J 


Start 


7094 








End 


10958 




Name 


OJ000350 72 


.0403. 


C19.02 


. tm 


Method 


TBLASTX: Maize 


? : : 


Start 


2942 








End 


3112 




GI 


none 








Score 


87 




Exons 


2942. .2998, 


2942. 


.2998, 


2996. 


.3112, 2997.. 3080, 2999.. 3112 




Seq. No. 


42696 








Seq. ID 


OJ000350_72.0403.C19 


r 1 ! 


Gene No. 


89068 








Strand 




B 


Start 


7094 








End 


10958 




Name 


OJ000350_72 


.0403. 


C19.01 


. ts 


Method 


TBLASTX: Soybean 


%.l 


Start 


2948 








End 


3481 




GI 


none 








Score 


543 


f ~ 


Exons 


2948. .3481, 


3024. 


.3074, 


3106. 


.3318, 3143.. 3355, 3385.. 3480 


iL _| 


Seq. No. 


42696 








Seq. ID 


OJ000350_72.0403.C19 




Gene No. 


89068 








Strand 






Start 


7094 








End 


10958 




Name 


OJ000350 72 


.0403. 


C19.02 


.tc 


Method 


TBLASTX: Cress 




Start 


2969 








End 


3451 




GI 


none 








Score 


63 




Exons 


2969. .3046, 


3113. 


.3451, 


3124. 


.3297, 3143.. 3451 




Seq. No. 


42696 








Seq. ID 


OJ000350_72.0403.C19 




Gene No. 


89068 








Strand 






Start 


7094 








End 


10958 




Name 


OJ000350 72 


.0403. 


C19.01 


.tm 


Method 


TBLASTX: Maize 




Start 


3113 








End 


4300 




GI 


none 








Score 


268 




Exons 


3113. .3466, 


3115. 


.3288, 


3386. 


.3451, 3524.. 3568, 3551.. 3607, 






3566. .3643, 


3743. 


.3937, 


3769. 


.3906, 3923.. 4159, 3931.. 4200, 






3935. .4171, 


4184. 


.4300, 


4203. 


.4262, 4207.. 4287 



43146 




Seq. No. 


42696 








Seq. ID 


OJ000350_72.0403.C19 


Gene No. 


89068 








Strand 




Start 


7094 








End 


10958 


Naiue 


OJ000350 72 


. 0403 


.C19.03 


. tc 


Method 


TBLASTX: Cress 


Start 


3503 ~ 








End 


3907 


GI 


none 








Score 


80 


Exons 


3503. . 3637, 


3737 


. . 3907, 


3739. 


. 3870 




Sea No 


42696 








Seq. ID 


OJ000350_72.0403.C19 


Gene No. 


89068 








Strand 




Start 


7094 








End 


10958 


Name 


OJ000350 72 


.0403 


.C19.02 


. ts 


Method 


TBLASTX: Soybean 


Start 


3742 ~ 








End 


4309 


GI 


none 








Score 


119 




3742 3885, 


3743 


. . 3883. 


3908 . 


.4159, 3929. .4159, 3946. .4164, 




4159. .4308, 


4169 


. .4309 








Seq. No. 


42696 








Seq. ID 


OJ000350_72.0403.C19 


Gene No. 


89068 








Strand 




Start 


7094 








End 


10958 


Name 


OJ000350 72 


. 0403 


.C19.01 


. tc 


Method 


TBLASTX: Cress 


Start 


3926 ~ 








End 


4354 


GI 


none 








Score 


252 


E vnn s 


3926 4159, 


3937 


. . 4155, 


4163. 


.4354, 4192. .4281 


Seq. No. 


42696 








Seq. ID 


OJ000350_72.0403.C19 


Gene No. 


89068 , 








Strand 




Start 


7094 








End 


10958 


Name 


OJ000350 72 


. 0403 


•C19 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3958 ~ 








End 


4312 


GI 


none 








Score 


220 


Exons 


3958 4164, 


3965 


. .4159, 


4174 . 


.4263, 4175.. 4312, 4205.-4300 


Seq. No. 


42696 








Seq. ID 


OJ000350_72,0403.C19 


Gene No. 


89068 








Strand 




Start 


7094 








End 


10958 


Name 


OJ000350 72 


. 0403 


. C19 .o4 


• qs 


Method 


GENSCAN 


Start 


7094 ~ 








End 


10929 


GI 


none 








Score 


.77 


F.xon^ 


7094 7176. 


7199 


. .7469, 


9910 . 


.10061, 10344. .10454, 10731-. . 10929 


Sea No 


42696 








Seq. ID 


OJ000350_72.0403.C19 


Gene No. 


89068 








Strand 




Start 


7094 








End 


10958 


Name 


OJ000350 72 


.0403 


.C19.03 


.np 


Method 


AAT/NAP 


Start 


'7728 ~ 








End 


9108 


GI 


7228452 








Score 


185 


Exon 


7728 7801, 

i 1 ^ W ft ft / V w ^ ^ 


8981 


. .9108 










fAP001366) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


42696 








Seq. -ID 


OJ000350_72. 0403,019 


Gene No. 


89068 








Strand 




Start 


7094 








End 


10958 


Name 


OJ000350 72 


.0403 


.C19.04 


. np 


Method 


AAT/NAP 


Start 


9880 








End 


10958 


GI 


7228451 








Score 


641 


Exons 


9880. .10061 


, 10344. .10454, 10731.. 10958 



43147 




GI Descrip. (AP001366) EST AU055734 (.S20025) corresponds to a region of the 
predicted gene*; hypothetical protein [Oryza sativa] 



Seq. No. 


42697 




Seq. ID 


OJ000350 72.0403.C25 


Gene No . 


89069 




Strand 




Start 


199 




End 


320 


Name 


OJ000350 72.0403.C25.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


31 




End " ■ 


320 


GI 


none 




Score 


254 


Exons 


31. .276, 35. .277, 272.. 


319, 


282. .320, 


282. .320 


Seg. No. 


42697 




Seq. ID 


OJ000350 72.0403.C25 


Gene No. 


89069 




Strand 




Start 


199 




End 


320 


Name 


OJ000350 72.0403.C25.ol 


. as 


Method 


GENSCAN 


Start 


199 




End 


305 


GI 


none 




Score 


.74 


Exons 


199. .305 








Seq. No. 


42698 




Seq. ID 


OJ000350_72.0403.C26 




89070 




Strand 


+ 


Start 


755 




End 


1356 


Name 


OJ000350 72.0403.C26.ol 


.gp 


Method 


AAT/GAP 


Start 


755 




End 


1356 


GI 


16007 1.R1084 




Score 


331 


Exons 


755. .790, 867. .928, 1202. .1356 




GI Descrip. 


M176420/dbj IBAA37167I 


2.0e- 


•11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] * 








Seq. No. 


42698 




Seq. ID 


OJ000350_72.0403.C26 


Gene No . 


89070 




Strand 


+ 


Start 


755 




End 


1356 


Name 


OJ000350 72.0403.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


865 




End 


1339 


GI 


none 




Score 


89 


Exons 


865. .930, 869. .931, 1210. .1335, 1211.. 


1339 


Seq. No. 


42698 




Seq. ID 


OJ000350_72 . 0403. C26 


Gene No . 


89070 




Strand 


+ 


Start 


755 




End 


1356 


Name 


OJ000350 72.0403.C26.ol 


. gs 


Method 


GENSCAN 


Start 


1202 




End 


1336 


GI 


none 




Score 


.93 


Exons 


1202. .1336 








Seq. No. 


42699 




Seq. ID 


OJ000350_72.04 03,C27 




89071 




Strand 


+ 


Start 


398 




End 


5068 


Name 


OJ000350 72.0403.C27.ol 


.gp 


Method 


AAT/GAP 


Start 


398 




End 


924 


GI 


16007 1.R1084 




Score 


777 


Exons 


398. .547, 668. .924 








GI Descrip. 


M176420/dbj IBAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


42699 




Seq. ID 


OJ000350_72 . 0403. C27 


Gene No. 


89071 




Strand 


+ 



43148 




start 


•398 


End 


5068 


Name 


OJ000350 72.0403 *C27.ol.gs 


Method 


GENSCAN 


Start 


398 


End 


4758 


GI 


none 


Score 


.74 




398 547, 1920 2028. 2237.. 


2425, 2786 


..2900, 2990. .3080, 




3172 3396, 3504 3629, 3705 


..3980, 4068. .4241, 4347. .4525, ' 




4623 4758 






■J C • • 


42699 


Seq. ID 


OJ000350_72.0403.C27 


Gene No . 


89071 


Strand 


+ 


Start 


398 


End 


5068 


Name 


OJ000350 72.0403.C27.o2.gp 


Method 


AAT/GAP 


Start 


2110 


End 


2900 




70618 1 R1084 


Score 


808 




2110 ~2425 2786 2900 






\J -1- L> G 1^ \u> Xi iX. • 


'2146728/Dir I IS65734 4.0e-14 


cyclin cyclb - Arabidopsis thalianc 




>ai 1360646 fL27223^ cvclin 

i^^x X'^uVi/v'lv/ \xi^/^^i^/ ^jr^xxii 


[Arabidopsis thaliana] ' 




42699 


Seq. ID 


OJ000350_72.0403.C27 


Gpne No 


89071 


Strand 


+ 


Start 


398 


End 


5068 


Name 


OJ000350 72,0403.C27.ol.np 


Method 


AAT/NAP 


Start 


2836 


End 


4782 


GI 


2130119 


Score 


1074 




2836 2900 2991 3079 3183 


..3396, 3504a. 3629, 3732.. 3980, 




4068 4241 4347 4581, 4664 


. .4782 






pwr*! in T^^ — Tn^TTP 
v-'^y^xxii xo iLiox^c 






Seer No 


42699 


Seq. ID 


OJ000350_72 . 0403 .C27 


Gene No • 


89071 


Strand 


+ 


Start 


398 


End 


5068 


Name 


OJ000350 72.0403.C27.o3.gp 


Method 


AAT/GAP 


Start 


4444 


End 


5068 


GI 


5055962 


Score 


934 


Rvnn ^ 


4444 4525 4623 5068 






fiT Dp c-p T*i r> 

-i- kj \^ J_ _l_ L-/ ■ 


2146728/Dir 1 1 S65734 4 Oe-14 


cyclin cyclb - Arabidopsis thaliana 




>ai 1360646 fL27223^ cvclin 


[Arabidopsis thaliana] 


Qprr No 


42699 


Seq. ID 


OJ000350_72.0403.C27 


Gene No. 


89072 


Strand 


+ 


Start 


14894 


End 


16085 


Name 


OJ000350 72 0403 C27 n4 an 


Method 


AAT/GAP 


Start 


14836 ~ 


End 


16085 


GI 


none 


Score 


1575 




14836 15020 15114 15229 

X*10^U. *X>JW^\yf X^JXX*!. • 1. >J £. £. ^ f 


15314. .15400, 15536. .15694, 




15783 16085 








42699 


Seq. ID 


OJ000350_72.0403.C27 


Gene No. 


89072 


Strand 


+ 


Start 


14894 


End 


16085 


Name 


OJ000350 72.0403.C27.o4.gs 


Method 


GENSCAN 


Start 


14894 


End 


15923 


GI 


none 


Score 


.88 


Exons 


14894. .15020, 15114 .. 15229, 


15314. .15400, 15536. .15694, 




15783. .15923 






Seq. No. 


42699 


Seq. ID 


OJ000350_72.0403.C27 



43149 



Gene No. 


89073 




Strand 


+ 


Start 


18849 




End 


20660 


Name 


OJ000350 72. 


0403.C27 .o6.gp 


Method 


AAT/GAP 


Start 


18849 




End 


20660 


GI 


none 




Score 


1360 


Exons 


18849. .19112 


, 20227.. 20660 






Seq. No. 


42699 




Seq. ID 


OJ000350 


Gene No. 


89074 




Strand 




Start 


5399 




End 


8270 


Name 


OJ000350 72. 


0403. C27 .o2.gs 


Method 


GENSCAN 


Start 


5399 




End 


8270 


GI 


none 




Score 


.88 


Exons 


5399. . 6212, 


6886.. 6943, 7724. 


.8270 




Seq. No. 


42699 




Seq. ID 


OJ000350 


Gene No. 


89074 




Strand 




Start 


5399 




End 


8270 


Name 


OJ000350 72. 


0403.C27 .o2.np 


Method 


AAT/NAP 


Start 


5402 




End 


8263 


GI 


7433896 




Score 


839 



Exons 5402.. 6253, 7719.. 8263 

GI Descrip. indole-3-acetate beta-glucosyltransf erase homolog T27E13.12 
Arabidopsis thaliana gi | 3150406 | gb | AAC16958 . 1 | (AC004165) 
putative glucosyltransferase [Arabidopsis thaliana] 



Seq. No. 42699 

Gene No. 89075 

Start 9491 

Name OJ000350_72 . 04 03 . C27 . o3 . gs 

Start 9491 

GI none 

Exons 9491.. 10407, 12137 .. 12683, 
14320. .14650 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_72.0403.C27 

14650 
GENSCAN 
14650 
.77 



13585. .13755, 13875. . 14191, 



Seq. No, 42699 Seq. ID OJ000350_72 . 0403 . C27 

Gene No. 89076 Strand 

Start 17195 End 19750 

Name OJ000350_72. 0403.C27 .o3.np Method AAT/NAP 

Start 17195 End 19750 

GI 7487274 Score 776 

Exons 17195. .18440, 19685.. 19750 

GI Descrip. hypothetical protein T20K18.50 - Arabidopsis thaliana 
gi I 4586246 I emb I CAB40987.il (AL049640) putative protein 
[Arabidopsis thaliana] gi I 7267971 1 emb I CAB78312 . 1 1 (AL161534) 
putative protein [Arabidopsis thaliana] 



Seq. No. 42699 

Gene No. 89076 

Start 17195 

Name OJ000350_72 . 0403 . C27 . o5 . gp 

Start 17528 

GI uC-osrocyp009g08bl 

Exons 17528. .18030 

GI Descrip. M58624 6/emb | CAB40987 . 1 | 2, 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_72.0403.C27 

19750 
AAT/GAP 
18030 
859 



Oe-34 (AL049640) putative protein 



43150 



Seq. No. 


42699 








Seq. ID 


OJ000350_72.0403,C27 


Gene No. 


89077 








Strand 




Start 


21113 








End 


24678 


Name 


OJ000350 72 


.0403. 


C27.ol0.tm 


Method 


TBLASTX: Maize 


Start 


387 








End 


873 


GI 


none 








Score 


244 


Exons 


387.. 566, 392.. 553, 635 


. . 694, 


773. .808 


, 829. .873 ^ 


Seq. No. 


42699 








Seq. ID 


OJ000350_72.0403.C27 


Gene No. 


89077 








Strand 




Start 


21113 








End 


24678 


Name 


OJ000350_72 


.0403, 


027 . o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3316 








End 


4526 


GI 


none 








Score 


63 


Exons 


3316. .3432, 


3501. 


.3629, 


3502. 


.3627, 3705., 3983, 3734., 3985, 




4064 . .4195, 


4065 . 


. 4208 , 


4406, 


.4510, 4413. ,4526 


Seq. No. 


42699 








Seq, ID 


OJ000350_72.0403.C27 


Gene No. 


89077 








Strand 




Start 


21113 








End 


24678 


Name 


OJ000350_72 


. 0403. 


C27 .ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3501 








End 


4839 


GI 


none 








Score 


148 


Exons 


3501. .3629, 


3501. 


.3629, 


3705, 


.3995, 3734. .3982, 4065. .4208, 




4065. .4205, 


4067. 


.4216, 


4067, 


.4261, 4344. .4520, 4344. .4520, 




4345 . .4530, 


4659. 


.4757, 


4660, 


.4740, 4661. .4741, 4806. .4838, 




4807. .4839 












Seq. No. 


42699 








Seq, ID 


OJ000350_72.0403.C27 


Gene No. 


89077 








Strand 




Start 


21113 








End 


24678 


Name 


OJ000350 72 


.0403. 


C27 .ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3528 








End 


4772 


GI 


none 








Score 


109 


Exons 


3528 . . 3629, 


3547 . 


. 3633, 


3749. 


.3982, 3750. ,3995, 4065, ,4244, 




4067 . .4174, 


4344 . 


.4394, 


4345, 


,4389, 4406. ,4501, 4409, ,4522, 




4413. .4523, 


4654 . 


.4749, 


4659. 


.4772 




Seq. No. 


42699 








Seq, ID 


OJ000350_72.0403.C27 


Gene No. 


89077 








Strand 




Start 


21113 








End 


24678 


Name 


OJ000350 72 


. 0403 . 


C27 . o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5540 








End 


9937 


GI 


none 








Score 


113 


Exons 


5540. .5806, 


5616. 


.5774, 


5852, 


,5893, 9737. .9937, 9755. ,9838, 




9849. .9935 












Seq. No. 


42699 








Seq. ID 


OJ000350_72.0403.C27 


Gene No. 


89077 








Strand 




Start 


21113 








End 


24678 


Name 


OJ000350 72 


.0403. 


C27.04 


.ts 


Method 


TBLASTX: Soybean 


Start 


5567 








End 


12362 


GI 


none 








Score 


189 


Exons 


5567. .5812, 


5619. 


.5810, 


5624. 


.5812, 58 


16. .5998, 5874. ,5987, 




6044. .6217, 


6057. 


.6191, 


7782. 


.7874, 9746. .9973, 9849. .9974, 



9968.. 10114, 10157. .10324, 12168 .. 12362, 12210.. 12332 



43151 



Seq. No. 


42699 


Seq. ID 


OJ000350_72.0403.C27 


Gene No. 


89077 


Strand 




Start 


21113 


End 


24678 


Name 


OJ000350 72.0403.C27.o3.tm 


Method 


TBLASTX: Maize 


Start 


5624 


End 


10126 


GI 


none 


Score 


474 


Exons 


•5624.. 5998, 5625.. 5999, 5650 


..6000, 9752.. 9937, 9849.. 9938, 




9908. .10114, 9971. .10126 






Seq. No. 


42699 


Seq. ID 


OJ000350_72.0403,C27 


Gene No, 


89077 


Strand 




Start 


21113 


End 


24678 


Name 


OJ000350 72. 0403. 027. o6. to 


Method 


TBLASTX: Cress 


Start 


5630 


End 


10267 


GI 


none 


Score 


78 


Exons 


5630. .5791, 5664. .5780, 5843 


..5908, 5853.. 5993, 6020.. 6085, 




9803.. 9964, 9980.. 10147, 10169 .. 10198 , 


10211. .10267 


Seq. No. 


42699 


Seq. ID 


OJ000350_72.0403.C27 


Gene No. 


89077 


Strand 




Start 


21113 


. End 


24678 


Name 


OJ000350 72.0403.C27.o8.tm 


Method 


TBLASTX: Maize 


Start 


6023 


End 


10366 


GI 


none 


Score 


254 


Exons 


6023.. 6298, 6042.. 6293, 6043 


..6300, 10154.. 10366 


Seq. No. 


42699 


Seq. ID 


OJ000350_72.0403.C27 


Gene No. 


89077 


Strand 




Start 


21113 


End 


24678 


Name 


OJ000350 72.0403.C27.o4.tc 


Method 


TBLASTX: Cress 


Start 


7770 


End 


12615 


GI 


none 


Score 


103 


Exons 


7770.. 7910, 7962.. 8129, 7966 


..8130, 8142. .8219, 8143. .8223, 




12201. .12299, 12204. .12284, 


12285. .12449, 12355 .. 12477 , 




12477. .12611, 12562.. 12615 






Seq. No. 


42699 


Seq. ID 


OJ000350_72 . 0403 .C27 


Gene No. 


89077 


Strand 




Start 


21113 


End 


24 678 


Name 


OJ000350 72.0403.C27.o9.tm 


Method 


TBLASTX: Maize 


Start 


7962 


End 


12608 


GI 


none 


Score 


138 


Exons 


7962. .8075, 7963. .8079, 8035. .8223, 8109. .8240, 8139. .8240, 




12342. .12434, 12343 .. 12459, 


12438. .12497, 12489 .. 12515, 




12534. .12608, 12562.. 12603 






Seq. No. 


42699 


Seq. ID 


OJ000350_72.0403.C27 


Gene No. 


89077 


Strand 




Start 


21113 


End 


24678 


Name 


OJ000350 72.0403.C27.ol.tc 


Method 


TBLASTX: Cress 


Start 


13549 


End 


14426 


GI 


none 


Score 


166 


Exons 


13549. .13749, 13592 .. 13750, 


13875. .14192, 13936 .. 14193, 




13943. .14218, 14318 .. 14422, 


14319. .14426 


Seq. No. 


42699 


Seq. ID 


OJ000350_72 .0403.C27 


Gene No. 


89077 


Strand 





43152 




start 


21113 




End 


24678 




OJ000350 72 0403 C27 


. o8 . ts 


Mpt hoH 


TBLASTX • <^ovhp3n 


Start 


13567 ~ 




End 


13750 


GI 


none 




Score 


158 


R von s 


13567 13749, 13583 


. 13750 






Sea No 


42699 




Seq. ID 


OJ000350_72.0403 




89077 




Strand 




start 


21113 




End 


24678 


Name 


OJ000350 72.0403.C27. 


.o2.ts 


Method 


TBLASTX: Soybean 


Start 


13893 




End 


14441 


GI ■ 


none 




Score 


67 


Exons 


13893. .14192/ 13905. , 


.14192, 


13936. .14193, 14 318 .. 14425, 




14319. .14441 









OJ000350 72.0403.C27 



Seq. No, 42699 Seq. ID 

Gene No. 89077 Strand 

Start 21113 End 

Name OJ000350_72 . 0403 . C27 . o6 . ts Method 

Start 15313 End 

GI none Score 

Exons 15313. .15417, 15517 15693, 15527 .. 15694 , 15533 .. 15694 , 
15774. .15869 



24678 

TBLASTX: Soybean 

15869 

229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42699 
89077 
21113 

OJ000350_72.0403.C27.o7, 

15316 

none 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_72.0403.C27 
24678 

TBLASTX: Maize 

15825 

256 



15316. .15411, 15533. .15694, 15533 .. 15694 , 15781. .15825 



5=^ 



Seq. No. 42699 Seq. ID 

Gene No. 89077 Strand 

Start . 21113 End 

Name OJ000350_72 . 0403 . C27 . o4 . tm Method 

Start 17319 End 

GI none Score 
Exons 



OJ000350_72.0403.C27 
24678 

TBLASTX: Maize 

18372 

61 



17319. .17414, 17547. .17618, 17547 .. 18092, 17 655 17726, 
17656. .17910, 18025. .18096, 18135 .. 18245, 18160 1824 6, 
18247. .18372, 18249.. 18371 



Seq. No. 42699 Seq. ID 

Gene No. 89077 Strand 

Start 21113 End 

Name OJ000350_72 .0403. C27 . o5 . ts Method 

Start 17547 " End 

GI none Score 

Exons 17547. .17909, 17650 .. 17775, 17679 17909, 17809 .. 17910, 
17904., 18026 



OJ000350_72.0403.C27 
24678 

TBLASTX : Soybean 
18026 
106 



Seq. No. 42699 Seq. ID 

Gene No. 89077 Strand 

Start 21113 End 

Name OJ000350_72 . 0403 . C27 . o7 . tc Method 

Start 1794 6 End 

GI none Score 



OJ000350_72.0403.C27 
24678 

TBLASTX: Cress 

18254 

63 



43153 




Exons 


17946. .18092, 18135. 


.18254 








Seq. No. 


42699 




Seq. ID 


OJ000350_72.0403. 


C27 


Gene No. 


89077 




Strand 






Start 


21113 




End 


24678 




Name 


OJ000350 72.0403.C27 


. o6 . tm 


Method 


TBLASTX: Maize 




Start 


18853 




End . 


20526 




GI 


none 




Score 


137 




Exons 


18853. .18912, 18862. 


.18978, 


18869. .19003, 18869 18916, 






18970. .19011, 20223. 


.20492, 


20225. .20524, 20227.. 20526 




Seq. No. 


42699 




Seq. ID 


OJ000350_72.0403. 


C27 


Gene No. 


89077 




Strand 






Start 


21113 




End 


24678 




Name 


OJ000350 72.0403.C27 


. o7 . ts 


Method 


TBLASTX : Soybean 




Start 


20264 




End 


20453 




GI 


none 




Score 


233 




Exons 


20264. .20452, 20271. 


.20453 








Seq. No. 


42699 




Seq. ID 


OJ000350_72.0403. 


C27 


Gene No. 


89077 




Strand 






Start 


21113 




End 


24678 




Name 


OJ000350 72.0403.C27 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


20274 




. End 


20474 




GI 


none 




Score 


246 




Exons 


20274. .20474, 20285. 


.20443, 


20292. .20456 




Seq. No. 


42699 




Seq. ID 


OJ000350_72.0403. 


C27 


Gene No. 


89077 




Strand 






Start 


21113 




End 


24678 




Name 


OJ000350 72.0403.C27 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


21113 




End 


22398 




GI 


none 




Score 


114 




Exons 


21113. .21340, 21126. 


.21338, 


21347. .21577, 21384 21530, 






21407. .21574, 21614. 


.21727, 


21615. .21728, 22033 22113, 






22126. .22398, 22211. 


.22384 








Seq. No. 


42699 




Seq. ID 


OJ000350_72.0403- 


C27 


Gene No. 


89077 




Strand 






Start 


21113 




End 


24678 




Name 


OJ000350 72.0403.C27 


.o4 .np 


Method 


AAT/NAP 




Start 


21113 




End 


22614 




GI 


3860263 




Score 


883 




Exons 


21113. .22614 










GI Descrip. 


(AC005824) putative 


cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


42699 




Seq. ID 


OJ000350_72.0403. 


C27 


Gene No. 


89077 




Strand 






Start 


21113 




End 


24678 




Name 


OJ000350 72.0403.C27 


.o5.tm 


Method 


TBLASTX: Maize 




Start 


21191 




End 


22116 




GI 


none 




Score 


97 




Exons 


21191. .21313, 21219. 


.21299, 


21236. .21322, 21335 .. 21574, 






21413. .21574, 21423. 


.21653, 


21563. .21727, 21615 .. 21728, 






22030: .22116 










Seq. No. 


42699 




Seq. ID 


OJ000350_72.0403. 


C27 



43154 



Gene No. 89077 Strand 

Start 21113 End 

Name OJ000350_72 . 0403 . C27 . ol . tw Method 

Start 21194 End 

GI none Score 

Exons 21194. .21340, 21243 .. 21332, 21338 21541, 21384 21530, 
21407. .21541 



24678 

TBLASTX: Wheat 

21541 

94 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42699 
89077 
21113 

OJ000350_72.0403.C27.o3.tc 

21212 

none 



Seq. ID OJ000350_72.0403.C27 
Strand 

End 24678 

Method TBLASTX: Cress 

End 22542 

Score 87 



21212. .21325, 21335 21472, 214 94 .. 21574 , 21563 .. 21739, 
21612. .21728, 22030 22383, 22211 .. 22372 , 22456. .22542 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



42699 Seq. ID 

89077 Strand 

21113 End 

OJ000350_72 . 0403 . C27 . o2 . tm Method 

22131 End 

none Score 



OJ000350_72.0403.C27 
24678 

TBLASTX: Maize 

22555 

173 



22131. .22295, 22132 22254 , 22132 22422 , 22193 .. 22411, 
22403. .22504, 22405 22503, 22505 .. 22555, 22507.. 22554 



Seq. No. 42699 Seq. ID OJ000350_72 . 0403 . C27 

Gene No. 8 9077 Strand 

Start 21113 End 24678 

Name OJ000350_72. 0403.C27.o5.np Method AAT/NAP 

Start 22350 End 24153 

GI 7488885 Score 182 

Exons 22350. .22622, 23570.. 24153 

GI Descrip. extensin-like protein 127 - cowpea (fragment) 

gi|791146|emb|CAA60020.1| (X86028) extensin-like protein [Vigna 
unguiculata] 



Seq. No. 


42699 




Seq. ID 


OJ000350 


Gene No. 


89077 




Strand 




Start 


21113 




End 


24678 


Name 


OJ000350 72.0403.C27 


.06. gs 


Method 


GENSCAN 


Start 


23636 




End 


24678 


GI 


none 




Score 


.48 


Exons 


23636. .24243, 24534. 


.24678 






Seq. No. 


42700 




Seq. ID 


OJ000350 


Gene No. 


89078 




Strand 




Start 


44 




End 


251 


Name 


OJ000350 72.0403.C29 


.ol.gs 


Method 


GENSCAN 


Start 


44 




End 


251 


GI 


none 




Score 


.73 


Exons 


44. .160, 166. .251 








Seq. No. 


42701 




Seq. ID 


OJ000350 


Gene No. 


89079 




Strand 


+ 


Start 


398 




End 


589 


Name 


OJ000350 72.0403.C30 


.ol.gs 


Method 


GENSCAN 



43155 





398 


End 


589 










none 


Score 


.76 








Fx on 


398 . . 589 












Sea No. 


42702 


Seq. ID 


OJ000350 


_72 


.0403 


.C32 


Gene No . 


89080 


Strand 










Start 


1 


End 


630 








Name 


OJ000350 72.0403.C32.ol.np 


Method 


•AAT/NAP 








Start 


1 


End 


630 








GI 


5922634 


Score 


136 










1..56, 527. .630 














(AP000492) hypothetical protein [Oryza 


sativa] 










gil 6016867 Idbj |BAA85210.1| 


(AP000570) ] 


hypothetical protein 




[Oryza sativa] 












Seq. No. 


42702 


Seq. ID 


OJ000350 


72 


. 0403 


.C32 


Gene No. 


89081 


Strand 












531 


End 


620 










OJ000350 72.0403.C32.ol.gs 


Method 


GENSCAN 










531 


End 


620 










none 


Score 


,63 








R von ^ 


531. .620 












Sprr No 


42703 


Seq. ID 


OJ000350 


72 


. 0403 


.C37 


Gene No. 


89082 


Strand 










Start 


1 


End 


422 










OJ000350 72.0403.C37.ol.np 


Method 


AAT/NAP 










1 


End 


422 








O J. 


6907088 


Score 


322 








T** von Q 


1..109, 285. .422 












C^T np «?r'T "i n 


(AP001129) hypothetical protein [Oryza 


o a L. X V ci J 








Seq. No. 


42704 


Seq. ID 


OJ000350 
\j \j \j -J ■J \j 


72 


. 0403 


.C39 


Gene No. 


89083 


Strand 


+ 










10 


End 


443 








Naine 


OJ000350 72.0403.C39.ol.gs 


Method 


GENSCAN 








O L-CiX U 


10 


End 


443 








WX 


none 


Score 


.76 










10. .62, 401. .443 












Seq. No. 


. 42705 


Seq. ID 


OJ000350 


_72 


.0403 


.C42 


Gene No. 


89084 


Strand 










t.^ L.CIX U 


499 


End 


673 










OJ000350 72.0403.C42.ol.gs 


Method 


GENSCAN 








o uax u 


499 


End 


673 








VJX 


none 


Score 


.6 








R von Q 


499. .673 












Seq. No. 


42706 


Seq. ID 


OJ000350 


_72 


.0403 


.C51 


Gene No. 


89085 


Strand 










Start 


434 


End 


685 








Name 


OJ000350 72.0403.C51.ol.gs 


Method 


GENSCAN 








Start 


434 


End 


685 








GI 


none 


Score 


.54 








Exons 


434. .685 












Seq. No. 


42707 


Seq. ID 


OJ000350 


_72 


.0403 


.C52 



43156 




Gene No. 


89086 




Strand 


+ 






91- art 


195 




End 


398 






Nsiue 


OJ000350 72. 0403. 052. ol 


. as 


Method 


GENSCAN 








195 ~ 




End 


398 






ox 


none 




Score 


. 98 








195 398 












Seq. No. 


42707 




Seq. ID 


OJ000350_72 


.0403 


.C52 


Gene No. 


89087 




Strand 








Start 


1559 




End 


2542 






Name 


OJ000350 72.0403.C52.o2 


, as 


Method 


GENSCAN 








1559 ~ 




End 


2542 






ox 


none 




Score 


.65 








1559.. 1584, 190 6., 2141, 


2443. 


.2542 








Seq. No. 


42708 




Seq. ID 


OJ000350_72 


.0403 


.C53 


Gene No. 


89088 




Strand 








Start 


545 




End 


631 






IN dlLlC 


OJ000350 72.0403.C53.ol 


. as 


Method 


GENSCAN 






O L.CLX U 


545 ~~ 




End 


631 






ox 


none 




Score 


.76 








545 631 












Seq. No. 


42709 




Seq. ID 


OJ000350_72 


.0403 


.C55 


Gene No. 


89089 




Strand 


+ 








52 




End 


1466 






IN CLlLie 


OJ000350 72 0403.C55.ol 


. as 


Method 


GENSCAN 






O L. ax u 


52 ~ 




End 


1187 






ox 


none 




Score 


.62 






W 1 ll^ 


52. .222, 316. .890, 1046 


. . 1187 










O c q . IN (J . 






Seq. ID 


OJ000350_72 


.0403 


.C55 


Gene No. 


89089 




Strand 


-1- 






Start 


52 




End 


1466 






Name 


OJ000350 72.0403.C55.ol 


. tm 


Method 


TBLASTX: Maize 




9t-;^ r1- 
o udx u 


100 ~ 




End 


596 






ox 


none 




Score 


77 






TJ* von Q 


100 141. 141 218. 141 


. .221, 


175. .240 


, 181.. 225, 


313. . 


426, 




313 372. 315 491. 372 


• . 554, 


423, .563 


, 424.. 570, 


561. . 


596 


Seq. No. 


42709 




Seq. ID 


OJ000350_72 


.0403 


.C55 


Gene No. 


89089 




Strand 


+ 






91-;:^ r1- 

O UdX u 


52 




End 


1466 






IN duic 


OJ000350 72 0403 C55 ol 




Method 


AAT/GAP 






0 UClX L. 


652 ~ 

u ^ ^ 




End 


1466 






ox 


6062504 

\J \J \J £. \J ^ 




Score 


1180 








652 890. 1046 1466 












c ^ * IN w . 


42710 




Seq. ID 


OJ000350_72 


.0403 


.C59 


Gene No . 


89090 




Strand 


+ 






Start 


560 




End 


1249 






Name 


OJ000350 72.0403.C59.ol 


.np 


Method 


AAT/NAP 






Start 


560 




End 


1249 






GI 


6983857 




Score 


878 






Exons 


560. .676, 739. .1249 












GI Descrip. 


(AP001168) ' hypothetical protein [Oryza 


sativa] 







43157 



Seq. No. 42710 Seq. ID 

Gene No. 89090 Strand 

Start 560 End 

Name OJ000350_72 . 04 03 . C59 . ol . gs Method 

Start 785 End 

GI none Score 

Exons 785.. 1159 



OJ000350_72.0403.C59 
+ 

1249 
GENSCAN 
1159 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42711 
89091 
927 

OJ000350_61.0410.Cl.ol.gp 
927 

31877_1.R1084 
927. .1156 

'4521193/dbj | AB013450 . 1 | AB013450 
similar sequence to Pib gene' 



Seq. ID OJ000350_61.0410.C1 

Strand + 

End 1156 

Method AAT/GAP 

End 1156 

Score 404 



l.Oe-99 Oryza sativa DNA, 



42712 Seq. ID 

89092 Strand 

2170 End 

OJ000350_61.0410.C2.ol.tm Method 

2170 End 

none Score 

2170. ,2328, 2180. .2326 



OJ000350_61.0410.C2 
2328 

TBLASTX: Maize 

2328 

177 



Seq. No. 


42713 










Seq, ID 


OJ000350 


_61 


.0410 


.03 


Gene No. 


89093 










Strand 










Start 


1 










End 


256 








Name 


OJ000350 61. 


0410. 


C3 


.ol 


.gp 


Method 


AAT/GAP 








Start 


1 










End 


256 








GI 


none 










Score 


276 








Exons 


1..102, 205, 


.256 


















Seq. No. 


42713 










Seq, ID 


OJ000350 


_61 


.0410 


.03 


Gene No. 


89094 










Strand 










Start 


4492 










End 


4624 








Name 


OJ000350 61. 


0410. 


C3 


.o2 


.gp 


Method 


AAT/GAP 








Start 


4492 










End 


4624 








GI 


none 










Score 


223 








Exons 


4492. .4624 




















Seq. No. 


42713 










Seq. ID 


OJ000350_ 


_61 


.0410 


.03 


Gene No. 


89095 










Strand 










Start 


5948 










End 


6236 








Name 


OJ000350 61. 


0410, 


03 


. o3 


.gp 


Method 


AAT/GAP 








Start 


5948 










End 


6236 








GI 


426253 










Score 


530 








Exons 


5948. .6236 





















Seq, No. 42713 Seq. ID 

Gene No. 89096 Strand 

Start 14006 End 

Name OJ000350_61 , 04 10 . 03 . o4 . gp Method 

Start 14006 End 

GI 568443 Score 

Exons 14006. .14273 



OJ000350_61.0410.C3 

14273 
AAT/GAP 
14273 
492 



43158 






Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


.C3 




Gene No . 


89097 




Strand 








Start 


37020 




End 


37168 






Naitie 


OJ000350 61. 0410. C3. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


378 






GI 


none 




Score 


131 






Exons 


1..120, 2. .121, 200. 


.370, 201. .260, 244 


..369, 306. .377, 


307 




Seq. No. 


42713 




Seq. ID 


OJ000350__61.0410 


.C3 




Gene No . 


89097 




Strand 








Start 


37020 




End 


37168 






Name 


OJ000350 61. 0410. C3. 


o3. ts 


Method 


TBLASTX: Soybean 






Start 


1 




End 


575 






GI 


none 




Score 


87 






Exons 


1..69, 200. .382, 247 


..381, 492. .575, 493. .573 






Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


.C3 




Gene No . 


89097 




Strand 








Start 


37020 




End 


37168 






Name 


OJ000350 61. 0410. C3. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


280 




End 


734 






GI 


none 




Score 


67 




Q 
%1 


Exons 


280. .366, 310. .363, 


495. .734 


, 601. .729 






f ft 


Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


.C3 




Gene No. 


89097 




Strand 








Start 


37020 




End 


37168 






Name 


OJ000350 61. 0410. C3. 


ol.ts 


Method 


TBLASTX: Soybean 




L Li 


Start 


672 




End. 


4593 






GI 


none 




Score 


145 




f i ! 


Exons 


672. .743, 4210. .4275 


1, 4273.. 


4593, 4307. 


.4585 






Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


.C3 




Gene No . 


89097 




Strand 








Start 


37020 




End 


37168 






Name 


OJ000350 61. 0410. C3. 


o5.tm 


Method 


TBLASTX: Maize 






Start 


4201 




End 


4609 






GI 


none 




Score 


172 




3 Si 


Exons 


4201.. 4266, 4261.. 4350, 4351 


,.4404, 4402. .4599, 4403. .4609 




Seq. No. 


42713 




Seq. ID 


OJ000350_61.041O 


.C3 




Gene No. 


89097 




Strand 








Start 


37020 




End 


37168 






Name 


OJ000350 61. 0410. C3. 


o7 . trti 


Method 


TBLASTX: Maize 






Start 


16469 




End 


16726 






GI 


none 




Score 


67 






Exons 


16469. .16594, 16478. 


.16567, 


16479. .16607, 164 92 .. 16668, 








16494. .16607, 16587. 


.16697, 


16602. .16694, 16606. .16695, 








16607. .16726 . 












Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


.C3 




Gene No. 


89097 




Strand 








Start 


37020 




End 


37168 






Name 


OJ000350 61. 0410. C3. 


o6 . tm 


Method 


TBLASTX: Maize 






Start 


19828 




End 


21216 






GI 


none 




Score 


73 





43159 




Exons 


19828. .19899, 19832. 


,19879, 


20698. .20805, 20718 .. 2084 6, 






20718. .20846, 20726. 


,20848, 


20899. .21018, 20923 .. 21012, 






20924 . .21022, 20990. 


,21022, 


21139. .21216, 21141. -.21212 




Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


.C3 


Gene No. 


89097 




Strand 






Start 


37020 




End 


37168 




Name 


OJ000350 61. 0410. C3. 


o6. tw 


Method 


TBLASTX: Wheat 




Start 


20698 




End 


21216 




GI 


none 




Score 


128 




Exons 


20698. .20805, 20709. 


.20861, 


20721. .20846, 20732 .. 20851, 






20911. .21021, 20924. 


.21022, 


20932. .21012, 20990 .. 21022, 






21139. .21216, 21141. 


.21215 








Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


.C3 


Gene No. 


89097 




Strand 






Start 


37020 




End 


37168 




Name 


OJ000350 61. 0410. C3. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


24256 




End 


24653 




GI 


none 




Score 


59 




Exons 


24256. ,24306, 24307. 


,24420, 


24318. .24368, 24 37 9 .. 24 480, 






24455. ,24604, 24477. 


,24653 








Seq. No. 


42713 




Seq. ID 


OJ000350_61.041O 


.C3 


Gene No. 


89097 




Strand 






Start 


37020 




End 


37168 




Name 


OJ000350 61. 0410. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


25304 




End 


25759 




GI 


none 




Score 


133 




Exons 


25304 . .25486, 25312. 


.25413, 


25523. .25759, 25525.. 25749 




Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


,C3 


Gene No. 


89097 




Strand 






Start 


37020 




End 


37168 




Name 


OJ000350 61. 0410. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


25979 




End 


26409 




GI 


none 




Score 


410 




Exons 


25979. .26317, 25980, 


,26318, 


26320. .26409, 26322.. 26408 




Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


.C3 


Gene No. 


89097 




Strand 






Start 


37020 




End 


37168 




Name 


OJ000350 61. 0410. C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


26082 




End 


26439 




GI 


none 




Score 


268 




Exons 


26082. .26315, 26123. 


.26314, 


26322. .26438, 26323.. 26439 




Seq. No. 


42713 




Seq. ID 


OJ000350_61.0410 


.C3 


Gene No. 


89097 




Strand 






Start 


37020 




End 


37168 




Name 


.OJ000350 61.0410,03. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


26467 




End 


26850 




GI 


none 




Score 


322 




Exons 


26467. .26850, 26571. 


.26849 








Seq, No. 


42713 




Seq. ID 


OJ000350_61,0410 


,C3 


Gene No. 


89097 




Strand 







43160 



start 
Name 
Start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



37020 End 
OJ000350_61 . 04 10 . C3 . o2 . tw Method 
26523 End 
none Score 

26523. .26915, 26524 26946, 26527 ,. 26928, 26571.. 26948 



37168 

TBLASTX: Wheat 

26948 

171 



42713 
89097 
37020 

OJ000350_61.0410.C3.o2. ts 

26578 

none 

26578. .27003, 26604. .26762 



42713 
89097 
37020 

OJ000350_61.0410.C3, 

27093 

none 

27093. .27293, 27094, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000350_61.0410.C3 
37168 

TBLASTX: Soybean 

27003 

315 



OJ000350 61. 0410. C3 



o7 . tw 

.27291, 27297. .27320, 27330.. 27503 



37168 

TBLASTX: Wheat 
27503 
181 



42713 
89097 
37020 

OJ000350_61.0410.C3.o8.tw 

27506 

none 

27506. .27796, 27507.. 27800 

42713 
89097 
37020 

OJ000350_61.0410.C3,o4 .tm 

28004 

none 

28004. .28309, 28021.. 28308 

42713 
89097 
37020 

OJ000350_61 . 04 10 . C3 . o5 . tw 

28004 

none 

28004. .28387, 28240.. 28386 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq- ID 

Strand 

End 

Method 

End 

Score 



OJ000350_61.0410.C3 
37168 

TBLASTX: Wheat 

27800 

218 



OJ000350_61.0410.C3. 
37168 

TBLASTX: Maize 

28309 

321 



Seq. ID OJ000350_61,0410.C3 
Strand 

End 37168 

Method TBLASTX : Wheat 

End 28387 

Score 332 



42713 
89097 
37020 

OJ000350_61.0410.C3.o3.tw 
28511 
none 

28511. .28963, 28516 28614 , 28690 .. 28767, 28988 .. 29119, 
28993. .29118 



Seq. ID OJ000350_61.0410.C3 
Strand 

End 37168 

Method TBLASTX : Wheat 

End 29119 

Score 368 



42713 
89097 



Seq. ID OJ000350_61.0410.C3 
Strand 



43161 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. • . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37020 End 

OJ000350_61 . 04 10. 03 . 08 . tm Method 

28733 End 

none Score 
28733. .28996 



37168 

TBLASTX: Maize 

28996 

187 



OJ000350 61. 0410. C3 



42713 Seq. ID 

89097 Strand 

37020 End 37168 

OJ000350_61.0410.C3.o5.gp Method AAT/GAP 

37020 End 37168 

uC-osflcyp001c04b2 Score 230 

37020.. 37168 

'6041757/gb|AC011806,l IAC011806 2.0e-34 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 

42714 Seq. ID OJ000350_61 . 04 10 . C4 

89098 Strand 

28 End 176 

OJ000350_61 . 04 10 . C4 . ol . gp Method AAT/GAP 
28 End 176 

uC-osflcyp001c04b2 Score 230 

28. .176 

•6041757/gb|AC011806.1|AC011806 2.0e-34 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



42715 Seq. ID 

89099 Strand 
18051 End 
OJ000350_61 . 04 10 . C5 . o2 . gp Method 
18051 End 
23897_1.R1084 Score 
18051. .18218 

'5441876/dbj I AP000367. 1 IAP000367 5.0e-58 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



OJ000350_61.0410.C5 
+ 

18218 
AAT/GAP 
18218 
257 



42715 Seq. ID 

89100 Strand 
29592 End 
OJ000350_61.0410.C5.o5.gp Method 
29592 End 
101153_1.R1084 Score 
29592. .29839 

•5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 ' 



OJ000350_61.0410.C5 
+ 

29839 
AAT/GAP 
29839 
318 



42715 Seq. ID 

89101 Strand 
3035 End 
OJ000350_61 . 04 10 . C5 . ol . gp Method 
3035 End 
LIB3432-057-P1-K1-E10 Score 
3035. .3187, 3765. .3925, 4427. .4552 

'6056190/gb|AAF02807.1 |AC009400_3 3.0e-61 (AC009400) putative 
glycerol-3-phosphate dehydrogenase [Arabidopsis thaliana] ' 



OJ000350_61.0410.C5 

4552 
AAT/GAP 
4552 
805 



43162 




Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410.C5 


Gene No. 


89102 




Strand 




Start 


21335 




End 


21674 


Name 


OJ000350 61.0410.C5.o3. 


gp 


Method 


AAT/GAP 


Start 


21335 




End 


21674 


GI 


25792 1.R1084 




Score 


632 


Exons 


21335. .21674 








GI Descrip. 


•4512233/dbj IAB014743.1 


IAB014743 O.Oe+00 Oryza sativa copia 




retrotransposon RIRE7 DNA, partial sequence' 


Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410.C5 


Gene No. 


89103 




Strand 




Start 


21849 




End 


22234 


Name 


OJ000350 61.0410.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1408 




End 


3034 


GI 


none 




Score 


348 


Exons 


1408. .1746, 1454. .1747, 


1458. 


.1751, 2929.. 3033, 2933.. 3034 


Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410.C5 


Gene No. 


O ^ J- V «J 




Strand 




Start 


21849 




End 


22234 


Name 


OJ000350 61.0410.C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1453 




End 


3910 


GI 


none 




Score 


297 


Exons 


1453. .1749, 1454. .1753, 


1460. 


.1756, 1587. .1757, 2929. .3189, 




2929.. 3189, 2933.. 3190, 


3744. 


.3908, 3765.. 3908, 3767.. 3910, 




3785. .3910 








Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410.C5 


Gene No. 


89103 




Strand 




Start 


21849 




End 


22234 


Name 


OJ000350 61.0410.C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


1555 




End 


3028 


GI 


none 




Score 


266 


Exons 


1555. .1749, 1556. .1750, 


1556. 


.1759, 1566.. 1781, 1567.. 1767, 




2929.. 3027, 2930.. 3028 








Seq. No. 


42715 




,Seq. ID 


OJ000350_61.0410.C5 


Gene No. 


89103 




Strand 




Start 


21849 




End 


22234 


Name 


OJ000350 61.0410.C5.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4463 




End 


5893 


GI 


none 




Score 


221 '^V'- - 


Exons 


4463. .4777, 4463. .4765, 


4540. 


.4776, 5816.. 5893 


Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410.C5 


Gene No . 


89103 




Strand 




Start 


21849 




End 


22234 


Name 


OJ000350 61.0410.C5.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


14498 




End 


14897 


GI 


none 




Score 


143 


Exons 


14498. .14896, 14751.. 14897 






Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410.C5 


Gene No. 


89103 




Strand 




Start 


21849 




End 


22234 



43163 



Name. 
Start 
GI 

Exons 



OJ000350_61. 0410 .C5 .o2 . tm Method TBLASTX: Maize 

14510 End 15067 

none Score 76 

14510. .14896, 14511. .14639, 14742 14897 , 14930 .. 14974 , 

14975. ,15067 



Seq. No. 42715 

Gene No. 89103 

Start 21849 

Name OJ000350_61 . 0410 . C5 . o4 . gp 

Start 21849 . 

GI 2312718 

Exons 21849. .22234 

GI Descrip. 4512233/dbj | AB014743 . 1 1 AB014743 l.Oe-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 



Seq. ID OJ000350_61.0410.C5 
Strand 

End 22234 

Method AAT/GAP 

End 22234 

Score 740 



Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


.05 


Gene No. 


89104 




Strand 






Start 


22161 




End 


22339 




Name 


OJ000350 61. 0410. C5. 


olO . tm 


Method 


TBLASTX: Maize 




Start 


22161 




End 


22339 




GI 


none 




Score 


148 




Exons 


22161. .22334, 22163. 


.22330, 


22163. .22339 




Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


.05 


Gene No. 


89105 




Strand 






Start 


22341 




End 


23351 




Name 


OJ000350 61. 0410. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


22341 




End 


22615 




GI 


none 




Score 


287 




Exons 


22341. .22613, 22342. 


.22608, 


22343. .22615 




Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


.05 


Gene No. 


89105 




Strand 






Start 


22341 




End 


23351 




Name 


OJ000350 61. 0410. 05. 


o3 . tw 


• Method 


TBLASTX: Wheat 




Start 


22382 




End 


22780 




GI 


none 




Score 


456 




Exons 


22382. .22780, 22388. 


.22756, 


22389. .22778 




Seq. No. 


42715 




Seq. ID 


OJ000350_61.041G 


.05 


Gene No. 


89105 




Strand 






Start 


22341 




End 


23351 




Name 


OJ000350 61. 0410. 05. 


oil .tm 


Method 


TBLASTX: Maize 




Start 


22619 




End 


22912 




GI 


none 




Score 


219 




Exons 


22619. .22912 










Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


.05 


Gene No. 


89105 




Strand 






Start 


22341 




End 


23351 




Name 


OJ000350 61. 0410. 05. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


22811 




End 


23170 




GI 


none 




Score 


210 




Exons 


22811. .23170, 22817. 


.23128, 


22821. .23165, 22822.. 23166 




Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


.05 



43164 




Gene No. 


89105 




Strand 






Start 


22341 




End 


23351 




IN ClilLC 


OJ000350 61 . 0410 .05 . 


o8 . ts 


Method 


TBLASTX : Soybean 






22847 ~ 




End 


23122 






none 




Score 


56 




£j Awl i O 


22847. .23002, 22847. 


.23029, 


23042. .23116, 23057.. 23122 




Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410, 


.C5 


Gene No. 


89105 




Strand 






Start 


22341 




End 


23351 




Name 


OJ000350 61 0410. C5. 


ol . tin 


Method 


TBLASTX: Maize 






22915 ~ 




End 


23264 




ox 


none 




Score 


364 






22915. .23079, 22919. 


.23263, 


22920. .23264 




Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


.C5 


Gene No. 


89105 




Strand 






Start 


22341 




End 


23351 




IN diUcr 


Ojn00350 61 0410. C5. 


o2 . tc 


Method 


TBLASTX: Cress 






22982 ~ 




End 


23351 










Score 


2 62 






22982 23344. 22983. 


.23351 








Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


.C5 


Gene No. 


89106 




Strand 






O L.CLX L. 


23296 




End 


23723 




M a m o 


OJ000350 61 0410 C5. 


ol . tw 


Method 


TBLASTX: Wheat 




q-t- a y-l- 
O U dl. L. 


23296 ~ 




End 


23723 




ox 






Score 


532 




TT von Q 


23296 23541. 23297. 


.23722, 


23298. .23723 




Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


.C5 


Gene No. 


89106 




Strand 






O L>dX L. 


23296 




End 


23723 




LN dlLlC 


OJ000350 61 0410. C5. 


ol2 . tm 


Method 


TBLASTX: Maize 




o Udx u 


23354 ~ 




End 


23518 




ox 


none 




Score 


87 




Exons 


23354. .23512, 23354. 


.23518, 


23355. .23516 




Seq, No. 


42715 




Seq. ID 


OJ000350_61.0410 


.C5 


Gene No. 


89106 




Strand 






UdX L. 


23296 




End 


23723 




KI ^ TTI O 
LNdlLLC 


OJ000350 61 0410. C5. 


o7 . ts 


Method 


TBLASTX : Soybean 




o u dx i. 


23439 ~ 




End 


23638 




ox 


none 




Score 


57 






23439 23528. 23444 


.23530, 


23526. .23624, 23534.. 23638 




Seq. No. 


42715 




Seq- ID 


OJ000350_61.0410 


.C5 


Gene No. 


89107 




Strand 






Start 


23643 




End 


24283 




LNdiLLC 


OJ000350 61 0410 C5 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


23643 




End 


23899 




GI 


none 




Score 


207 




Exons 


23643. .23873, 23643. 


.23843, 


23645. .23899, 23660.. 23896 




Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


.C5 


Gene No. 


89107 




Strand 







43165 



start 


23*643 




End 


24283 


Name 


OJ000350 61 0410. C5. 


o4 , tm 


Method 


TBLASTX: Maize 


Start 


23660 ~ 




End 


24163 


GI 


none 




Score 


65 


Exons 


23660. .24163, 23738. 


.23926, 


23742. .24122 


Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


Gene No. 


89107 




Strand 




Start 


23643 




End 


24283 


Name 


OJ000350 61 0410 C5 


o7 . tw 


Method 


TBLASTX: Wheat 


Start 


23810 ~ 




End 


24211 


GI 


none 




Score 


109 


Exons 


23810. .24211, 23811. 


. 24164 






Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


Gene No. 


89107 




Strand 




Start 


23643 




End 


24283 


Name 


OJ000350 61.0410 C5 


o3 . ts 


Method 


TBLASTX : Soybean 


Start 


23924 ~ 




End 


24283 


GI 


none 




Score 


129 




23924 24283, 23925 


.24164, 


24243. .24278 


Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


Gene No. 


89108 




Strand 




Start 


24206 




End 


24742 


Name 


OJ060350 61 0410 C5 


o3 . tm 


. Method 


TBLASTX: Maize 


Start 


24206 ~ 




End 


24673 


GI 


none 




Score 


133 


Exons 


24206. .24673, 24249. 


.24617 






Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


Gene No. 


89108 




Strand 




Start 


24206 




End 


24742 


Name 


OJ000350 61 0410 C5 


o6 . tw 


Method 


TBLASTX: Wheat 


Start 


24260 ~ 




End 


24742 


GI 


none 




Score 


187 


Exons 


24260 .. 24742, 24264 . 


.24647 






Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


Gene No. 


89109 




Strand 




Start 


24698 




End 


25025 


Name 


OJ000350 61 0410 05 


o9 . tm 


Method 


TBLASTX: Maize 


Start 


24698 ~ 




End 


24946 


GI 


none 




Score 


182 


Exons 


24698. 24847, 24699 


.24839, 


24830. .24946 


Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


Gene No. 


89109 




Strand 




Start 


24698 




End . 


25025 


Name 


OJ000350 61 0410 CS 


o8 . tw 


Method 


TBLASTX: Wheat 


Start 


24794 ~ 




End 


25025 


GI 


none 




Score 


109 


Exons 


24794. .25006, 24795. 


.25025 






Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410 


Gene No. 


89110 




Strand 




Start 


25068 




End 


25559 



43166 




Name 


OJ000350 61. 0410. C5. 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


25068 




End 


25322 


GI 


none 




Score 


151 


Exons 


25068. .25322, 25069. 


.25317 






Sea. No. 


42715 




Seq. ID 


OJ000350_61.0410.C5 


Gene No. 


89110 




Strand 




Start 


25068 




End 


25559 


Name 


OJ000350 61. 0410. 05. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


25077 




End 


25559 


GI 


none 




Score 


152 


Exons 


25077. .25271, 25090. 


.25260, 


25100. .25285, 25107 .. 25277 , 




25278. .25559, 25290. 


.25511, 


25291. .25551 


Seq. No. 


42715 




Seq, ID 


OJ000350_61.0410.C5 


Gene No. 


89110 




Strand 




Start 


25068 




End 


25559 


Name 


OJ000350 61. 0410. 05. 


o5 . ts 


Method 


TBLASTX : Soybean 


Start 


25077 ~ 




End 


25322 


GI 


none 




Score 


139 


Exons 


25077. .25322, 25081. 


.25317 






Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410.O5 


Gene No. 


89111 




Strand 




Start 


25938 




End 


26513 


Name 


OJ000350 61. 0410. 05. 


o2 . tw 


Method 


TBLASTX: Wheat 


Start 


25938 




End 


26513 


GI 


none 




Score 


186 


Exons 


25938. .26288, 25939. 


.26316, 


25942. .26040, 25944 .. 26297 , 




26140. .26301, 26307. 


.26513, 


26325. .26471, 26332. .26496 


Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410.C5 


Gene No. 


89111 




Strand 




Start 


25938 




End 


26513 


Name 


OJ000350 61,0410.05. 


o6 . ts 


Method 


TBLASTX : Soybean 


Start 


26070 ~ 




End 


26466 


GI 


none 




Score 


70 


Exons 


26070. .26291, 26325. 


.26465, 


26332, ,26466 


Seq. No. 


42715 




Seq. ID 


OJ000350_61.0410.O5 


Gene No. 


89111 




Strand 




Start 


25938 




End 


26513 


Name 


OJ000350 61. 0410 .05 . 


o8 . tm 


Method 


TBLASTX: Maize 


Start 


26274 ~ 




End 


26510 


GI 


none 




Score 


185 


Exons 


26274. .26510, 26287. 


.26508 






Sea. No. 


42716 




Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89112 




Strand 




Start 


11052 




End 


11144 


Name 


OJ000350 61.0410.06. 


ol.gp 


Method 


AAT/GAP 


Start 


11052 




End 


11144 


GI 


3760640 




Score 


75 


Exons 


11052. .11144 








GI Descrip. 


4176420/dbj IBAA37167I 2 . Oe- 


11 (AB008097) cytochrome P450 



[Arabidopsis thaliana] 



43167 



Seq. No. 


42716 








Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 








Strand 






Start 


12013 








End 


38957 




Name 


OJ000350 61 


.0410 


.C6.018 


.tw 


Method 


TBLASTX: Wheat 




Start 


2890 








End 


3125 




GI 


none 








Score 


43 




Exons 


2890. .2934, 


2924 


. .3124, 


2943. 


.3125 






Seq. No. 


42716 








Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 








Strand 






Start 


12013 








End 


38957 




Name 


OJ000350 61 


.0410 


.C6.011 


.tw 


Method 


TBLASTX: Wheat 




Start 


3177 








End 


3521 




GI 


none 








Score 


313 




Exons 


3177. .3521, 


3192 


. .3326, 


3407. 


.3460 






Seq. No. 


42716 








Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 








Strand 






Start 


12013 








End 


38957 




Name 


OJ000350 61 


.0410 


.C6.012 


.tm 


Method 


TBLASTX: Maize 




Start 


3177 








End 


3476 




GI 


none 








Score 


233 




Exons 


3177. .3476, 


3203 


. .3307, 


3295. 


.3324, 3407.. 3472 




Seq. No. 


42716 








Seq. ID 


OJ000350_61.0410 


.C6 


Gene No, 


89113 








Strand 






Start 


12013 








End 


38957 




Name 


OJ000350 61 


.0410 


.C6.0I6 


.tm 


Method 


TBLASTX: Maize 




Start 


3822 








End 


4142 




GI 


none 








Score 


191 




Exons 


3822. .4142 














Seq. No. 


42716 








Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 








Strand 






Start 


12013 








End 


38957 




Name 


OJ000350 61 


.0410 


.C6.0I5 


. tw 


Method 


TBLASTX: Wheat 




Start 


3824 








End 


4223 




GI 


none 








Score 


144 




Exons 


3824. .3988, 


3825 


. .4052, 


4056. 


.4223, 4100.. 4198 




Seq. No. 


42716 








Seq. ID 


OJ000350__61.0410 


.C6 


Gene No. 


89113 








Strand 






Start 


12013 








End 


38957 




Name 


OJ000350 61 


.0410 


.C6.0I3 


. tm 


Method 


TBLASTX: Maize 




Start 


4281 








End 


35854 




GI 


none 








Score 


49 




Exons 


4281. .4328, 


4326 


. .4406, 


35654 


. .35707, 


35710. .35847, 35711. 



Seq. No. 42716 

Gene No. 89113 

Start 12013 

Name OJ000350_61 . 04 10 . C6 . o5 . tw 

Start 4358 

GI none 

Exons 4358.. 4651, 4362,. 4844, 4431, 
35810. .36292, 35929., 36261 



Seq. ID OJ000350_61,0410.C6 
Strand 

End 38957 

Method TBLASTX : Wheat 

End 36292 

Score 508 

.4787, 4703. .4801, 24691 .. 24993, 



43168 




Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6 . o6 . ts 


Method 


TBLASTX: Soybean 


Start 


4398 






End 


36160 


GI 


none 






Score 


190 


Exons 


4398. .4712, 


35852 


.36160 






Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o6. tm 


Method 


TBLASTX: Maize 


Start 


4431 






End 


36346 


GI 


none 






Score 


349 


Exons 


4431. . 4874, 


24682 


:.. 25095, 35878. .36288, 35879.. 36346 


Seq. No. 


■ 42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89.113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o2.ts 


Method 


TBLASTX: Soybean 


Start 


4785 






End 


36618 


GI 


none 






Score 


51 


Exons 


4785 . .4817, 


4787. 


.4816, 4821. 


.4874, 4€ 


J22..5058, 4827. .5129, 




4935. .5180, 


4940. 


.5170, 25006 


. .25317, 


36269. .36616, 36385.. 36618 


Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o8.tw 


Method 


TBLASTX: Wheat 


Start 


4893 






End 


36644 


GI 


none 






Score 


118 


Exons 


4893. .5186, 


4934. 


.5188, 4935. 


.5195, 4940. .5197, 28668 .. 28754 , 




36341. .36634 


, 36385.-36633, 36399.. 36644 


Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o8 .tm 


Method 


TBLASTX: Maize 


Start 


4947 






End 


36709 


GI 


none 






Score 


299 


Exons 


4947, .5261, 


4982. 


.5260, 25114 


. .25329, 


36365. .36709, 36497.. 36670 


Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o3.tw 


Method 


TBLASTX: Wheat 


Start 


5198 






End 


36998 


GI 


none 






Score 


565 


Exons 


5198. .5524, 


5199. 


.5621, 5271. 


.5621, 36647. .36928, 36668 .. 36940 , 




36942. .36998 










Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o3.ts 


Method 


TBLASTX : Soybean 


Start 


5202 






End 


36909 


GI 


none 






Score 


192 



43169 




Exons 5202.. 5450, 36650 .. 36907-, 36679.. 36909 



Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


06 . o4 . tm 


Method 


TBLASTX: Maize 


Start 


5268 






End 


36977 


GI 


none 






Score 


449 


Exons 


5268. .5621, 


5273. 


.5518, 5280. 


.5606, 5582.. 5614, 36713 .. 36928 , 




36924. .36977 










Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5652 






End 


37454 


GI 


none 






Score 


582 


Exons 


5652. .6188, 


5654. 


.6187, 37164 


. .37328, 


37338. .37454 


Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o3.tm 


Method 


TBLASTX: Maize 


Start 


5957 






End 


37541 


GI 


none 






Score 


79 


Exons 


5957. .6031, 


5958. 


.6059, 6077. 


,6262, 6078.. 6266, 37196 .. 37540, 




37197. .37541, 37224.. 37541 






Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o4 . ts 


Method 


TBLASTX: Soybean 


Start 


5976 






End 


37490 


GI 


none 






Score 


277 


Exons 


5976. .6236, 


5978. 


.6235, 5979. 


.6236, 37335.. 37490 


Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.o2.tc 


Method - 


TBLASTX: Cress 


Start 


6069 






End 


37478 


GI 


none 






Score 


125 


Exons 


6069. .6212, 


6071. 


.6211, 37119 


. .37478, 


37175. .37477, 37251.. 37 


Seq. No. 


42716 






Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6195 






End 


37936 


GI 


none 






Score 


201 


Exons 


6195. .6374, 


6197. 


.6373, 6372. 


.6803, 6381. .6797, 6719. .6802, 




12725. .12946, 12974 13084 , 37467.-37586, 37595.. 37936 


Seq. No. 


42716 






Seq. ID 


OJ000350_61 . 0410 .C6 


Gene No. 


89113 






Strand 




Start 


12013 






End 


38957 


Name 


OJ000350 61. 


0410. 


C6.ol.tm 


Method 


TBLASTX: Maize 



43170 



iy 



start 


6368 


End 


37861 . 


GI 


none 


Score 


80 


Exons 


6368.. 6490, 6371.. 6511, 6372 


..6518, 6515.. 6676, 6516. .6941, 




6636. .6818, 37640 .. 37789, 37666 .. 37788 , 


37802. .37861 


Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 


Strand 




Start 


12013 


End 


38 957 


Name 


OJ000350 61 - 0410 .C6.o7 .tw 


Method 


TBLASTX: Wheat 


Start 


6803 


End 


38164 


GI 


none 


Score 


383 


Exons 


6803. .6877, 6804. .7136, 6807 


..6911, 6896. .6943, 38078. .38164 


Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 


Strand 




Start 


12013 


End 


38957 


Name 


OJ000350 61.0410.C6.ol5. tm 


Method 


TBLASTX: Maize 


Start 


6945 


End 


7191 


GI 


none 


Score 


185 


Exons 


6945. .7157, 6975. .7157, 7159 


..7191, 7165.. 7191 


Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 


Strand 




Start 


12013 


End 


38957 


Name 


OJ000350_61.0410.C6.o3,gp 


Method 


AAT/GAP 


Start 


12013 


End 


12321 


GI 


61605 3.R1084 


Score 


434 


Exons 


12013. .12321 






GI Descrip. 


'1402920/emb|CAA66965| 2.0e- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] ' 






Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 


Strand 




Start 


12013 


End 


38957 


Name 


OJ000350 61.0410.C6.o5.tm 


Method 


TBLASTX: Maize 


Start 


12320 


End 


12628 


GI 


none 


Score 


428 


Exons 


12320. .12628, 12340. .12627 






Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 


Strand 




Start 


12013 


End 


38957 


Name 


OJ000350 61.0410.C6.o6.tw 


Method 


TBLASTX: Wheat 


Start 


12325 


End 


12714 


GI 


none 


Score 


405 


Exons 


12325. .12636, 12326 12712, 


12527. .12712, 12667.. 12714 


Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410.C6 


Gene No. 


89113 


Strand 




Start 


12013 


End 


38957 


Name 


OJ000350 61.0410.C6.ol7.tm 


Method 


TBLASTX: Maize 


Start 


12784 


End 


13057 


GI 


none 


Score 


95 


Exons 


12784. .12891, 12785 .. 12883, 


12874. .12948, 12878 .. 12958, 




12971.. 13057 






Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410.C6 



43171 




Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


13157 




End 


13402 




GI 


none 




Score 


150 




Exons 


13157. .13321, 13261 


. .13320, 


13300. .13401, 13301. .13402^ 




Seq- No. 


42716 




Seq. ID 


OJ000350_61. 0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6 


. ol7 . tw 


Method 


TBLASTX: Wheat 




Start 


16330 




End 


16584 




GI 


none 




Score 


197 




Exons 


16330. .16584 










Seq. No. 


42716 




Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6 


.ol2 . tw 


Method 


TBLASTX: Wheat ' 




Start 


22748 




End 


23090 




GI 


none 




Score 


112 




Exons 


22748. .22843, 22752 


. .22844, 


22817. .23056, 22818.. 23090 




Seq. No. 


42716 




Seq. ID 


OJ000350_61.0410 


.C6 


Gene No . 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6 


-o4 . tw 


Method 


TBLASTX: Wheat 




Start 


23867 




End 


26268 




GI 


none 




Score 


405 




Exons 


23867 . .24001, 23868 


. .24359, 


24023. .24340, 24336 .. 24554 , 






24391. .24555, 24422 


- .24553, 


24452. .24556, 24478 24555, 






26167. .26268 










Seq. No. 


42716 




Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


25036 




End 


25352 




GI 


none 




Score 


348 




Exons 


25036. .25341, 25039 


. .25299, 


25041. .25352 




Seq. No. 


42716 




Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6 


. ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


29066 ~ 




End 


29332 




GI 


none 




Score 


252 




Exons 


29066. .29332, 29095 


. .29313 








Seq. No. 


42716 




Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6 


.ol4 . tm 


Method 


TBLASTX: Maize 




Start 


32901 




End 


33063 




GI 


none 




Score 


64 




Exons 


32901.. 33059, 32920 


. .33063, 


32922. .33059 





43172 




Seq, No. 


42716 




Seq. ID 


OJ000350_61-0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


32917 




End 


33667 




GI 


none 




Score 


522 




Exons 


32917. .33399, 32953. 


.33054, 


33027. .33398, 3344 4.-33665, 






33479. .33667 










Seq. No. 


42716 




Seq. ID 


OJ000350_61.0410 


,C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


32923 




End 


33626 




GI 


none 




Score 


400 




Exons 


32923. .33405, 32953. 


.33300, 


33111. .33389, 33519.. 33626 




Seq. No. 


42716 




Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


32929 




End 


33342 




GI 


none 




Score 


119 




Exons 


32929. .33081, 33063. 


.33248, 


33076. .33279, 33283.. 33342 




Seq. No. 


42716 




Seq, ID 


OJ000350_^61.0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


33064 




End 


33659 




GI 


none 




Score 


427 




Exons 


33064, .33429, 33078. 


.33398, 


33432, ,33659, 33446.-33658 




Seq. No. 


42716 




Seq. ID 


OJ000350_61-0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6. 


oil .tm 


Method 


TBLASTX: Maize 




Start 


34446 




End 


38957 




GI 


none 




Score 


158 




Exons 


34446. .34772, 34448. 


.34756, 


34466. .34882, 34572 .. 34763, 






34767. .34820, 34880. 


.34957, 


34880. .34969, 38432 .. 38521, 






38434.-38544, 38435. 


.38521, 


38559. .38753, 38560 .. 38868, 






38560. .38757, 38755. 


.38799, 


38826. .38885, 38860 .. 38 955, 






38863. .38955,. 38865. 


.38957 








Seq. No. 


42716 




Seq- ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 




Name 


OJ000350 61. 0410. C6. 


ol3.tw 


Method 


TBLASTX: Wheat 




Start 


35194 




End 


35500 




GI 


none 




Score 


47 




Exons 


35194. .35253, 35199. 


.35258, 


35201. .35290, 35201 ,. 35278 , 






35291. .35461, 35292. 


.35417, 


35293. .35466, 35294.. 35500 




Seq. No. 


42716 




Seq- ID 


OJ000350_61-0410 


.C6 


Gene No. 


89113 




Strand 






Start 


12013 




End 


38957 





43173 






OJ000350 61 0410 C6.o5.ts 


Method 


TBLASTX : Soybean - 




o L. a J. u 


35249 ~ 


End ' 


35485 








Score 


253 




P von Q 


35249 35485. 35255. 35473 








Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 


Strand 






O L. Ct J. L. 


12013 


End 


38957 






OJ000350 61 0410 C6 o9 tm 


Method 


TBLASTX: Maize 




q+- a 


35249 ~ 
^ ^ ^ *i ^ 


End. 


35485 








Score 


261 






35249 35485. 35255.. 35473 








Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 


Strand 






Start 


12013 


End 


38957 




M a m o 


OJ000350 61 0410 C6 ol6.tw 


Method 


TBLASTX: Wheat 




D UdX L 


36998 ~ 

J U J ^ 0 


End 


37163 




ox 


none 


Score 


223 






36998 37162. 36999.. 37163 








Seq. No. 


42716 


Seq. ID 


OJ000350_61.0410 


.C6 


Gene No. 


89113 


Strand 






O L. d J. L. 


12013 


End 


38957 




LNCLILIC 


OJ000350 61 0410 C6 o7 tm 


■ Method 


TBLASTX: Maize 




O L. dX L, 


37996 ~ 


End 


38242 




oX 




Score 


312 






37996 38241 37997 38242 








Seq. No. 


42717 


Seq. ID 


OJ000350_61.0410 


.C9 


Gene No. 


89114 


Strand 






Start 


1454 


End 


1877 






OJ000350 61 0410 C9 o2 tw 


Method 


TBLASTX: Wheat 




O L,dX L. 


1 4 S4 ~ 

X *3 ^ *X 


End 


1876 




ox 


none 


Score 


224 






1454 1876 1530 1871 








Seq. No. 


42717 


Seq. ID 


OJ000350_61.0410 


.C9 


Gene No. 


89114 


Strand 






o I. dx u 


1454 


End 


1877 




Name 


OJ000350 61 0410 C9 o2 ts 


Method 


TBLASTX : Soybean 




Of- -a y4- 
O L.dX L. 


1 497 ~ 


End 


1877 




oX 




Score 


118 






1497 1745. 1499 1741. 1781 


.1876, 1791.. 1877 




Seq. No. 


42717 


Seq. ID 


OJ000350_61.0410 


.C9 


Gene No. 


89114 


Strand 






O L.di. L. 


1454 


End 


1877 




Mama 


OlT000350 61 0410 C9 06 tm 


Method 


TBLASTX: Maize 




0 LdX L 


1550 ~ 


End 


1822 




ox 


rion ^ 


Score 


125 




Exons 


1550. .1648, 1652.. 1822 








Seq, No. 


42717 


Seq. ID 


OJ000350_61.0410 


.C9 


Gene' No. 


89115 


Strand 






Start 


1913 


End 


2435 




Name 


OJ000350 61.0410.C9.o3.tw 


Method 


TBLASTX: Wheat 





43174 




start 


1913 








End 


2332 


GI 


none 








Score 


85 


Exons 


1913. .2038, 


2037 


. .2240, 


2228. 


.2332 




Sea. No. 


42717 








Seq. ID 


OJ000350_61.0410.C9 


Gene No. 


89115 








Strand 




Start 


1913 








End 


2435 


Name 


OJ000350 61 


.0410 


.09. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2000 








End 


2435 


GI 


none 








Score 


57 


Exons 


2000. .2026, 


2037 


. .2156, 


2175. 


.2240, 2178.. 2255, 2216. .2434 




2244 . .2435 












Seq. No. 


42717 








Seq. ID 


OJ000350_61.0410.C9 


Gene No. 


89116 








Strand 




Start 


2378 








End 


2692 


Name 


OJ000350 61 


,0410 


. C9 . o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2378 








End 


2692 


GI 


none 








Score 


80 


Exons 


2378. .2467, 


2379 


. .2468, 


2467. 


.2691, 2471. .2692 


Seq. No. 


42717 








Seq. ID 


OJ000350_61.0410.C9 


Gene No. 


89117 








Strand 




Start 


2662 








End 


3138 


Name 


OJ000350 61 


.0410 


. C9 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


2662 ~ 








End ^ 


2982 


GI 


none 








Score 


208 


Exons 


2662 . .2982, 


2672 


. .2977 








Seq. No. 


42717 








Seq. ID 


OJ000350_61.041O.C9 


Gene No. 


89117 








Strand 




Start 


2662 








End 


3138 


Name 


OJ000350 61 


.0410 


. C9 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2692 ~ 








End 


3138 


GI 


none 








Score 


205 


Exons 


2692. .2997, 


2693 


. .3001, 


2780. 


.3022, 2985.. 3137, 3013.. 3138 


Seq. No. 


42717 








Seq. ID 


OJ000350_61.0410.C9 


Gene No. 


89118 








Strand 




Start 


3381 








End 


3717 


Name 


OJ000350 61 


.0410 


. 09 . o6 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3381 ~ 








End 


3717 


GI 


none 








Score 


79 


Exons 


3381. .3464, 


3397 


. . 3468, 


3472. 


.3717, 3521.. 3625 


Seq. No. 


42717 








Seq. ID 


OJ000350_61.0410-C9 


Gene No. 


89119 








Strand 




Start 


4380 








End 


4782 


Name 


OJ000350 61 


.0410 


.C9-o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4380 ~ 








End 


4782 


GI 


none 








Score 


116 


Exons 


4380. .4781, 


4474 


. .4782 








Seq. No. 


42717 








Seq. ID 


OJ000350_61.0410.C9 


Gene No. 


89120 








Strand 




Start 


13709 








End 


14098 


Name 


OJ000350 61 


.0410 


.09.04 . 


tm 


Method 


TBLASTX: Maize 



43175 




start 


13709 




End 


14098 




GI 


none 




Score 


217 




Exons 


13709, . 13744, 13751 


. .13978, 


13753. .13974, 14033 140.98, 






14038. .14097 










Seq. No. 


42717 




Seq. ID 


OJ000350_61.0410 


.C9 


Gene No. 


89121 




Strand 






Start 


14077 




End 


14421 




Name 


OJ000350 61. 0410. C9 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


14077 




End 


14421 




GI 


none 




Score 


39 




Exons 


14077. .14^307, 14198 


. .14239, 


14293. .14421, 14294 . .14419 




Seq. No. 


42717 




Seq. ID 


OJ000350_61.0410 


.C9 


Gene No. 


89121 




Strand 






Start 


14077 




End 


14421 




Name 


OJ000350 61. 0410. C9 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


14077 




End 


14331 




GI 


none 




Score 


73 




Exons 


14077. . 14331, 14105 


. .14254 








Seq. No. 


42717 




Seq. ID 


OJ000350_61.0410 


.C9 


Gene No. 


89121 




Strand 






Start 


14077 




End 


14421 




Name 


OJ000350 61. 0410. C9 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14098 




End 


14421 




GI 


none 




Score 


75 




Exons 


14098. .14289, 14098 


. .14421, 


14099. .14410 




Seq. No. 


42717 




Seq. ID 


OJ000350_61.0410 


.C9 


Gene No. 


89122 




Strand 






Start 


14410 




End 


15252 




Name 


OJ000350 61. 0410. C9 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14410 




End 


15216 




GI 


none 




Score 


49 




Exons 


14410. .144-90, 14758 


. .14835, 


14857. .14943, 14975 .. 15058, 






14977. .15216, 15104 


. .15175 








Seq. No. 


42717 




Seq. ID 


OJ000350_61.0410 


.C9 


Gene No. 


89122 




Strand 






Start 


14410 




End 


15252 




Name 


OJ000350 61. 0410. C9 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


14773 




End 


15207 




GI 


none 




Score 


140 




Exons 


14773. . 14943, 14983 


. .15207 








Seq. No. 


42717 




Seq. ID 


OJ000350_61.0410 


.09 


Gene No. 


89122 




Strand 






Start 


14410 




End 


15252 




Name 


OJ000350 61. 0410. C9 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


14864 




End 


15252 




GI 


5509260 




Score 


82 




Exons 


14864. .14944, 14872 


. .14943, 


14971. .15246, 15103. .15252 




GI Descrip. 












Seq. No. 


42718 




Seq. ID 


OJ000350_61.0410 


• CK 


Gene No. 


89123 




Strand 







43176 






Start 


4485 








End 


V5102 




Name 


OJ000350 61 


0410 


. CIO . o2 


. tm 


Mpt hi ori 


TRT.A^TX*Ma-i 7P 

J. LJ±An.kJ 1. Z\ m 11 CI X £» ^ 




Start 


4485 ~~ 








End 


4 631 




GI 


none 








Score 


122 




F.vnn ^ 


4485 4631. 


4492 


. . 4626 










Seq. No. 


42718 








Seq. ID 


OJ000350_6i. 0410. CIO 




Gene No. 


89123 








Strand 






Start 


4485 








End 


5102 




Name 


OJ000350 61 


0410 


CIO o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4500 ~~ 








End 


5102 




GI 


none 








Score 


83 




P von *5 


4500 4625: 


4504 


. .4626, 


4656. 


.4730, 4812. .5102, 4819. .5097 




Seq, No. 


42718 








Seq. ID 


OJ000350_61a0410.C10 




Gene No. 


89124 








Strand 






Start ■ 


5103 








End 


5621 




Name 


OJ000350 61 


0410 


.CIO . ol 


a tw 


Method 


TBLASTX: Wheat 




Start 


5103 ~ 








End 


5484 




GT 


none 








Score 


168 




Rxnn ^ 


5103 5483, 


5134 


5382, 


5229. 


.5480, 5428. .5484 




Seq. No. 


42718 








Seq. ID 


OJ000350_61. 0410. CIO 




Gene No. 


89124 








Strand 








5103 








End 


5621 


f n 


Name 


OJ000350 61 


0410 


CIO ol 

• ^ X V a W X 


. tm 


Method 


TBLASTX: Maize 


fy 




5298 ~ 








End 


5621 




GI 


none 








Score 


214 


u 


Ex on s 


5298 5621, 


5311 


5592 










Seq. No. 


42718 








Seq. ID 


OJ000350_61. 0410. CIO 


fij 


Gene No. 


89125 








Strand 




E 


Start 


5814 








End 


6587 




Name 


OJ000350 61 


0410 


a CIO a o4 


tw 

a I. W 


Method 


TBLASTX: Wheat 




Start 


5814 ~ 








End 


6126 


••^ 


GI 


none 








Score 


67 




F.von s 


5814 6074 


5950 


6126 

a a U X ^ U 








I'z 


Seq. No. 


42718 








Seq. ID 


OJ000350_61. 0410. CIO 




Gene No. 


89125 








Strand 






Start 


5814 








End 


6587 




Name 


OJ000350 61 


0410 


CIO o3 


1-w 


Method 


TBLASTX: Wheat 




Start 


6129 ~ 








End 


6587 




GI 


none 








Score 


77 




Rvon c! 


6129 6278 


6130 


a • \JC.\J / / 


U ^ X £. • 


.6563, 6313. .6498, 6333.. 6587 




Seq. No. 


42718 








Seq. ID 


OJ000350_61. 0410. CIO 




Gene No. 


89126 








Strand 






Start 


11635 








End 


11994 




Name 


OJ0003S0 61 


0410 


aClO.Ol 


ate 


Method 


TBLASTX: Cress 




tj L.CIX. U 


1 1 fi'^S ~ 

X X v)^ u 








End 


11994 




GI 


none 








Score 


'42 




Exons 


11635. .11907 


, 11917. .11994 








Seq. No. 


42719 








Seq. ID 


OJ000350 61.0410.C11 




Gene No. 


89127 








Strand 


+ 




Start 


94 








End 


199 



43177 



Name pJ000350_61.0410.Cll.o2.gp Method AAT/GAP 

Start 94 End 199 

GI 5816518 . Score 156 

Exons 94.. 199 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 

Seq. No. 42720 Seq. ID OJ000350_61 . 0410 . C12 

Gene No. 89128 Strand 

Start 1119 End 1351 

Name OJ000350_61 . 0410 .C12 . ol .gp Method AAT/GAP 

Start • 1119 End 1351 

GI 3761181 Score 331 

Exons 1119.. 1351 

GI- Descrip. 4521193/dbj | AB013450 . 1 IAB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 

Seq. No. 42720 Seq. ID OJ000350_61 . 04 10 . C12 

Gene No. 89129 Strand 

Start 1359 End 1465 

Name OJ000350_61 . 0410 .C12 . o2 .gp Method AAT/GAP 

Start 1359 End 1465 

GI 5816518 Score 153 

Exons 1359.. 1465 

GI Descrip. 4521193/dbj | AB013450 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 42720 

Gene No. 89130 

Start 4240 

Name OJ000350_61.0410.C12.ol.tc 

Start 4240 

GI none 
Exons 



Seq. ID OJ000350_61.0410.C12 
Strand 

End 4 961 

Method TBLASTX : Cress 

End 4 954 

Score 56 



4240. .4332, 4350. .4595, 4351. .4683, 4681. .4917, 4701. .4892, 
4802. .4954 



Seq. No. 42720 Seq. ID OJ000350_61 , 04 10 . C12 

Gene No. 89130 Strand 

Start 4240 End 4961 

Name OJ000350_61 . 0410 .C12 . ol . ts Method TBLASTX : Soybean 

Start 4240 End 4961 

GI none Score 67 

Exons 4240. .4332, 4356. .4595, 4357. .4620, 4648. .4947, 4704. .4961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42720 
89130 
4240 

OJ000350_61.0410.C12.ol.tm 

4332 

none 



Seq. ID OJ000350_61.0410.C12 
Strand 

End 4 961 

Method TBLASTX : Maize 

End 4947 

Score 4 6 



4332. .4418, 4341. .4595, 4348. .4596, 4348. .4611, 4439. .4603, 
4653. .4931, 4666. .4932, 4687. .4947 



Seq, No. 42720 

Gene No. 89130 

Start 4240 

Name OJ000350 61 .0410 .C12 .ol . tw 



Seq. ID OJ000350_61.0410.C12 
Strand 

End 4 961 

Method TBLASTX : Wheat 



43178 







17 _ ^ 






none 


Score 


0*7 Q 
Z / O 


EjXons 


A'iAA /IRQe; A'^A^ AC.Q£^ 










beq. lu 


vJJUUUjDU d1.U41U.U1 




89131 


Strand 




Start 


36 


End 


284 


Name 


OJ000350 61.0410.C16.ol.gp 


Method 


AAT/GAP 


Start 


36 


End 


284 


GI 


uC-osflcyp099d06bl 


Score 


482 


Exons 


36. .284 






GI Descrip. 


M5.21193/cibj | AB013450 . 1 1 AB013450 3.0e- 


•40 Oryza sativa DNA, 




similar sequence to Pib gene' 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 61.0410.C18 



1996 
AAT/GAP 
1996 
509 



42722 
89132 
1727 

OJ000350_61.0410.C18.ol.gp 
1727 
5607623 
1727. .1996 

287391/dbj ID13111IRICMT15 2.0e-27 Oryza sativa mitochondrial 
rpoB pseudogene 

42722 Seq. ID OJ000350_61 . 04 10 . C18 

89133 Strand 

2159 End 2503 

OJ000350_61 , 04 10 . C18 . o2 . gp Method AAT/GAP 

2159 End 2503 

5607624 Score 671 

2159. .2503 

287391/dbj I D13111 I RICMT15 l.Oe-178 Oryza sativa mitochondrial 
rpoB pseudogene 



Seq. No. 


. 42722 








Seq. ID 


OJ000350_61.0410.C18 


Gene No. 


89134 








Strand 




Start 


3116 








End 


3496 


Name 


OJ000350 61 


.0410. 


C18.03 


.gp 


Method 


AAT/GAP 


Start 


3116 








End 


3496 


GI 


none 








Score 


722 


Exons 


3116. .3496 












Seq. No. 


42722 








Seq. ID 


OJ000350_61.0410.C18 


Gene No. 


89135 








Strand 




Start 


3717 








End 


4264 


Name 


OJ000350 61 


.0410. 


C18.01 


,tc 


Method 


TBLASTX: Cress 


Start 


2425 








End 


2766 


GI 


none 








Score 


38 


Exons 


2425. .2460, 


2430. 


.2459, 


2477. 


.2551, 2478. .2552, 2602. .2754, 




2610. .2759, 


2610. 


.2762, 


2623. 


.2766 




Seq. No. 


42722 








Seq. ID 


OJ000350_61.0410.C18 


Gene No. 


89135 








Strand 




Start 


3717 








End 


4264 


Name 


OJ000350 61 


.0410. 


C18.01 


• ts 


Method 


TBLASTX : Soybean 


Start 


2472 








End 


2766 


GI 


none 








Score 


52 



43179 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2472, .2576, 2489. .2563, 2491. .2586, 2580. .2759, 2582. .2758, 
2583.. 2762, 2623.. 2766 



42722 
89135 
3717 

OJ000350_61.0410,C18,ol,tm 

2490 

none 



Seq. ID OJ000350_61.0410.C18 
Strand 

End 4264 

Method TBLASTX : Mai ze 

End 2758 

Score 370 



2490. .2750, 2490, ,2750, 2491. .2754, 2492, .2758 



42722 
89135 
3717 

OJ000350_61.0410,C18.o4.gp 
3717 

uC-osrocyp004c06bl 
3717, ,4264 

•2191175 5.0e-21 (AF007270) A_IG002P16 . 24 gene product 
[Arabidopsis thaliana] ' 



Seq. ID OJ000350_61.0410.C18 
Strand 

End 4264 

Method AAT/GAP 

End 4264 

Score 932 



42722 
89136 
4898 

OJ000350_61.0410.C18.ol.tw 

4898 

none 



Seq. ID OJ000350_61.0410.C18 
Strand 

End 5071 

Method TBLASTX : Wheat 

End 5071 

Score 125 



4898. .4990, 4898.-4984, 4950, .5063, 4988. .5071, 5002. .5070, 
5015., 5071 



42723 
89137 
778 

OJ000350_61.0410,C29.ol.ts 

778 

none 



Seq. ID OJ000350_61.0410.C29 
Strand 

End 1194 

Method TBLASTX : Soybean 

End 1194 

Score 44 



778, .813, 786. .815, 787, .816, 789. .815, 821. .937, 822. .941, 
892. ,1020, 919. .1026, 923. .1036, 924. .1028, 1072. .1104, 
1075.. 1125, 1111.. 1194 



42724 
89138 
1229 

OJ000350_61.0410.C36.ol.tw 

1229 

none 



Seq, ID OJ000350_61.0410.C36 
Strand 

End 1446 

Method TBLASTX : Wheat 

End 14 4 6 

Score 181 



1229. ,1351, 1245. .1352, 1344. .1445, 1345, .1446, 1346. .1444 



42724 
89139 
3579 

OJ000350_61.0410,C36,ol.ts 

3579 

none 



Seq. ID OJ000350_61.0410.C36 
Strand 

End 4064 

Method TBLASTX : Soybean 

End 4013 

Score 42 



3579..3641> 3726. .4013, 3740. .3877 

42724 Seq. ID OJ000350_61 . 04 10 , C36 



43180 




Gene No. 


89139 




Strand 






Start 


3579 




End 


4064 




Name 


OJ000350 61.0410.C36.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3726 




End 


4064 




GI 


none 




Score 


266 




Exons 


3726.. 4064, 3740.. 3913 










Seq. No. 


42725 




Seq. ID 


OJ000350_61.0410 


.C42 


Gene No. 


89140 




Strand 






Start 


4 




End 


160 




Name 


OJ000350 61.0410.C42.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4 




End 


160 




GI 


none 




Score 


198 




Exons 


4.. 159, 8.. 160, 8.. 157 










Seq. No. 


42726 




Seq. ID 


OJ000350_61.0410 


.C43 


Gene No. 


89141 




Strand 






Start 


512 




End 


784 




Name 


OJ000350 61.0410.C43.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


512 




End 


649 




GI 


none 




Score 


191 




Exons 


512. .649, 512. .649 










Seq. No. 


42726 




Seq. ID 


OJ000350_61.0410 


.C43 


Gene No. 


89141 




Strand 






Start 


512 




End 


784 




Name 


OJ000350 61.0410.C43.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


518 




End 


784 




GI 


none 




Score 


236 




Exons 


518. .667, 518. .700, 519 


. .701, 


541. .708 


, 746. .784 




Seq. No. 


42727 




Seq. ID 


OJ000350_61.0410 


.C45 


Gene No. 


89142 




Strand 






Start 


1149 




End 


1883 




Name 


OJ000350 61.0410.C45.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


225 




GI 


none 




Score 


345 




Exons 


1..225, 2,. 217, 3. .218, 


79. .219 






Seq. No. 


42727 




Seq. ID 


OJ000350_61.0410 


.C45 


Gene No. 


89142 




Strand 






Start 


1149 




End 


1883 




Name 


OJ000350 61.0410.C45.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3 




End 


580 




GI 


none 




Score 


160 




Exons 


3. .125, 4. .123, 6. .128, 


129. . 


170, 129. 


.206, 130.. 207, 185.. 580, 




199.. 492 










Sea No. 


42727 




Seq. ID 


OJ000350_61.0410 


.C45 


Gene^ No . 


89142 




Strand 






Start 


1149 




End 


1883 




Name 


OJ000350 61.0410.C45,ol 


. tc 


Method 


TBLASTX: Cress 




Start 


129 




End 


966 




GI 


none 




Score 


79 




Exons 


129. .170, 130. .327, 131 


. .325, 


207. .338 


, 324.-437, 325.. 


441, 




326. .445, 449. .658, 451 


. .732, 


453. .734 


, 454. .738, 734.. 


847, 




738.. 836, 738,. 866, 739 


. .846, 


739. .876 


, 743. .874, 856.. 


933, 



43181 



872. .934, 872. .949, 874^.936, 937. .966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42727 
89142 
1149 

OJ000350_61.0410.C45.ol.tm 

449 

none 



Seq. ID OJ000350_61.0410.C45 
Strand 

End 1883 

Method TBLASTX : Mai ze 

End 995 

Score 304 



449. .658, 451. .699, 454. .699, 528. .701, 635. .700, 694. .732, 

702. .734, 702, .746, 703. .735, 733. .864, 734. .859, 852. .950, 

863. .934, 868. .936, 873. .950, 936. .968, 936. .968, 943. .993, 

958.. 993, 963.. 995 



42727 
89142 
1149 

OJ000350_61.0410.C45.o2.ts 

581 

none 



Seq. ID OJ000350_61.0410.C45 
Strand 

End 1883 

Method TBLASTX : Soybean 

End 936 

Score 107 



581. .658, 583. .732, 585. .734, 585. .746, 586. .735, 734. .847, 
735. .866, 736. .876, 737, .874, 856. .933, 872. .934, 873. .935, 
874. .936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Ncime 

Start 

GI 



42727 
89142 
1149 

OJ000350_61.0410.C45.o2.tw 

811 

none 

811. .864, 812. .862, 852. .932, 
936. .968, 936. .968, 943. .993, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 61.0410.C45 



1883 

TBLASTX: Wheat 
993 
86 

859. .933, 860. .931, 868. .936, 
963. .992 



42727 
89142 
1149 

OJ000350 61.0410.C45.o2.tm 



1134 
none 

1134. .1232, 
1294. .1662, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1134.. 1196, 1136.. 1213, 1292 
1309. .1620 



OJ000350 61.0410.C45 



1883 

TBLASTX: Maize 
1662 
113 

1621, 1292.. 1618, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 61.0410.C45 



42727 
89142 
1149 

OJ000350_61.0410.C45.ol.gp 
1149 

14384_1.R1084 
1149. .1883 

'5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] ' 



1883 
AAT/GAP 
1883 
1205 



42727 Seq. ID 

89142 Strand 

1149 End 

OJ000350_61.0410.C45.ol.tw Method 

1259 . End 

none Score 



OJ000350_61.0410.C45 
1883 

TBLASTX: Wheat 

1883 

603 



43182 




Exons 1259. .1630, 1259. .1639, 1276. .1632, 1626. .1880, 1627. .1881, 

1628. .1882, 1629. .1883 



Seq. No. 


42727 




Seq. ID 


OJ000350_61.0410.C45 


Gene No . 


89142 




Strand 




Start 


1149 




End 


1883 


Name 


OJ000350 61.0410.C45.o2 


.to 


Method 


TBLASTX: Cress 


Start 


1272 




End 


1541 


GI 


none 




Score 


343 


Exons 


1272. .1373, 1274, .1540, 


1274 . 


.1540, 1410. .1541 


Seq. No. 


42727 




Seq. ID 


OJ000350 61. 0410. C4 5 


Gene No. 


89142 




Strand 




Start 


1149 




End 


. 1883 


Name 


OJ000350 61.0410.C45.o3 


.to 


Method • 


TBLASTX: Cress 


Start 


1632 




End 


1770 


GI 


none 




Score 


190 


Exons 


1632. .1769, 1634 . . 1768, 


1648. 


.1770 




Seq. No. 


42727 




Seq. ID 


OJ000350_61.0410.C45 


Gene No. 


89142 




Strand 




Start 


1149 




End 


1883 


Name 


OJ000350 61.0410.C45.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


1713 




End 


1878 


GI 


none 




Score 


144 


Exons 


1713. .1877, 1714. .1878, 


1719. 


.1877 




Seq. No. 


42728 




Seq. ID 


OJ000350_61.0410.C48 


Gene No . 


89143 




Strand 


+ 


Start 


1 




End 


106 


Name 


OJ000350 61.0410.C48.ol 


. gp 


Method 


AAT/GAP 


Start 


1 




End 


106 


GI 


uC-osflcyp099hl0al 




Score 


201 


Exons 


1. .106 








GI Descrip. 


' 769724 /dbj | BAA06828.il 


3.0e- 


27 (D32052) ORF92B [Oryza sativa] 


Seq. No. 


42728 




Seq. ID 


OJ000350_61.0410.C48 


Gene No . 


89144 




Strand 




Start 


3510 




End 


4091 


Name 


OJ000350 61.0410.C48.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3510 




End 


4091 


GI 


none 




Score 


117 


Exons . 


3510.. 3737, 3544.. 3765, 


3861. 


.4034, 3922. .4035, 4014. .4091 


Seq. No. 


42729 




Seq. ID 


OJ000350_61.0410.C55 


Gene No . 


89145 




Strand 


+ 


Start 


1022 




End 


1406 


Name 


OJ000350 61.0410.C55-O1 


.gp 


Method 


AAT/GAP 


Start 


1022 




End 


1406 


GI 


uC-osflcyp033a04bl 




Score 


620 


Exons 


1022. .1406 








GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 * 




Seq. No. 


42729 




Seq. ID 


OJ000350_61 .0410. C55 


Gene No. 


89146 




Strand 


+ 


Start 


2573 




End 


3027 



43183 



Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_61.0410.C55.o3.gp Method AAT/GAP 
2573 End 3027 
95437_1.R1084 Score 782 
2573. .3027 

M512226/dbj I AB014738.1IAB014738 l.Oe-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence' 



Seq. ID OJ000350_61.0410.C56 
Strand 

End 1715 

Method TBLASTX : Wheat 

End 502 

Score 98 



42730 
89147 
169 

OJ000350_61.0410.C56.o6.tw 
169 
none 

169.. 501, 190.. 492, 233. .502 

42730 
89147, 
169 

OJ00035*0_61.0410.C56.ol.tm 
349 
none 

349. .786, 365. .808, 722. .811, 808. .942, 820. .942, 834. .950 



Seq. ID OJ000350_61.0410.C56 
Strand 

End 1715 

Method TBLASTX : Mai ze 

End 950 

Score 207 



Seq. ID OJ000350_61.0410.C56 
Strand 

End 1715 

Method TBLASTX : Wheat 

End 1130 

none Score 67 

502. .786, 505. .627, 614. .787, 798. .1070, 808. .1074, 817. .939, 
834. .1130 



42730 
89147 
169 

OJ000350_61.0410.C56.o2.tw 
502 



Seq. No. 


42730 








Seq, ID 


OJ000350_61.0410 


.C56 


Gene No. 


89147 








Strand 






Start 


169 








End 


1715 . . 




Name 


OJ000350 61 


.0410. 


C56.04 


. tm 


Method 


TBLASTX: Maize 




Start 


999 








End 


1290 




GI 


none 








Score 


210 




Exons 


999. ,1289, 


1003. . 


1290 










Seq. No. 


42730 








Seq, ID 


OJ000350_61.0410 


.C56 


Gene No. 


89147 








Strand 






Start 


169 








End 


1715 




Name 


OJ000350 61 


.0410. 


C56.02 


.ts 


Method 


TBLASTX : Soybean 




Start 


1089 








End 


1349 




GI 


none 








Score 


151 




Exons 


1089, . 1349, 


1090. 


.1344, 


1098. 


.1346 






Seq. No. 


42730 








Seq. ID 


OJ000350_61,0410 


.C56 


Gene No. 


89147 








Strand 






Start 


169 








End 


1715 




Name 


OJ000350 61 


,0410. 


C56.01 


.tc 


Method 


TBLASTX: Cress 




Start 


1113 








End 


1430 




GI 


none 








Score 


75 




Exons 


1113. . 1256, 


1114. 


.1254, 


1257. 


.1430 







43184 



Seq. No. - 42730 

Gene No. 89147 

Start 169 

Name OJ000350_61 . 04 10 . C56 . ol . tw 

Start 1137 

GI none 

Exons 1137.. 1715, 1141.. 1704 

Seq. No. 42730 

Gene No. 89148 

Start 1704 

Name OJ000350_61 . 04 10 . C56 . o2 . tm 

Start 1704 

GI none 

Exons 1704.. 2057, 1708.. 2058 



Sejq. ID pJ000350_61.0410.C56 
Strand 

End 1715 

Method TBLASTX : Wheat 

End 1715 

Score 333 



Seq. ID OJ000350_61.0410.C56 
Strand 

End 2129 

Method TBLASTX :Maize 

End 2058 

Score 230 



Seq. No. 42730 

Gene No. 89148 

Start 1704 

Name OJ000350_61 . 04 10 , C56 . o3 . tw 

Start 1716 

GI none 

Exons 1716.. 2129, 1717.. 2097 

Seq. No. 42730 

Gene No. 89148 

Start 1704 

Name OJ000350_61 . 04 10 . C5 6 . o3 . ts 

Start 1878 

GI none 

Exons 1878.. 2123, 1978.. 2106 

Seq. No. 42730 

Gene No. 89149 

Start 2094 

Name OJ000350_61 . 04 10 . C5 6 . o3 . tm 

Start 2094 

GI none 

Exons 2094.. 2408, 2137.. 2187, 2215. 

Seq. No. 42730 

Gene No. 89149 

Start 2094 

Name OJ000350_61.0410.C56.o5.tw 

Start 2130 

GI none 

Exons 2130.. 2432, 2136.. 2429, 2146., 

Seq. No. 42730 

Gene No. 89149 

Start 2094 

Name OJ000350_61 . 0410 . C56 . ol . ts 

Start 2144 

GI none 

Exons 2144. .2326, 2145. .2504, 2146.. 
2509. .2538 



Seq. ID OJ000350_61.0410.C56 
Strand 

End 2129 

Method TBLASTX : Wheat 

End 212 9 

Score 331 



Seq. ID OJ000350_61.0410.C56 
Strand 

End 2129 

Method TBLASTX : Soybean 

End 2123 

Score 59 



Seq. ID OJ000350_61.0410.C56 
Strand 

End 2963 

Method TBLASTX : Mai ze 

End 2594 

Score 50 
.2268, 2415. .2594, 2440. .2586 

Seq. ID OJ000350_61.0410.C56 
Strand 

End 2963 

Method TBLASTX : Wheat 

End 2432 

Score 190 
.2430, 2324. .2431 

Seq. ID OJ000350_61.0410.C56 
Strand 

End 2963 

Method TBLASTX : Soybean 

End 2540 

Score 193 

.2436, 2464. .2502, 2508. .2540, 



43185 






Seq. No. 


42730 






. Seq. ID 


OJ000350_61.0410 


.C56 




Gene No. 


89149 






Strand 








Start 


2094 






End 


2963 






Name 


OJ000350 61.0410. 


C56.04 


.tw 


Method 


TBLASTX: Wheat 






Start 


2481 






End 


2963 






GI 


none 






Score 


195 






Exons 


2481. .2858, 2484. 


.2849, 


2524 


..2859, 2913. .2963 






Seq, No. 


42730 






Seq. ID 


OJOOUoOU 01.U41U 


,C56 




Gene No. 


89149 






Strand 








Start 


2094 






End 


2963 






Name 


OJ000350 61.0410. 


C56.02 


.tc 


Metnoa 


i BLAo i A : Lress 






Start 


2517 






End 


O O "D / 






GI 


none 






Score 


1/0 






Exons 


2517. .2834 














Seq. No. 


42730 






Seq. ID 


OJOOOioO D1.041U 


.C56 




Gene No. 


89149 






Strand 








Start 


2094 






End 


2963 






Name 


OJ000350 61.0410. 


C56.05 


.tm 


Method 


TBLASTX: Maize 






Start 


2662 






End 


2951 






GI 


none 






Score 


131 






Exons 


2662.. 2853, 2664. 


.2951 










% s§ 


Seq. No. 


42730 






. Seq. ID 


OJ000350_61.0410 


.C56 


L; : 


Gene No. 


89150 






Strand 








Start 


3078 






End 


3501 




~~ 


Name 


OJ000350 61.0410. 


C56.07 


.tw 


Method 


TBLASTX: Wheat 






Start 


3078 






End 


3501 




iy 


GI 


none 






Score 


67 






Exons 


3078. .3245, 3133. 


.3246, 


3291 


..3353, 3359. .3445, 3379. .3501 


f\i 


Seq. No. 


42731 






Seq. ID 


OJ000350_61.0410 


.C58 




Gene No. 


O ft 1 CI 

89151 






Strand 


+ 






Start 


184 






End 


475 




''4 . 


Name 


OJ000350 61.0410. 


C58.01 


. tm 


Method 


TBLASTX: Maize 






Start 


33 






End 


475 




L "j 




none 






Score 


565 




^~ 


Exons 


33. .473, 39. .449, 


44. .475, 394. .474 








Seq. No. 


42731 






Seq. ID 


OJ000350_61.0410 


• C58 




Gene No. 


89151 






Strand 


+ 






Start 


184 






End 


475 






Name 


OJ000350 61.0410. 


C58.01 


.gp 


Method 


AAT/GAP 






Start 


184 






End 


475 






GI 


101261 1.R1084 






Score 


560 






Exons 


184. .475 














GI Descrip. 


M81526/pir| IS38800 3.0e-33 


probable 


ribosomal protein 


SI - 






wheat mitochondrion' 












Seq. No. 


42732 






Seq. ID 


OJ000350_61.0410 


.C60 




Gene No. 


89152 






Strand 








Start 


1386 






End 


1793 






Name " 


OJ000350 61.0410. 


C60.O1 


.tw 


Method 


TBLASTX: Wheat 






Start 


1386 






End 


1793 






GI 


none 






Score 


571 






Exons 


1386. .1793, 1388. 


.17 92 ' 











43186 




Seq. No. 


42733 




Seq. ID 


OJ000350_61.0410 


.C61 


Gene No . 


89153 




Strand 






Start 


242 




End 


703 




Name 


OJ000350 61.0410.C61.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


242 




End 


703 




GI 


none 




Score 


278 




Exons 


242. .703, 286. .540 










Seq. No. 


42734 




Seq. ID 


OJ000350_61.0410 


.C62 


Gene No . 


89154 




Strand 


+ 




Start 


6047 




End 


6399 




Name 


OJ000350 61.0410.C62.ol. 




Method 


AAT/GAP 




Start 


6047 




End 


6399 




GI 


427699 




Score 


602 




Exons 


6047. . 6399 










Seq. No, 


42734 




Seq. ID 


OJ000350_61.0410 


.C62 


Gene No. 


89154 




Strand 


+ 




Start 


6047 




End 


6399 




Name 


OJ000350 61.0410.C62.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6139 




End 


6329 




GI 


none 




Score 


47 




Exons 


6139. .6165, 6140. .6172, 


6155. 


.6265, 6162. .6287, 6169. .6288, 




6169. .6294, 6276. .6314, 


6294. 


.6329 






Seq. No. 


42735 




Seq. ID 


OJ000350_61.0410 


.C65 


Gene No. 


89155 




Strand 


+ 




Start 


1 




End 


312 




Name 


OJ000350 61.0410.C65.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


312 




GI 


24824 1.R1084 




Score 


270 




Exons 


1..144, 290. .312 










GI Descrip. 


•476752 5.0e-87 (L24073) 


rubisco large 


subunit [Oryza sativ< 




>gi 1583954_prf 2121489A 










RuBisCO : SUBUNIT=large : ISOTYPE 


=truncated [Oryza sativa] ' 




Seq. No. 


'42735 




Seq. ID 


OJ000350_61.0410 


.C65 


Gene No. 


89155 




Strand 


+ 




Start 


1 




End 


312 




Name 


OJ000350 61.0410.C65.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


186 




GI 


none 




Score 


243 




Exons 


1..186, 2. .142, 3. .143 










Seq. No. 


42735 




Seq. ID 


OJ000350_61.0410 


.C65 


Gene No . 


89155 




Strand 


+ 




Start 


1 




End 


312 




Name 


OJ000350 61.0410.C65.ol. 


to 


Method 


TBLASTX: Cress 




Start 


1 




End 


186 




GI 


none 




Score 


220 




Exons 


1..186, 1..144 










Seq. No. 


42735 




Seq. ID 


OJ000350_61.0410 


.C65 


Gene No. 


89155 




Strand 


+ 




Start 


1 




End 


312 




Name 


OJ000350 61.0410.C65.ol. 


tw 


Method 


TBLASTX: Wheat 





43187 



start 
GI . 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

Seq. No. 

Gene No- 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1 

none 

1..144, 3. .143 

42735 
89155 
1 

OJ000350_61.0410.C65.ol.ts 
1 

none 

1..186, 1..144 

42736 
89156 
1 

OJ000350_64.0403.C2.ol.np 
1 

6815107 



End 
Score 



144 
253 



Seq. ID OJ000350_61.0410.C65 

Strand + 

End 312 

Method TBLASTX : Soybean 

End 186 

Score 205 



Seq. ID OJ000350_64.0403.C2 
Strand 

1732 
AAT/NAP 
1732 
2061 



End 

Method 
End 
Score 

1..102, 220. .1217, 1299. .1509, 1669. .1732 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAG 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



42736 
89156 
1 

OJ000350_64 .0403,02. ol.tw 

136 

none 

136. .567, 164. .364, 407. .565 

42736 
89156 
1 

OJ000350_64.0403.02.ol.tm 

157 

none 

157. .588, 161. .316, 226. .582 

42736 
89156 
1 

OJ000350_64.0403.02.ol.ts 

175 

none 

175. .741, 422. .679, 526. .711 

42736 
89156 
1 

OJ000350_64.0403.02.ol.gs 

448 

none 

448. . 1217, .1299. . 1443 

42736 
89156 
1 



Seq. ID OJ000350_64.0403.O2 
Strand 

End. 1732 
Method ■ TBLASTX: Wheat 
End 567 
Score 62 



Seq. ID OJ000350_64. 0403,02 
Strand 

End 1732 

Method TBLASTX: Maize 

End 588 

Score 82 



Seq. ID OJ000350_64.0403.O2 
Strand 

End 1732 

Method TBLASTX : Soybean 

End 741 

Score 87 



Seq. ID OJ000350_64.0403.O2 
Strand 

End 1732 

Method GENSOAN 

End 1443 

Score . 97 



Seq. ID OJ000350_64.0403.O2 
Strand 

End 1732 



43188 



Name 



OJ000350 64.0403.C2.ol.tc 



Method 



TBLASTX: Cress 



Start 


487 


End 


801 


GI 


none 


Score 


217 


Exons 


487. .801 






Seq. No. 


42736 


Seq. ID 


OJ000350 64.0403 


Gene No. 


89156 


Strand 




Start 


1 


End 


1732 


Name 


OJ000350 64.0403.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


589 


End 


851 


GI 


none 


Score 


68 


Exons 


589. .846, 595. .741, 672. .851 






Seq. No. 


42737 


Seq. ID 


OJ000350_64 .0403 


Gene No. 


89157 


Strand 


+ 


Start 


2854 


End 


6501 


Name 


OJ000350 64.0403.C3.ol.gs 


Method 


GENSCAN 


Start 


2854 


End 


4129 


GI 


none 


Score 


.53 


Exons 


2854. .2856, 3644, .4129 






Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403 


Gene No. 


89157 


Strand 


+ 


Start 


2854 


End 


6501 


Name 


OJ000350 64.0403.C3.ol.np 


Method 


AAT/NAP 


Start 


3692 


End 


6501 


GI 


7340860 


Score 


79 


Exons 


3692.. 3739, 4977.. 5092, 6477. 


.6501 




GI Descrip. 


(AP001551) EST D24084 {R1183) 


corresponds to a region of 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403 


Gene No. 


89158 


Strand 


+ 


Start 


8600 


End 


11097 


Name 


OJ000350 64.0403.C3.o3.gs 


Method 


GENSCAN 


Start 


8600 


End 


11097 


GI 


none 


Score 


.88 


Exons 


8600.. 8665, 8845.. 9000, 9030. 


.9210, 9284.. 10424, 10572. 


Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403 


Gene No. 


89158 


Strand 


+ 


Start 


8600 


End 


11097 


Name 


OJ000350 64.0403.C3.o2.np 


Method 


AAT/NAP 


Start 


9268 


End 


10989 


GI 


2347195 


Score 


900 


Exons 


9268. .9540, 9589. .10424, 10572. .10989 




GI Descrip. 


(AC002338) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403 


Gene No. 


89159 


Strand 




Start 


12202 


End 


13470 


Name 


OJ000350 64.0403.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


9258 


End 


9585 


GI 


none 


Score 


488 


Exons 


9258. .9584, 9274.. 9585, 9466. 


.9585 




Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403 



43189 




Gene No. 


89159 *% 


.^Strand 




Start 


12202 


End 


13470 


Naine 


OJ000350 64 0403 C3 ol tc 


Method 


TBLASTX : Cress 


Start 


9262 ~ 


End 


9729 


GI 


none 


Score 


204 


F. von Q 


9262 9552, 9264 9530, 9559 


. 9729 




Seq. No. 


42737 


Seq. ID 


OJ000350__64 .0403.C3 


Gene No. 


89159 


Strand 




Start 


12202 


End 


13470 


Name 


OJ000350 64 . 0403.C3 .ol . ts 


Method 


TBLASTX : Soybean 


Start 


9277 ~ 


End 


9741 ' 


GI 


none 


Score 


215 




9277 .9552, 9390.. 9536, 9559. 


.9741, 9559. .9711 


Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403.C3 


Gene No. 


89159 


Strand 




Start 


12202 


End 


13470 


Name 


OJ000350 64.0403.C3.o3.tw 


Method 


TBLASTX: Wheat 


Start 


9472 


End 


12630 


GI 


none 


Score 


97 


K von <5 


9472.. 9549, 12229 .. 12423, 12481.. 12630 




O C ^ . LN^J • 


42737 


Seq. ID 


OJ000350_64.0403.C3 


Gene No. 


89159 


Strand 




Start 


12202 


• End 


13470 


Name 


OJ000350 64.0403.C3.o5.tm 


Method 


TBLASTX: Maize 


Start 


10201 


End 


10425 


GI 


none 


Score 


200 


P* vnn q 


10201. .10329, 10242. .10349, 10260 .. 10424 , 10267 .. 10425, 




10331. .10423, 10396.. 10425 






Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403.C3 


Gene No. 


89159 


Strand 




Start 


12202 


End 


13470 


Name 


OJ000350 64.0403.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


10563 


End 


10794 


GI 


none 


Score 


299 


F.xr>n q 


10563. .10793, 10570.. 10794 






Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403.C3 


Gene No. 


89159 


Strand 




Start 


12202 


End 


13470 


Name 


OJ000350 64.0403.C3.o4.gs 


Method 


GENSCAN 


Start 


- 12202 


End 


13404 


GI 


none 


Score 


.93 


F,5f on 


12202. .13404 






Sea No 


42737 


Seq. ID 


OJ000350_64.0403.C3 


Gene No . 


89159 


Strand 




Start 


12202 


End 


13470 


Name 


OJ000350 64.0403.C3.o3.np 


Method 


AAT/NAP 


Start 


12211 


End 


13221 


GI 


6069646 


Score 


428 


Exons 


12211. .13221 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar to 



43190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Arabidopsis thaliana' chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. {AC006248) 
[Oryza sativa] 



42737 Seq. ID 

89159 Strand 

12202 End 

OJ000350_64 . 0403 . C3 ^ o2 . tm ' Method 

12413 End 

none Score 



OJ000350_64.0403.C3 
13470 

TBLASTX: Maize 

12699 

106 



12413. .12697, 124 18 12693, 12499.. 12699 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42737 Seq. ID 

89159 Strand 

12202 End 

OJ000350_64 . 0403 . C3 . o2 . tw Method 

12637 End 

none Score 



OJ000350_64.0403.C3 
13470 

TBLASTX: Wheat 

13026 

79 



12637. .12789, 12656. . 12784 , 12850.. 13026 





Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403.C3 




Gene No. 


89159 


Strand 






Start 


12202 


End 


13470 




Name 


OJ000350 64.0403.C3.o4.tm 


Method 


TBLASTX: Maize- 




Start 


13111 


End 


13470 




GI 


none 


Score 


82 




Exons 


13111. .13470, 13112.. 13282 








Seq. No. 


42737 


Seq. ID 


OJ000350_64.0403.C3 




Gene No. 


89159 


Strand 






Start 


12202 


End 


13470 




Name 


OJ000350 64.0403.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13186 


End 


13462 




GI 


none 


Score 


56 




Exons 


13186. .13344, 13216. . 13308, 


13330. .13458, 13334.. 13462 




Seq. No. 


42738 


Seq. ID 


OJ000350_64.0403.C4 


P — 


Gene No. 


89160 


Strand 






Start 


1 


End 


4787 




Name 


OJ000350 64.0403.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3573 




GI 


6069646 


Score 


458 




Exons 


1..590, 3532.. 3573 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. {AC006248) 
[Oryza sativa] 



Seq. No. 42738 

Gene No. 89160 

Start 1 

Name OJ000350_64 . 0403 . C4 . ol . gs 

Start 17 

GI none 

Exons 17.. 1565, 2454.. 2587, 3565. 
4739. ,4787 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_64.0403.C4 

4787 
GENSCAN 
4787 
.46 



.3756, 3863. .3945, 4150. .4265, 



43191 



Seq. No. 42738 Seq. ID OJ000350_64 . 0403 . C4 

Gene No. 89160 Strand 

Start 1 End 4787 

Name OJ000350_64 . 0403 . C4 .o3 .np Method AAT/NAP 

Start 130 End 2668 

GI 7484649 , Score 556 

Exons 130.. 1565, 2647.. 2668 

GI Descrip. reverse transcriptase - beet retrotransposon (fragment) 



gi|24 62134 |emb|CAA73798. 1 
vulgaris] 



(Y13368) reverse transcriptase [Beta 



Seq. No . 


42738 








Seq. ID 


OJ000350 64.0403 


.C4 


Gene No. 


89161 








Strand 


_ 




Start 


5602 








End 


5947 




Name 


OJ000350 


64 .0403. C4 


.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


46 








End 


351 




GI 


none 








Score 


79 




Exons 


46. .351, 


56. .202 












Seq. No. 


42738 








Seq. ID 


OJ000350_64.0403 


.C4 


Gene No. 


89161 








Strand 






Start 


5602 








End 


5947 




Name 


OJ000350 


64, 0403. C4 


.01 


. tm 


Method 


TBLASTX: Maize 




Start 


187 








End 


612 




GI 


none 








Score 


270 




Exons 


187. .612, 


188. .601 












Seq. No. 


42738 








Seq. ID 


OJ000350_64.0403 


.C4 


Gene No. 


89161 








Strand 






Start 


5602 








End 


5947 




Name 


OJ000350 


64. 0403. C4 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


358 








End 


693 




GI 


none 








Score 


85 




Exons 


358. .540, 


541. .693 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42738 Seq. ID 

89161 Strand 

5602 End 

OJ000350_64 . 0403 . C4 . o2 . tm Method 

772 End 

none Score 



OJ000350_64.0403.C4 
5947 

TBLASTX: Maize 

1203 

100 



772. .1203, 881. .1060, 886. .1179, 1094. .1180 



Seq, No. 


42738 








Seq. ID 


OJ000350 


Gene No, 


89161 








Strand 




Start 


5602 








End 


5947 


Name 


OJ000350 64 


.0403 


.C4.o2 


. gs 


Method 


GENSCAN 


Start 


5602 








End 


5947 


GI 


none 








Score 


.88 


Exons 


5602. .5773, 


5778 


, .5947 








Seq, No. 


42739 








Seq. ID 


OJ000350 


Gene No. 


89162 








Strand 


+ 


Start 


1881 








End 


2012 


Name 


OJ000350 64 


.0403 


.C5.01 


. gs 


Method 


GENSCAN 


Start 


1881 








End 


2012 



43192 




GI none Score .72 

Exons 1881.. 2012 



Seq. No. 


42740 


Seq. ID 


OJ000350 


_64 


.0403 


.C6 


Gene No. 


89163 


Strand 


+ 








Start 


146 


End 


1082 








Name 


OJ000350 64.0403.C6.ol.gs 


Method 


GENSCAN 








Start 


146 


End 


1082 








GI 


none 


Score 


.98 








Exons 


146. .148, 942. .1082 












Seq. No. 


42740 


Seq. ID 


OJ000350 


_64 


.0403 


.C6 


Gene No. 


89164 


Strand 


+ 








Start 


4246 


End 


7488 








Name 


OJ000350 64.0403,C6.o3.gs 


Method 


GENSCAN 








Start 


4246 


End 


7488 








GI 


none 


Score 


.86 








Exons 


4246. .4312, 4318. .4530, 4559 


..4659, 4824. .4866, 


5024. .5096 




5935. .6051, 7419. .7488 












Seq. No. 


42740 


Seq. ID 


OJ000350 


_64 


.0403 


.C6 


Gene No. 


89165 


Strand 


+ 








Start 


8340 


End 


11478 








Name 


OJ000350 64.0403,C6.o4.gs 


Method 


GENSCAN 








Start 


8340 


End 


11478 








GI 


none 


Score 


.49 








Exons 


8340.. 8455, 8464.. 9052, 9153 


..9295, 10061.. 1021 




11234 


. .1 




1141/.. 114/0 












Seq. No. 


42740 


Seq. ID 


OJ000350 


_64 


. 040i 


. Co 


Gene No. 


89166 


Strand 










Start 


1155 


End 


2252 








Name 


OJ000350 64.0403.C6.o2.gs 


Method 


GENSCAN 








Start 


1155 


End 


2252 








GI 


none 


Score 


.82 








Exons 


1155.. 1749, 1817.. 1940, 2165 


. .2252 










Seq. No. 


42740 


Seq. ID 


OJ000350 


_64 


.0403 


.C6 


Gene No. 


89167 


Strand 










Start 


7521 


End 


9332 








Name 


OJ000350 64.0403.C6.ol.np 


Method 


AAT/NAP 








Start 


7521 


End 


9332 








GI 


7329652 


Score 


77 








Exons 


7521.. 7564, 8709.. 9019, 9235 


. .9332 










GI Descrip. 


(ALlo^ool) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


42740 


Seq. ID 


OJ000350 


_64 


.0403 


.C6 


Gene No. 


89168 


Strand 










Start 


13731 


End 


14048 








Name 


OJ000350 64.0403.C6.o5.gs 


Method 


GENSCAN 








Start 


13731 


End 


14048 








GI 


none 


Score 


.78 








Exons 


13731. .13833, 14005.. 14048 












Seq. No. 


42741 


Seq. ID 


OJ000350 


_64 


.0403 


.C8 


Gene No. 


89169 


Strand 










Start 


1 


End 


1875 









43193 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_64 . 04 03 . C8 . ol . np Method AAT/NAP 
1 End 1875 

5725518 Score 1602 

1..157, 228. .382, 472. .708, 788. .1026, 1116. .1245, 1732. .1875 
(AF073330) replication origin activator 2 [Zea mays] 



42741 Seq. ID 

89169 Strand 

1 End 
OJ000350_64.0403.C8.ol.tw ' Method 

1 End 

none Score 

1..42, 3. .155, 5. .151 



OJ000350_64.0403.C8 
1875 

TBLASTX: Wheat 

155 

212 



Seq. No. 


42741 






Seq. ID 


OJ000350_64.0403 


.08 


Gene No . 


89169 






Strand 






Start 


1 






End 


1875 




Name 


OJ000350 


64.0403.C8.ol.tc 




Method 


TBLASTX: Cress 




Start 


1 






End 


1873 




GI 


none 






Score 


158 




Exons 


1..159, 3 


..158, 5. .178, 226.. 


381, 227.. 


382, 230.. 382, 310.. 420, 




450. .713, 


472. .711, 778.. 


1041 


, 824. .1027, 1114. ,1179, 






1116. .1202, 1196.. 1243, 1727. 


.1873, 1731.. 1871 




Seq. No. 


42741 






Seq. ID 


OJ000350_64.0403 


.08 


Gene No . 


89169 






Strand 






Start 


1 






End 


1875 




Name 


OJ000350 


64.0403.C8.ol.tm 




Method 


TBLASTX: Maize 




Start 


1 






End 


901 




GI 


none 






Score 


211 




Exons 


1..42, 3. 


.158, 5. .154, 6. 


.155, 226. .381, 227. .382, 227. 


.385, 




307. .387, 


450. .713, 472.. 


711, 


472. .717, 


530. .718, 778.. 


900, 




788. .901, 


795. .899, 824.. 


901 








Seq. No. 


42741 






Seq. ID 


OJ000350_64.0403 


.08 


Gene No . 


89169 






Strand 






Start 


1 






End 


1875 




Name 


OJ000350 


64.0403.C8.o2.ts 




Method 


TBLASTX : Soybean 




Start 


9 






End 


554 




GI 


none 






Score 


118 




Exons 


9. .146, 10. .144, 27. .158, 


220 


..381, 239.-382, 465. .554, 


472. .540 


Seq. No. 


42741 






Seq. ID 


OJ000350_64.0403 


.08 


Gene No. 


89169 






Strand 






Start 


1 






End 


1875 




Name 


OJ000350 


64 .0403.C8.ol.gs 




Method 


GENSCAN 




Start 


51 






End 


1026 




GI 


none 






Score 


.8 




Exons 


51. .181, 


228. .382, 472. .708, 


788. .1026 






Seq. No. 


42741 






Seq. ID 


OJ000350_64.0403 


.C8 


Gene No. 


89169 






Strand 






Start 


1 






End 


1875 




Name 


OJ000350 


64 .0403.C8.ol.ts 




Method 


TBLASTX : Soybean 




Start 


558 






End 


1145 




GI 


none 






Score 


108 




Exons 


558. .710, 


558. .713, 559.. 


711, 


778. .948, 


781. .939, 788.. 


952, 



43194 



82?;. 949, 915. .1028, 943. .1032, 944. .1057, 1116. .1145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42741 
89169 
1 

OJ000350_64 . 0403 . C8 . o2 . tm 

943 

none 



Seq. ID OJ000350_64.0403.C8 
Strand 

End 1875 

Method TBLASTX : Mai ze 

End 1871 

Score 132 



943. .1041,- 944. .1027, 1114. .1203, 1114, .1194, 1116. .1202, 
1188. .1232, 1199. .1243, 1727. .1870, 1731. .1871 



42741 
89169 
1 

OJ000350_64.0403.C8.o3.ts 

1202 

none 



Seq. ID OJ000350_64.0403.C8 
Strand 

End 1875 

Method TBLASTX : Soybean 

End 1873 

Score 142 



1202. .1243, 1727. .1873, 1731. .1871 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42742 Seq. ID OJ000350_64 . 0403 . CIO 

89170 Strand 

371 End 814 

OJ000350_64 , 0403 . CIO . ol . np Method AAT/NAP 

371 End 814 

6815107 Score 296 

371. .550, 638. .814 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein {AL035538) [Oryza sativa] 



BAC 



42743 
89171 
1 

OJ000350_64 .0403.Cll.ol.np 
1 

5725520 



Seq. ID OJ000350_64.0403.C11 

Strand + 

End 2598 

Method AAT/NAP 

End 1251 

Score 485 



1. .53/ 97. .277, 778. .846, 949. .1090, 1198. .1251 
(AF073331) replication origin activator 3 [Zea mays] 



42743 
89171 
1 

OJ000350_64 . 0403 . Cll . ol . gs 

210 

none 



Seq. ID OJ000350_64. 0403. Cll 

Strand + 

End 2598 

Method GENSCAN 

End 2598 

Score .51 



210. .277, 778. .846, 949.. 1067, 1746. .1883, 2044. .2114, 
2185. .2260, 2382. .2423, 2522. .2598 



42743 Seq. ID 

89171 Strand 

1 End 

OJ000350_64 . 0403 . Cll . ol . gp Method 

820 End 

uC-osf Icyp066a09al Score 



OJ000350_64. 0403. Cll 
+ 

2598 
AAT/GAP 
1506 
916 



820. .846, 949. .1090, 1198. .1506 

'2497820/sp|Q43704 |MCM3_MAIZE l.Oe-29 DNA REPLICATION LICENSING 
FACTOR MCM3 HOMOLOG (REPLICATION ORIGIN ACTIVATOR) (ROA PROTEIN) 
>gi_1076823_pir S52247 probable replication origin activator 



43195 



protein ROA - maize (fragment) >gi_609290_emb_CAA82556_ (Z29368) 
ROA protein [Zea mays] ' 



Seq. No. 42743 Seq. ID OJ000350_64 . 0403 • Cll 

Gene No. 89172 Strand 

Start 7739 End 9112 

Name OJ000350_64 . 0403 .Cll . o2 . np Method AAT/NAP 

Start 7739 End 9112 

GI 7446373 Score 1620 

Exons 7739.. 9112 

GI Descrip. probable serine/threonine protein kinase (EC 2.7.1.-) SNFL3 - 
sorghum gi | 3256035 | emb | CAA74646 . 1 | (Y14274) putative 
serine/threonine protein kinase [Sorghum bicolor] 



Seq. No. 42743 Seq. ID 

Gene No. 89173 Strand 

Start 14483 End 

Name OJ000350_64 . 0403 . Cll . o2 . tm Method 

Start 111 End 

GI none Score 
Exons 



OJ000350_64. 0403. Cll 
15498 

TBLASTX: Maize 

1265 

156 



111. .170, 113. .172, 114. .272, 115. .234, 737. .811, 775. .810, 
776. .814, 800. .850, 802. .846, 946. .1035, 947. .1090, 947. .1090, 
1174. .1257, 1186. .1242, 1191. .1265, 1191. .1250 



Seq. No. 42743 

Gene No. 89173 

Start 14483 

Name OJ000350_64 . 04 03 . Cll . ol . tm 

Start 7791 

GI none 
Exons 



Seq. ID OJ000350_64.0403.C11 
Strand 

End 15498 

Method TBLASTX: Maize 

End 15474 

Score 101 



7791. .7925, 7808. .7924, 7919. .8185, 7925. .8020, 8004. .8261, 
8087. .8221, 8264. .9097, 8266.-8325, 8310. .9080, 8345. .9100, 
14535. .14768, 14552 .. 14758 , 14832 .. 15008 , 14834 .. 14980, 
15023. .15211, 15057. .15203, 15092 .. 15205, 15185 .. 15388, 
15205. .15459, 15205 .. 15339, 15206 .. 15352, 15207 .. 15467, 
15382. .15474, 15407.. 15469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42743 
89173 
14483 

OJ000350_64 .0403. Cll. ol.ts 

7808 

none 



Seq. ID OJ000350_64. 0403. Cll 
Strand 

End 154 98 

Method TBLASTX : Soybean 

End 15473 

Score 85 



7808. .7924, 7812. .7916, 7925. .8017, 7989. .8186, 8084. .8218, 
8288. .8899, 8310. .8900, 8566. .8901, 14552 .. 14758, 14556. . 14933, 
14816. .14965, 15056 .. 15211, 15057 .. 15203, 15196 .. 15459, 
15201. .15473, 15204.. 15467 



Seq. No. 42743 

Gene No. 89173 

Start 14483 

Name OJ000350_64 . 0403 . Cll . ol . tc 

Start 7818 

GI none 
Exons 



Seq. ID OJ000350_64. 0403. Cll 
Strand 

End 15498 

Method TBLASTX : Cress 

End 15470 

Score 69 



7818.. 7916, 7820.. 7918, 7892.. 7954, 8010,. 8186, 8087.. 8221, 
8309.. 9097, 8319.. 8672, 8651.. 9094, 14562 .. 14 660, 14564 .. 14701, 
14819. .14968, 14823 .. 14933, 14 996 .. 15211, 15066 .. 15200, 



43196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15201. .15356, 15204. .15467, 15208 .. 15402, 15381.. 15470 



42743 
89173 
14483 

OJ000350_64.0403.Cll.o2.tw 

8312 

none 



Seq. ID OJ000350_64 .0403.C11 
Strand 

End 154 98 

Method TBLASTX : Wheat 

End 15242 

Score 4 9 



8312.. 8512, 15059. .15211, 15207.. 15242 



42743 
89173 
14483 

OJ000350_64 . 0403 . Cll . ol . tw 

8657 

none 



Seq. ID OJ000350_64 .0403. Cll 
Strand 

End 15498 

Method TBLASTX : Wheat 

End 154 67 

Score 40 



8657.. 8806, 8696.. 8770, 8805.. 8960, 8807.. 8959, 15387.. 15467 



42743 Seq. ID 

89173 Strand 

14483 End 

OJ000350_64 , 0403 . Cll . o2 . ts Method 

8903 End 

none Score 
8903.. 9115, 8904.. 9095 

42743 

89173 Strand 

14483 End 

OJ000350_64 . 0403 . Cll . o3 . tm Method 

11724 End 

none Score 

11724. .11789, 11725. .11901, 11847.. 11870 



OJ000350_64. 0403. Cll 
15498 

TBLASTX : Soybean 
9115 
161 



Seq. ID OJ000350_64. 0403. Cll 



15498 

TBLASTX: Maize 
11901 
216 



42743 Seq. ID OJ000350_64 . 0403 . Cll 

89173 Strand 

14483 End 15498 

OJ000350_64. 0403. Cll. o3.np Method AAT/NAP 

14483 End 15498 

7446373 Score 980 

14483. .15498 

probable serine/threonine protein kinase (EC 2.7.1.-) 
sorghum gi| 3256035 | emb | CAA74646 . 1 1 (Y14274) putative 
serine/threonine protein kinase [Sorghum bicolor] 



SNFL3 



42744 Seq. ID 

89174 Strand 
1 End 
OJ000350_64.0403.C12.ol.np Method 
1 End 
7446373 Score 
1..798, 1134. .1197 

probable serine/threonine protein kinase (EC 2.7.1.-) 
sorghum gi | 3256035 | emb | CAA74 64 6. 1 | (¥14274) putative 
serine/threonine protein kinase [Sorghum bicolor] 



OJ000350_64.0403.C12 
+ 

1197 
AAT/NAP 
1197 
743 



SNFL3 



Seq. No. 



42744 



Seq. ID OJ000350_64.0403.C12 



43197 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



89175 Strand 

1321 End 

OJ000350_64 . 0403 . C12 . ol . gs Method 

1321 End 

none Score 



+ 

4420 
GENSCAN 
4420 
.58 



1321. .1376, 1778. .1996, 3433. .3651, 4195. .4420 



42744 • Seq. ID 

89175 Strand 
1321 End 
OJ000350_64 . 0403 . 012 . o2 . np Method 
2697 End 
7446373 Score 
2697. .3374 

probable serine/threonine protein kinase (EC 2.7.1.-) SNFL3 - 
sorghum gi | 3256035 I emb | CAA74646 . 1 1 (Y14274) putative 
serine/threonine protein kinase [Sorghum bicolor] 



OJ000350_64.0403.C12 
+ 

4420 
AAT/NAP 
3374 
809 



42744 Seq. ID 

89175 Strand 
1321 End 
OJ000350_64 . 0403 . 012 . o3 . np Method 
2697 End 
7446373 Score 
2697. .40.32 

probable serine/threonine protein kinase (EC 2.7.1.-) 
sorghum gi | 3256035 t emb | CAA7 4 646 . 1 1 (Y14274j putative 
serine/threonine protein kinase [Sorghum bicolor] 



OJ000350_64 .0403.C12 
+ 

4420 
AAT/NAP 
4032 
1339 



SNFL3 - 



42744 
89176 
2534 

OJ000350_64. 0403. 012. ol.tc 
2 



End 

Method 
End 

none Score 
2. .202, 3. .308, 6. .272, 419. .445, 437 
665. .775, 1395. .1763, 1413. .1688, 1417. .1761, 1776. .1805, 
1893, .2021, 1928. .1987, 2712. .3095, 2714. .3085, 2715. .3146, 
2845.. 3120, 3133.. 3255, 3149.. 3232, 3234.. 3299, 3235.. 3300, 
3299. .3427, 3303. .3425, 3548. .3643, 3583. .3642, 3814. .3951, 
3855. .3953 



Seq. ID OJ000350_64.0403.C12 
Strand 

5495 

TBLASTX: Cress 
3953 
296 

589, 438. .518, 664. .786, 



Seq. No. 
Gene No. 



42744 
89176 
2534 

OJ000350_64. 0403. 012.01, 
2 

none 

2. .202, 3. .356, 6. .275, 
1395. .1760, 1417. .1764, 
2709. .3131, 2712. .3095, 
3150.. 3230, 3151.. 3255, 
3235.. 3300, 3302.. 3424, 
3508. .3648, 3536. .3649, 

42744 
89176 



Seq. ID OJ000350_64.0403.C12 
Strand 

End 54 95 

tm Method TBLASTX: Maize 

End 3963 

Score 322 
437. .589, 438. .512, 664. .813, 665. .796, 
1880.. 1993, 1881.. 2021, 2698.. 2787, 
2729. .3154, 2729. .3154, 3149. .3232, 
3204. .3299, 3227. .3298, 3234. .3326, 
3303. .3428, 3303. .3428, 3441. .3503, 
3560. .3655, 3658. .3963, 3732. .3959 

Seq. ID OJ000350_64. 0403. 012 
Strand 



43198 





start 


2534 


End 


5495 




Naiiie 


OJ000350 64 0403 C12 ol ts 


Method 


TBLASTX: Soybean 




Start 


2 


End 


3945 




GI 


none 


Score 


290 






2 202, 3 317, 438 482, 658 


..771, 668. .778, 674. .778, 






1395 1766, 1417 1767, 1764 


.1811> 1932. .2012, 1934. .2014, 






2712 3095 2729 3154 2857 


.3147, 3149.. 3232, 3151.. 3231, 






3235 3300, 3303 3428, 3317 


.3472, 3431. .3466, 3587. .3667, 






3589 3654 3769 3945 3841 


.3945 






Qprr Mo 

^ ■ lr% W ■ 


42744 


Seq. ID 


OJ000350_64.0403.C12 




Gene No . 


89176 


Strand 






Start 


2534 


End 


5495 




Name 


OJ000350 64.0403.C12.o4.np 


Method 


AAT/NAP 




Start 


2534 


End 


5495 




GI 


6721519 


Score 


217 




P von Q 


2534.. 2569, 5021.. 5159, 5381. 


.5495 








(AP001072) EST AU082116 (E4026 


) corresponds to a region of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


42744 


Seq. ID 


OlTOOO^SO 64 0403 C12 




Gene No. 


89176 


Strand 






Udl. L- 


2534 


End 


J *i _7 J 






OJ000350 64.0403.C12.ol.tw 


Method 




=. 




2727 


End 


Z ^ J. 0 


T 


GI 


none 


Score 




- ^ 


p. von *? 


2727.. 2918, 2846.. 2905 






==== 


Seq. No. 


42744 


Seq. ID 


OJ000350_64.0403.C12 




Gene No. 


89176 


Strand 




^ —3 


Start 


2534 


End 


5495 


?l ! 


Name 


OJ000350 64.0403.C12.o2.gs 


Method 


GENSCAN 




Start 


5011 


End 


5491 




GI 


none 


Score 


.71 




von Q 


5011.. 5159, 5425.. 5491 








Seq. No. 


42745 


Seq. ID 


OJ000350_64.0403.C13 




Gene No. 


89177 


Strand 


+ 




Start 


573 


End 


1459 




Name 


OJ000350 64.0403.C13.ol.gs 


Method 


GENSCAN 




Start 


573 


End 


1459 




GI 


none 


Score 


.51 




F von <? 


573.. 660, 666.. 755, 1359.. 1459 






Qfarr Mo 


42746 


Seq. ID 


OJ000350_64.0403.C14 




Gene No . 


89178 


Strand 


+ 




Start 


1071 


End 


1132 




Name 


OJ000350 64.0403.C14.ol.gp 


Method 


AAT/GAP 




Start 


1071 


End 


1132 




GI 


4715947 


Score 


74 




Exons 


1071. .1132 








GI Descrip. 


2252840 3.0e-09 (AF013293) contains regions of similarity to 



Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 {AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



43199 




Seq.. No. 


42746 


Seq. ID 


OJ000350_64. 


0403 


.C14 


Gene No. 


89179 


Strand 


+ 






Start 


14003 


End 


14638 






Name 


OJ000350 64.0403.C14.o3.gs 


Method 


GENSCAN 






Start 


14003 


End 


14638 






GI 


none 


Score 


.61 






Exons 


14003. .14096, 14121. . 14308, 


14546. .14638 






Seq. No. 


42746 


Seq. ID 


OJ000350_64 . 


0403 


.C14 


Gene No. 


89180 


Strand 


+ 






Start 


16273 


End 


18488 






Naitie 


OJ000350 64.0403.C14.o2.gp 


Method 


AAT/GAP 






Start 


16206 


End 


16702 






GI 


none 


Score 


982 






Exons 


16206. .16702 










Seq. No. 


42746 


Seq. ID 


OJ000350_64. 


0403 


.C14 


Gene No. 


89180 


Strand 


+ 






Start 


16273 


End 


18488 






Name 


OJ000350 64.0403.C14 .o3.np 


Method 


AAT/NAP 






Start 


16271 


End 


18318 






GI 


7329656 


Score 


1213 






Exons 


16271. . 18318 










GI Descrip. 


{AL162351) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


42746 


Seq. ID 


OJ000350_64. 


0403 


.C14 


Gene No. 


89180 


Strand 


+ 






Start 


16273 


End 


18488 






Name 


OJ000350 64. 0403.C14 .o4 .gs 


Method 


GENSCAN 






Start 


16273 ~ 


End 


18306 






GI 


none 


Score 


1 






Exons 


16273. . 18306 










Seq. No. 


42746 


Seq. ID 


OJ000350_64. 


0403 


.C14 


Gene No . 


89180 


Strand 


+ 






Start 


16273 


End 


18488 






Name 


OJ000350 64.0403.C14.o4.gp 


Method 


AAT/GAP 






Start 


18214 


End 


18488 






GI 


3444999 


Score 


391 






Exons 


18214. .18488 










GI Descrip. 


58066/emb|X52324 lARBLSKM l.Oe-85 pBluescript SK(-) 


vector DNA, 




phagemid excised from lambda 


ZAP 








Seq. No. 


42746 


Seq. ID 


OJ000350_64. 


0403 


.C14 


Gene No. 


89181 


Strand 


+ 






Start 


24048 


End 


24449 






Name 


OJ000350 64.0403.C14.o4.np 


Method 


AAT/NAP 






Start 


24048 


End 


24449 






GI 


7523501 


Score 


271 






Exons 


24048. .24299, 24325. .24449 










GI DescriD. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq, No. 


42746 


Seq. ID 


OJ000350_64. 


0403 


.C14 


Gene No. 


89182 


Strand 








Start 


67 


End 


1890 






Name 


OJ000350 64.0403.C14.ol.gs 


Method 


GENSCAN 






Start 


67 


End 


1890 







43200 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

67.. 132, 1813.. 1890 



Score . 68 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 64.0403.C14 



42746 
89182 
67 

OJ000350_64.0403.C14.ol.np 
822 

7106528 
822. .940 

(AP001278) EST D40774 (S2920 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



18 90 
AAT/NAP 
940 
122 



42746 
89183 
3260 

OJ000350_64.0403.C14.o2.gs 
3260 
none 

3260. .3387, 3573. .3608, 3813. .4143, 4234. .4347, 4912 
5132. .5195, 5535. .5727, 5732. .5807, 5827. .6015, 6100 
8080. .9565, 9812. .10010, 10395 .. 11481, 11593 .. 11876, 
11911. .11932 



Seq. ID OJ000350_64.0403.C14 
Strand 

11932 
GENSCAN 
11932 
.51 



End 

Method 

End 

Score 



.5029, 
.6197, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42746 Seq. ID 

89183 Strand 

3260 End 
OJ000350_64 .0403. C14 . o2 . np Method 

7494 End 

7444451 Score 
7494. .9430, 



OJ000350_64.0403.C14 

11932 
AAT/NAP 
11841 
4335 



9482. .11841 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi 1 2586082 | gb | AAB82754 . 1 1 
retrofit [Oryza longistaminata] 



(U72725) 



42746 
89184 
17291 

OJ000350_64 . 0403.C14 .o3 .gp 
17291 

57041_1.R1084 
17291. .18069 

• 58066/emb 1X52324 I ARBLSKM l.Oe-85 pBluescript SK(-) 
phagemid excised from lambda ZAP* 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 64.0403.C14 



18069 
AAT/GAP 
18069 
1447 



vector DNA, 



Seq. No. 


42746 








Seq. ID 


OJ000350_64.0403.C14 


Gene No. 


89185 








Strand 




Start 


26217 








End 


30652 


Name 


OJ000350 64 


.0403 


.C14.05 


. tm 


Method 


TBLASTX: Maize 


Start 


7503 








End 


8154 


GI 


none 








Score 


37 


Exons 


7503. .7721, 


7540 


. .7575, 


7624. 


.7716, 7756. .8154, 7760. .8152 


Seq. No. 


42746 








Seq. ID 


OJ000350_64.0403.C14 


Gene No. 


89185 








Strand 




Start 


26217 








End 


30652 


Name 


OJ000350 64 


.0403 


.C14.01 


.ts 


Method 


TBLASTX : Soybean 



43201 



start 


7545 








End 


8142 




GI 


none 








Score 


70 




Exons 


7545. .7769, 


7552 


. .7680, 


7756. 


.8142, 7760. .7948, 8012. .8140 


Seq. No. 


42746 








Seq. ID 


OJ000350_64 . 0403 


.C14 


Gene No. 


89185 








Strand 






Start 


26217 








End 


30652 




Naine 


OJ000350 64 


.0403 


.C14.02 


. tw 


Method 


TBLASTX: Wheat 




Start 


7906 








End 


8340 




GI 


none 








Score 


191 




Exons 


7906. -8340, 


7907 


. .8323 










Seq. No. 


42746 








Seq. ID 


OJ000350_64 . 0403 


.C14 


Gene No. 


89185 








Strand 






Start 


26217 








End 


30652 




Name 


OJ000350 64 


.0403 


.C14.05 


.to 


Method 


TBLASTX: Cress 




Start 


8215 








End 


8457 




GI 


none 








Score 


189 




Exons 


8215. .8457 














Seq. No. 


42746 








Seq. ID 


OJ000350 64.0403 


.C14 


Gene No. 


89185 








Strand 






Start 


26217 








End 


30652 




Nairie 


OJ000350 64 


.0403 


.C14 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


8278 ~ 








End 


8724 




GI 


none 








Score 


402 




Exons 


8278. .8724 














Seq. No. 


42746 








Seq. ID 


OJ000350_64.0403 


.C14 


Gene No. 


89185 








Strand 






Start 


26217 








End 


30652 




Naitie 


OJ000350 64 


.0403 


.C14 .o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


8347 ~ 








End 


8857 




GI 


none 








Score 


•93 






8347 . . 8520, 


8506 


. . 8841, 


8512. 


.8856, 8648. .8857 




Seq. No. 


42746 








Seq. ID 


OJ000350_64.0403 


.014 


Gene No . 


89185 








Strand 






Start 


26217 








End 


30652 




Name 


OJ000350 64 


.0403 


.C14.02 


.ts 


Method 


TBLASTX : Soybean 




Start 


8536 ~ 








End 


9024 




GI 


5509260 








Score 


68 




Exons 


8536. . 9024, 


8548 


. .8703, 


8738. 


.8887 






QT DescriD- 
















Seq. No. 


42746 








Seq. ID 


OJ000350_64.0403 


.C14 


Gene No. 


89185 








Strand 






Start 


26217 








End 


30652 




Name 


OJ000350 64 


.0403 


.C14 .o2 


• to 


Method 


TBLASTX: Cress 




Start 


8638 ~ 








End 


8908 




GI 


none 








Score 


138 




Exons 


8638. .8907, 


8657 


. .8908 










Seq. No. 


42746 








. Seq. ID 


OJ000350_64.0403 


.C14 


Gene No. 


89185 








Strand 






Start 


26217 








End 


30652 




Name 


OJ000350 64 


.0403 


.C14,o8 


. tm 


Method 


TBLASTX: Maize 





43202 










End 


8985 






n ono 




Score 


100 




von c 


O/^O. m O ^ O 'J f 


fi768 8977 








Seq. No. 


42746 




Seq. ID 


OJ000350_64.0403 


.C14 


Gene No. 


89185 




Strand 








26217 




End 


30652 




Nd.iiie 




0403 n 4 n6 tw 


Mf^t* h>nd 








^ J ^ 




End 


9975 




\3 J. 


n on o 




Score 


144 






9S90 9973 


9628 9975 








Seq. No. 


42746 




Seq. ID 


OJ000350_64.0403 


.C14 


Gene No. 


89185 




Strand 








26217 




End 


30652 






OJ000350 64 


0403 C14 ol tc 


Mpt hod 


TBLASTX * Cress 




O LoJ. L 


962fi ~~ 




End 


10092 






n ono 




Score 


49 




EjXons 


Q62ft 1 0092 


9629 9868 9890 


10075 






Seq. No. 


42746 




Seq. ID 


OJ000350_64.0403 


.C14 


Gene No. 


89185 




Strand 








2621 7 




End 


30652 




N3itie 


0.70003 Sn 64 


0403 C^ 4 o4 


M^l" hoH 






o Udi. 1- 


9646 ~ 




End 


10065 




O J. 


nono 




<J J- ~ 


266 




R von Q 


9646 1 006^ 










Seq. No. 


42746 




Seq- ID 


OJ000350_64.0403 


.C14 


Gene No . 


89185 




Strand 






O UdX u 


26217 




End 


30652 




IN diUC? 


n.T0003S0 64 


0403 n 4 n6 l-m 


l ie L.ll^.^U 


TRT.ASTX - Maize 




O CdX C 


96SR ~ 






1 0083 

X U V/ O J 






nono 




q oo r"0 


87 




P von Q 


96S8 10017 


9698 9973 9994 


10083 






Seq. No. 


42746 




Seq. ID 


OJ000350_64.0403 


.C14 


Gene No. 


89185 




Strand 






O L.dX L. 


26217 




End 


30652 




diUC 


OJ000350 64. 


0403.C14.o7.tm 


M^l" H oH 


TRT.A^TX • Ma i zp 

X U XJX^k./ X x\ . 1. iCl ^ b c 






10567 






1 0869 






none 




Q OO T"0 


98 




P von Q 


10567. .10869, 10597.. 10869 








Seq. No. 


42746 




Seq. ID 


OJ000350_64 .0403 


.C14 


Gene No. 


89185 




Strand 






O L.dX L 


26217 




End 


30652 




Nsnie 


OJ000350 64. 


0403,C14.o3.tw 


Method 


TBLASTX: Wheat 




o UdX U 


10574 




End 


10928 




n 


none 




Score 


247 




Cxons 


10574. .10927 


, 10579. .10926, 10581.. 10928 




Seq. No. 


42746 




Seq. ID 


OJ000350_64.0403 


.C14 


Gene No. 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64. 


0403.C14.o4.tc 


Method 


TBLASTX: Cress 




Start 


11257 




End 


11778 





43203 




GI 


none 




Score 


72 




Exons 


11257.. 11631, 11677, 


.11778 








Seq. No, 


42746 




Seq, ID 


OJ000350_64.0403. 


C14 


Gene No. 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64,0403.C14 


.o3, tm 


Method 


TBLASTX: Maize 




Start 


11335 




End 


11755 




GI 


none 




Score 


75 




Exons 


11335, .11640, 11390, 


.11494, 


11549. .11632, 11644, .11754, 






11681, .11755 










Seq. No. 


42746 




Seq. ID 


OJ000350_64.0403. 


C14 


Gene No. 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64,0403.C14 


.o7.tw 


Method 


TBLASTX: Wheat 




Start 


11335 




End 


11757 




GI 


none 




Score 


81 




Exons 


11335. .11490, 11542, 


.11631, 


11656. . 11757 




Seq. No. 


42746 




Seq. ID 


OJ000350_64,0403. 


C14 


Gene No, 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64.0403,C14 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


16450 




End 


16692 




GI 


none 




Score 


62 




Exons 


16450, .16497, 16450. 


.16491, 


16452. ,16496, 16504 .. 1664 1, 






16506, ,16580, 16534. 


.16692, 


16568. ,16669 




Seq. No. 


42746 




Seq.^' ID 


OJ000350_64.0403. 


C14 


Gene No. 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64,0403.C14 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


16750 




End 


17400 




GI 


none 




Score 


341 




Exons 


16750. .17049, 16764. 


.16805, 


16918, ,17031, 16950, .17051, 






17102. .17176, 17103. 


,17348, 


17106, ,17399, 17107,. 17400 




Seq. No. 


42746 




Seq, ID 


OJ000350_64.0403. 


C14 


Gene No. 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64.0403,014 


, o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16962 




End 


17279 




GI 


none 




Score 


88 




Exons 


16962. .17018, 16963. 


,17019, 


17102. ,17278, 17106. .17279, 






17110, .17277 










Seq. No, 


42746 




Seq. ID 


OJ000350_64.0403. 


C14 


Gene No, 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64,0403.C14 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


17106 




End 


17298 




GI 


none 




Score 


237 




Exons 


17106, ,17297, 17107. 


,17298 








Seq. No. 


42746 




Seq. ID 


OJ000350_64.0403. 


C14 


Gene No. 


89185 




Strand 







43204 




start 


26217 




End 


30652 




Name 


OJ000350 64.0403.C14 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


17106 




End 


17769 




GI 


none 




Score 


222 




Exons 


17106. .17309, 17107. 


.17313, 


17431. .17640, 17439. .17 627, 






17494. .17646, 17700. 


.17735, 


17701. .17769 




Seq. No. 


42746 




Seq. ID 


OJ000350_64 .0403 


.C14 


Gene No. 


89185 




Strand 






Start 


26217 




End . 


30652 




Name 


OJ000350 64.0403.C14 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


17280 




End 


17699 




GI 


none 




Score 


91 




Exons 


17280. .17354, 17280. 


.17699, 


17281. .17697 




Seq. No. 


42746 




Seq. ID 


OJ000350_64 .0403 


.C14 


Gene No. 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64.0403.C14 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


17466 




End 


17721 




GI 


none 




Score 


205 




Exons 


17466. .17720, 17467. 


.17721 








Seq. No. 


42746 




Seq. ID 


OJ000350_64.0403 


,C14 


Gene No. 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64,0403. C14 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17722 




End 


18131 




GI 


none 




Score 


72 




Exons 


17722. .17895, 17724. 


.17765, 


17727. .18131, 17728. .18066 




Seq. No. 


42746 




Seq. ID 


OJ000350_64.0403 


.C14 


Gene No. 


89185 




Strand 






Start 


26217 




End 


30652 




Name 


OJ000350 64.0403.C14 


. o5 .np 


Method 


AAT/NAP 




Start 


26175 




End 


30652 




GI 


7485548 




Score 


114 




Exons 


26175. .26411, 30553. 


.30652 






GI Descrip. 


hypothetical protein 


F16B22 


.7 - Arabidopsis thaliana 





gi|3341678|gb|AAC27460.1| (AC003672) putative C3HC4-type RING 
zinc finger protein [Arabidopsis thaliana] 



Seq. No. 


4274 6 




Seq. ID 


OJ000350_ 


64 


.0403 


.C14 


Gene No. 


89185 




Strand 










Start 


26217 




End 


30652 








Name 


OJ000350 64.0403.C14 


. o6.gs 


Method 


GENSCAN 








Start 


26217 




End 


28630 








GI 


none 




Score 


.49 








Exons 


26217. .26660, 27439. 


.27499, 


28149. .28630 








Seq. No. 


42747 




Seq. ID 


OJ000350_ 


64 


.0403 


.C15 


Gene No. 


89186 




Strand 


+ 








Start 


1 




End 


764 








Name 


OJ000350 64.0403.C15 


. ol .np 


Method 


AAT/NAP 








Start 


1 




End 


749 








GI 


1946376 




Score 


209 








Exons 


1..56, 411. .749 















43205 



GI Descrip. (U93215) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42747 Seq. ID 

89186 Strand 

1 End 
OJ000350_64 .0403. C15 . ol . gs Method 

96 End 

none Score 
96. .764 

42747 Seq. ID 

89186 Strand 

1 End 
OJ000350_64 . 0403 . C15 . ol . tc Method 

545 End 

none Score 

545, .628, 546. .737, 702. .728 



OJ000350_64. 0403. CIS 
+ 

764 

GENSCAN 

764 

.95 



OJ000350_64.0403-C15 
+ 

764 

TBLASTX: Cress 

737 

226 



42748 Seq. ID 

89187 Strand 
1 End 
OJ000350_64.0403.C16.ol.np Method 
1 End 
7228442 Score 
1..1077, 2854. .2876 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000350_64 .0403.C16 
+ 

3222 
AAT/NAP 
2876 
991 



42748 Seq. ID 

89187 Strand 

1 End 

OJ000350_64.0403.C16.ol.gs Method 

54 End 

none Score 



OJ000350_64.0403.C16 
+ 

3222 
GENSCAN 
3222 
.72 



54.. 1093, 1186.. 1453, 1708.. 1939, 2005.. 2085, 2340.. 250.7, 
3164. .3222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. No. 
Gene No. 



42748 Seq. ID 

89188 Strand 

7208 End 

OJ000350_64 . 04 03 . C16 . o2 . tm Method 

92 End 

none Score 



OJ000350_64.0403.C16 
+ 

12638 

TBLASTX: Maize 

674 

122 



92. .214, 93.-245, 245. .550, 246. .554, 594. .674, 596. .622 



42748 
89188 
7208 

OJ000350_64 .0403.C16.ol.tw 

383 

none 



Seq. ID OJ000350_64 .0403.C16 

Strand + 

End 12638 

Method TBLASTX : Wheat 

End 770 

Score 184 



383. .532, 384. .560, 384. .533, 573. .770, 581. .628, 585. .674, 
607.. 693 



42748 
89188 



Seq. ID OJ000350_64.0403.C16 
Strand + 



43206 




start 


7208 


End 


12638 


Name 


OJ000350 64.0403.C16.o3.gs 


Method 


GENSCAN 


Start 


7208 


End 


12407 


GI 


none 


Score 


.63 


Exons 


7208.. 7323, 10572 10899, 12177.. 12407 


Seq. No. 


42748 


Seq. ID 


OJ000350_64 .0403.C16 


Gene No. 


89188 


Strand 


+ 


Start 


7208 


End 


12638 


Name 


OJ000350 64.0403.C16.o2.np 


Method 


AAT/NAP 


Start 


10654 


End 


12638 


GI 


6403506 


Score 


4ol 


Exons 


10654. .10899, 12177.. 12638 






GI Descrip. 


(AC010871) putative aminotransferase 


[Arabidopsis thaliana] 


Seq. No. 


42748 


Seq. ID 


OJ000350_64.0403.C16 


Gene No. 


89188 


Strand 


+ 


Start 


7208 


End 


12638 


Name 


OJ000350 64.0403.C16.ol.gp 


Method 


AAT/GAP 


Start 


10737 


End 


12414 


GI 


56793 1.R1084 


Score 


736 


Exons 


10737. .10899, 12177. .12414 






GI Descrip. 


'2252840 3.0e-09 (AF013293) 


contains 


regions of similarity to 



Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P387 67) [Arabidopsis thaliana] ' 



Seq. No. 


42748 






Seq. ID 


OJ000350_64.0403 


.C16 


Gene No. 


89188 






Strand 


+ 




Start 


7208 






End 


12638 




Name 


OJ000350 64. 


0403-C16 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


10783 






End 


12414 




GI 


none 






Score 


204 




Exons 


10783. .10902 


, 10827. 


.10898, 


12176. .12409, 12177. .12410, 






12177. .12407 


, 12178. 


.12414 








Seq. No. 


42748 






Seq. ID 


OJ000350_64.0403 


.C16 


Gene No. 


89188 






Strand 


+ 




Start 


7208 






End 


12638 




Name 


OJ000350 64. 


0403. C16 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


. 10783 






End 


12413 




GI 


none 






Score 


130 




Exons 


10783. .10902 


, 12176. 


.12412, 


12177. .12413 




Seq. No. 


42748 






Seq. ID 


OJ000350_64.0403 


,C16 


Gene No. 


89188 






Strand 


+ 




Start 


7208 






End 


12638 




Name 


PJ000350 64. 


0403. C16 


.ol.tc 


Method 


TBLASTX: Cress 




Start" 


10786 






End 


12378 




GI 


none 






Score 


131 




Exons 


10786. .10902 


, 12177. 


.12377, 


12177. .12377, 12193.. 12378 




Seq. No. 


42748 






Seq. ID 


OJ000350_64.0403 


.C16 


Gene No. 


89188 






Strand 


+ 




Start 


7208 






End 


12638 




Name 


OJ000350 64. 


0403. C16 


.o2 . tw 


Method 


TBLASTX: Wheat 





43207 



start 


12239 


End 


12410 ' 


GI 


none 


Score 


225 


Exons 


12239. .12409, 12240. .12410 






Sea No 


42749 


Seq. ID 


OJ000350 


Gene No. 


89189 


Strand 


+ 


Start 


1 


End 


1444 


Name 


OJ000350 66.0407.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1444 


GI 


7,340881 


Score 


97 


Evons 


1..227, 333. .365, 1412. .1444 








(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42749 


Seq. ID 


OJ000350 


Gene No. 


89189 


Strand 


+ 


Start 


1 


End 


1444 


Name 


OJ000350 66.0407.C4.o2.np 


Method 


AAT/NAP 


Start 


929 


End 


1444 


GI 


7106512 


Score 


187 


Exons 


929. .989, 1062. .1170, 1405.. 


1444 





GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



o . » 


42750 


Seq. ID 


OJ000350 




89190 


Strand - 


+ 




1 


End 


720 




OJ000350 66.0407,C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


720 


GI 


7248395 


Score 


767 


Exons 


1, .720 






GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42750 


Seq. ID 


OJ000350 


Gene No. 


89190 


Strand 


+ 


Start 


1 


End 


720 


Name 


OJ000350 66.0407.C5.ol.gs 


Method 


GENSCAN 


Start 


36 


End 


681 


GI 


none 


Score 


.85 


Exons 


36. .681 






Seq. No. 


42751 


Seq. ID 


OJ000350 


Gene No. 


89191 


Strand 


+ 


Start 


344 


End 


1500 


Name 


OJ000350 66.0407.C7.ol.np 


Method 


AAT/NAP 


Start 


344 


End 


1500 


GI 


7523517 


Score 


142 


Exons 


344. .650, 1417. .1500 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42751 


Seq. ID 


OJ000350 


Gene No. 


89192 


Strand 




Start 


1 


End 


1500 


Name 


OJ000350 66.0407.C7.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1500 


GI 


6721512 . 


Score 


55 


Exons 


1..50, 735. .821, 1046. .1089, 


1459. .1500 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 



43208 




Seq. No. 


A on c:o 




Seq. ID 


UJUUUjOU DD.U4U/ 




Gene No. 


89193 




Strand 


+ 




Start 


166 




End 


1739 




Name 


OJ000350 66. 0407. C8.ol.gs 




Method 


GENSCAN 




Start 


166 




End 


1721 




GI 


none 




Score 


.69 




Exons 


166. .216, 385. .1035, 1077. 


.1146, 1175. 


.1721 




Seq. No. 


42752 




Seq. ID 


UJUUUjOU DD.U4U/ 




Gene No. 


89193 




Strand 


+ 




Start 


166 




Lna 


1739 




Name 


OJ000350 66.0407.C8.ol.tw 




Method 


TBLASTX: Wheat 




Start 


340 




Lna 


795''' 




GI 


none 




Score 


545 




Exons 


340. .780, 343. .795, 354. .794 








XT A 

Seq. No. 


42752 




Seq. ID 


riTnnn'5t;n ^^^^ dAnn 
vJJUUUOjU 0O.U4U/ 




Gene No. 


89193 




Strand 


+ 




Start 


166 




End 


1739 




Name 


OJ000350 66.0407.C8.o2.ts 




Method 


TBLASTX : Soybean 




Start 


379 




End 


744 




GI 


none 




Score 


97 




Exons 


379. .603, 610. .744 










Seq. No. 


42752 




Seq. ID 


OJ000350_66.0407 


.C8 


Gene No . 


89193 




Strand 


+ 




Start 


166 




End 


1739 


- 


Name 


OJ000350 66.0407.C8.ol.np 




Method 


AAT/NAP 




Start 


394 




End ■ 


1739 




GI 


5902445 




Score 


1524 




Exons 


394. .1739 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




beq. NO. 


42752 




Seq. ID 


OJ000350_66.0407 




Gene No. 


89193 




Strand 


+ 




Start 


166 




End 


1739 




Name 


OJ000350 66.0407.C8.ol.tm 




Method 


TBLASTX: Maize 




Start 


469 




End 


825 




GI 


none 




Score 


420 




Exons 


469. .825, 510. .824, 535. .825 








Seq. No. 


42752 




Seq. ID 


OJ000350_66.0407 


r*Q 


Gene No. 


89193 




Strand 


+ 




Start 


166 




End 


1739 




Name 


OJ000350 66.0407.C8.o2.tm 




Method 


TBLASTX: Maize 




Start 


853 




End 


1236 




GI 


none 




Score 


307 




Exons 


853. .1236, 887.. 1069, 957. 


.1235 






Seq. No. 


42752 




Seq. ID 


OJ000350_66.0407 


.C8 


Gene No. 


89193 




Strand 


+ 




Start 


166 




End 


1739 




Name 


OJ000350 66. 0407. C8.o2.tw 




Method 


TBLASTX: Wheat 




Start 


910 




• End 


1334 




GI 


none 




Score 


448 




Exons 


910. .1332, 950.. 1051, 957. 


.1334 







43209 




Seq. No. 


42752 




Seq. ID 


OJ000350_66.0407 


.C8 


Gene No. 


89193 




Strand 


+ 




Start 


166 




End 


1739 




Name 


OJ000350__66. 0407 .C8 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


964 




End 


1389 




GI 


none 




Score 


283 




Exons 


964. .1389, 996.. 1148 










Seq. No. 


42752 




Seq. ID 


OJ000350_66.0407 


.C8 


Gene No . 


o9iyj 




Strand 


+ 




Start 


166 




End 


1739 




Name 


OJ000350 66 . 0407 . C8 . o3 


. tw 


Method 


TBLASTX : Wheat 




Start 






End 


1644 




GI 


none 




Score 


242 




Exons 


I'^rt/^ ■ijii'^ 
1399. .1644, 1413. .1628 










Seq. No. 


42753 




Seq. ID 


OJ000350_66.0407 


.C9 


Gene No. 


89194 




Strand 


+ 




Start 


1 




End 


1220 




Name 


OJ000350 66.0407.C9.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1217 




GI 


5902445 




Score 


1225 




Exons 


1. .1217 










GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza satlva] 




Seq. No. 


42753 




Seq. ID 


OJ000350_66.0407 


.C9 


Gene No. 


89194 




Strand 


+ 




Start 


1 




End 


1220 




Name 


OJ000350 66.0407.C9.ol 


.gs 


Method 


GENSCAN 




Start 


54 




End 


1220 




GI 


none 




Score 


.91 




Exons 


54. .1220 










Seq. No. 


42753 




Seq. ID 


OJ000350_66.0407 


.C9 


Gene No. 


89194 




Strand 


+ 




Start, 


1 




End 


1220 




Name 


OJ000350 66.0407.C9.ol 


. tm 


Method 


•TBLASTX: Maize 




Start 


93 




End 


398 




GI 


none 




Score 


363 




Exons 


93.. 398, 110.. 397 










Seq. No. 


42753 




Seq. ID 


OJ000350_66.0407 


.C9 


Gene No . 


89194 




Strand 


+ 




Start 


1 




End 


1220 




Name 


OJ000350 66. 0407. C9.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


93 




End 


476 




GI 


none 




Score 


366 




Exons 


93. .476, 101. .475 










Seq. No. 


42753 




Seq. ID 


OJ000350_66.0407 


.C9 


Gene No. 


89194 




Strand 


+ 




Start 


1 




End 


1220 




Name 


OJ000350 66.0407.C9.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


600 




End 


1208 




GI 


none 




Score 


340 




Exons 


600. .1052, 614. .700, 749. .856 


, 1077. .1208, 1082. .1204 





43210 



OJ000350_66.0407.C9 
+ 

1220 

TBLASTX: Maize 

1172 

141 



Seq. No. 42753 Seq. ID 

Gene No. 89194 Strand 

Start 1 End 

Name OJ000350_66 . 04 07 . C9 . o2 . tm Method 

Start 906 End 

GI none Score 

Exons 906.. 1088, 1089.. 1172 

Seq. No. 42754 Seq. ID 

Gene No. 89195 Strand 

Start 1 End • 

Name OJ000350_66 . 04 07 . CIO . ol . np Method 

Start 1 End 

GI 6721561 Score 

Exons 1..202, 273.. 331, 404.. 583, 1166.. 1234 

GI Descrip. {AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000350_66. 0407. CIO 

1396 
AAT/NAP 
1234 
360 



C * L>l . 


42754 


Seq. ID 


OJ000350 66 


.0407 


.CIO 




89195 


Strand 










1 


End 


1396 








OJ000350 66.0407. CIO. o3.np 


Method 


AAT /NAP 






q+- a ri- 


1 


End 


1396 






ox 


6907089 


Score 


261 








1..106, 861. .1396 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42754 


Seq. ID 


OJ000350_66 


.0407 


.CIO 


Gene No. 


89195 


Strand 








Start 


1 


End 


1396 






Name 


OJ000350 66.0407.C10.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


774 






GI 


6721558 


Score 


97 






Exons 


l.,112, 650. .774 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








gil 68150831 dbj | BAA90369.il (AP001081) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


42754 


Seq. ID 


OJ000350_66 


.0407 


.CIO 


Gene No. 


89195 


Strand 








Start 


1 


End 


1396 






Name 


OJ000350 66.0407.C10.ol.gs 


Method 


GENSCAN 






Start 


31 


End 


1313 






GI 


none 


Score 


.93 






Exons 


31. .202, 273. .331, 365. .538, 


650. .774, 


855. .1069, 


1122. 


.1313 


Seq. No. 


42755 


Seq. ID 


OJ000350__66 


.0407 


.C14 


Gene No. 


89196 


Strand 


+ 






Start 


703 


End 


769 






Name 


OJ000350 66.0407,014 .ol.gp 


Method 


AAT /GAP 






Start 


703 


End 


769 . 






GI 


23232 1.R1084 


Score 


88 






Exons 


703. .769 











43211 



GI Descrip. M544372/gb | AAD22283 . 1 1 AC006920_7 6.0e-26 (AC006920) putative 
reverse transcriptase [Arabidopsis thaliana] ' 



Seq. No. 


42756 


Seq. ID 


OJ000350 


66.0407. 


C28 


Gene No . 


89197 


Strand 








Start 


73 


End 


703 






Name 


OJ000350 66.0407.C28.ol.gs 


Method 


GENSCAN 






Start 


73 ~ 


End 


641 






GI 


none 


Score 


. 62 






Exons 


73. .218, 335. .641 










Seq. No. 


42756 


Seq. ID 


OJ000350_ 


66.0407. 


C28 


Gene No. 


89197 


Strand 








Start 


73 


End 


703 






Name 


OJ000350 66.0407.C28.ol.np 


Method 


AAT/NAP 






Start 


334 


End 


703 






GI 


6721561 


Score 


371 






Exons 


334. .703 










GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a 


region 


of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





42757 




Seq. ID 


OJ000350_66.0407. 


C35 




\J J ±. ^ o 




Strand 






Start 


255 




End 


2851 




Name 


OJ000350 66.0407 


.C35.ol;gs 


Method 


GENSCAN 




Start 


255 




End 


2851 




GI 


none 




Score 


.89 




Exons 


255.. 379, 1009.. 


1051, 2343. 


.2560, 2641. 


.2851 




Seq. No. 


42757 




Seq. ID 


OJ000350_66.0407. 


C35 


Gene No. 


89198 




Strand 






Start 


255 




End 


2851 




Name 


OJ000350 66.0407 


.C35,ol.np 


Method 


AAT/NAP 




Start 


255 




End 


2842 




GI 


4204261 




Score 


319 




Exons 


255.. 391, 1024.. 


1158, 1895. 


.2063, 2331. 


.2560, 2641. .2842 


GI Descrip. 


(AC005223) 27887 


[Arabidopsis thaliana] 






Seq. No. 


42757 




Seq. ID 


OJ000350_66.0407. 


C35 


Gene No. 


89198 




Strand 






Start 


255 




End 


2851 




Name 


OJ000350 66.0407 


. C35 . ol . gp 


Method 


AAT/GAP 




Start 


1009 


End 


1089 




GI 


2800823 




Score 


107 




Exons 


1009. .1089 










GI Descrip. 


4204261 l.Oe-10 


(AC005223) 


27887 [Arabidopsis thaliana] 




Seq, No. 


42758 




Seq. ID 


OJ000350_66.0407. 


C36 


Gene No. 


89199 




Strand 


+ 




Start 


1 




End 


1845 




Name 


OJ000350 66.0407 


.C36.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1845 




GI 


7487170. 




Score 


624 




Exons 


1..152, 611. .719, 827. .1144 


, 1233. .1429 


► , 1524.. 1845 





43212 



GI Descrip. hypothetical protein T19F6.130 - Arabidopsis thaliana 
gi I 2262103 |gb|AAB63611. II (AC002343) unknown protein 
[Arabidopsis thaliana] gi | 5668642 | emb | CAB51657 ' 1 | (AL109619) 
putative protein [Arabidopsis thaliana] 
gi I 7269263 I emb I CAB81332.il (AL161560) putative protein 
[Arabidopsis thaliana] 



Seq. No. 42758 

Gene No. 89200 

Start 11859 

Name OJ000350_66.0407.C36.o3.gs 

Start 11859 

GI none 
Exons 



Seq. ID OJ000350_66.0407.C36 

Strand + 

End 17717 

Method GENSCAN 

End 17717 

Score .43 



11859. .12037, 12124. .12241, 12335 .. 12435, 13373 .. 13414 , 
13493. .13739, 14451 .. 14 636, 14729 .. 1502 6, 15675 16120, 
16592. .17242, 17529.. 17717 



Seq.. No. 42758 Seq. ID 

Gene No. 8 9201 Strand 

Start 20622 End 

Name OJ000350_66. 0407 .C36.o4 .np Method 

Start 20035 End 

GI . 7435663 Score 

Exons 20035. .20079, 20726.. 22901 

GI Descrip. subtilisin-like proteinase 
gi 1 1524115 I emb I CAA64566.il 



OJ000350_66.0407.C36 
+ 

22967 
AAT/NAP 
22901 
1340 



(EC 3.4.21.-) - tomato 
(X95270) subtilisin-like endoprotease 
[Lycopersicon esculentum] gi | 4200334 | emb | CAA76724 . 1 | (Y17275) 
P69A protein [Lycopersicon esculentum] 



Seq. No. 42758 Seq. ID 

Gene No. 89201 Strand 

Start 20622 End 

Name OJ000350_66 . 0407 . C36 . o4 . gs Method 

Start 20622 End 

GI none Score 

Exons 20622. .22967 



OJ000350_66.0407.C36 
+ 

22967 
GENSCAN 
22967 
.89 



Seq. ID OJ000350_66.0407.C36 



Seq. No. 42758 

Gene No. 89202 Strand + 

Start 24308 End 28079 

Name OJ000350_66,0407.C36.o5.gs Method GENSCAN 

Start 24308 End 28079 

GI none Score . 53 

Exons 24308. .24380, 26482 .. 26525, 27873.. 28079 



Seq. No. 42758 Seq. ID OJ000350_66 . 04 07 . C36 

Gene No. 89203 Strand + 

Start 35661 End 36120 

Name OJ000350_66,0407.C36.o2.gp Method AAT/GAP 

Start 33145 End 33726 

GI LIB3434-035-P1-K1-A7 Score 456 

Exons 33145. .33414, 33701.. 33726 

GI Descrip. ' 5441876/dbj | AP000367 . 1 | AP000367 l.Oe-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



Seq. No. 
Gene No. 



42758 
89203 



Seq. ID OJ000350_66.0407.C36 
Strand + 



43213 



start 


35661 


End 


36120 


Name 


OJ000350 66.0407.C36.o5.np 


Method 


AAT/NAP 


Start 


35642 


End 


36120 


GI 


6739278 


Score 


97 


Exons 


35642. .35852, 36093.. 36120 






GI DescriD. 


(AF093545) abscisic acid responsive elements-binding factor 




^ xij- CI -1- \_/iv^ o ^ o L.iiu^^uimj 






Seq. No. 


42758 


Seq. ID 


OJ000350 66. 0407. C3 6 


Gene No. 


89203 


Strand 




Start 


35661 


End 


36120 


Name 


OJ000350 66.0407.C36.o6.gs 


Method 


GENSCAN 


Start 


35661 


End 


36107 


GI 


none 


Score 


,59 


Exons 


35661 36107 






Seq. No. 


42758 


Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89203 


Strand 


+ 


Start 


35661 
*j ■J \j \j J. 


End 


36120 


Name 


OJ000350 66 0407 C36 o3 an 


Method 


AAT/GAP 


Start 


35693 ~ 


End 


35937 


GI 


LIB34 34-021-P1-K1-G7 


Score 


431 


Exons 


35693. .35937 






GI Descrip. 


'4204261 l.Oe-10 (AC005223) 


27887 [Arabidopsis thaliana] ' 


Seq. No. 


42758 


Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89204 


Strand 




Start 


3114 


End 


3229 


Name 


OJ000350 66.0407.C36.o2.np 


Method 


AAT/NAP 


Start 


3114 


End 


3229 


GI 


7485509 


Score 


113 


Exons 


3114. .3229 






GI Descrip. 


hypothetical protein F15B8. 


40 - Arabidopsis thaliana 




gil 4678270 lembi CAB41178.lt 


(AL049660) 


protein kinase-like 




protein [Arabidopsis thaliana] 




Seq. No. 


42758 


Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 


Strand 




Start 


'5359 


End 


8313 


Name 


OJ000350 66.0407.C36.o7.tm 


Method 


TBLASTX: Maize 


Start 


606 


End 


1081 


GI 


none 


Score 


73 


Exons 


606. ,710, 835. .882, 836. .883, 923. .1081, 925. .1017 


Seq. No. 


42758 


Seq, ID 


OJ000350_66.0407.C36 


Gene No. 


89205 


Strand 




Start 


5359 


End 


8313 


Name 


OJ000350 66.0407.C36.o7.tc 


Method 


TBLASTX: Cress 


Start 


851 


End 


1077 


GI 


none 


Score 


53 


Rvon <? 


851. .883, 905. .1075, 922. .1077 




Seq. No. 


42758 


Seq, ID 


OJ000350_66.0407.C36 


Gene No. 


89205 


Strand 




Start 


5359 


End 


8313 


Name 


OJ000350 66.0407.C36.o8.tm 


Method 


TBLASTX: Maize 


Start 


1109 


End 


1433 



43214 



GI 


none 








Score 


42 


P. von 


1109 1144. 


1254 


1433, 


1302 . 


. 1433 




Seq. No. 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 








Strand 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


. 0407 


.C36 o4 


tc 


Method. 


TBLASTX: Cress 


Start 


1254 ~~ 








End 


1830 


GI 


none 








Score 


162 


IT von <^ 


1254 1421. 


1257 


. . 1427, 


1525. 


.1644, 1663.. 1830 


Secj . No . 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 








Strand 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


- 0407 


.C36.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


1523 ~ 








End 


1830 


GI 


none 








Score 


78 


F.von 9 


1523 1606. 


1537 


1644, 


1563. 


.1643, 1662.. 1784, 1663.. 1830, 




1675 1830 












Seq. No. 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 








Strand 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


.0407 


C36 o6 


tm 


Method 


TBLASTX: Maize 


Start 


3174 ~ 








End 


3357 


GI 


none 








Score 


159 


tr von s 


3174 3353. 


3175 


3357. 


3175 . 


.3354 




Seq. No. 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 








Strand 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


. 0407 


C36 o5 


ts 


Method 


TBLASTX : Soybean 


Start 


3178 ~ 








End 


3349 


GI 


none 








Score 


100 


P von Q 


3178 3264 


3179 


. .3265, 


3179 . 


.3265, 3239.. 3349, 3240.. 3347 


C \^ • W . 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 








Strand 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


.0407.C36.o3. 


np 


Method 


. AAT/NAP 


Start 


5359 ~ 








End 


8241 




4239845 








Score 


1141 


P. von 


5359 5389. 
■>j -J -J ^ • » -J -J \j ^ f 


6922 


. .8241 












transcription 


factor TEIL 


[Nicotiana tabacum] 




42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 








Strand 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


.0407 


.C36.01. 


gp 


Method 


AAT/GAP 


Start 


6325 








End 


7117 


GI 


76990 1.R1084 






Score 


1536 


Exons 


6325. .7117 













GI Descrip. '2224 933 6.0e-10 (AF004216) ethylene-insensitive3 [Arabidopsis 
thaliana] >gi_2224935 (AF004217) ethylene-insensitive3 
[Arabidopsis thaliana] ' 

Seq. No. 42758 Seq. ID OJ000350_66 . 0407 . C36 



43215 






89205 








Strand. 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


.0407 


.C36.01 


.tm 


Method 


TBLASTX: Maize 


Start 


6525 








End 


8082 


GI 


none 








Score 


49 


Exon s 


6525. . 6584, 


6553 


. . 6573, 


6625 


..6726, 6634. .6729, 6781. .6864, 




6859. . 6885, 


6874 


. .7017, 


6944 


..7141, 7048. .7143, 7201. .7233, 




7253. .7630, 


7306 


. .7683, 


7591 


..7677, 7735. .7944, 7736. .7966, 




8029. .8082 












Seq. No. 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 








Strand 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


.0407 


.C36.o2 


. gs 


Method 


GENSCAN 


Start 


6553 ~ 








End 


8313 


GI 


none 








Score 


.41 


Rvnn ^ 


6553 .8313 












9prr No 
c? • . 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 








Strand 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


.0407 


.C36.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6778 ~ 








End 


8082 


GI 


none 








Score 


319 


Rvon ^ 


6778 6879, 


6916 


. .7011, 


7204 


..7242, 7265. .7630, 7321. .7683, 




1135 7944, 


7748 


. .7966, 


8032 


. .8082 




w \J • J.N \J * 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89205 








Strand 




Start 


5359 








End 


8313 


Name 


OJ000350 66 


.0407.C36.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


6916 ~ 








End 


8082 


GI 


none 








Score 


351 


TT von CI 

i-J A 1 o 


6916 7017. 


7055 


. .7084, 


7271 


..7630, 7315. .7683, 7735. .7944, 




1136. .7966, 


8038 


. .8082 








Seq. No. 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89206 . 








Strand 




Start 


13455 








End 


13889 


Name 


OJ000350 66 


.0407 


.C36.05 


.tc 


Method 


TBLASTX: Cress 


Start 


13455 








End 


13747 


GI 


none 








Score 


166 


Exons 


13455. .13646, 13490 .. 13615, 


13644. .13742, 13652., 13747 


Seq. No. 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89206 








Strand 




Start 


13455 








End 


13889 


Name 


OJ000350 66 


.0407 


.C36.05 


. tm 


Method 


TBLASTX: Maize 


Start 


13487 








End 


13742 


GI 


none 








Score 


110 


Exon ^ 


13487. .13561, 13491 13562, 


13548. .13742, 13554. .13742 


Seq. No. 


42758 








Seq. ID 


OJ000350_66.0407.C36 


Gene No. 


89206 








Strand 




Start 


13455 








End 


13889 


Name 


OJ000350 66 


.0407 


.C36.04 


.ts 


Method 


TBLASTX : Soybean 


Start 


13490 








End 


13889 



43216 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

13490. .13615, 13491. .13742, 
13836. .13889 

42758 
89207 
14478 

OJ000350_66.0407.C36.o3.ts 

14478 

none 

14478. .14585, 14726 .. 15094 , 

42758 
89207 
14478 

OJ000350_66.0407.C36.o4 .tm 

14585 

none 

14585. .14635, 14586 .\ 14 636; 
14726. .15070 



Score 241 
13491. .13667, 13658 .. 13747, 



Seq. ID OJ000350_66.0407.C36 
Strand 

End 22886 

Method TBLASTX : Soybean 

End 15105 

Score 73 
14851. .15105 

Seq. ID OJ00035p_66.0407.C36 
Strand 

End 22886 

Method TBLASTX : Mai ze 

End 15070 

Score 62 
14722. .15063, 14726 .. 15070, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42758 
89207 
14478 

OJ000350_66.0407.C36.o6-tc 

14855 

none 

14855. .15052, 14872 .. 15051, 

42758 
89207 
14478 

OJ000350_66.0407.C36.o2.tw 

14880 

none 

14880. .14930, 22542 .. 22724, 
22716. .22799, 22808 .. 22879, 

42758 
89207 
14478 

OJ000350_66.0407.C36.o2.tm 

20850 

none 

20850. .21188, 20912 21175, 
21254. .21301, 21258. .21506, 
21521. .21667 

42758 
89207 
14478 

OJ000350_66.0407.C36.o3.tc 

20850 

none 

20850. .21038, 21048 .. 21182, 
21498. .21761, 21500 .. 21667 , 



Seq. ID OJ000350_66.0407.C36 
Strand 

End 22886 

Method TBLASTX : Cres s 

End 15103 

Score 193 
15038. .15103 

Seq. ID OJ000350_66.0407.C36 
Strand 

End 22886 

Method TBLASTX : Wheat 

End 22886 

Score 56 
22586. .22831, 22715 .. 22834 , 
22812. .22886 

Seq. ID OJ000350_66.0407.C36 
Strand 

End 22886 

Method TBLASTX : Maize 

End 21713 

Score 241 
21164. .21265, 21192 .. 21242 , 
21356. .21484, 21498 21713, 



Seq. ID OJ000350_66.0407.C36 
Strand 

End 22886 

Method TBLASTX: Cress 

End 21827 

Score 130 
21189. .21290, 21258. .21506, 
21804. .21827 



43217 




Seg. No. 


42758 




Seq. ID 


OJ000350_66.0407 


.C36 


Gone No. 


89207 




Strand 






Start 


14478 




End 


22886 




Name 


OJ000350 66.0407.C36 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


20850 




End 


22613 




GI 


none 




Score 


243 




Exons 


20850. .21182, 20903. 


.21175, 


21189. .21242, 21258 .. 21323, 






21330. .21506, 21356. 


.21484, 


21498. .21761, 21804 .. 21827 , 






21866. .22165, 22029. 


.22187, 


22211. .22354, 22212 .. 22385, 






22401. .22505, 22412. 


.22504, 


22587. .22613 




Seq. No. 


42758 




Seq. ID 


OJ000350_66.0407 


.C36 


Gene No. 


89207 




Strand 






Start 


14478 




End 


22886 




Name 


OJ000350 66.0407.C36 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


21105 




End 


21473 




GI 


none 




Score 


142 




Exons 


21105. .21236, 21107. 


.21211, 


21242. .21307, 2124 6 21473, 






21246. .21407, 21356. 


.21472 








Seq. No. 


42758 




Seq. ID 


OJ000350_66.0407 


.C36 


Gene No. 


89207 




Strand 






Start 


14478 




End 


22886 




Name 


' OJ000350 66.0407.C36 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


21495 




End 


21713 




GI 


none 




Score 


182 




Exons 


21495. .21713, 21509. 


.21667 








Seq. No. 


42758 




Seq. ID 


OJ000350_66.0407 


.C36 


Gene No. 


89207 




Strand 






Start 


14478 




End 


22886 




Name 


OJ000350 66.0407.C36 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


21864 




End 


22697 




GI 


none 




Score 


206 




Exons 


21864 . .22166, 22040. 


.22165, 


22211. .22351, 22212 .. 22385, 






22401. .22499, 22404 . 


.22499, 


22412. .22504, 22602.. 22697 




Seq. No. 


42758 




Seq. ID 


OJ000350_66.0407 


.C36 


Gene No. 


89207 




Strand 






Start 


14478 




End 


22886 




Name 


OJ000350 66.0407.C36 


.o2. to 


Method 


TBLASTX: Cress 




Start 


22040 




End 


22697 




GI 


none 




Score 


172 




Exons 


22040. .22162, 22041. 


.22205, 


22212. .22370, 22214 . .22360, 






22401. .22502, 22412. 


.22501, 


22545. .22610, 22632.. 22697 




Seq. No. 


42758 




Seq. ID 


OJ000350_66.0407 


.C36 


Gene No. 


89207 




Strand 






Start 


14478 




End 


22886 




Name 


OJ000350 66.0407.C36 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


22061 




End 


22361 




GI 


none 




Score 


57 




Exons 


22061. .22096, 22062. 


.22148, 


22097. .22165, 22098 .. 22166, 






22200. .22361, 22220. 


.22348 








Seq. No. 


42759 




Seq. ID 


OJ000350_66.0407 


.C37 


Gene No. 


89208 




Strand 







43218 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



920 

AAT/NAP 
917 
129 



OJ000350_66.0407.C37.ol.np 
1 

7489324 
1..129, 840. .917 

Dc3 promoter-binding factor-2 - common sunflower 

gi I 2228773 I gb IAAC49760.il (AF001454) Dc3 promoter-binding 

factor-2 [Helianthus annuus] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

920 

GENSCAN 

920 

.73 



66.0407.C37 



Seq. ID OJ000350_66.0407.C37 



42759 
89208 
1 

OJ000350_66.0407.C37.ol.gs 
58 

none 

58. .129, 777. .920 
42759 

89209 Strand 
3057 End 5130 

OJ000350_66 . 0407 . C37 . o2 . np Method AAT/NAP 
3057 End 5130 

6069646 Score 949 

3057. .4043, 4326. .5130 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 


42759 








Seq. ID 


OJ000350 


Gene No. 


89210 








Strand 




Start 


6163 








End 


6512 


Name 


OJ000350 66. 


0407 


.C37.01 


.gp 


Method 


AAT/GAP 


Start 


6163 








End 


6512 


GI 


none 








Score 


660 


Exons 


6163. .6512 












Seq. No. 


42759 








Seq. ID 


. OJ000350 


Gene No. 


89211 








Strand 




Start 


6852 








End 


7433 


Name 


OJ000350 66. 


0407 


.C37.01 


. tm 


Method 


TBLASTX: 


Start 


3070 








End 


3638 


GI 


none 








Score 


73 


Exons 


3070. .3288, 


3072 


. .3284, 


3303. 


.3638, 3430.. 3570 


Seq. No. 


42759 








Seq. ID 


OJ000350 


Gene No. 


89211 








Strand 




Start 


6852 








End 


7433 


Name 


OJ000350 66. 


0407 


.C37.02 


.tw 


Method 


TBLASTX: 


Start 


3183 








End 


3551 


GI 


none 








Score 


179 


Exons 


3183. .3230, 


3339 


. .3551 








Seq. No. 


42759 








Seq. ID 


OJ000350 


Gene No. 


89211 








Strand 




Start 


6852 








End 


7433 



43219 




Name 


OJ000350 66. 


0407. 


C37.04 


. tm 


Method 


TBLASTX: Maize 


Start 


3870 








End 


4092 


GI 


none 








Score 


50 


Exons 


3870. .4091, 


3871. 


.3933, 


3970. 


.4092 




Seq. No. 


42759 








Seq. ID 


OJ000350_66.0407.C37 


Gene No. 


89211 








Strand 




Start 


6852 








End 


7433 


Name 


OJ000350 66. 


0407. 


C37.01 


-tw 


Method 


TBLASTX: Wheat 


Start 


4026 








End 


4466 


GI 


none 








Score 


66 


Exons 


4026. .4166, 


4026. 


.4169, 


4170. 


.4466, 4393.. 4464 


Seq. No. 


42759 








Seq. ID 


OJ000350_66.0407.C37 


Gene No. 


89211 








Strand 




Start 


6852 








End 


7433 


Name 


OJ000350 66. 


0407. 


C37.03 


. tm 


Method 


TBLASTX: Maize 


Start 


4101 








End 


4714 


GI 


none 








Score 


40 


Exons 


4101. .4673, 


4105. 


.4146, 


4204. 


.4311, 4338. .4559, 4658. .4714 


Seq. No. 


42759 








Seq. ID 


OJ000350_66.0407.C37 


Gene No. 


89211 








Strand 




Start 


6852 








End 


7433 


Name 


OJ000350 66. 


0407. 


C37.02 


. tm 


Method 


TBLASTX: Maize 


Start 


4721 








End 


5138 


GI 


none 








Score 


84 


Exons 


4721. .4951, 


4748. 


.4870, 


4942. 


.5124, 4944. .5138 



Seq. No. 


42759 


Seq. ID 


OJ000350_66.0407. 


C37 


Gene No. 


89211 


Strand 






Start 


6852 


End 


7433 




Name 


OJ000350 66.0407.C37.o5.tm 


Method 


TBLASTX: Maize 




Start 


5151 


End 


5321 




GI 


none 


Score 


63 




Exons 


5151.. 5321, 5173.. 5283 








Seq. No. 


^42759 


Seq. ID 


OJ000350_66.0407. 


C37 


Gene No. 


89211 


Strand 






Start 


6852 


End 


7433 




Name 


OJ000350 66.0407.C37.o4.np 


Method 


AAT/NAP 




Start 


6798 


End 


7433 




GI 


6815070 


Score 


143 




Exons 


6798.. 7232, 7269.. 7433 








GI Descrip. 


{AP001080) EST AU070319(S10788) corresponds to a region 


of the 




predicted gene.; Similar to 


RING-H2 finger protein RHA2b 




(AC006200) [Oryza sativa] 








Seq. No. 


42759 


Seq. ID 


OJ000350_66.0407. 


C37 


Gene No. 


89211 


Strand 






Start 


6852 


End 


7433 




Name 


OJ000350 66.0407.C37.o3.gs 


Method 


GENSCAN 




Start 


6852 


End 


7397 




GI 


none 


Score 


.99 




Exons 


6852.. 7397 • 








Seq. No. 


42760 


Seq. ID 


OJ000350_66.0407. 


C38 



43220 




Gene No. 


89212 






Strand 


+ 


Start 


dO/7 






End 


9231 


Name 


OJ000350 66 


.0407.C38.o3 


.np 


Method 


AAT/NAP 


Start 


6077 






End 


9231 


GI 


3885339 






Score 


618 


Exons 


6077. .7088, 


7180. .7251, 


7641. 


.7798, 8179. .8402, 8601. .9231 


GI Descrip. 


(AC005623) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42760 






Seq. ID 


OJ000350_66.0407.C38 


Gene No. 


89212 






Strand 


+ 


Start 


6077 






End 


9231 


Name 


OJ000350 66 


.0407.C38.o2 


.gs 


Method 


GENSCAN 


Start 


6323 




End 


9210 


GI 


none 






Score 


.53 


Exons 


6323. .6902, 


7229. .7251, 


8179. 


.8402, 8601. .9210 


Seq. No. 


42760 






Seq. ID 


OJ000350_66.0407.C38 


Gene No. 


89213 






Strand 




Start 


1 






End 


6328 


Name 


OJ000350 66 


.0407.C38.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


3074 


GI 


7329636 






Score 


574 


Exons 


1..171, 394 


..2157, 3021 


. ,3074 






GI Descrip. 


(AL132970) 


centromere protein 


-like [Arabidopsis thaliana] 


Seq. No. 


42760 






Seq. ID 


OJ000350_66.0407.C38 


Gene No. 


89213 






Strand 




Start 


1 






End 


6328 


Name 


OJ000350 66 


.0407.C38.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


182 


GI 


none 






Score 


154 


Exons 


1..120, 6.. 


182, 6.. 170 








Seq. No. 


'42760 






Seq. ID 


OJ000350_66.0407.C38 


Gene No. 


89213 






Strand 




Start 


1 






End 


6328 


Name 


OJ000350 66 


.0407.C38.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


492 






End 


861 


GI 


none 






Score 


188 


Exons 


492. .779, 492. .794, 493 


. .783, 


805. .861 


, 807. .836 


Seq. No. 


42760 






Seq. ID 


OJ000350_66.0407.C38 


Gene No. 


89213 






Strand 




Start 


1 






End 


6328 


Name 


OJ000350 66 


.0407.C38.ol 


. gs 


Method 


GENSCAN 


Start 


1037 






End 


5681 


GI 


none 






Score 


.5 


Exons 


1037. .1674, 


1762. .1953, 


2116. 


.2198, 2834. .3142, 3186. .3309, 




4217. .4315, 


4330. .4498, 


4707. 


.4847, 5499. .5681 


Seq. No. 


42760 






Seq. ID 


OJ000350_66 . 04 07 .C38 


Gene No. 


89213 






Strand 




Start 


1 






End 


6328 


Name 


OJ000350 66 


.0407.C38.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


1874 






End 


2082 • 


GI 


none 






Score 


88 


Exons 


1874. .2041, 


1874. .2077, 


1875. 


.2078, 1876. .2079, 1987. .2082 



43221 




Seq. No. 


42760. 








Seq, ID 


OJ000350_66.0407 


.C38 


Gene No. 










Strand 






Start 


1 








End 


6328 




Name 


OJ000350 66 


.0407. 


C38.02 


.np 


Method 


AAT/NAP 




Start 


4534 








End 


6328 




GI 


7320708 








Score 


63 




Exons 


4534. .4605, 


4689. 


.4763, 


6312 


, ,6328 






GI Descrip. 


(AL161746) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


42760 








Seq. ID 


OJ000350_66.0407 


.C38 


Gene No. 


89214 








Strand 






Start 


7175 








End 


8687 




Name 


OJ000350 66 


.0407. 


C38.02 


. tm 


Method 


TBLASTX: Maize 




Start 


7175 








End 


8687 




GI 


none 








Score 


71 




Exons 


7175. .7246, 


7632. 


.7694, 


7642 


,,7728, 7643, ,7756, 7739. .7798, 




7740. .7802, 


7744 . 


.7800, 


8176 


..8397, 8176. .8382, 8598, .8687, 




8599. .8646 














Seq. No. 


42760 








Seq, ID 


OJ000350_66.0407 


.C38 


Gene No. 


89214 








Strand 






Start 


7175 








End 


8687 




Name 


OJ000350 66 


.0407. 


C38.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


8191 








End 


8403 




GI 


none 








Score 


199 




Exons 


8191. .8397, 


8202. 


, 8318, 


8248 


. .8403 






Seq, No. 


42760 








Seq. ID 


OJ000350_66.0407 


.C38 


Gene No. 


89215 








Strand 






Start 


8611 








End 


9030 




Name 


OJ000350 66 


,0407. 


C38.02 


.ts 


Method 


TBLASTX : Soybean 




Start 


8611 








End 


9030 




GI 


none 








Score 


137 




Exons 


8611. .8868, 


8908. 


, 9030 










Seq. No. 


42761 








Seq. ID 


OJ000350_66.0407 


.C39 


Gene No. 


89216 








Strand 


+ 




Start 


2386 








End 


2767 




Name 


OJ000350 66 


.0407. 


C39,ol 


.gp 


Method 


AAT/GAP 




Start 


2386 








End 


2767 




GI 


2280724 








Score 


737 




Exons 


2386. .2767 














Seq. No. 


42761 








Seq. ID 


OJ000350_66.0407 


.C39 


Gene No. 


89217 








Strand 


+ 




Start 


4611 








End 


8672 




Name 


OJ000350 66 


.0407. 


C39,o2 


. gs 


Method 


GENSCAN 




Start 


4611 








End 


8672 




GI 


none 








Score 


.62 




Exons 


4611. .4842, 


4976. 


.5086, 


5991 


..6103, 6256. .8242, 8381. .8411, 




8417. .8672 














Seq. No. 


42761 








Seq. iD 


OJ000350_6'6.0407 


-C39 


Gene No. 


89218 








Strand 


+ 




Start 


10426 








End 


11805 




Name 


OJ000350 66 


.0407. 


C39.03 


. gs 


Method 


GENSCAN 





43222 



start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10426 End 11805 

none Score .73 

10426. .10848, 10927 .. 11065, 11123.. 11805 



42761 Seq. ID 

89218 Strand 
10426 End 
OJ000350_66.0407.C39.o2.gp Method 
10914 End 
LIB3434-064-P1-K1-F3 Score 
10914. .11065, 11165. .11327 

'2852449/dbj IBAA24695I 2.0e-18 (D88207) protein kinase 
[Arabidopsis thaliana] >gi_2947061 (AC002521) putative protein 
kinase [Arabidopsis thaliana] ' 



OJ000350_66,0407.C39 
+ 

11805 
AAT/GAP 
11327 
470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42761 
89219 
13486 

OJ000350_66.0407.C39.o4.gs 
13486 
none 
13486, 
14786, 
15986, 
16651, 



.13602, 13678. 

.14840, 14974. 

.16055, 16144. 

.16795, 17082. 

17832. .17888, 17998. 



,13767, 
,15185, 
,16289, 
,17200, 
,18196, 



42761 
89219 
13486 

OJ000350_66.0407.C39.ol.np 

14237 

6630556 

14237. .14431, 14786 .. 14840, 



15543. 
16506. 
17473, 
18555, 



.16055, 
.16795, 
,17576, 17832. .17888, 
,18659, 19270.. 19320 



.15696, 15986. 
,16555, 16651. 



(AC011708) putative alpha-L 
thaliana] 



Seq. ID OJ000350_66.0407.C39 

Strand + 

End 19320 

Method GENSCAN 

End 18674 

Score .87 
14082. .14229, 14328 14 431 , 
15338. .15459, 15543 15696, 
16375. .16447, 16503 16555 , 
17308. .17379, 17473 1757 6, 
18306. .18449> 18555.. 18674 

Seq. ID OJ000350_66.0407.C39 

Strand + 

End 19320 

Method AAT/NAP 

End 19320 

Score 1512 
14974. .15185, 15338 15459, 
16144. .16289, 16375 16423, 
17082. .17200, 17308. .17379, 
17998. .18196, 18306 .. 1844 9, 

-arabinofuranosidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42761 Seq. ID 

89219 Strand 

13486 End 

OJ000350_66.04 07.C39.o3.gp Method 

14987 End 

3768410 Score 
14987. .15185, 15338. .15459 

5107819/gb|AAD40132.1|AF149413_13 8.0e-18 (AF149413) contains 

similarity to arabinosidase [Arabidopsis thaliana] 



OJ000350_66.0407.C39 
+ 

19320 
AAT/GAP 
15459 
618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42761 Seq. ID 

89219 Strand 

13486 End 

OJ000350_66.0407.C39.o4.gp Method 

17063 End 

LIB3433-013-Q6-K1-H3 Score 



OJ000350_66.0407.C39 
+ 

19320 
AAT/GAP 
17377 
308 



43223 



Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17063. .17200, 17308.. 17377 

•5107819/gb|AAD40132.1|AF149413_13 8.0e-18 {AF149413) contains 
similarity to arabinosidase (Arabidopsis thaliana] * 



42761 
89220 
21791 
OJ000350 
21791 
none 
21791 
23093 



66.0407.C39.o5.gs 



.21979, 
.23218, 



24064. .24177, 



22136. .22198, 
23299. .23388, 
24351. .24407, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22548. .22655, 
23581. .23703, 



OJ000350 
+ 

25558 
GENSCAN 
25558 
.87 

22752 
23804 



66.0407.C39 



24487. .24561, 25415. 



.22832, 
.23914, 
.25558 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22333 

23093 



OJ000350_66.0407.C39 



42761 
89220 
21791 

OJ000350_66.0407.C39.o2.np 
21809 
7446372 

21809. .21979, 22136 .. 22198 , 
22752. .22832, 22955 .. 23008 , 
23581. .23703, 23804 .. 23914 , 
24487. .24561, 24663.. 24737 

probable serine/threonine kinase (EC 2.7.1.-) SNFL2 - sorghum 
gi I 2632254 |emb|CAA73068. 11 (Y12465) serine/threonine kinase 
[Sorghum bicolor] 



25558 
AAT/NAP 
24737 
1272 
22404, 22548. 
23218, 23299. 



24064. .24177, 24351 



.22655, 
.23388, 
.24407, 



42761 Seq. ID 

89221 Strand 
39099 End 
OJ000350_66 . 0407 . C39 . o9 . gs Method 
39099 End 
none Score 

39099. .39150, 39961 .. 40094 , 40173 

.40920. .41011, 41713. .41813, 41888 



OJ000350_66.0407.C39 
+ 

42465 
GENSCAN 
41998 
.82 

40452, 40690. .40812, 
41998 



.42761 
89221 
39099 

OJ000350_66.0407.C39.o9.gp 

40130 

none 

40130. .40453, 40690.. 40833 



Seq. ID OJ000350_66.0407.C39 

Strand + 

End 42465 

Method AAT/GAP 

End 40833 

Score 805 



Seq. ID OJ000350_66.0407.C39 



42761 

89221 Strand + 

39099 End 42465 

OJ000350_66 . 04 07 . C39 . o8 . np Method AAT/NAP 

40683 End 42465 

2246380 Score 327 

40683. .40812, 40923 .. 41011, 4 1713 .. 41813, 41894 .. 41998, 

42388. .42465 

(Z86095) peptidyl-prolyl cis-trans isomerase [Arabidopsis 
thaliana] 



Seq. No. 



42761 



Seq. ID OJ000350_66.0407.C39 



43224 



Gene No. 


89221 


Strand 


+ 


Start 


39099 


End ■ 


42465 


Name 


OJ000350 66.0407.C39.ol0.gp 


Method 


AAT/GAP 




41877 


End 


42373 


GT 


15510 1.R1084 


Score 


182 




41877. .41998, 42351. .42373 








•2246380/emb|CAB06699.1| 3. 


Oe-33 (Z86095) peptidyl-prolyl 




cis-trans isomerase [Arabidopsis thaliana] * 


Seq. No. 


42761 


Seq. ID 


OJ000350_66.0407.C39 


Gene No. 


89222 


Strand 




O CO. J. L- 


839 


End 


3353 


IN aiuc 


OJ000350 66.0407.C39.ol.gs 


Method 


GENSCAN 


o Lai. L. 


839 


End 


3353 


GT 


none 


Score 


.68 




839.. 921, 1352.. 1572, 1639. 


.1957, 2055 


..2372, 3251.. 3353 


O C « LN u . 


42761 


Seq. ID 


OJ000350_66.0407.C39 


Hfinp No 


89223 


Strand 




Start 


25750 


End 


30887 


Name 


OJ000350 66.0407.C39.o5.gp 


Method 


AAT/GAP 


91- art 


25750 


End 


26369 


GT 


uC-osroM202007h09al 


Score 


885 




25750. .26126, 26249. .26369 






OX L/CO^XXk^. 


'537404/dbj IBAA05538I O.Oe+00 (D26537) 


WSI7 6 protein induced 




water stress [Oryza sativa] 








42761 


Seq. ID 


OJ000350_66.0407.C39 




89223 


Strand 




Start 


25750 


End 


30887 


Name 


OJ000350 66.0407.C39.o6.gs 


Method 


GENSCAN 


Start 


25966 


End 


30786 


GI 


none 


Score 


.56 


V von Q 


25966. .26126, 26249 .. 26431, 


26888. .26929, 27078 27147 , 




27449. .27547, 27711 .. 27803, 


27878. .28012, 28625 .. 28980, 




30711. .30786 . 






O • IN • 


42761 


Seq. ID 


OJ000350_66.0407.C39 


rZe^T^ o "Nfo 

OdIC iNl^ » 


89223 


Strand 




Start 


25750 


End 


30887 


Name 


OJ000350 66.0407.C39.o3.np 


Method 


AAT/NAP 


Start 


26020 


End 


27931 


GI 


7487321 


Score 


364 


Exons 


26020. .26126, 2624 9 .. 26480, 


26888. .26929, 2744 9 .. 2754 7, 




27711. .27803, 27878. ,27931 






GI Descrip. 


hypothetical protein T22A6. 


210 - Arabidopsis thaliana 




gi 1 5051780 | emb | CAB45073 . 1 | 


(AL078637) 


putative protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



by 



[Arabidopsis thaliana] 
putative protein [Arabidopsis thaliana] 



.11 (AL161561) 



42761 Seq. ID 

89223 Strand 

25750 End 

OJ000350_66.0407,C39.o6.gp Method 

26397 End 

52574 1.R1084 Score 



OJ000350_66.0407.C39 

30887 
AAT/GAP 
28031 
780 



26397. .26480, 26888 .. 26929, 27449. . 27547, 27711 .. 27803, 



43225 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27878. .28031 

'5051780/einb|CAB45073.1| 4.0e-34 (AL078637) putative protein 
[Arabidopsis thaliana] ' 



Seq- ID 

Strand 

End 

Method 

End 

Score 



OJ000350 66.0407.C39 



30887 
AAT/GAP 
30887 
1573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42761 
89223 
25750 

OJ000350_66.0407.C39.o7.gp 
28315 

234_1.R1084 
28315. .28980, 30711.. 30887 

'115511/sp|P13565|CALM_HORVU 6.0e-81 CALMODULIN 

>gi_231682_sp_P29612_CALM_ORySA CALMODULIN >gi_71682__pir MCBH 

calmodulin - barley >gi_100666_pir S24 952 calmodulin 1 (clone 

lambda DASH) - rice >gi_20188_emb_CAA78287_ (Z12827) calmodulin 
[Oryza sativa] >gi_167008 (M27303) calmodulin [Hordeum vulgare] 
>gi_170072 (L01431) calmodulin [Glycine max] >gi_310315 (L18913) 
calmodulin [Oryza sat* 

42761 Seq. ID OJ000350_66 . 04 07 . C39 

8 9223 Strand 

25750 End 30887 

OJ000350_66.0407.C39.o4 .np Method AAT/NAP 

28610 End 30786 

115511 Score 732 

28610. .28980, 30711.. 30786 

CALMODULIN gi | 231682 | sp | P2 9612 | CALM_ORYSA CALMODULIN 
gi|71682|pir| IMCBH calmodulin - barley gi | 100666 | pir | | S24 952 
calmodulin 1 (clone lambda DASH) - rice gi | 20188 | emb | CAA78287 , 



II 





( Z12827 ) calmodulin 


[Oryza 


sativa] gi 1 167008 |gb 




(M27303) calmodulin 


[Hordeum vulgare] 


gi|170072 




(L01431) calmodulin 


[Glycine max] gi | 310315 | gb h 




(L18913 








Seq. No. 


42761 




Seq. ID 


OJ000350 


Gene No. 


89224 




Strand 




Start 


31767 




End 


32661 


Name 


OJ000350 66.0407.C39 


. o5 .np 


Method 


AAT/NAP 


Start 


31767 




End 


32661 


GI 


6815099 




Score 


109 


Exons 


31767. .31906, 32499. 


.32661 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42761 




Seq. ID 


OJ000350 


Gene No. 


89225 




Strand 




Start 


32821 




End 


35113 


Name 


OJ000350 66.0407.C39 


. o7 . gs 


Method 


GENSCAN 


Start 


32821 




End 


35113 


GI 


none 




Score 


.96 


Exons 


32821. .33153, 33700. 


.33862, 


33980. .34164, 34844 


Seq. No. 


42761 




Seq. ID 


OJ000350 


Gene No. 


89225 




Strand 




Start 


32821 




End 


35113 


Name 


OJ000350 66.0407.C39 


.06. np 


Method 


AAT/NAP 


Start 


32833 




End 


35113 


GI 


6686782 




Score 


489 



43226 




Exons 32833. .33153, 33700 33862, 33980 .. 34162, 34842 34920, 

34996.. 35113 

GI Descrip. (AJ132315) AKIN gamma [Arabidopsis thaliana] 



Sea. No. 


42761 








Seq. ID 


OJ000350_66.0407.C39 


Gene No . 


89226 








Strand 




Start 


37687 








End 


38100 


Name 


OJ000350 66. 


0407 


.C39-02. 


tc 


Method 


TBLASTX: Cress 


Start 


6236 ~ 








End 


6869 


GI 


none 








Score 


347 


Exons 


6236.. 6655, 


6236 


. .6613, 


6247. 


.6678, 6249.. 6677, 6660.. 6869, 




6679. . 6843 












Seq. No. 


42761 








Seq. ID 


OJ000350_66.0407,C39 


fipnp No - 


89226 








Strand 




Start 


37687 








End 


38100 


Name 


OJ000350 66. 


0407 


.C39.o7 . 


ts 


Method 


TBLASTX: Soybean 


Start 


6718 








End 


7041 


GI 


none 








Score 


229 


Exons 


6718. . 6960, 


6748 


. . 6909, 


6750. 


.6947, 6999.. 7040, 7000.. 7041 


Qpn No 


42761 








Seq. ID 


OJ000350_66.0407.C39 


fijpne No 


89226 








Strand 


- 


Start 


37687 








End 


38100 


Name 


OJ000350 66. 


0407 


.C39.012 


;.tm 


Method 


TBLASTX: Maize 


Start 


6771 








End 


7002 


GI 


none 








Score 


189 


Exons 


6771. . 6947, 


6772 


. .7002 








Sea No. 


42761 








Seq. ID 


OJ000350_66.0407.C39 


Gene No - 


89226 








Strand 




start 


37687 








End 


38100 


Name 


OJ000350 66. 


0407 


.C39.oll.tm 


Method 


TBLASTX: Maize 


Start 


7085 








End 


7240 


GI 


none 








Score 


198 


Exons 


7085. ,1231 , 


7087 


. .7236, 


7088. 


.7240 




Sea No. 

^ \A . 1.11 V./ . 


42761 








Seq. ID 


OJ000350_66.0407.C39 


Gene" No 


89226 








Strand 




Start 


37687 








End 


38100 


Name 


OJ000350 66 


0407 


.C39.07. 


tm 


Method 


TBLASTX: Maize 


Start 


7273 








End 


7558 


GI 


none 








Score 


372 


Exons 


7273. .7557, 


7275 


. .7556, 


7352. 


.7558 




Sea No 


42761 








Seq. ID 


OJ000350_66.0407.C39 


Gene No 


89226 








Strand 




Start 


37687 








End 


38100 


Name 


OJ000350 66. 


0407 


.C39.04. 


tm 


Method 


TBLASTX: Maize 


Start 


7765 








End 


8179 


GI 


none 








Score 


468 


Exons 


7765. .8154, 


7772 


. -7828, 


7807. 


.8154, 7877. .8179, 7976. .8179 


Seq. No. 


42761 








Seq. ID 


OJ000350_66.0407.C39 


Gene No. 


89226 








Strand 




Start 


37687 








End 


38100 


Name 


OJ000350 66. 


0407 


.C39.01. 


tm 


Method 


TBLASTX: Maize 



43227 




start 


10653 








End 


11691 






GI 


none 








Score 


249 






Exons 


10653. 


.10847, 


10654. 


.10848, 


10930. .11016, 11005 


. .11064, 






11166. 


.11435, 


11167. 


.11691, 


11356. .11613, 11535 


. .11690 




Seq. No. 


42761 








Seq. ID 


OJ000350 


__66.0407 


.C39 


Gene No, 


89226 








Strand 








Start 


37687 








End 


38100 






Name 


OJ000350 66.0407.C39 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


10654 








End 


11697 






GI 


none 








Score 


228 






Exons 


10654, 


.10848, 


10677. 


.10847, 


10930. . 11016, 11005 


. .11064, 






11166. 


.11237, 


11167. 


.11697, 


11268. . 11426, 11529 


. .11684 




Seq. No. 


42761 








Seq. ID 


OJ000350 


_66.0407 


.C39 


Gene No. 


89226 








Strand 








Start 


37687 








End 


38100 






Name 


OJ000350 66.0407.C39 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


10654 








End 


11703 






GI 


none 








Score 


239 






Exons 


10654. 


.10848, 


10665. 


.10847, 


10927. .11016, 10999 


. .11064, 






11173. 


.11703, 


11175. 


.11432, 


11529. .11684 






Seq. No. 


42761 








Seq. ID 


OJ000350 


_66.0407 


.C39 


Gene No. 


89226 








Strand 








Start 


37687 








End 


38100 






Name 


OJ000350 66.0407.C39 


.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


11179 








End 


11589 






GI 


none 








Score 


450 






Exons 


11179. 


.11589, 


11184. 


.11432 










Seq. No. 


42761 








Seq. ID 


OJ000350 


66 . 0407 


.C39 


Gene No . 


89226 








Strand 








Start 


37687 








End 


38100 






Name 


OJ000350 66.0407.C39 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


14345 








End 


18659 






GI 


none 








Score 


103 






Exons 


14345. 


.14431, 


14353. 


.14454, 


14757. .14840, 14779 


. .14841, 






14786. 


.14842,' 


14972. 


.15118, 


14973. .15119, 15132 


. .15185, 






15338. 


.15460, 


15382. 


.15459, 


15562. .15693, 15568 


. .15678, 






15985. 


.16056, 


15986. 


. 16057, 


16142. .16333, 16143 


. . 16292, 






16369. 


.16428, 


16495. 


.16569, 


16504. .16572, 16644 


. .16766, 






16645. 


.16872, 


17080. 


.17193, 


17081. .17203, 17307 


. .17375, 






17308. 


.17379, 


17472. 


.17582, 


17473. .17523, 17829 


. .17882, 






17830. 


.17871, 


17980. 


.18159, 


17981. .18193, 17981 


. .18172, 






18281. 


.18451, 


18291. 


.18455, 


18554. .18646, 18555 


. .18659 




Seq. No. 


42761 








Seq. ID 


OJ000350 


_66.0407 


.C39 


Gene No. 


89226 








Strand 








Start 


37687 








End 


38100 






Name 


OJ000350 66.0407.C39 


.o7 . tc 


Method 


TBLASTX: 


Cress 




Start 


14363 








End 


15119 






GI 


none 








Score 


69 






Exons 


14363. 


.14431, 


14779. 


.14841, 


14779. .14841, 14786 


. .14842, 






14972. 


.15118, 


14973. 


.15119 










Seq. No. 


42761 








Seq. ID 


OJ000350 


_66.0407 


.C39 



43228 



Gerie No. 89226 
Start 37687 

Name OJ000350_66 . 0407 .C39 . o5 . ts 

Start 14973 
GI none 
Exons 14 973. 

15547. 
16142. 
16369. 
. 17307. 
17473. 



,15185, 
,15693, 
,16285, 
,16428, 
,17378, 
,17523, 
17996. .18199, 
18369. .18452, 



14978. 
15556. 
16143. 
16644. 
17308. 
17829. 
18133. 
18377. 



15133, 
15687, 
16292, 
16766, 
17379, 
17891, 
18207, 
18451, 



Strand 

End 38100 

Method TBLASTX : Soybean 

End 18650 

Score 323 
15337. .15459, 15338 .. 154 60, 
15985. .16056, 15986 .. 16057, 
16173. .16289, 16357 .. 16422, 
16645. .16872, 17081 .. 17203, 
17466. .17519, 17472 .. 17585, 
17830. .17871, 17995. .18096, 
18285. .18362, 18305 .. 18361, 
18552. .18650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42761 
89226 
37687 

OJ000350_66.0407.C39.o6.tw 

16644 

none 



Seq. ID OJ000350_66. 0407.C39 
Strand 
End 

Method 
End 
Score 



38100 

TBLASTX: Wheat 

17203 

190 



16644. .16766, 16645 .. 16872 , 17080 .. 17193, 17081. .17203 



42761 
89226 
37687 

OJ000350_66.0407.C39.o8.tc . 

16644 

none 

16644. .16796, 16645. .16797, 
17308. .17379, 17473.. 17523 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_66.0407.C39 
38100 

TBLASTX: Cress 

17523 

181 



17077. .17184, 17081. .17203, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42761 
89226 
37687 

OJ000350__66.0407.C39.o3. tw 

17817 

none 



Seq. ID OJ000350_66.0407.C39 
Strand 

End 38100 

Method TBLASTX : Wheat 

End 18193 

Score 55 



17817. .17882, 17830 .. 17871, 17980 .. 18093, 17981 .. 18193, 
17981. .18103, 18140.. 18163 



Seq. No. 42761 
Gene No. 89226 
Start 37687 

Name OJ000350_66 . 0407 .C39 . o3 . ts 

Start 21785 
GI none 

Exons 21785. .21982, 21826 .. 21993, 

22326. .22406, 22330 .. 224 10, 
22754. .22834, 22755 .. 22832, 
22958. .23011, 23072 .. 23218, 
23296.-23388, 23296. .23388, 
23812. .23910 



Seq. ID OJ000350_66.0407.C39 
Strand 

End 38100 

Method TBLASTX : Soybean 

End 23914 

Score 200 
22123. .22200, 22133 22201, 
22556. .22654, 22557 .. 22655, 
22954. .23010, 22956.-22982, 
23083. .23184, 23093 .. 23224, 
23581. .23703, 23801 .. 23914, 



Seq. No. 42761 

Gene No. 89226 

Start 37687 

Name OJ000350 66. 0407 .C39.o3. tm 



Seq. ID OJ000350_66.0407.C39 
Strand 

End 38100 

Method TBLASTX : Mai ze 



43229 



start 


21788 








End 24707 




GI 


none 








Score 37 






Exons 


21788. 


.21814, 


21807. 


.21968, 


21814. .21969, 


21821 


. .21982, 




21821. 


.21982, 


21823. 


.21987, 


22129. .22218, 


22133 


. .22201, 




22330. 


.22410, 


22330. 


.22410, 


22332. .22412, 


22547 


. .22657, 




22548. 


.22658, 


22555. 


.22665, 


22557 . . 22661, 


22749 


. .22832, 




22751. 


.22831, 


22756. 


.22833, 


22954. .23019, 


22955 


. . 23011, 




23076. 


.23219, 


23093. 


.23224, 


23134. .23208, 


23289 


. .23381, 




23296. 


.23388, 


23296. 


.23388, 


23298. .23393, 


23581 


. .23703, 




23590. 


.23703, 


23801. 


.23908, 


23803. .23904, 


23811 


. .23915, 




24053. 


.24175, 


24061. 


.24180, 


24066. .24170, 


24348 


. .24407, 




24351. 


.24410, 


24477. 


.24560, 


24487. .24567, 


24654 


. .24707 


Seq. No. 


42761 








Seq. ID OJ000350 


_66.0407 


Gene No. 


89226 








Strand 






Start 


37687 








End 38100 




Name 


OJ000350 66.0407.C39 


.o9.tc 


Method TBLASTX: 


Cress 


Start 


21818 








End 22410 




GI 


none 








Score 197 




Exons 


21818. 


.21982, 


21823. 


.21984, 


22123. .22200, 


22133 


. .22201, 




22326. 


.22406, 


22330. 


.22410 








Seq. No. 


42761 








Seq. ID OJ000350 


_66.0407 


Gene No. 


89226 








Strand 






Start 


37687 








End 38100 




Name 


OJ000350 66.0407.C39 


. o4 . tw 


Method TBLASTX: 


Wheat 


Start 


21820 








End 22186 




GI 


none 








Score 203 




Exons 


21820. 


.21987, 


21821. 


.21982, 


22129. .22185, 


22133 


. .22186, 




22133. 


.22186 













Seq. No. 42761 
Gene No. 89226 
Start 37687 

Name OJ000350_66. 0407 .C39.o4 . tc 

Start 22566 
GI none 

Exons 22566. .22655, 22568 22654 , 

22957. .23016, 22958 .. 23011, 
23296. .23388, 23316.. 23393 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22754 

23087 



OJ000350 66.0407.C39 



38100 

TBLASTX: Cress 
23393 
131 

22831, 22755.-22832, 
23224, 23093. .23221, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42761 Seq. ID 

8 9226 Strand 

37687 End 

OJ000350_66 . 0407 .C39 . o8 . tm Method 

26052 End 

none Score 



OJ000350_66.0407.C39 
38100 

TBLASTX: Maize 

27996 

67 



26052. .26114, 26052 .. 26117 , 26059 .. 26115, 26059 .. 26127, 

27438. .27548, 27441 .. 27548 , 27448 .. 27549, 27448 .. 2754 9, 

27449. .27550, 27711 .. 27803, 27711 .. 27803, 27730 .. 27804, 

27875. .27994, 27876 .. 27995, 27877. .27996 



Seq. No. 42761 Seq. ID 

Gene No. 8 9226 Strand 

Start 37687 End 

Name OJ000350_66 . 0407 . C39 . olO . tc Method 

Start 26250 End 



OJ000350_66.0407.e39 
38100 

TBLASTX: Cress 
27986 



43230 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



112 



26250. .26459, 27441 27548 , 27449 27550, 277 11 27803, 
27736. .27804, 27870 .. 27986, 27875.-27982 



42761 Seq. ID 

89226 Strand 

37687 End 

OJ000350_66.0407.C39.o4 .ts Method 

26250 End 

none Score 



OJ000350_66.0407.C39 
38100 

TBLASTX: Soybean 

28012 

207 



26250. .26480, 26257 .. 26481, 26263 .. 264 96, 2688 6 .. 26942, 

26889. .26930, 2744 1 .. 27548 , 27449 .. 27550, 27453 .. 27548, 

27711. .27803, 27711 .. 27803, 27736 27804 , 27874 27963, 

27875. .28006, 27878.. 28012 



42761 
89226 
37687 

OJ000350_66.04 07.C39.o6.tm 

26250 

none 



Seq. ID OJ000350_66.0407.C39 
Strand 

End 38100 

Method TBLASTX : Maize 

End 26933 

Score 282 



26250. .26492, 26250 26489, 26251 .. 26517 , 26864 .. 26932, 
26880. .26933 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000350_66.0407.C39 
Strand 

End 38100 
Method TBLASTX : Maize 
End 30911 
Score 41 

.28481, 28489. .28533, 28490 . .28528, 284 90 .. 28573, 
.28594, 28564. .28587, 28573 .. 28620, 28577 .. 28981, 
.28990, 28610. .28801, 28610 .. 28816, 28702 .. 2898 9, 
.29030, 30709. .30792, 30879.. 30911 



42761 
89226 
37687 

OJ000350_66.0407 .C39.02 .tm 
28413 
none 
28413. 
28562. 
28589. 
28728. 



42761 
89226 
37687 

OJ000350_66.0407.C39.o3.tc 

28541 

none 

28541. .28981, 28605 .. 28634 , 
28619. .28801, 28728 .. 29030, 

42761 
89226 
37687 

OJ000350_66.0407 .C39.o2.ts 

28586 

none 

28586. .28981, 28607 .. 28990, 
28728. .29030, 28765 .. 28989, 

42761 
89226 
37687 

OJ000350 66.0407.C39.ol.tw 



Seq. ID OJ000350_66.0407.C39 
Strand 

End 38100 

Method TBLASTX : Cress 

End 30801 

Score 42 
28607. .28990, 28 610 .. 28816, 
30709. .30801 

Seq. ID OJ000350_66.0407.C39 
Strand 

End 38100 

Method TBLASTX : Soybean 

End 30786 

Score 362 
28610. .28801, 28 610 .. 28804 , 
30709. .30786 

Seq. ID OJ000350_66.0407.C39 
Strand 

End 38100 

Method TBLASTX : Wheat 



43231 



start 
GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28591 
none 



End 
Score 



30789 
52 



28591... 28635, 28598 .. 28990, 28604 28981, 28610 .. 28801, 
28610. .28816, 28699 .. 28989, 28728 .. 29030, 30709.. 30789 



42761 
89226 
37687 

OJ000350_66.0407.C39.o5.tc 

32833 

none 



Seq. ID OJ000350_66.0407.C39 



Strand 
End 

Method 

End 

Score 



38100 

TBLASTX: Cress 

34170 

78 



32833. .32919, 32911 .. 32961, 33049 .. 33159, 33700 .. 338 64 , 
33701. .33844, 33977 .. 34057 , 33979.. 34170 



42761 Seq. ID 

89226 Strand 

37687 End 
OJ000350_66 . 04 07 . C39 . o5 . tw Method 

32933 End 

none Score 

32933. ,32980, 33002 .. 33112, 

33698. .33844, 33700.. 33864 

42761 Seq. ID 

89226 Strand 

37687 End 
OJ000350_66.0407.C39.o9,tm Method 

32998 End 

none Score 



OJ000350_66.0407.C39 
38100 

TBLASTX: Wheat 
33864 
43 

33004. .33156, 33004 .. 33159, 



OJ000350_66.0407.C39 
38100 

TBLASTX: Maize 

34123 

125 



32998. .33159, 33002 .. 33109, 33004 .. 33156, 33693 33806, 

33700. .33807, 33700 .. 33864 , 33704 .. 33880, 33977 .. 34057 , 

33979. .34095, 33981 .. 3407 9, 33982 .. 34089, 34078 .. 34122, 
34100. .34123 



42761 
89226 
37687 

OJ000350_66.0407.C39.o8.ts 
33713 
none 

33713. .33844, 33715 .. 33864 , 33727 .. 33864 , 33977 .. 34057 , 
33979.. 34125 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 66.0407.C39 



38100 

TBLASTX : Soybean 

34125 

81 



42761 Seq. ID 

89226 Strand 

37687 End 
OJ000350_66.0407.C39.o8.gp Method 

37451 End 

none Score 
37451. .38096 

42761 Seq. ID 

89226 Strand 

37687 End 
OJ000350_66.0407.C39.o8.gs Method 

37687 End 

none Score 



OJ000350_66.0407.C39 

38100 
AAT/GAP 
38096 
1181 



OJ000350_66.0407.C39 

38100 
GENSCAN 
38100 
.98 



43232 



Exons 



37687. .38100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42761 
89227 
40676 

OJ000350_66.0407.C39.ol0.tm 

40676 

none 

40676. .40813, 40677 40826, 
40912. .41016, 40918. .41013, 
41712. .41813, 41885. .41998, 

42761 
89227 
40676 

OJ000350_66.0407.C39.o6.tc 

40698 

none 

40698. .40847, 40913 .. 41014 , 
41712. .41813, 41901. .41999, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

40689 

40919 



OJ000350 66.0407.C39 



42021 

TBLASTX: Maize 
42002 
171 

40826, 40907. .41014, 
41014, 41707. .41814, 



41886. .41999, 41892. .42002 



Seq. ID 
Strand 
End 

Method 

End 

Score 
40918. .41013, 
41936. .41995 



OJ000350 66.0407.C39 



42021 

TBLASTX: Cress 
41999 
79 

41707. .41814, 



Seq. No. 42761 
Gene No. 89227 
Start 40676 

Name OJ000350_66. 0407 .039. o6.ts 

Start 40728 
GI none 
Exons 40728. 

41712. 

41893. 



.40811, 40915. 
.41813, 41713. 
.42021, 41905. 



.41010, 
.41814, 
.41997, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

40916 

41713 



OJ000350 66.0407.C39 



42021 

TBLASTX : Soybean 
42021 
73 

41005, 41712. .41789, 
41820, 41886. .41999, 



41933. .41998 



Seq. No. 42762 Seq. ID 

Gene No. 89228 Strand 

Start 1362 End 

Name OJ000350__66 . 0407 . C40 . ol . np Method 

Start 1362 End 

GI 6815052 Score 

Exons 1362.. 1486, 1749.. 1819 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



OJ000350_66.0407.C40 

1819 
AAT/NAP 
1819 
83 



Seq. No. 42763 Seq. ID 

Gene No. 89229 Strand 

Start 241 End 

Name OJ000350_62 . 04 04 . 03 . ol . gs Method 

Start 241 End 

GI none Score 

Exons 241.. 359, 500.. 812 



OJ000350_62.0404 .C3 
812 

GENSCAN 

812 

.8 



Seq. No. 42764 Seq. ID OJ000350_62 . 04 04 . 04 

Gene No. 89230 Strand + 

Start 7256 End 7637 

Name OJ000350_62 . 0404 . 04 . o2 . gp Method AAT/GAP 

Start 7256 End 7637 

GI uO-osflcyp033a04bl Score 675 

•Exons 7256.-7637 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



43233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42764 
89231 
16988 

OJ000350_62.0404 .C4.o4.gs 

16988 

none 



Seq. ID OJ000350_62.0404.C4 



Strand 
End 

Method 

End 

Score 



+ 

19527 
GENSCAN 
19527 
.55 



16988. .17010, 17444. .17524, 18093 .. 18222, 19228.. 19527 



42764 
89232 
31858 

OJ000350_62.0404.C4.o6.gs 

31858 

none 



Seq. ID OJ000350_62.0404.C4 



Strand 
End 

Method 

End 

Score 



+ 

34172 
GENSCAN 
33779 
.42 



31858. .31926, 32239. . 32326, 32438 33520, 33631.. 33779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42764 Seq. ID 

89232 Strand 
31858 End 
OJ000350_62.0404 .C4.o3.np Method 
32773 End 
6630696 Score 
32773. .34172 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000350_62.0404.C4 
+ 

34172 
AAT/NAP 
34172 
2371 



42764 Seq. ID 

89232 Strand 

31858 End 

OJ000350_62 . 0404 . C4 . o5 . gp Method 

32815 End 

101595^1. R1084 Score 
32815. .33515, 33631.. 33705 

•3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



OJ000350_62.0404.C4 
+ 

34172 
AAT/GAP 
33705 
1447 



42764 
89233 
860 

OJ000350_62,0404.C4.ol.np 
860 

5852180 



Seq. ID OJ000350_62.0404.C4 
Strand 

End 11106 

Method AAT/NAP 

End 11106 

Score 496 



860. .896, 5923. .6337, 6389. .6507, 7486. .7539, 8260. .8365, 
11056. .11106 

(AL117265) zhbOOOlO.l [Oryza sativa] 



42764 
89233 
860 

OJ000350_62 . 0404 . C4 . o2 . gs 

9206 

none 

9206. '.9257, 10201.. 10256 



Seq. ID OJ000350_62.0404.C4 
Strand 

End 11106 

Method GENSCAN 

End 10256 

Score .52 



Seq. No. 



42764 



Seq. ID . OJ000350_62.0404 .C4 



43234 



Gene No. 


89234 


Strand 




Start 


11630 


End 


14067 


Nb.iii€ 


OJ000350 62.0404.C4.o3.gs 


Method 


GENSCAN 


start 


11630 ~ 


End 


14003 


GI 


none 


Score 


.42 


E von s 


11630. . 11828, 13177 . . 14003 






Sea No . 


42764 


Seq. ID 


OJ000350_62.0404 .C4 


Gene No. 


89234 


Strand 




Start 


11630 


End 


14067 


Name 


OJ000350 62.0404.C4.o4.gp 


Method 


AAT/GAP 


Start 


12779 


End 


14067 


GI 


111 6.R1084 


Score 


2507 


Exons 


12779. .14067 






GI Descrip. 


'2696221/dbj |BAA23806| 6.0e- 


95 (D55708) 


chitinase [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



sativa] * 

42764 
89234 
11630 

OJ000350_62 . 0404 . C4 . o2 . np 

13134 

7451377 

13134. .14026 

chitinase ■ (EC 3.2.1.14) III 
gi|2696221|dbj | BAA23806.il 

42764 
89234 
11630 

OJ000350_62.0404.C4.ol.tc 

13146 

none 

13146. .13379, 13359 .. 13475 , 
13620. .13784, 13621 .. 1374 9, 

42764 
89234 
11630 

OJ000350_62.0404.C4.ol.ts 

13149 

none 

13149. .13277, 13362 .. 13475, 
13620. .13790, 13621 .. 13755, 

42764 
89234 
11630 

OJ000350_62 . 0404 . C4 . ol . tm 

13164 

none 

13164. .13280, 13164. .13358, 
13363. .13476 

42764 
89234 
11630 



Seq. ID OJ000350_62.0404.C4 
Strand 

End 14067 

Method AAT/NAP 

End 14026 

Score 839 

C00481 - rice 

(D55708) chitinase [Oryza sativa] 

Seq. ID OJ000350_62.0404.C4 
Strand 

End 14067 

Method TBLASTX : Cress 

End 13937 

Score 63 
13512. .13619, 13549. .13602, 
13893. .13937 

Seq. ID OJ000350_62.0404.C4 
Strand 

End 14067 

Method TBLASTX : Soybean 

End 13889 

Score 47 
13488. .13598, 1354 9 .. 13599, 
13815. .13889 

Seq. ID OJ000350_62.0404.C4 
Strand 

End 14067 

Method TBLASTX : Mai ze 

End 13550 

Score 121 
13165. .13359, 13362 .. 13550, 



Seq. ID OJ000350_62.0404 .C4 
Strand 

End 14067 



43235 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_62 . 0404 . C4 . o4 . tm Method 
13638 End 
none Score 



TBLASTX: Maize 

13971 

187 



13638. .13703, 13704 .. 13889, 13705 .. 13971, 13893. .13931 



42764 
89234 
11630 

OJ00G350_62 .0404 . C4 . o2 . tw 

13704 

none 



Seq. ID OJ000350_62.0404.C4 
Strand 

End 14067 
Method TBLASTX : Wheat 
End . 13995 
Score 113 



13704. .13805, 13705 .. 13806, 13815 .. 13898 , 13816 .. 13893, 
13897. .13995, 13902. .13943 



42764 
89235 
32667 

OJ000350_62.0404.C4.ol.tw 

32667 

none 



Seq. ID OJ000350_62.0404.C4 
Strand 

End 33123 

Method TBLASTX : Wheat 

End 33064 

Score 128 



32667. .32765, 32668 .. 32802 , 32779 .. 33063, 32853 .. 33044 , 
32882. .33064 



42764 
89235 
32667 

OJ000350_62.0404 .C4.o3.tm 

32815 

none 



Seq. ID OJ000350_62.0404 .C4 
Strand 

End 33123 

Method TBLASTX : Maize 

End 33123 

Score 318 



32815. .33123, 32862 .. 33044 , 32915 .. 33058 , 32944.. 33120 



42764 
89236 
33646 

OJ000350_62 . 0404 . C4 . o2 . tm 

33646 

none 



Seq. ID OJ000350_62.0404 .C4 
Strand 

End 33990 

Method TBLASTX : Mai ze 

End 33990 

Score 375 



33646. .33918, 33648 .. 33920, 33648 .. 33920, 33949.. 33990 



Seq. ID OJ000350_62.0404.C5 

Strand + 

End 2265 

Method AAT/NAP 

End 2265 

Score 3901 



42765 
89237 
1 

OJ000350_62.0404.C5.ol.np 
1 

6630696 
1. .2265 

(AP000969) ESTs D22114 {C10364 ) , AU07 6106 {E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



42765 
89238 
3363 

OJ000350_62.0404.C5.o3.tm 
27 

none 



Seq. ID OJ000350_62.0404.C5 
Strand 

End 3521 

Method TBLASTX : Mai ze 

End 345 

Score 213 



27. .86, 28. .264, 117. .260, 274. .345 



43236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42765 
89238 
3363 

OJ000350_62 . 0404 . C5 . o2 . ts 
43 

none 

43.-264, 45. .260, 268. .441 

42765 
89238 
3363 

OJ000350_62.0404.C5.ol.tw 
99 

none 

99. .506, 99. .563, 106. .846, 

42765 
89238 
3363 

OJ000350_62 . 0404 . 05 . ol . ts 
766 

5509260 

766.. 1230, 858.. 1022 



42765 
89238 
3363 

OJ000350_62.0404 .C5.ol.tc 

858 

none 

858. .1031, 859.. 1119 

42765 
89238 
3363 

OJ000350_62 . 0404 . 05 . o2 . tm 

900 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_62.0404.C5 
3521 

TBLASTX : Soybean 

441 

207 



Seq. ID OJ000350_62.0404.C5 
Strand 

End 3521 

Method TBLASTX : Wheat 

End 84 6 

Score 281 

308. .841, 592. .846 

Seq. ID OJ000350_62 .0404 .05 
Strand 

End 3521 

Method TBLASTX : Soybean 

End 1230 

Score 383 



Seq. ID OJ000350_62.0404.C5 
Strand 

End 3521 

Method TBLASTX : Oress 

End 1119 

Score 286 



Seq. ID OJ000350_62.0404 .05 
Strand 

End 3521 

Method TBLASTX : Mai ze 

End 1365 

Score 353 



900. .1031, 901. .1365, 1036, .1116, 1152. .1262 



42765 
89238 
3363 

OJ000350_62.0404 .C5.o3.tw 

901 

none 



Seq. ID OJ000350_62.0404.O5 
Strand 

End 3521 

Method TBLASTX : Wheat 

End 1653 

Score 310 



901. .1245, 957. .1082, 1240. .1446, 1600. .1653 



42765 
89238 
3363 

OJ000350_62 . 0404 . 05 . o3 . ts 

1299 

none 



Seq. ID OJ000350_62.0404.O5 
Strand 

End 3521 

Method TBLASTX: Soybean 

End 1650 

Score 140 



1299. .1463, 1300. .1458, 1458. .1646, 1459. .1647, 1468. .1650 



43237 




Seq. No. 


42765 








Seq. ID 


Oj000350_62. 0404 .05 


Gene No . 


89238 








Strand 




Start 


3363 








End 


3521 


Nsme 


OJ000350 62 


.0404 


. C5 . ol . 


tm 


Method 


TBLASTX: Maize 




1449 ~~ 








End 


1798 


GI 


none 








Score 


357 


TT von 


1449. . 1796, 


1450 


. . 1797, 


1550. 


.1798 




Seq. No. 


42765 








Seq. ID 


OJ000350_62.0404.O5 


Gene No . 


89238 








Strand 




Start 


3363 








End 


3521 


Name 


OJ000350 62 


.0404 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




1654 ~ 








End 


2129 


GI 


none 








Score 


105 




1654 . . 1728, 


1655 


. . 1714, 


1659. 


.1727, 1743.. 2129, 1744.. 2127 


Seq. No. 


42765 








Seq. ID 


OJ000350_62.0404.O5 


rjpnp No . 


89238 








Strand 




Start 


3363 








End 


3521 


Name 


OJ000350 62 


.0404 


. 05 . o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1660 ~ 








End 


2001 


GI 


none 








Score 


97 


P von Q 


1660 1773, 


1695 


. . 1763, 


1792. 


.2001, 1797.. 1922 


Qprr No 


42765 








Seq. ID 


OJ000350_62.0404.O5 


Gene No. 


89238 








Strand 




Start 


3363 








End 


3521 


Name 


OJ000350 62 


.0404 


.05 .o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


2139 ~ 








End 


2462 


GI 


none 








Score 


92 


F vnn <? 


2139 .2228, 


2139 


. .2228, 


2140. 


.2229, 2140.. 2229, 2141.. 2230, 




2268. .2411, 


2274 


, .2363, 


2278, 


.2370, 2279.. 2371, 2340.. 2462, 




2437 . .2460 












Seq. No. 


42765 








Seq. ID 


OJ000350_62.0404.C5 


Gene No . 


89238 








Strand 




Start 


3363 








End 


3521 


Name 


OJ000350 62 


.0404 


.O5.o2. 


crs 


Method 


GENSCAN 


Start 


3363 ~~ 








End 


3521 


GI 


none 








Score 


,53 


F.xon ^ 


3363. .3446, 


3504 


, .3521 








Seq. No, 


42766 








Seq. ID 


OJ000350_62.0404.C6 


Gene No. 


89239 








Strand 


+ 


Start 


958 








: End 


1840 




OJ000350 62 


.0404 


. C6 . ol . 


as 


Method 


GENSOAN 


9f Art 


958 ~ 








End 


1840 


GI 


none 








Score 


.4 


Exons 


958. .1038, 


1528. 


.1735, 


1779. , 


1840 




Seq. No. 


42766 








Seq. ID 


OJ000350_62.0404.C6 


Gene No. 


89240 








Strand 


+ 


Start 


20477 








End 


22488 


Name 


OJ000350 62 


.0404 


.O6.o3, 


np 


Method 


AAT/NAP 


Start 


20477 








End 


21355 


GI 


7451377 








Score 


857 



43238 



Exons 


20477.. 21355 


GI Descrip. 


chitinase (EC 3.2.1.14) III 




gi 12696221 Idbj |BAA23806.1| 


Seq. No. 


42766 


Gene No. 


89240 


Start 


20477 


Name 


OJ000350 62 .0404 .C6.o5.gs 


Start 


20477 


GI 


none 


Exons 


20477. .21344, 21811 .. 2197 6, 


Seq. No. 


42766 


Gene No. 


89241 


Start 


31647 


Name 


OJ000350 62.0404,C6,o4.np 


Start 


31644 


GI 


7451377 


Exons 


31644.. 32531 


GI Descrip. 


chitinase (EC 3.2,1.14) III 




gi 12696221 Idbj | BAA23806.il 


Seq. No. 


42766 


Gene No. 


8 9241 


Start 


31647 


Name 


OJ000350 62.0404.C6.o7.gs 


Start 


31647 


GI 


none 


Exons 


31647. -32524, 33186. .33302, 




35464. .35510, 35745. .35956 


Seq. No. 


42766 


Gene No. 


89242 


Start 


54028 


Name 


OJ000350 62 .0404 .C6.ol0-gs 


Start 


54028 ~ 


GI 


none 


Exons 


54028. .54201, 54222. .54920 


Seq. No. 


42766 


Gene No . 


89242 


Start 


54028 


Name 


OJ000350 62.0404.C6.o7.np 


Start 


54028 


GI 


7451381 


Exons 


54028 . .54914 


GI Descrip. 


chitinase (EC 3.2.1.14) III 




ail 2696225 Idbi IBAA23808.il 

VJ ^ 1 b V — ^ \J •fart b ^ 1 > 4 fc,/ J 1 w W V • ^ 1 


Seq. No. 


42766 


Gene No. 


89242 


Start 


54028 


Name 


OJ000350 62.0404.C6.o6.np 


Start 


54028 


GI 


7451377 


Exons 


54028. .54917 


GI Descrip. 


chitinase (EC 3.2.1.14) III 



rice 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_62.0404.C6 
+ 

22488 
GENSCAN 
22488 
.4 



OJ000350_ 
+ 

35956 
AAT/NAP 
32531 
797 



62. 0404. C6 



C00481 - rice 

(D55708) chitinase [Oryza sativa] 

Seq. ID OJ000350_62.0404.C6 

Strand + 

End 35956 

Method GENSCAN 

End 35956 

Score .89 
33598. .33696, 33851 33934 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_62.0404.C6 
+ 

54920 
GENSCAN 
54920 
.9 



OJ000350_ 
+ 

54920 
AAT/NAP 
54914 
671 



62. 0404. C6 



(D55710) chitinase [Oryza sativa] 

Seq. ID OJ000350_62.0404.C6 

Strand + 

End 54920 

Method AAT/NAP 

End 54917 

Score 761 

C00481 - rice 



43239 



gi|26962211dbj IBAA23806.il {D55708) chitinase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_62.0404.C6 
+ 

56403 
GENSCAN 
56403 
.75 



42766 Seq, ID 

89243 Strand 
56304 End 
OJ000350_62 . 0404 . C6 . oil . gs Method 
56304 End 
none Score 
56304. .56403 

42766 . Seq. ID 

89244 Strand 
2237 End 
OJ000350_62 . 0404 . C6 . o2 . gs Method 
2237 End 
none Score 
2237. .3447, 4101. .4325, 4376. .4742, 5460. .5523, 5711. .5764, 
7266. .7867 



OJ000350_62.0404.C6 

20281 
GENSCAN 
7867 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42766 Seq. ID 

89244 Strand 

2237 End 

OJ000350_62 . 0404 . C6 . ol . np Method 

3047 End 

7248394 Score 

3047.. 3426, 7006.. 7888, 10797 ,. 10972, 



OJ000350 62. 0404. C6 



20281 
AAT/NAP 
12216 
3377 
11243. .11524, 



11568. .12216 



(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 {R0165) 
correspond to a region of the predicted gene. --Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
{AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



42766 
89244 
2237 

OJ000350_62.0404,C6.o2.np 

7001 

7248394 



OJ000350 62. 0404. C6 



Seq. ID _ 
Strand 

End 20281 
Method AAT/NAP 
End 12216 
Score 3083 

7001. .7888, 10797. .10972, 11243 11524 , 11568. .12216 
(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . ^Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequencer- 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 62. 0404. C6 



42766 
89244 
2237 

OJ000350_62.0404.C6.ol.gp 
7034 
5455576 
7034. .7739 

4544372/gb|AAD22283.1|AC006920_7 6.0e-26 (AC006920) putative 
reverse transcriptase [Arabidopsis thaliana] 



20281 
AAT/GAP 
7739 
1352 



42766 
89244 



Seq. ID 
Strand 



OJ000350 62. 0404. C6 



43240 




start " 


2237 ^ 




End 


20281 




Name 


OJ000350 62.0404.C6.o2.gp 


Method 


aat'/gap 




Start 


7853 




End 


8152 




GI 


61605 3,R1084 




Score 


444 




Exons 


7853. .8152 










GI Descrip. 


'1402920/emb|CAA66965| 2.0e- 


20 (X98321) 


peroxidase [Arabidops 




thaliana] ' 










Seq. No. 


42766 




Seq. ID 


OJ000350_ 


62, 0404. C6 


Rpnp No . 


89244 




Strand 






Start 


2237 




End 


20281 




Name 


OJ000350 62 0404. C6. 


o4 . gs 


Method 


genscan 




Start 


10005 ~ 




End 


20281 




GI 






Score 


,53 




Exons 


inOOS 10261 10919 


. 11199, 


11293. .11526, 11627. 


. 11717, 




llft"^:? 191^7 12198 


. 12307, 


12341. .12549, 12590. 


. 13005, 




l'^22fi 13537 13922. 


.13994, 


14604. .15015, 15365. 


. 15457, 




15645. .15715, 16084. 


.16277, 


16416. .16482, 17939. 


.17999, 




18215. .18393, 19237. 


.19316, 


19811. .19905, 20197. 


,20281 


Seq. No. 


42766 




Seq. ID 


OJ000350_ 


62. 0404. C6 


Gene No . 


ft S 




Strand 






Start 


J D O -L -7 




End 


46554 




Name 


0.7000350 62 0404 C6 


o8 . gs 


Method 


GENSCAN 




Start 


36619 ~ 

^ \J \J X J 




End 


46554 




GI 


none 




Score 


,8 




Exons 


36619. .36702, 37774. 


.37986, 


38368. .38404, 38864. 


.39152, 




40196 40430. 41345 


. 41620, 


41710. .41836, 42413. 


.42660, 




428S9 43648 44524 


.44630, 


45106. .45376, 45923. 


.46081, 




46158 46378 46453 


. 46554 








Seq. No. 


42766 




Seq. ID 


OJ000350_ 


62. 0404. C6 


Gene No. 


ft 5 




Strand 






Start 


J vJ U -L ^ 




End 


46554 




Name 






Method 


aat/gap 




Start 


38589 




End 


39034 




GI 


5002986 




Score 


862 




Exons 


38589. .39034 










Seq. No. 


42766 




Seq. ID 


OJ000350_ 


62. 0404. C6 


Gene No . 


89245 




Strand 






Start 


36619 




End 


46554 




Name 


OJ000350 62. 0404. C6. 


o5 .np 


Method 


AAT/NAP 




Start 


38860 




End 


45477 




GI 


4204312 




Score 


2343 




Exons 


38860. .39155, 40196. 


.40430, 


41345. .41620, 41710. 


.41836, 




42413,-42660, 42733. 


.43648, 


44524, .44630, 45068. 


.45477 


GI Descrip. 


(AC003027) Icllprt seq No definition line found 


[Arabidopsis 




thaliana] 










Seq. No. 


42766 




Seq. ID 


OJ000350_ 


62. 0404. C6 


Gene No. 


89245 




Strand 






Start 


36619 




End 


46554 




Name 


OJ000350 62. 0404. C6. 


o6.gp 


Method 


AAT/GAP 




Start 


44525 




End 


45402 




GI 


5002985 




Score 


786 




Exons 


44525. .44630, 45106. 


.45402 









43241 



GI Descrip. 4204312 5.0e-17 (AC003027) lcl_prt_seq No definition line found 
[Arabidopsis thaliana] 



Seq. No. 


42766 








Seq. ID 


OJ000350_62.0404 


.06 


Gene No. 


89246 








Strand 


- 




Start 


47005 








End 


54917 




Name 


OJ000350 62 


.0404 


.C6.04 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1907 








End 


2152 




GI 


none 








Score 


47 




Exons 


Tfim 01C0 
lyo / . . ZlOZ , 


i y 1 i 


1 QA a 

. , 1 y4 D, 


z uzz • 


. Z XUO 






Seq. No. 


42766 








Seq. ID 


OJ000350_62.0404 


.06 


Gene No. 


89246 








Strand 


- 




Start 


47005 








End 


54917 




Name 


OJ000350 62 


.0404 


.06. o7. 


ts 


Method 


TBLASTX: Soybean 




Start 


2495 








End 


2890 




GI 


none 








Score 


67 




Exons 


z4yt) . . zbyu, 


Z Di J 


O T Q Q 

. . z / o y 










Seq. No, 


42766 








Seq. ID 


OJ000350_62.0404 


.06 


Gene No. 


89246 








Strand 


- 




Start 


47005 








End 


54917 




Name 


OJ000350 62 


.0404 


.C6.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2663 








End 


3052 




GI 


none 








Score 


179 




Exons 


/.boj . . z /ly. 


Z / 4 4 


T o 










Seq. No. 


42766 








Seq. ID 


OJ000350_62.0404 


.06 


Gene No. 


89246 








Strand . 


- 




Start 


47005 








End 


54917 




Name 


OJ000350 62 


.0404 


.C6.011 


. tm 


Method 


TBLASTX: Maize 




Start 


2744 








End 


3097 




GI 


none 








Score 


211 




Exons 


z /4 4 . . ouy / 














Seq. No- 


42766 








Seq. ID 


OJ000350_62.0404 


.06 


Gene No. 


89246 








Strand 


- 




Start 


47005 








End 


54917 




Name 


OJ000350 62 


.0404 


,C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6619 








End 


6994 




GI 


none 








Score 


47 




Exons 


66iy . . byoi, 


D / 4 y 




byUo . 


.6994 






Seq. No. 


42766 








Seq. ID 


OJ000350_62.0404 


.06 


Gene No. 


89246 








Strand 






Start 


47005 








End 


54917 




Name 


OJ000350 62 


.0404 


.06. o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6754 








End 


7171 




GI 


none 








Score 


78 




Exons 


6754. .6996, 


6758 


. .6871, 


6911. 


.6997, 7033. .7170, 7037. .7171 


Seq. No. 


42766 








Seq. ID 


OJ000350_62.0404 


.06 


Gene No. 


89246 








Strand 






Start 


47005 








End 


54917 




Name. 


OJ000350 62 


.0404 


.O6.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7421 








End 


7807 




GI 


none 








Score 


62 





43242 



EiXons 


7491 T^Qfi 7Rn7 76*^4 








Seq. No. 


. 42766 


Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 


Strand 








47 ons 


End 


54917 




N^ine 




Lie? L.iiWt^ 


X lj j_Lno i. • >J\J y u Cull 




O Lai U 


74 94 ~ 


LjLL\JL 


77fi0 


- 




none 


Score 


1 OQ 




Bxons 


7494 74Qfi 74QQ 77fin 7fi17 


774 S 






Seq. No. 


42766 


Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 


Strand 






Q+- a r"H 


*1 / U W J 


End 


54917 




Nsitie 


n.Tfirin'^^n fi9 0404 rfi oi -t-m 


Method 


TBLASTX: Maize 






74 ^^fi ~" 


End 


10835 






none 


Score 


282 






74^^^ 700'^ 74^7 777ft 7^^"^ 


..7910, 10797. .10835 




Seq. No. 


42766 


Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 


Strand 


- 






47005 


End 


54917 




Nsine 


OJ000350 62.0404.C6.ol.tw 


Method 


TBLASTX: Wheat 




O Lai L 


7850 


End 


11111 






none 


Score 


353 






7850.. 7894, 107 97 11111, 10798.. 11094 






Seq. No. 


42766 


Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 


Strand 


- 




O LaX L 


47005 


End 


54917 




Nsme 


OJ000350 62.0404.C6.o6.tm 


Method 


TBLASTX: Maize 




O LalTU 


10836 


End 


11051 






none 


Score 


212 




Elxons 


10836. .11051, 10837. .11049 








Seq- No. 


42766 


Seq, ID 


OJ000350_62.0404 


.06 


Gene No. 


89246 


Strand 








47005 


End 


54917 




Nsnie 


OJ000350 62.0404.C6.o8.ts 


Method 


TBLASTX : Soybean 






10905 


End 


11261 






none 


Score 


126 




Exons 


10905. .11039, 11055.. 11261 








Seq. No. 


42766 


Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 


Strand 






C+- a r-H 


47005 


End 


54917 




Name 


OJ000350 62.0404.C6.o9.ts 


Method 


TBLASTX: Soybean 






11755 


End 


12117 






none 


Score 


196 




Exons 


11755. .12117 








9prr Mo 


42766 


Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 


Strand 






Start 


47005 


End 


54917 




Name 


OJ000350 62.0404.C6.olO-tm 


Method 


TBLASTX: Maize 




Start 


13271 


End 


13639 




GI 


none 


Score 


45 




Exons 


13271. .13489, 13371 .. 13484 , 


13514. .13639, 13515.. 13622 






43243 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42766 
89246 
47005 

OJ000350_62.0404.C6.o3.ts 

20567 

none 

20567. .20698, 20578 20700, 
20884. .20952, 20888 .. 20989, 
31725. .31847, 31733 .. 31846, 
32064 . .32150, 32193 .. 32300, 
54117. .54230, 54447 .. 54539, 

42766 
89246- 
47005 

OJ000350_62.0404.C6.ol.tc 

20573 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20750 

21017 

31892 



OJ000350 62. 0404. C6 



54917 

TBLASTX: Soybean 
54884 
110 

20881, 20755. .20808, 
21130, 21212, .21322, 
32005, 31893. .32045, 
32412. .32498, 54 109 .. 54231, 
54576. .54692, 54789.. 54884 



Seq. ID OJ000350_62.0404.C6 
Strand 

End 54 917 

Method TBLASTX: Cress 

End 54917 

Score 95 



20573. .20698, 20741 .. 20890, 20882 .. 21010, 20996 21130, 

21140. .21337, 31737. .31847, 31902 .. 32045 , 32061 .. 32150, 

32322. .32432, 32412 .. 32525, 54103 .. 54231 , 54351 .. 54 425, 

54444 . .54533, 54705. .54917 



42766 
89246 
47005 

OJ000350_62.0404 .C6.o3.tw 
20578 



none 

20578. 

31730. 

54114. 

54303. 



.20691, 
.31846, 
.54245, 
.54341 



20582. 
31734. 
54118. 



.20692, 
.31847, 
.54249, 



Seq. ID OJ000350_62.0404.C6 
Strand 

End 54 917 

Method TBLASTX : Wheat 

End 54341 

Score 146 
20695. .20796, 20696 .. 20797, 
31856. .31957, 31857 .. 31958, 
54241. .54318, 54255 .. 54317, 



42766 
89246 
47005 

OJ000350_62 . 04 04 . C6 . o7 . tm 
20581 
none 

20581. .20697, 20582 .. 20701, 20690 20797 , 20707 20796, 
20798. .20863, 31736 .. 31957 , 31737 .. 31958 , 31959 .. 32024 , 
54120. .54320, 54 121 54318 , 54303 54341, 54311 54340, 
54327. .54407 



Seq. ID OJ000350_62.0404.C6 
Strand 

End 54917 

Method TBLASTX : Mai ze 

End 54407 

Score 164 



42766 
89246 
47005 

OJ000350_62.0404 .C6.o3.tm 

20951 

none 

20951. .21001, 20965. .21003, 
21088- .21345, 32112 .. 32300, 
32307. .32375, 32324 .. 32425, 
32455. .32511, 54474 . .-54512 , 
54531. .54674, 54554 .. 54 697 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
21008. ,21343, 
32168. .32275, 
32427. .32501, 
54476. .54499, 
54693. .54887, 



OJ000350 62. 0404. C6 



54917 

TBLASTX: Maize 
54887 
49 

21010. .21342, 
32307. .32411, 
32430. .32501, 
54507. .54683, 
54702. .54887 
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Seq. No. 


42766 




Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 




Strand 






Start 


47005 




End 


54917 




Naine 


OJ000350 62. 0404. C6. 


o9 , tm 


Method 


TBLASTX: Maize 




Start 


23494 




End 


23874 




GI 


none 




Score 


59 




Exons 


23494. .23805, 23803. 


.23874 








Seq. No. 


42766 




Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 




Strand 






Start 


47005 




End 


54917 




Name 


OJ000350 62. 0404. 06. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


24035 




End 


24449 




GI 


none 




Score 


74 




Exons 


24035. .24145, 24066. 


.24146, 


24146. .24202, 24 14 6 .. 24220, 






24147. .24203, 24212. 


.24448, 


24215. .24448, 24222. .24449 




Seq. No. 


42766 




Seq. ID 


OJ000350_62.0404 


.C6 


Gene No . 


89246 




Strand 






Start 


47005 




End 


54917 




Name 


OJ000350 62. 0404. C6. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


24092 ~ 




End 


24386 




GI 


none 




Score 


65 




Exons 


24092. .24376, 24105. 


.24230, 


24128. .24379, 24276. .24386 




Seq. No. 


42766 




Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 • 




Strand 






Start 


47005 




End 


54917 




Name 


OJ000350 62. 0404. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


24557 




End 


25327 




GI 


none 




Score 


65 




Exons 


24557. .24862, 24884. 


.25024, 


24906. .24989, 25065 25166, 






25073. .25327 










Seq. No. 


42766 




Seq. ID 


OJ000350_62.0404 


.C6 


Gene No . 


89246 




Strand 






Start 


47005 




End 


54917 




Name 


OJ000350 62. 0404. C6. 


ol2 . tm 


Method 


TBLASTX: Maize 




Start 


38861 ~ 




End 


39013 




GI 


none 




Score 


172 




Exons 


38861. .39013, 38863. 


.39012 








Seq. No. 


42766 




Seq. ID 


OJ000350_62.0404 


,C6 


Gene No . 


89246 




Strand 






Start 


47005 




End 


54917 




Name 


OJ000350 62 . 0404 . C6 . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


41357 ~ 




End 


41625 




GI 


none 




Score 


408 




Exons 


41357. .41623, 41358. 


.41624, 


41358. ,41624, 41359. .41625 




Seq. No. 


42766 




Seq. ID 


OJ000350_62.0404 


.C6 


Gene No. 


89246 




Strand 






Start 


47005 




End 


54917 




Name 


OJ000350 62.0404-C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


41358 




End 


41841 




GI 


none 




Score 


74 
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Exons 



41358. .41387, 41384 41620, 41463. . 41621, 41710. .41841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42766 
89246 
47005 

OJ000350_62 . 0404 . C6 . o5 . ts 

41384 

none 



Seq. ID OJ000350_62.0404.C6 
Strand 

End 54917 

Method TBLASTX : Soybean 

End 44636 

Score 85 



41384. .41620, 41514 41621, 41710 41841, 4314 4 434 16, 
44523.. 44636 



Seq. No. 


42766 




Seq. ID 


OJ000350_62.0404 


.06 


Gene No. 


89246 




Strand 






Start 


47005 




End 


54917 




Name 


OJ000350 62. 0404. C6. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


42405 




End 


42868 




GI 


none 




Score 


137 




Exons 


42405. .42536, 42405. 


.42536, 


42412. .42660, 42413 .. 42553, 






42421. .42672, 42721. 


.42867, 


42728.-42868 




Seq. No. 


42766 




Seq. ID 


OJ000350_62.0404 


. \^K> 


Gene No. 


89246 




Strand 






Start 


47005 




End 


54917 




Name 


OJ000350 62. 0404. C6. 


o8 .tm 


Method 


TBLASTX: Maize 




Start 


42979 




End 


43138 




GI 


none 




Score 


177 




Exons 


42979. .43137, 42980. 


.43138 








Seq. No. 


42766 




Seq- ID 


OJ000350_62-0404 


.C6 


Gene No. 


89246 




Strand 






Start 


47005 




End 


54917 




Name 


OJ000350 62. 0404. C6. 


o9 . gs 


Method 


GENSCAN 




Start 


47005 




End 


52776 




GI 


none 




Score 


.41 




Exons 


47005. .47099, 47231. 


.47385, 


48514. .48617, 49261 .. 49422, 






50472. .50522, 50966. 


.51091, 


51767. .51922, 52010 .. 52082, 






52664.. 52776 










Seq. No. 


42767 




Seq. ID 


OJ000350_62.0404 


.C7 


Gene No. 


89247 




Strand 


+ 




Start 


383 




End 


1504 




Name 


OJ000350 62. 0404. C7. 


ol -gs 


Method 


GENSCAN 




Start 


383 




End 


1504 




GI 


none 




Score 


.59 




Exons 


383. .469, 957.. 1067, 


1404. . 


1504 







Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42768 
89248 
2797 

OJ000350_62 . 0404 . CIO . ol . gs 

2797 

none 



Seq, ID OJ000350_62. 0404. CIO 

Strand + 

End 5747 

Method GENSCAN 

End 5747 

Score .46 



2797. .3003, 3094. .3373, 3472. .3571, 4827. .5170, 5442. .5551, 
5715. .5747 



Seq. No. 
Gene No. 



42768 
89249 



Seq. ID OJ000350_62. 0404. CIO 
Strand 



43246 



start 3047 . End 3377 

Name OJ000350_62. 0404 .CIO. o2.gp Method AAT/GAP 

Start 3047 End 3377 

GI 69014_1.R1084 Score 601 

Exons 3047.. 3377 

GI Descrip. M680178/gb | AF111709 . 1 | AF111709 l.Oe-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42768 Seq. ID 

89250 Strand 
7618 End 
OJ000350_62 . 0404 . CIO .o2 . gs Method 
7618 End 
none Score 
7618. .8000, 8419. .8725 

42768 Seq. ID 

89251 Strand 
10289 End 
OJ000350_62 . 0404 . CIO . o3 . gs Method 
10289 End 
none Score 
10289. .10378, 11043.. 11045 



42769 Seq. ID 

89252 Strand 

3593 End 7481 
OJ000350_62 .04 04. Cll . o2 . gs Method GENSCAN 

3593 End 7481 

none Score . 52 

3593. ,3724, 3834. .3926, 4096. .4611, 5245. .5617, 
7309. ,7481 



OJ000350_62, 0404. CIO 

8725 
GENSCAN 
8725 
.77 



OJ000350_62. 0404 .CIO 

11045 
GENSCAN 
11045 
. 93 



OJ000350 62. 0404. Cll 



5858. .6070, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42769 Seq. ID 

89252 Strand 

3593 End 
OJ000350_62 , 0404 .Cll ,ol .tw Method 

5587 End 

none Score 

5587. .5955, 5638. .5949 



OJ000350_62. 0404 .Cll 
7481 

TBLASTX: Wheat 

5955 

135 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42770 
89253 
1 

OJ000350_62.0404 .C12.ol.np 
1 

6016874 
1. .250 

(AP000570) ESTs C19143 {E10020 ) , D2507 6 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



OJ000350_62, 
+ 

15060 
AAT/NAP 
250 
257 



0404. C12 



Seq. No. 42770 Seq. ID 

Gene No. 89253 Strand 

Start 1 End 

Names OJ000350_62 . 0404 . C12 .o2 .np Method 



OJ000350_62.0404.C12 
+ 

15060 
AAT/NAP 



43247 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 ■ End 14073 

5852175 Score 100 

1..28, 205. .281, 721. .777, 1353. .1538, 14047. .14073 
{AL117265) zhb0005.1 [Oryza sativa] 



42770 Seq. ID 

89253 Strand 

1 End 
OJ000350_62 . 0404 . C12 . ol . gs Method 

53 End 

none Score 
53. .117, 346. .421 



OJ000350_62.0404.C12 
+ 

15060 
GENSCAN 
421 
.91 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_62. 
+ 

15060 
AAT/GAP 
3198 
808 



0404 .C12 



42770 
89253 
1 

OJ000350_62 . 0404 . 012 . o2 . gp 
2705 
576771 
2705. .2961, 2988. .3198 

576771/gb|U16256|OSU16256 O.Oe+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 '-end sequence 

42770 Seq. ID OJ000350_62 . 0404 . 012 

89253 Strand + 

1 End 15060 

OJ000350_62 . 0404 .012 . o3 . np Method AAT/NAP 

8010 End 10079 

6069646 Score 854 

8010. ,8811, 9100. .10079 

{AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



42770 
89253 
1 

OJ000350_62 .0404. 012 . o4 . gs 

12913 

none 

12913. .14440, 14978. .15060 

42770 
89254 
17922 

OJ000350_62 . 0404 . 012 . o4 . np 
17922 
5922631 
17922. .18046, 
19661. .19812, 



18305. 
19939. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
18799 
21469 



OJ000350_62. 0404. 012 
+ 

15060 
GENSOAN 
15060 
.77 



OJ000350_ 
+ 

24032 
AAT/NAP 
23996 
6709 

19047. 



62. 0404. 012 



.19618, 



18549, 18799. .19001, 
20862, 21469.. 23996 
(AP000492) ESTs 026347 (012145) ,AU078074 (012145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Oinful-1. (AF04 9110) [Oryza sativa] 
gil 6016864 I dbj IBAA85207.il (AP000570) ESTs 

026347 (012145) ,AU078074 (012145) correspond to a region of the 



43248 




predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


42770 


Seq. ID 


OJ000350_ 


62.0404 


.C12 


Gene No. 


89254 


Strand 


+ 






Start 


17922 


End 


24032 






Name ' 


OJ000350 62.0404.C12.o5.gs 


Method 


GENSCAN 






Start 


17922 


End 


24032 






GI 


none 


Score 


.96 






Exons 


17922. .20854, 20951 .. 22021, 


22070. .24032 






Seq. No. 


42770 


Seq. ID 


OJ000350_ 


62.0404 


.C12 


Gene No. 


89255 


Strand 


+ 






Start 


29727 


End 


35804 






Name 


OJ000350 62.0404.C12.olO.np 


Method 


AAT/NAP 






Start 


29727 


End 


32641 






GI 


5902444 


. Score 


4056 






Exons 


29727. .32641 










GI Descrip. 


(AB030283) GAG-POL precursor 


■ [Oryza sativa] 






Seq. No. 


42770 


Seq. ID 


OJ000350_ 


62.0404 


.C12 


Gene No. 


89255 


Strand 


+ 






Start 


29727 


End 


35804 






Name 


OJ000350 62.0404.C12.ol2.np 


Method 


AAT/NAP 






Start 


29727 


End 


35771 






GI 


5922631 


Score 


6654 






Exons 


29727. .29851, 30080 30339, 


30607. .30776, 30822. 


,31390, 






31433, .31583, 31710 32636, 


33243. .35771 






GI Descrip. 


{AP000492) ESTs C26347 (C12145) , AU078074 (C12145) 


correspond to 



Cl region of the predicted gene.; similar to prpol; Zea mays 

M retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 
If, C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 

predicted gene.; Similar to prpol; Zea mays retrotransposon 
= Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


42770 


Seq. ID 


OJ000350_ 


62. 


0404 


.C12 


Gene No. 


89255 


Strand 


+ 








Start 


29727 ' 


End 


35804 








Name 


OJ000350 62.0404,C12,ol3.np 


Method 


AAT/NAP 








Start 


32708 


End 


35804 








GI 


5902445 


Score 


5022 








Exons 


32708. .35804 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


42770 


Seq. ID 


OJ000350_ 


62. 


0404 


.C12 


Gene No. 


89256 


Strand 










Start 


1760 


End 


2955 








Name 


OJ000350 62.0404.C12.o2.gs 


Method 


GENSCAN 








Start 


1760 


End 


2955 








GI 


none 


Score 


.88 








Exons 


1760.. 1774, 2129.. 2249, 2915, 


.2955 










Seq. No. 


42770 


Seq. ID 


OJ000350_ 


62. 


0404 


.C12 


Gene No. 


89257 


Strand 










Start 


24350 


End 


27578 








Name 


OJ000350 62.0404.C12.o6.gs 


Method 


GENSCAN 









43249 







End 


27578 






C T 


none 


Score 


.57 






HiXons 


OA'^^n OA(^ir\ 94fiQ7 


24870. .24.974, 25046. 


• £. ^ sj ^ f 






O^OQfk ^Rt^T*^ 9f^17^ 


26389. .27425, 27560. 






D e CJ • IN O » 


4 9770 


Seq. ID 


OJ000350_ 


ao 0404 


. C12 


Gene No. . 


89257 


Strand . 


- 






Start 


24350 


End 


27578 






Name 


OJ000350 62.0404.C12.o5.np 


Method 


AAT/NAP 








24353 


End 


24810 








5902446 


Score 


718 






Exons 


24353.. 24810 










bi uescnp. 


(AB030283) orf5 [Oryza sativa] 








O KI ^ 

becj. iNo. 


42770 


Seq. ID 


OJ000350_ 


fi? 0404 


C12 


bene wo. 


89257 


Strand 








Start 


24350 


End 


27578 






Name 


OJ000350 62.0404.C12.o7.np 


Method 


AAT/NAP 






Start 


24353 


End 


27273 






GI 


6691716 


Score ■ 


2345 






Exons 


24353.-24797, 24870 24 974 , 


25124. .25235, 25311. 


.25505, 






25682. .25931, 26013 26187 , 


26385. .27273 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 







gi I 6691717 | dbj | BAA89397 . 1 1 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 


42770 


Seq: ID 


OJ000350_62,0404 


.C12 


Gene No. 


89257 


Strand 






Start 


24350 


End 


27578 




Name 


OJ000350 62.0404 


.C12.o8.np Method 


AAT/NAP 




Start 


25544 


End 


26290 




GI 


5902447 


Score 


1244 




Exons 


25544, .26290 








GI Descrip. 


(AB030283) orf4 


[Oryza sativa] 






Seq- No. 


42770 


Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89257 


Strand 






Start 


24350 


. End 


27578 




Name 


OJ000350 62.0404 


.C12.o9.np Method 


AAT/NAP 




Start 


26380 


End 


27273 




GI 


5902448 


Score 


1573 




Exons 


26380. .27273 








GI Descrip. 


(AB030283) orf3 


[Oryza sativa] 






Seq. No. 


42770 


Seq, ID 


OJ000350_62.0404 


,C12 


Gene No. 


89258 


Strand 






Start 


36137 


End 


41744 




Name 


OJ000350 62.0404 


,C12.o9,tw Method 


TBLASTX: Wheat 




Start 


617 


End 


33008 




GI 


none 


Score 


58 




Exons 


617.. 745, 21000. 


.21233, 21020. .21232, 


21021. .21233, 






32774. .33007, 32776 33006, 32844.. 33008 




Seq. No. 


42770 


Seq, ID 


OJ000350_62.0404 


,C12 


Gene No. 


89258 


Strand 






Start 


36137 


End 


41744 




Name 


OJ000350 62.0404 


.C12.o8.tm Method 


TBLASTX: Maize 





43250 



start 


7418 








End 


7696 


GI 


none 








Score 


217 


Exons 


7418. .7696, 


7423. 


.7635 








Seq. No. 


42770 








Seq. ID 


OJ000350_62.0404 


Gene No. 


89258 








Strand 




Start 


36137 








End 


41744 


Name 


OJ000350 62 


.0404. 


C12.013 


.tw 


Method 


TBLASTX: Wheat 


Start . 


8012 








End 


8347 


GI 


none 








Score 


150 


Exons 


8012. .8263, 


8270. 


.8347 








Seq. No. 


42770 








Seq. ID 


OJ000350_62.0404 


Gene No. 


89258 








Strand 




Start 


36137 








End 


41744 


Name 


OJ000350 62 


.0404. 


C12.06. 


tm 


Method 


TBLASTX: Maize 


Start 


8012 








End 


8332 


GI 


none 








Score 


317 


Exons 


8012. .8332, 


8017. 


.8232 








Seq. No. 


42770 








Seq. ID 


OJ000350_62.0404 


Gene No. 


89258 








Strand 




Start 


36137 








End 


41744 


Name 


OJ000350 62 


.0404. 


C12.01. 


tm 


Method 


TBLASTX: Maize 


Start 


8333 








End 


9031 


GI 


none 








Score 


448 


Exons 


8333. .8500, 


8344. 


.8535, 


8399. 


.9031, 8761.. 9030 


Seq. No. 


42770 








Seq. ID 


OJ000350_62.0404 


Gene No. 


89258 








Strand 




Start 


36137 








End 


41744 


Name 


OJ000350 62 


.0404. 


C12.O10 


.tw 


Method 


TBLASTX: Wheat 


Start 


8675 








End 


9118 


GI 


none 








Score 


200 


Exons 


8675. .8968, 


. 9068. 


.9118 








Seq. No. 


42770 








Seq. ID 


OJ000350_62.0404 


Gene No. 


89258 








Strand 




Start 


36137 








End 


41744 


Name 


OJ000350 62 


.0404. 


C12.05. 


tm 


Method 


TBLASTX: Maize 


Start 


9260 








End 


41744 


GI 


none 








Score 


102 


Exons 


9260. .9442, 


41275 


. .41367 


, 41374. .41637 


, 41631. .41744 


Seq. No. 


42770 








Seq. ID 


OJ000350_62.0404 


Gene No. 


89258 








Strand 




Start 


36137 








End 


41744 


Name 


OJ000350 62 


.0404. 


C12.O10 


.tm 


Method 


TBLASTX: Maize 


Start 


9500 








End 


9979 


GI 


none 








Score 


182 


Exons 


9500. .9829, 


9932. 


.9979 








Seq. No. 


42770 








Seq. ID 


OJ000350_62.0404 


Gene No. 


89258 








Strand 




Start 


36137 








End 


41744 


Name 


OJ000350 62 


.0404. 


C12.07. 


tw 


Method 


TBLASTX: Wheat 


Start 


9602 








End 


41544 



43251 




GI 


none 




Score 


81 




Exons 


9602. ,9727, 41180. ,41350, 41182 .. 41466, 


41182. .41544 




Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


-C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350_62 . 0404 , C12 


.08 .tw 


Method 


TBLASTX: Wheat 




Start 


19223 




End 


31229 




GI 


none 




Score 


288 




Exons 


19223. . 19492, 19224 , 


.19625, 


30995. .31222, 30996.. 31229 




Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350_62. 0404,C12 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


20202 




End 


32773 




GI 


none 




Score 


149 




Exons 


20202. ,20378, 20423. 


.20608, 


20427. .20657, 20763 .. 20999, 






20834 . .20995, 31976. 


. 32152, 


32197. .32433, 32201 .. 32431, 






32480. .32773, 32608. 


.32769 








Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350_62 . 0404 , C12 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


20919 




End 


33058 




GI 


none 




Score 


139 




Exons 


20919. .21143, 21150. 


.21284, 


32693. .32917, 32924.. 33058 




Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350_62.0404.C12 


.o4 .tm 


Method 


TBLASTX: Maize 




Start 


21009 




End 


33139 




GI 


none 




Score 


375 




Exons 


21009. .21365, 21050. 


.21355, 


32783. .33139, 32824.. 33015 




Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand- ' 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


21234 




End 


33427 




GI 


none 




Score 


468 




Exons 


21234. .21653, 21234. 


.21458, 


21236. .21652, 33008 .. 33427 , 






33020. .33223, 33052. 


.33426 








Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


21528 




End 


33703 




GI 


none 




Score 


313 




Exons 


21528. .21929, 21545. 


.21688, 


21725. .21895, 33272 .. 33703, 






33319. .33462, 33335. 


.33616, 


33499. .33669 




Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 







43252 




start 


36137 




End 


41744 




Name 


OJ000350 62,0404.C12 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


21596 




End 


33790 




GI 


none 




Score 


269 




Evons 


21596. .21850, 21597 . 


.21851, 


21597. .21851, 21872 .. 22003, 






21873. .22016, 33370. 


.33624, 


33371. .33625, 33371 .. 33628, 






33646, . 33777, 33647 . 


.33790 








Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


. o3 . tw 


Method 


TBLASTX -.Wheat 




Start 


21698 




End 


33901 




GI 


none 




Score 


414 




Exons 


21698 . .22126, 21699. 


.22127, 


33472. .33681, 33473.. 33901 




Sea. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


22155 




End 


34318 




GI 


none 




Score 


86 






22155. .22259, 22163. 


.22543, 


22299. .22541, 34070 .. 34318 , 






34074 . . 34316 










Seq. No. 


42770 




Seq. ID 


GJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


22164 ~ 




End 


34361 




GI 


none 




Score 


414 




Exons 


22164 . .22586, 22172 . 


.22576, 


33975. .34361, 33983.. 34285 




Sea. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


. oil . tm 


Method 


TBLASTX: Maize 




Start 


22217 




End 


34265 




GI 


none 




Score 


121 




Exons 


22217 . .22387, 22227 . 


.22388, 


22392. .22490, 22424 2248 9, 






33993. .34163, 34167. 


. 34265 








Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Nctme 


OJ000350 62-0404. C12 


.ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


22602 ~ 




End 


34676 




GI 


none 




Score 


126 




Exons 


22602. .22736, 22761. 


.22901, 


34377. .34511, 34578. .34676 




Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


.o2 .tm 


Method 


TBLASTX: Maize 




Start 


22898 




End 


35036 




GI 


none 




Score 


446 




Exons 


22898. .23209, 22899. 


.23222, 


22907. .23233, 23213 .. 23260, 





43253 



23214. .23261, 34674 .. 34997, 34694 .. 34 984 , 34989. .35036 



Seq.. No. 


42770 




Seq. ID 


OJ000350_62.0404 


. C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


22904 




End 


35066 




GI 


none 




Score 


420 




Exons 


22904. .23215, 22905. 


.23291, 


23100. .23291, 34679 .. 34897, 






34680. .35066, 34881. 


.35066 








Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


23363 




End 


35411 




GI 


none 




Score 


89 




Exons 


23363. .23470, 23364. 


.23462, 


23453. .23527, 23457 23540, 






23550. .23636, 35132. 


.35245, 


35139. .35237, 35228 .. 35302 , 






35232. .35315, 35328. 


.35411 








Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


23406 




End 


35795 




GI 


none 




Score 


276 




Exons 


23406. .23684, 23426. 


.23515, 


23561. .23668, 23725 .. 23799, 






23883. .24020, 35181. 


.35459, 


35201. .35290, 35342 .. 35443, 






35514. .35672, 35664. 


.35795 








Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


. C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


23748 




End 


35756 




GI 


none 




Score 


152 




Exons 


23748. .23900, 23879. 


.23983, 


23880. .23981, 35514 .. 35675, 






35550. .35648, 35654. 


.35755, 


35655. ,35756 




Seq. No. 


42770 




Seq, ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


. oil . tw 


Method 


TBLASTX: Wheat 




Start 


26863 




End 


38932 




GI 


none 




Score 


206 




Exons 


26863. .27153, 38642. 


.38932 








Seq. No. 


42770 




Seq. ID 


OJ000350_62.0404 


.C12 


Gene No. 


89258 




Strand 






Start 


36137 




End 


41744 




Name 


OJ000350 62.0404.C12 


.08 .gs 


Method 


GENSCAN 




Start 


36137 




End 


39052 




GI 


none 




Score 


.79 




Exons 


36137. .36588, 37124. 


.37288, 


37366. .37724, 37801 .. 38090, 






38168. .38502, 38860. 


.39052 









43254 



Seq. No. 


42770 


Seq, ID 


OJ000350_62.0404 


Gene No. 


89258 


Strand 




Start 


36137 


End 


41744 


Name 


OJ000350 62.0404.C12.ol4.np 


Method 


AAT/NAP 


Start 


36149 


End 


39052 


GI 


6691716 


Score 


2504 


Exons 


36149. .36588, 36662 .. 36775, 


36925. .37026, 37101 .. 37288 , 




37366. .37545, 37622 .. 37724, 


37801. .37967, 38168.. 39052 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi 1 6691717 | dbj | BAAS 93 97 . 1 1 


(AP000570) 


hypothetical prot< 




[Oryza sativa] 






Seq. No. 


42771 


Seq. ID 


OJ000350_62.0404 


Gene No. 


89259 


Strand 




Start 


1 


End 


2396 


Name 


OJ000350 62.0404.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1966 


GI 


6967113 


Score 


125 


Exons 


1..361, 1913. .1966 






GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


42771 


Seq. ID 


OJ000350_62.0404 


Gene No. 


89259 


Strand 




Start 


1 


End 


2396 


Name 


OJ000350 62.0404.C13.ol.gs 


Method 


GENSCAN • 


Start 


8 


End 


2396 


GI 


none 


Score 


.46 


Exons 


8. .425, 529. .660, 2245.-2396. 




Seq. No. 


42771 


Seq. ID 


OJ00Q350_62.0404 


Gene No. 


89260 


Strand 




Start 


3169 


End 


3530 


Name 


OJ000350 62.0404.C13.o2.np 


Method 


AAT/NAP 


Start 


3169 


End 


3530 


GI 


7543898 " 


Score 


83 


Exons 


3169.. 3530 






GI Descrip. 


{AL138645) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


, 42771 


Seq. ID 


OJ000350_62.0404 


Gene No. 


89261 


Strand 




Start 


4638 


End 


4821 


Name 


OJ000350 62.0404.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


361 


GI 


none 


Score 


153 


Exons 


2. .361, 72. .338 






Seq. No. 


42771 


Seq. ID 


OJ000350_62.0404 


Gene No. 


89261 


Strand 




Start 


4638 


End 


4821 


Name 


OJ000350 62.0404.C13.o2.tw 


Method 


TBLASTX: Wheat 


Start 


56 


End 


362 


GI 


none 


Score 


68 


Exons 


56. .208, 69. .209, 209. .361, 


210. .362 




Seq. No. 


42771 


Seq. ID 


OJ000350_62.0404 


Gene No. 


89261 


Strand 




Start 


4638 


End 


4821 



43255 



Name 

Start 

GI 

Exons 



OJ000350_62 .0404. C13 . ol . tw Method TBLASTX : Wheat 

401 End 639 

none Score 50 

401. .541, 411. .482, 543. .638, 553. .639 



Seq. No. 42771 

Gene No. 89261 

Start 4638 

Name OJ000350_62 . 0404 . C13 . o2 . gs 

Start 4638 

GI none 

Exons 4638.. 4821 



Seq. ID OJ000350_62.0404.C13 

Strand - . 

End' 4821 

Method GENSCAN 

End 4821 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42772 



89262 
1 

OJ000350_62.0404.C14.ol.np 
1 

6539580 

1..37, 490. .1121, 1183. .1373, 1446. .1641 
(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_62.0404.C14 
+ 

1641 
AAT/NAP 
1641 
675 



42772 
89262 



Seq. ID OJ000350_62.0404.C14 



Strand 



End 

Method 
End 

none Score 
307. .369, 494. .836, 1259. .1356, 1426. 



OJ000350_62 . 0404 . C14 . ol . gs 
307 



1641 
GENSCAN 
1624 
.6 
1624 



Seq. No, 


42773 


Seq. ID 


OJ000350 


Gene No. 


89263 


Strand 


+ 


Start 


1 


End 


4867 


Name 


OJ000350 62 


.0404.C15.ol.np Method 


AAT/NAP 


Start 


1 


End 


1271 


GI 


6539580 


Score 


242 


Exons 


1..289, 384 


..565, 670. .756, 1137. .1271 




GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


42773 


Seq, ID 


OJ000350 


Gene No. 


89263 


Strand 


+ 


Start 


1 


End 


4867 


Name 


OJ000350 62 


. 0404 . C15 . ol . gs Method 


GENSCAN 


Start 


174 


End 


4867 


GI 


none 


Score 


.61 



Exons 



174, .305, 397. .433, 655, .756, 1137. .1268, 1632. .1732, 
1828. .2017, 2910. .2993, 3465. .3617, 4537, .4646, 4717. .4867 



Seq. No. 42773 

Gene No. 89264 

Start 2724 

Name OJ000350_62 , 0404 . C15 . o2 .np 

Start 2724 

GI 6063554 

Exons 2724.. 2897, 

GI Descrip. (AP000615) 
correspond 



OJ000350_62.0404.C15 

5018 
AAT/NAP 
5018 
276 
4830. ,5018 

ESTs AU075609(C63344) ,C71850 (E04 64) ,C98 611 (E04 64) 
to a region of the predicted gene.; hypothetical 



3532, .3585, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4377. .4518, 



43256 




protein [Oryza sativa] 



Seq, No. 


42774 








Seq. ID 


OJ000350 


_62.0404 


.C16 


ggf^e No. 


89265 








Strand 


+ 






Start 


36 








End 


277 






Name 


OJ000350 62. 


0404 . 


C16.01 


. as 


Method 


GENSCAN 






Start 


36 








End 


277 






GI 


none 








Score 


.72 






Exons 


36. .115, 142 


. .277 














Seq. No. 


42774 








Seq. ID 


OJ000350 


_62.0404 


.C16 


Gene No. 


89266 








Strand 








Start 


2349 








End 


3272 






Name 


OJ000350 62. 


0404. 


C16.01 


.np 


Method 


AAT/NAP 






Start 


1100 








End 


3272 






GI 


6539581 








Score 


1146 






Exohs 


1100. .1162, 


1420. 


.1541, 


1794. 


.3272 








GI DescriD. 


(AP000837) Similar to Arabidopsis thaliana DNA 


chromosome 4 




clone F20D10; hypothetical protein (AL035538) 


[Oryza sativ< 


Seq. No. 


42774 








Seq. ID 


OJ000350 


_62.0404 


.C16 


fZone No 


89266 








Strand 








Start 


2349 








End 


3272 






Name 


OJ000350 62. 


0404. 


C16.02 


.gs 


Method 


GENSCAN 






Start 


2349 








End 


3221 






GI 


none 








Score 


.64 






Exons 


2349. .3221 
















Seq, No. 


42774 








Seq. ID 


OJ000350 


_62.0404 


.C16 


Gene No . 


89266 








Strand 








Start 


2349 








End 


3272 






Name 


OJ000350 62. 


0404. 


C16.01 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


2676 








End 


3116 






GI 


none 








Score 


67 






Exons 


2676. .2918, 


2677. 


.2883, 


2913. 


.3116, 2938;. 3114 






Seq. No. 


42774 








Seq. ID 


OJ000350 


_62.0404 


.C16 


Gene No . 


89266 . 








Strand 








Start 


2349 








End 


3272 






Name 


OJ000350 62. 


0404. 


C16.01 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


2739 








End 


3272 






GI 


none 








Score 


134 






Exons 


2739. .2897, 


2913. 


.3272, 


2998. 


.3246, 3033.. 3257 






Sea. No. 


42774 








Seq. ID 


OJ000350 


_62.0404 


.C16 


Gpne No . 


89266 








Strand 








start 


2349 








End 


3272 






Name 


OJ000350 62. 


0404. 


C16.01 


.tm 


Method 


TBLASTX: 


Maize 




Start 


2950 








End 


3261 






GI 


none 








Score 


138 






Exons 


2950. .3261, 


2952. 


.3257 












Seq. No. 


42775 








Seq. ID 


OJ000350 


_69.0406 


.C13 


Gene No. 


89267 








Strand 


+ 






Start 


571 








End 


710 






Name 


OJ000350 69. 


0406. 


C13.01 


.gp 


Method 


AAT/GAP 






Start 


571 








End 


710 







43257 



GI 


uC-osflM202056d03al 


Score 


235 




Exons 


571. .710 








GI Descrip. 


•3540208 2.0e-19 (AC004260) 


Hypothetical protein [Arabidops 




thaliana] ' 








Seq. No. 


42775 


Seq. ID 


OJ000350 69.0406 


.C13 


Gene No. 


89267 


Strand 


+ 




Start 


571 


End 


710 




Name 


OJ000350 69.0406.C13.ol.gs 


Method 


GENSCAN 




Start 


571 


End 


710 




GI 


none 


Score 


.91 




Exons 


571. .710 








Seq. No. 


42775 


Seq. ID 


OJ000350 69.0406 


.C13 


Gene No. 


89267 


Strand 


+ 




Start 


571 


End 


710 




Name 


OJ000350 69.0406.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


571 


End 


709 




GI 


none 


Score 


180 




Exons 


571. .708, 572. .709 








Seq. No. 


42776 


Seq. ID 


OJ000350_69.0406 


.C20 


Gene No. 


89268 


Strand 






Start 


217 


End 


1741 




Name 


OJ000350 69.0406.C20.ol.np 


Method 


AAT/NAP 




Start 


217 


End 


1741 




GI 


7487507 


Score 


322 




Exons 


217. .330, 416. .552, 933. .1065, 1702.. 


1741 




GI Descrip. 


hypothetical protein T29A15 


.130 - Arabidopsis thaliana 






gi 1 44 69015 lemb ICAB38276.il 


(AL035602) 


putative protein 






[Arabidopsis thaliana] gi | 7269618 | emb 


ICAB81414.il (AL161571 




putative protein [Arabidopsis thaliana] 




Seq. No. 


42776 


Seq. ID 


OJ000350_69.0406 


.C20 


Gene No. 


89268 


Strand 






Start - 


217 


End 


1741 




Name 


OJ000350 69.0406.C20.ol.gs 


Method 


GENSCAN 




Start 


285 


End 


1668 




GI 


none 


Score 


.55 




Exons 


285. .330, 416. .552, 933. .1065, 1414.. 


1607, 1627.. 1668 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene. No. 
Start 
Name 



42777 Seq. ID 

89269 Strand 

1 End 

OJ000350_69 . 0406. C27 . ol . np Method 

1 End 

7487507 Score 



OJ000350_69 . 0406 . C27 
+ 

11302 
AAT/NAP 
1902 
1500 



1..264, 348. .855, 947. .1077, 1186. ,1320, 1453. .1563, 1642. .1902 
hypothetical protein T29A15.130 - Arabidopsis thaliana 
gi|4469015|emb|CAB38276,l| (AL035602) putative protein 
[Arabidopsis thaliana] gi | 7269618 | emb | CAB814 14 . 1 | (AL161571) 
putative protein [Arabidopsis thaliana] 



42777 Seq. ID 

89269 Strand 

1 End 

OJ000350_69 . 04 06 .C27 . ol . gs Method 



OJ000350_69.04 06.C27 
+ 

11302 
GENSCAN 



43258 



start 
GI 

Exons 



49 End 11302 

none Score .53 

49. .192, 348. .851, 1186. .1401, 1474. .1563, 1642. .187.0, 

2951. .3073, 3158. .3372, 3641. .3753, 5609. .5744, 5837. .5941, 

6047. .6167, 6338. .6435, 7265. .7363, 7821. .7954, 11089. .11302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42777 
89269 
1 

OJ000350_69. 0406.C27.o2.np 

3148 

7452469 

3148. .3372, 3464. .3559, 3641. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3753, 



OJ000350_ 
+ 

11302 
AAT/NAP 
6779 
422 
6762. .6779 



69.0406.C27 



hypothetical protein T29A15.120 - Arabidopsis thaliana 
gil 4469014 I emb I CAB38275.il (AL035602) putative protein 
[Arabidopsis thaliana] gi | 7269617 | emb | CAB81413 . 1 | '(AL161571) 
putative protein [Arabidopsis thaliana] 



42777 Seq. ID OJ000350 

89269 Strand + 

1 End 11302 

OJ000350_69 .0406. C27 . ol . gp Method AAT/GAP 

3165 End 3747 

428272 Score 782 
3165. .3372, 3464.. 3559, 3641. .3747 

4469014/emb|CAB38275| 2.0e-45 (AL035602) 
[Arabidopsis thaliana] 



69.0406.C27 



putative protein 



Seq. ID OJ000350_69.0406.C27 



Seq. No. 42777 

Gene No. 89270 Strand + 

Start 13465 End 14504 

Name OJ000350_69 . 0406 . C27 . o2 . gs Method GENSCAN 

Start 13465 End 14504 

GI none Score .43 

Exons 13465. .13746, 13832 14372, 14374.. 14504 



Seq. No. 


42777 


Seq. ID 


OJ000350_69.0406. 


C27 


Gene No. 


89271 


Strand 






Start 


4683 


End 


14001 




Name 


OJ000350 69.0406.C27.o3.np 


Method 


AAT/NAP 




Start 


4683 


End 


14001 




GI 


6751696 


Score 


30 




Exons 


4683.. 5039, 13838.. 14001 








GI Descrip. 


(AC018 908) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42777 


Seq. ID 


OJ000350_69.0406. 


C27 


Gene No. 


89271 


Strand 






Start 


4683 


End 


14001 




Name 


OJ000350 69.0406.C27.o2.gp 


Method 


AAT/GAP 




Start 


6219 


End 


6657 




GI 


none 


Score 


725 




Exons 


6219. .6657 









Seq. No. 42777 Seq. ID 

Gene No. 89272 Strand 

Start 15664 End 

Name OJ000350 69 . 0406 . C27 . o4 . np Method 



OJ000350_69. 0406.C27 

15754 
AAT/NAP 



43259 




start 


15664 








End 


15754 


GI 


5852084 








Score 


89 


Exons 


15664. .15754 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 




Seq. No. 


42777 








Seq. ID 


OJ000350_69.0406.C27 


Gene No. 


89273 








Strand 




Start, 


18581 








End 


19407 


Name 


OJ000350 69. 


0406. 


C27.03 


.tm 


Method 


TBLASTX: Maize 


Start 


. 30 








End 


385 


GI 


none 








Score 


329 


Exons 


30. .263, 49. 


.264, 


49. .267, 51 


. .266, 345 


..380, 347. .385 


Seq. No. 


42777 








Seq. ID 


OJ000350_69.0406.C27 


Gene No. 


89273 








Strand 




Start 


18581 








End 


19407 


Name 


OJ000350 69. 


0406. 


027. ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


533 








End 


1044 


GI 


none 








Score 


423 


Exons 


533.. 859, 534.-857, 536 


. .859, 


888. .1034 


, 941. .1027, 946. .1044 


Seq. No. 


42777 








Seq. ID 


OJ000350_69.0406.C27 


Gene No. 


89273 








Strand 




Start 


18581 








End 


19407 


Name 


OJ000350 69. 


0406. 


C27.05 


. ts 


Method 


TBLASTX: Soybean 


Start 


1812 








End 


2054 


GI 


4395907 








Score 


64 


Exons 


1812. .1889, 


1812. 


.1889, 


1813. 


.1890, 1941. .2054, 1960. .2046 


GI Descrip. 


— 












Seq. No. 


42777 








Seq. ID 


OJ000350_69.0406.C27 


Gene No. 


89273 








Strand 




Start 


18581 








End 


19407 


Name 


OJ000350 69. 


0406. 


C27.01 


. tm 


Method 


TBLASTX: Maize 


Start 


1959 








End 


5696 


GI 


none 








Score 


120 


Exons 


1959. .2042, 


1960. 


.2046, 


1987. 


.2046, 2519.. 2569, 2689.. 2730,, 




2690. .2728, 


2831. 


.2860, 


2832, 


.2864, 2950.. 3105, 2950.. 3081, 




3166. .3378, 


3169. 


.3372, 


3464 . 


.3559, 3465.. 3560, 3615.. 3752, 




3632. .3757, 


3643. 


.3756, 


5562. 


.5696, 5609.. 5695 


Seq. No. 


42777 








Seq. ID 


OJ000350_69.0406.C27 


Gene No. 


89273 








Strand 




Start 


18581 








End 


19407 


Name 


OJ000350 69. 


0406. 


C27.02 


.tc 


Method 


TBLASTX: Cress 


Start 


1978 








End 


3345 


GI 


none 








Score 


87 


Exons 


1978. .2046, 


2950. 


.3069, 


2950. 


.3048, 3160.. 3225, 3200. .3262, 




3289. .3339, 


3292. 


.3345 








Seq. No. 


42777 








Seq. ID 


OJ000350_69.0406.C27 


Gene No. 


89273 








Strand 




Start 


18581 








End 


19407 


Name 


OJ000350 69. 


0406. 


C27.02 


.ts 


Method 


TBLASTX : Soybean 


Start 


2941 








End 


3378 


GI 


none 








Score 


178 


Exons 


2941. .3048, 


2949. 


.3071, 


2950. 


.3072, 3160.. 3228, 3169.. 3237, 



43260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3181. .3378, 3238. .3369, 3276. .3371 



42777 
89273 
18581 

OJ000350_69.0406.C27.o3.ts 

3448 

none 



Seq. ID OJ000350_69.0406.C27 
Strand 

End 19407 

Method TBLASTX : Soybean 

End 3766 . 

Score 121 



3448. .3558, 3464. .3559, 3465. .3566, 3632. .3766, 3644. .3757, 
3646.-3765 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42777 
89273 
18581 

OJ000350_69.0406.C27.o4.ts 

5645 

none 



Seq. ID OJ000350_69.0406.C27 
Strand 

End 19407 

Method TBLASTX : Soybean 

End 6205 

Score 152 



5645. .5746, 5646. .5747, 5646. .5747, 5835. .5924, 5837. .5992, 
5892. .5912, 60451.6191, 6046. .6192, 6046. .6183, 6059. .6205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42777 
89273 
18581 

OJ000350_69.0406.C27.ol.tc 

5682 

none 



Seq. ID OJ000350_69.0406-C27 
Strand 

End 19407 

Method TBLASTX : Cress 

End 6238 

Score 85 

5682. .5747, 5684. .5746, 5821. .5937, 5837. .5944, 6044. .6196, 
6059. .6238 



Seq. No. 42777 

Gene No. 89273 

Start 18581 

Name OJ000350_69 . 0406. C27 . o2 . tm 

Start 5856 

GI none 
Exons 



Seq. ID OJ000350_69.0406.C27 
Strand 

End 19407 

Method TBLASTX : Mai ze 

End 6247 

Score 88 

5856. .5942, 5857. .5937, 5858. .5947, 5858. .5950, 6037. .6192, 
6044.. 6247, 6045.. 6194, 6059.. 6247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



42777 
89273 
18581 

OJ000350_69.0406.C27.o3.gs 

18581 

none 

18581. .18770, 19397.. 19407 



Seq. ID OJ000350_69.0406.C27 
Strand 

End 19407 

Method GENSCAN 

End 19407 

Score . 63 



Seq. ID OJ000350_69.0406.C28 



42778 

89274 Strand + 

1 End 5039 

OJ000350_69 . 0406 . C28 . o2 . np Method AAT/NAP 
1 End 5039 

4680204 Score 67 

1..50, 1891. .1995, 2158. .2228, 4960. .5039 
(AF114171) hypothetical protein [Sorghum bicolor] 



42778 
89274 



Seq. ID OJ000350_69.0406.C28 
Strand + 



43261 



start 


1 


End 


5039 






Na.in6 


OJ000350 69.0406.C28.ol.gs 


Method 


GENSCAN 






Start 


1012 ~ 


End 


2196 






GI 


none 


Score 


1 






Exons 


1012. ,2196 










Seq. No. 


42778 


Seq. ID 


OJ000350_69 


.0406. 


C28 


Gene No. 


89274 


Strand 


+ 






Start 


1 


End 


5039 






Name 


OJ000350 69. 0406.C28 .o2 . gp 


Method 


AAT/GAP 






Start 


1992 ~ 


End 


2313 






GI 


5607396 


Score 


588 






Exons 


1992,. 2313 










Sea No. 


42778 


Seq. ID 


OJ000350_69 


.0406. 


C28 


Gene No. 


89275 


Strand 








Start 


1 


End 


5039 






Name 


OJ000350 69.0406.C28.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


5039 






GI 


4680204 


Score 


52 






F.xons 


1..31, 1097. .1258, 1709. .1791, 4935. .5039 






\J J. O ^ J_ •^^i' . 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


42778 


Seq. ID 


OJ000350_69 


.0406. 


C28 


Gene No. 


89275 


V Strand 


- 






Start 


1 


End 


5039 






Name 


OJ000350 69.0406.C28.ol.gp 


Method 


AAT/GAP 






Start 


1599 


End 


1988 






GI 


none 


Score 


732 






Exons 


1599. .1988 










Seq. No. 


42778 


Seq. ID 


OJ000350_69 


.0406. 


C28 


Gene No. 


89275 


Strand 








Start 


1 


.End 


5039 






Name 


OJ000350 69.0406,C28.o3.np 


Method 


AAT/NAP 






Start 


4860 


End 


5039 






GI 


7523512 


Score 


113 






Exons 


4860. .5039 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42779 


Seq. ID 


OJ000350_69 


.0406, 


C29 


Gene No. 


89276 


Strand 


+ 






Start 


10 


End 


6165 






Name 


OJ000350 69.0406.C29.ol.gs 


Method 


GENSCAN 






Start 


10 


End 


2436 






GI 


none 


Score 


.98 






on s 


10. .2436 










Sea No . 


42779 


Seq. ID 


OJ000350_69 


.0406. 


C29 


Gene No . 


89276 


Strand 


+ 






Start 


10 


End 


6165 






Name 


OJ000350 69.0406.C29.ol.np 


Method 


AAT/NAP 






Start 


10 


End 


6162 






GI 


7228457 


Score 


9298 






Exons 


10.. 376, 438.. 2373, 2437';. 


3271, 3394.. 


4545, 4612., 


6162 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) 


[Oryza 



43262 




sativa] 



Seq, No. 


42779 


Seq. ID 


OJ000350 


69. 


0406. 


C2 9 


Gene No. 


89276 


Strand 


+ 








Start 


10 


End 


6165 








Name 


OJ000350 69.0406.C29.o2.gs 


Method 


GENSCAN 








Start 


2500 


End 


6165 








GI ■ 


none 


Score 


,74 








Exons 


2500.. 2953, 3071.. 3480, 3559 


. .6165 










Seq. No. 


42779 


Seq. ID 


OJ000350_ 


69. 


0406. 


C29 


Gene No. 


89277 


Strand 


+ 








Start 


11227 


End 


16448 








Naine 


OJ000350 69.0406.C29.o3.np 


Method 


AAT/NAP 








Start 


11137 


End 


16448 








GI 


5042454 


Score 


873 








Exons 


11137. .11291, 11628. .11730, 


11786. .12238, 16383. 


.16448 




GI Descrip. . 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


42779 


Seq. ID 


OJ000350_ 


69. 


0406. 


C2 9 


Gene No. 


89277 


Strand 


+ 








Start 


11227 


End 


16448 








Name 


OJ000350 69.0406.C29.o4.gs 


Method 


GENSCAN 








Start 


11227 


End 


14624 








GI 


none 


Score 


.84 








Exons 


11227. .11287, 11606. .11730, 


11786. .12305, 12426. 


.12514, 






12730. .12932, 13129 .. 13400, 


13677. .13820, 13911. 


.14007, 






14450. .14624 












Seq. No. 


42779 


Seq. ID 


OJ000350_ 


69. 


0406. 


C29 


Gene No . 


89277 


Strand 


+ 








Start 


11227 


End 


16448 








Name 


OJ000350 69.0406.C29.o4.np 


Method 


AAT/NAP 








Start 


11474 


End 


12238 








GI 


5042454 


Score 


692 








Exons 


11474. .11730, 11786.. 12238 












GI Descrip. 


. (AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


42779 


Seq. ID 


OJ000350_ 


69. 


0406. 


C29 




89278 


Strand 










Start 


6794 


End 


10047 








Name 


OJ000350 69.0406.C29.o3.gs 


Method 


GENSCAN 








Start 


6794 


End 


10047 








GI 


none 


Score 


.9 








Exons 


6794. .8687, 8786. .8895, 8944 


. .10047 










Seq. No. 


42779 


Seq. ID 


OJ000350_ 


69. 


0406. 


C29 


Gene No . 


89278 


Strand 










Start 


6794 


End 


10047 








Name 


OJ000350 69.0406.C29.o2.np 


Method 


AAT/NAP 








Start 


6797 


End 


10047 








GI 


5803259 


Score 


4695 








Exons 


6797. .8687, 8786. .10047 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


42779 


Seq. ID 


OJ000350_ 


69. 


0406. 


C29 


Gene No. 


89279 


Strand 











43263 



start 
Name 
Start 
GI 

Exons 



15888 End 

OJ000350_69 . 0406 . C2 9 . 06 . tw Method 

664 End 

none Score 



16049 

TBLASTX: Wheat 

1056 

58 



664. .711, 718. .816, 723. .815, 783. .1022, 799. .1056 



Seq. No. 42779 Seq. ID 

Gene No. 89279 Strand 

Start 15888 End 

Name OJ000350_69 .0406 . C29 . o4 . tm . Method 

Start 669 End 

GI none Score 

Exons 669.-953, 706.. 954 



OJ000350_69.0406.C29 
16049 

TBLASTX: Maize 

954 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42779 

89279 

15888 

OJ000350_ 

1794 

none 



69.0406.C29.o3.tw 



Seq. ID OJ000350_69.0406.C29 



Strand 
End 

Method 

End 

Score 



16049 

TBLASTX: Wheat 

7665 

399 



1794. .1931, 1795. .2253, 1989. .2249, 2020. .2253, 7495. .7665 



Seq. No. 


42779 








Seq. ID 


OJ000350_69.0406 


.C29 


Gene No. 


89279 








Strand 






Start 


15888 








End 


16049 




Name 


OJ000350 69. 


0406. 


C29.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


2444 








End 


2907 




GI 


none 








Score 


219 




Exons 


2444. .2887, 


2445. 


.2900, 


2446. 


.2907, 2446. .2901 




Seq. No. 


42779 








Seq. ID 


OJ000350_69.0406 


.C29 


Gene No. 


89279 








Strand 






Start 


15888 








End 


16049 




Name 


OJ000350 69. 


0406. 


C29.03 


.ts 


Method 


TBLASTX: Soybean 




Start 


2485 








End 


2850 




GI 


none 








Score 


117 




Exons 


2485. .2709, 


2716. 


.2850 










Seq. No. 


42779 








Seq. ID 


OJ000350_69.0406 


.C29 


Gene No. 


89279 








Strand 






Start 


15888 








End 


16049 




Name 


OJ000350 69. 


0406. 


C29.01 


. tm 


Method 


TBLASTX: Maize 




Start 


2575 








End 


2931 




GI 


none 








Score 


392 




Exons 


2575. .2931, 


2610. 


.2921, 


2626. 


.2931 







Seq. No. 42779 Seq. ID 

Gene No. 89279 Strand 

Start 15888 End 

Name OJ000350_69 . 04 06 . C29 . o2 . tm Method 

Start 2958 End 

GI none Score 

Exons 2958.. 3323, 2959.. 3342 



OJ000350_69.0406.C29 
16049 

TBLASTX: Maize 

3342 

352 



Seq. No. 
Gene No. 
Start 



42779 
89279 
15888 



Seq. ID 

Strand 

End 



OJ000350 69.0406.C29 



16049 



43264 




Name 


OJ000350 69. 


0406 


.C29,o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


3015 








End 


3435 


GI 


none 








Score 


483 


Exons 


3015. ,3410, 


3016 


. .3435, 


3115, 


.3423 




Seq. No. 


42779 








Seq. ID 


OJ000350_69. 0406. 029 


Gene No. 


89279 








Strand 




Start 


15888 








End 


16049 


Name 


OJ000350 69. 


0406 


.C29.01 


. ts 


Method 


TBLASTX : Soybean 


Start 


3094 








End 


3465 


GI 


none 








Score 


279 


Exons 


3094. ,3465, 


3111 


. ,3254 








Seq. No. 


42779 








Seq. ID 


OJ000350_69. 0406. 029 


Gene No. 


89279 








Strand 




Start 


15888 








End 


16049 


Name 


OJ000350 69. 


0406 


.C29.05 


. tw 


Method 


TBLASTX: Wheat 


Start 


4066 








End 


4524 


GI 


none 








Score 


232 


Exons 


4066. .4314, 


4090 


. .4314, 


4155. 


.4316, 4375.-4524, 4384. ,4521, 




4386, .4523 












Seq. No. 


42779 








Seq. ID 


OJ000350_69. 0406,029 


Gene No. 


89279 








Strand 




Start 


15888 








End 


16049 


Name 


OJ000350 69. 


0406 


.029. o2 


, ts 


Method 


TBLASTX: Soybean 


Start 


4213 








End 


4779 


GI 


5666795 








Score 


67 


Exons 


4213. .4311, 


4387 


. ,4524, 


4579, 


.4779 




GI Descrip. 


4206306 2.0€ 


-10 


(AF049110) prpol [Zea mays] 


Seq. No. 


42779 








Seq. ID 


OJ000350_69. 0406.029 


Gene No. 


89279 








Strand 




Start 


15888 








End 


16049 


Name 


OJ000350 69. 


0406 


.029. o8 


,tw 


Method 


TBLASTX: Wheat 


Start 


4527 








End 


4839 


GI 


none 








Score 


178 


Exons 


4527. .4703, 


4579 


. .4839 








Seq. No. 


42779 








Seq. ID 


OJ000350_69. 0406, 029 


Gene No. 


89279 








Strand 




Start 


15888 








End 


16049 


Name 


OJ000350 69. 


0406 


.029.O3 


. tm 


Method 


TBLASTX: Maize 


Start 


5041 








End 


5343 


GI 


none 








Score 


350 


Exons 


5041, .5343, 


5076 


. .5342 








Seq. No. 


42779 








Seq. ID 


OJ000350_69. 0406. 029 


Gene No. 


89279 








Strand 




Start 


15888 








End 


16049 


Name 


OJ000350 69. 


0406 


,029.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


5169 








End 


5523 


GI 


none 








Score 


353 


Exons 


5169. .5225, 


5170 


. .5523, 


5271, 


.5519 





Seq, No, 42779 Seq. ID OJ000350_69 . 0406 .029 

Gene No, 89279 Strand 



43265 




start 


15888 


End 


16049 


Name 


OJ000350 69.0406.C29.o7.tw 


Method 


TBLASTX: Wheat 


Start 


5545 


End 


6153 


GI 


none 


Score 


266 


Exons 


5545.. 5835, 5577.. 5834, 5691 


..5861, 6027. .6149, 6028. .6153 


Seq. No. 


42779 


Seq. ID 


OJ000350_69. 0406.C29 


Gene No. 


89279 


Strand 




Start 


15888 


End 


16049 


Name 


OJ000350 69.0406.C29.o5.tm 


Method 


TBLASTX: Maize 


Start 


6022 


End 


6168 


GI 


none 


■ Score 


185 


Exons 


6022. .6168, 6027. .6161 






Seq. No. 


42779 


Seq. ID 


OJ000350_69 . 0406.C29 


Gene No. 


89279 


Strand 




Start 


15888 


End 


16049 


Name 


OJ000350 69.0406.C29.o5.gs 


Method 


GENSCAN 


Start 


15888 ~ 


End 


16049 


GI 


none 


Score 


. 62 


Exons 


15888. .15908, 15981. .16049 






Seq. No. 


42780 


Seq. ID 


OJ000350_69. 0406.C30 


Gene No . 


89280 


Strand 


+ 


Start 


12841 


End 


12893 


Name 


OJ000350 69.0406.C30.o2.gp 


Method 


AAT/GAP 


Start 


12841 


End 


12893 


GI 


uC-osflcyplllc03al 


Score 


83 


Exons 


12841. .12893 






GI Descrip. 


'6069643/dbj | AP000616 . 1 1 AP000616 4f:0e- 


11 Oryza sativa genomic 




DNA, chromosome 6, clone: P0514G12 ' 




Seq. No. 


42780 


Seq. ID 


OJ000350_69.0406.C30 


Gene No. 


89281 


Strand 


+ 


Start 


13552 


End 


14642 


Name 


OJ000350 69.0406.C30.ol.np 


Method 


AAT/NAP 


Start 


13161 


End 


14351 


GI 


7242910 


Score 


119 


Exons 


13161. .13209, 13535. .14192, 


14263. .14351 


GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42780 


Seq. ID 


OJ000350_69.0406.C30 


Gene No. 


89281 


Strand 


+ 


Start 


13552 


End 


14642 


Name 


OJ000350 69.0406.C30.o2.gs 


Method 


GENSCAN 


Start 


13552 


End 


14642 


GI 


none 


Score 


.93 


Exons 


13552. .14192, 14570.. 14642 






55pct No 


42780 


Seq. ID 


OJ000350_69.0406.C30 


Gene No • 


89282 


Strand 




Start 


372 


End 


10028 


Name 


OJ000350 69.0406.C30.ol.gs 


Method 


GENSCAN 


Start 


372 


End 


10028 


GI 


none 


Score 


.5 


Exons 


372, .417, 2971. .3285, 4182.. 


4367, 4369 


..4529, 6038. .6116, 




7174. .7281, 7360. .7473, 8198 


..8271, 8407.-8484, 9028. .9088, 



43266 



9172., 9262, 9637.. 9732, 9784.. 10028 



Seq. No. 42780 Seq. ID 

Gene No. 8 9282 Strand 

Start 372 End 

Name OJ000350_69 . 040.6 .C30 . ol . gp Method 

Start , 5742 End 

GI none Score 

Exons 5742.. 6116, 6187.. 6225, 7174.. 7281, 



OJ000350 69.0406.C30 



10028 
AAT/GAP 
9929 
1941 
7360. .7473, 



8198. .82-71, 



8407. .8484, 9028. .9088, 9172. .9262, 9784. .9929 



Seq, No. 42780 
Gene No. 8 9282 

Start 372 

Name OJ000350_69.0406.C30.ol.tm 
Start 6022 
GI none 
Exons 6022. 

7300. 

8406. 

9030. 



,6111, 6024. .6113, 6178, 

,7422, 7307. .7513, 7351. 

,8486, 8409. .8486, 9023, 

,9191, 9167.. 9265, 9169. 



Seq. ID OJ000350_69.0406.C30 
Strand 

End 10028 
Method TBLASTX : Mai ze 
End 9875 
Score 122 

.6225, 6188.. 6226, 7182.. 7283, 
.7473, 7359. .7502, 8197. .8274, 
.9088, 9025.. 9096, 9026.. 9100, 
.9276, 9211.. 9273, 9783.. 9875 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42780 Seq. ID 

89282 Strand 

372 ' End 

OJ000350_69.0406.C30.ol.tc Method 

6030 End 

none Score 



OJ000350_69.0406.C30 
10028 

TBLASTX: Cress 

9872 

64 



6030. .6116, 6039. .6110, 6043. .6120, 6178. .6225, 6182. .6226, 
7191. .7280, 7351. .7473, 7361. .7513, 9023. .9088, 9028. .9084, 
9033.. 9086, 9169.. 9264, 9173.. 9265, 9783.. 9872 



Seq. No. 42780 

Gene No. 89282 

Start 372 

Name OJ000350_69.0406.C30.ol. ts 

Start 7363 

GI none 

Exons 7363.. 7395, 7399.. 7479, 
9169.. 9276, 9179.. 9265, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_69.0406.C30 
10028 

TBLASTX : Soybean 

9866 

70 



7403. .7480, 9023. .9088, 9033.-9098, 
9783. .9866 



Seq. No. 42780 
Gene No. 89282 
Start 372 

Name OJ000350_69 . 0406 . C30 . ol . tw 

Start 7365 
GI none 

Exons 7365.. 7475, 7366.. 7473, 

8409. .8486, 9023. .9088, 
9169.. 9261, 9174.. 9263, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_69.0406.C30 
10028 

TBLASTX: Wheat 

9266 

76 



7367. .7513, 8197. .8274, 8407. .8481, 
9033.. 9092, 9034.. 9096, 9167.. 9262, 
9174. .9266 



Seq. No. 42781 Seq. ID 

Gene No. 89283 Strand 

Start 295 End 

Name OJ000350_69. 0406.C31.ol.gs Method 

Start 295 End 

GI none Score 



OJ000350_69.0406.C31 
+ 

1896 
GENSCAN 
795 
.98 



43267 



Exons 


295. .626, 675. .795 


Seq. No. 


42781 


Gene No. 


89283 


Start 


295 


Name 


OJ000350 69.0406.C31.ol 


Start 


529 


GI 


4680341 


Exons 


529. .650, 676. .759, 818 


GI Descrip. 


(AF128457) hypothetical 


Seq. No. 


42781 


Gene No. 


89284 


Start 


1040 


Name 


OJ000350 69.0406.C31.o2 


Start 


1040 


GI 


none 


Exons 


1040. .1133 


Seq. No. 


42781 


Gene No. 


89285 


Start 


1049 


Name 


OJ000350 69.0406.C31.ol 


Start 


1049 


GI 


none 


Exons 


1049.. 1066, 1090.. 1188, 




1259.. 1324, 1260.. 1325, 


Seq, No. 


42782 


Gene No. 


89286 


Start 


2311 


Name 


OJ000350 69. 0406.C32 .ol 


Start 


2311 


GI 


218 1.R1084 


Exons 


2311.. 2815, 3342,. 3467, 


GI Descrip. 


'4585708/emb|CAB40842. 1 




phospholipase A2 [Oryza 


Seq. No. 


42782 


Gene No . 


89286 


Start 


2311 


Name 


OJ000350 69. 0406.C32 .ol 


Start 


2628 


GI 


none 


Exons 


2628.. 2759, 2632.. 2757, 




3344 . .3490, 3406. .3525, 




3940. .4011, 3948. .4064, 


Seq. No. 


42782 


Gene No. 


89286 


Start 


2311 


Name 


OJ000350 69.0406.C32.o2 


Start 


2637 


GI 


none 


Exons 


2637. .2815, 3342. .3467, 



Seq. ID 

Strand 

End 

ip Method 
End 
Score 

.1201, 1500 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_69.0406.C31 
+ 

1896 
AAT/NAP 
1896 
680 

1568, 1763.. 1896 
a sativa subsp. indica] 

OJ000350_69.0406.C31 

1133 
GENSCAN 
1133 
.94 



1418. 



Seq. ID OJ000350_69.0406.C31 
Strand 

End 14 90 

Method TBLASTX : Wheat 

End 14,90 

Score 107 

.1204, 1235. .1324, 1246., 1317, 
.1480, 1431. .1490 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_69.0406.C32 

4137 
AAT/GAP 
4137 
1690 



n86..3831, 3938.. 4137 
l.Oe-85 {AJ238117) putative 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2816, 2753 



OJ000350 69.0406,C32 



4137 

TBLASTX: Maize 
4064 
179 

2812, 3343. 
3825, 3938. 



.3468, 
.4048, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_69. 0406.C32 

4137 
GENSCAN 
4048 
.96 
38. .4048 



Seq. No. 



42782 



Seq. ID OJ000350_69.0406.C32 



43268 




Gene No. 


89286 


Strand 






Start 


2311 


End 


4137 




Name 


OJ000350 69.0406.C32.ol.np 


Method 


AAT/NAP 




Start 


2640 


End 


4048 




GI 


4585708 


Score 


742 




Exons 


2640.. 2815, 3342.. 3467, 3786 


..3831, 3938. .4048 




GI Descrip. 


(AJ238117) putative phospholipase A2 [Oryza sativa] 




Seq. No. 


42782 


Seq. ID 


OJ000350_69. 0406. 


C32 


Gene No. 


89286 


Strand 






Start 


2311 


End 


4137 




Name 


OJ000350 69. 04 06.C32 .ol. tc 


Method 


TBLASTX: Cress 




Start 


2655 


End 


3490 




GI 


none 


Score 


130 




Exons 


2655.. 2786, 3343.. 3489, 3356 


. . 3490 






Seq. No. 


42782 


Seq. ID 


OJ000350_69. 0406 . 


C32 


Gene No. 


89286 


Strand 






Start 


2311 


End 


4137 




Name 


OJ000350 69.0406.C32.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3343 


End 


3489 




GI 


none 


Score 


118 




Exons 


3343. .3489, 3356. .3469 








Seq. No. 


42783 


Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89287 


Strand 


+ 




Start 


1 


End 


12719 




Name 


OJ000350 69.0406.C33.o4.np 


Method 


AAT/NAP 




Start 


1 


End 


12719 




GI 


4680183 


Score 


143 




Exons 


1,.49, 10325. .10389, 12093.. 


12161, 12628.. 12719 




GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


42783 


Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89287 


Strand 


+ 




Start 


1 


End 


12719 




Name 


OJ000350 69.0406.C33.ol.gs 


Method 


GENSCAN 




Start 


352 


End 


5921 




GI 


none 


Score 


.45 




Exons 


352. .380, 3044. .3162, 3630.. 


3764, 4171 


..4289, 4303. .4348 






5035. .5921 








Seq. No.. . 


42783 


Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89287 


Strand 


+ 




Start 


1 


End 


12719 




Name 


OJ000350 69.0406.C33.ol.np 


Method 


AAT/NAP 




Start 


1040 


End 


3984 




GI 


4680186 


Score 


122 




Exons 


1040.. 1066, 2468.. 2573, 3181 


..3240, 3845. .3984 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


42783 


Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89287 


Strand 


+ 




Start 


1 


End 


12719 




Name 


OJ000350 69,0406.C33.o3.gp 


Method 


AAT/GAP 




Start 


8202 


End 


8982 




GI 


4107134 


Score 


1157 





43269 




Exons 8202.. 8982 

GI Descrip. 4680179/gb | AAD27547 . 1 | AF111709_1 3.0e-97 (AF111709) polyprotein 
[Oryza sativa subsp. indica] 



Seq. No. 


42783 


Seq. ID 


OJ000350_69.0406.C33 


Gene No . 


89287 


Strand 


+ 


Start 


' 1 


End 


12719 


Name 


OJ000350 69.0406.C33.o3.gs 


Method 


GENSCAN 


Start 


11924 


End 


12675 


GI 


none 


Score 


.8 


Exons 


11924. .11957, 12093. .12227, 


12498. .12616, 12630.. 12675 


Seq. No. 


42783 


Seq. ID 


OJ000350_69.0406.C33 


Gene No. 


89288 


Strand 




Start 


250 


End 


1012 


Name 


OJ000350 69.0406.C33.ol.gp 


Method 


AAT/GAP 


Start 


250 


End 


1012 


GI 


LIB3477-003-P1-K1-E9 


Score 


130 


Exons 


250. .284, 948. .1012 






GI Descrip. 


' 2498586/sp | Q40638 | MP01_0RYSA 2 . Oe-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 42783 Seq. ID OJ000350_69 . 0406 . C33 

Gene No. 89289 Strand 

Start 2727 End 3152 

Name OJ000350_69. 0406 .C33 . o2 . gp Method AAT/GAP 

Start 2727 End 3152 

GI 4878407 Score 663 

Exons 2727.. 3152 

GI Descrip. 6069643/dbj | AP000616. 1 | AP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 42783 Seq. ID 

Gene No. 89290 Strand 

Start 6538 End 

Name OJ000350_69 .0406. C33 . o2 . gs Method 

Start 6538 End 

GI none Score 

Exons 6538.. 7437, 7490.. 7514, 7694.. 11088 



OJ000350_69.0406.C33 

11088 
GENSCAN 
11088 
.41 



Seq. No. 


42783 




Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89290 




Strand 






Start 


6538 




End 


11088 




Name 


OJ000350 69.0406.C33.o2 


.np 


Method 


AAT/NAP 




Start 


6541 




End 


11088 




GI 


4680179 




Score 


6767 




Exons 


6541. .11088 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


42783 




Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89290 




Strand 






Start 


6538 




End 


11088 




Name 


OJ000350 69.0406.C33.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


6565 




End 


6777 




GI 


none 




Score 


207 




Exons 


6565. .6777 











43270 






Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406. 


C33 




Gene No . 


89290 








Strand 








Start 


6538 








End 


11088 






Name 


OJ000350 69 


. 0406 


C33 o6 


. tw 


Mpthod 








Start 


6586 ~ 








End 


6919 






GI ■ 


none 








Score 


39 






Exons 


6586 6918* 


6621 


6611 , 


6719. 


. 6919 








Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406. 


C33 




Gene No . 


89290 








Strand 








Start 


6538 








End 


11088 






Name 


OJ000350 69 


0406 


C33 ol 


. tm 


Method 


TBLASTX: Maize 






Start 


6778 ~ 








End 


7365 






GI 


none 








Score 


264 






Exons 


6778. .7206, 


6779 


. .7201, 


7204 . 


.7365, 7211.. 7357 






Seq. No. 


42783 








^f^n TV) 




C33 




Gene No . 


89290 








Strand 








Start 


6538 








End 


11088 






Name 


OJ000350 69 


0406 


. 033 . ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


6919 ~ 








End 


7545 






GI 


none 








Score 


394 






Exons 


6919 7545. 


6920 


. .7543 












Seq. No. 


42783 








^f^n TV) 


\JU \J\J \J o -jyj vj -7 • U *i *J u • 


C33 


1 z 


Gene No . 


89290 








Strand 








Start 


6538 








End 


11088 






Name 


OJ000350 69 


0406 


C33 o4 


, tm 


Method 


TBLASTX: Maize 






Start 


7414 ~ 








End 


7705 




'i 


GI 


none 








Score 


240 




y 


Exons 


7414 7704, 


7418 


. . 7705 












Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406, 


C33 


1 


Gene No . 


89290 








Strand 








Start 


6538 








End 


11088. 






Name 


OJ000350 69. 


0406 


. C33 o2 


. ts 


Method 


TBLASTX : Soybean 






Start 


7504 ~ 








End 


7764 




3 


GI 


none 








Score 


168 






Exons 


7504 7764. 


7505 


7759, 


7600 . 


.7761 






J 


Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406. 


C33 




Gene No . 


89290 








Strand 








Start 


6538 








End 


11088 






Name 


OJ000350 69 


0406 


. C33 .o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


7552 ~ 








End 


8031 






GI 


none 








Score 


246 






J— I AV_/110 


7552 8031 


7553 


. .7804, 


7S8S 

/ o o o . 


.7998 








Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406. 


C33 




Gene No. 


89290 








Strand 








Start 


6538 








End 


11088 






Name 


OJ000350 69. 


0406 


.C33.02 


.tw 


Method 


TBLASTX: Wheat 






Start 


8035 








End . 


8544 






GI 


none 








Score 


268 






Exons 


8035. .8544, 


8122 


.8505, 


8126. 


.8536 







43271 




Seq. No. 


42783 








Seq. ID 


OJ000350_69 . 0406 .C33 


Gene No. 


89290 








Strand 




Start 


6538 








End 


11088 


Nsme 


OJ000350 69. 


0406 


.C33.02 


. tm 


Method 


TBLASTX: Maize 


Start 


8110 ~~ 








End 


8472 


GI 


none 








Score 


177 


P. vnn 


8110. . 8436, 


8119 


. .8472, 


8126. 


.8470 




Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406.C33 


Gene No. 


89290 








Strand 




Start 


6538 








End 


11088 


Name 


OJ000350 69. 


0406 


.C33.03 


. ts 


Method 


TBLASTX : Soybean 


Start 


8293 ~" 








End 


8538 


ox 


none 








Score 


210 


Exons 


8293. . 8538 












Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406.C33 


Gene No. 


89290 








Strand 




Start 


6538 








End 


11088 


Name 


OJ000350 69. 


0406 


.C33.05 


. tm 


Method 


TBLASTX: Maize 


Start 


8473 ~ 








End 


8826 


ox 


none 








Score 


121 


Exons 


8473. ,8826, 


8480 


. .8758 








Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406.C33 


Gene No. 


89290 








Strand 




Start 


6538 








End 


11088 


Name 


OJ000350 69. 


0406 


.C33.05 


. tw 


Method 


TBLASTX: Wheat 


Start 


8545 ~~ 








End 


8847 


GI 


none 








Score 


247 


Exon s 


8545. . 8847, 


8546 


. . 8815, 


8554 . 


.8844, 8769. ,8846 


cpcr No 


42783 








Seq. ID 


OJ000350_69.0406.C33 


Gene No. 


89290 








Strand 




Start 


6538 








End 


11088 


Name 


OJ000350 69. 


0406 


. C33 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


8560 ~ 








End 


8955 


GI 


none 








Score 


167 




8560 8919- 


8561 


8815, 


8590. 


.8907, 8847. .8912, 8923. .8955, 




8927 . .8953 












Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406.C33 


Gene No. 


89290 








Strand 




Start 


6538 








End 


11088 


Name 


OJ000350 69 


0406 


. C33 . o3 


. tm 


Method 


TBLASTX: Maize 


Start 


8842 ~ 








End 


9309 


GI 


none 








Score 


107 


E vnn ^ 

LIS 


8842 9309 


8939 


9238 








Seq. No. 


42783 








Seq. ID 


OJ000350_69.0406.C33 


Gene No. 


89290 








Strand 




Start 


6538 








End 


11088 


Name 


OJ000350 69. 


0406 


.C33.04 


.tw 


Method 


TBLASTX: Wheat 


Start 


8896 








End 


9378 


GI 


none 








Score 


271 


Exons 


8896.-9378, 


8939 


. .9274, 


8953. 


.9339 





43272 




Seq. 'No. 


42783 




Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89290 




Strand 












End 


11088 




Ndiue 














Z7 V ^ O 






9342 












183 






QO?fi 9342 










Seq. No. 


42783 




Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89290 




Strand 






O L.a.JL L. 


6538 




End 


11088 




Nsine 


OJOOO^SO 69 0406 C33 o8 


. tw 


Method 


TBLASTX: Wheat 




7-1- 


9S^3 ~ 
^ «j J 




End 


9954 










Score 


54 






9553 9726 9584 9652 


9634 . 


.9693, 9730. .9954, 9788. .9940 


Seq. No. 


42783 




Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89290 




O L.X dilU. 








6538 




End 


11088 




Nfiine 


OJn00350 69 0406 033 o8 


. tin 


Method 


TBLASTX:Maize 




O Lai U 


9640 ~ 




End 


9916 










Score 


78 




Exons 


9640 991 5 9815 9916 










Seq. No. 


42783 




Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89290 




Strand 








6538 




End 


11088 




Nditie 


OJ000350 69.0406.C33.o6 


.tm 


Method 


TBLASTX: Maize 






10282 




End 


10614 




OX 


none 




Score 


105 






10282. .10614, 10427.. 10591 








Seq. No. 


42783 




Seq. ID 


OJ000350_69.0406. 


C33 


Gene No. 


89290 




Strand 


- 




O L.CI J. U 


6538 




End 


11088 






OJ000350 69.0406.C33.o7 


. tw 


Method 


TBLASTX: Wheat 




o uaX L 


10495 




End 


10875 






none 




Score 


136 






10495. .10875, 10496.. 10855 










42784 




Seq. ID 


OJ000350_69.0406. 


C34 


Gene No. 


89291 




Strand 


+ 




Start . 


756 




End 


2169 




Vi diuc 


OJ000350 69.0406.C34.ol 


.np 


Method 


AAT/NAP 




q-f- a T**l- 
OX-dX U 


756 




End 


2169 




oX 


6069654 




Score 


582 




Kxons 


756. .823, 1300. .2169 










oX Uc^o^XX^* 


(AP000616) hypothetical 


protein [Oryza 


sativa] 




Sea No . 


42784 




Seq. ID 


OJ000350_69.0406. 


C34 


Gene No. 


89291 




Strand 


+ 




Start 


756 




End 


2169 




Name 


OJ000350 69.0406.C34.ol 


.gs 


Method 


GENSCAN 




Start 


1368 




End 


2153 




GI 


none 




Score 


.56 




Exons 


1368. .1487, 1847. .2153 











43273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42785 
89292 
2231 

OJ000350_69. 

2231 

none 

2231. .2425, 
2293. .2391, 
2452, .2484, 
2498, .2647, 
2513, .2599, 
2641. .2742, 
2668. .2745, 



0406.C35.ol.tm 



2257. 
2307. 
2486, 
2499. 
2517, 
2646, 



.2388, 2257. 

.2384, 2313. 

.2584, 2492. 

.2585, 2499. 

.2606, 2627. 

.2786, 2655. 



2807. .2887, 2809. 



Seq. ID OJ000350_69,0406.C35 
Strand 

End 2887 

Method TBLASTX : Mai ze 

End 2887 

Score 69 

.2391, 2268.. 2465, 2285.. 2419, 
.2399, 2374. .2421, 2428.-2478, 
.2608, 2492. .2614, 2492. .2617, 
.2627, 2501.. 2605, 2502.. 2627, 
.2788, 2630.. 2737, 2636.-2737, 
.2738, 2661. .2738, 2664. .2741, 
.2844 



Seq. No. 42786 Seq. ID 

Gene No. 89293 Strand 

Start 1 End 

Name OJ000350_69 . 0406 . C36 . ol , gp Method 

Start 1 End 

GI ' none Score 

Exons 1 . .342 



OJ000350_69. 0406. 036 
+ 

515 

AAT/GAP 

342 

495 



Seq. No. 42786 Seq. ID 

Gene No. 89293 Strand 

Start 1 . End 

Name OJ000350_69 . 0 4 0 6 . C3 6 . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50.. 4 60 



OJ000350_69,0406.C36 
+ 

515 

GENSCAN 

460 

.9 



Seq. No. 42786 Seq. ID 

Gene No. 89293 Strand 

Start 1 End 

Name 0 JOO 0 3 5 0_6 9.0406.C36.o2.gp Method 

Start 93 End 

GI none Score 

Exons 93. .123, 221.. 281, 318.. 515 



OJ000350_69,0406.C36 
+ 

515 

AAT/GAP 

515 

349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42787 Seq. ID OJ000350_69 . 0406 . C37 

89294 Strand + 

8936 End 9204 

OJ000350_69 . 0406 . C37 . o2 . gp Method AAT/GAP 

8936 End 9204 

uC-osroM202030b08bl Score 389 

8936. .9204 

'584998/sp|P37120|C752_SOLME 2.0e-12 FLAVONOID 

3' ',5' '-HYDROXYLASE (F3"5"H) (CYTOCHROME P450 75A2) 

(CYPLXXVA2) (P-450EG1) >gi_629713_pir S43342 flavonoid 

hydroxylase cytochrome P450 - eggplant >gi_395261_emb_CAA50155 
(X70824) flavonoid hydroxylase (P450) [Solanum melongena] ' 



42787 Seq. ID 

89295 Strand 

1 End 

OJ000350_69 .0406. C37 . ol . np Method 

1 End 

6358770 Score 



OJ000350_69.04 06.C37 

4910 
AAT/NAP 
4910 
490 



43274 




Exons 1..363, 1661.. 2031, 2805. .2868, 4803.. 4910 

GI Descrip. (AC011665) putative DNA-binding protein [Arabidopsis thaliana] 
gi|6524180|gb|AAF15065.1|AC011914_7 (AC011914) putative 
DNA-binding protein [Arabidopsis thaliana] 



Seq. No. 


42787 




Seq. ID 


OJ000350_69.0406 


.C37 


Gene No. 


89295 




Strand 






Start 


1 




End 


4910 




Name 


OJ000350 69.0406.C37.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


73 




End 


366 




GI 


none 




Score 


75 




Exons 


73. .240, 223. .309, 286.. 


366, 


290. .364 






Seq. No. 


42787 




Seq. ID 


OJ000350_69.0406 


.C37 


Gene No. 


89295 




Strand 






Start 


1 




End 


4910 




Name 


OJ000350 69.0406.C37.ol, 


gs 


Method 


GENSCAN 




Start 


85 




End 


3741 




GI 


none 




Score 


.62 




Exons 


85. .363, 669. .689, 1661. 


.2350 


, 2691.. 


2763, 2964.. 3177, 






3528. .3741 











Seq. No. 42787 Seq. ID OJ000350_69 . 0406 . C37 

Gene No. 89295 Strand 

Start 1 End 4 910 

Name OJ000350__69. 0406.C37 .ol .gp Method AAT/GAP 

Start 215 End 1809 

GI 5003540 Score 565 

Exons 215.. 363, 1661.. 1809 

GI Descrip. 3402704 9.0e-10 (AC004261) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 


42787 






Seq. ID 


OJ000350_69.0406.C37 


Gene No. 


89296 






Strand 




Start 


5511 






End 


5804 


Name 


OJ000350 69. 


0406.C37.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5511 






End 


5804 


GI 


none 






Score 


76 


Exons 


5511. ,5612, 


5607. .5804, 


5628. 


.5762 




Seq. No, 


42787 






Seq. ID 


OJ000350_69.0406.C37 


Gene No. 


89297 






Strand 




Start 


5883 






End 


6731 


Name 


OJ000350 69. 


0406.C37.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5883 






End 


6251 


GI 


none 






Score 


76 


Exons 


5883. .6251, 


5884. .6027, 


5889. 


. 6044 




Seq, No. 


42787 






Seq. ID 


OJ000350_69.0406.C37 


Gene No. 


89297 






Strand 




Start 


5883 






End 


6731 


Name 


OJ000350 69, 


0406.C37.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5976 






End 


6447 


GI 


none 






Score 


61 


Exons 


5976. .6062, 


5980. .6027, 


6075. 


.6446, 6087. .6446, 6259. .6447 



Seq. No. 42787 Seq, ID OJ000350__69 . 0406 . C37 

43275 



Gene No. 


89297 






Strand 








Start 


5883 






End 


6731 






Name 


OJ000350 69. 


0406. 


C37.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6345 






End 


6731 






GI 


none 






Score 


74 






Exons 


6345. .6443, 


6489. 


.6527, 6534. 


.6731, 6547.. 6687 






Seq. No. 


42787 






Seq. ID 


OJ000350_69. 


0406. 


C37 


Gene No. 


89297 






Strand 








Start 


5883 






End 


6731 






Name 


OJ000350 69. 


0406. 


C37.o2.tm 


Method 


TBLASTX: Maize 




Start 


6489 






bna 


6725 






GI 


. none 






Score 


116 






Exons 


6489. .6725, 


6490. 


.6705, 6507. 


. D / Id 








Seq. No. 


42788 






Seq. ID 


OJ000350_69. 


0406. 


C38 


Gene No. 


O ft ft ft o 

89298 






Strand 


+ 






Start 


423 






End 


565 






Name 


OJ000350 '69. 


0406. 


C38.ol.gs 


Method 


GENSCAN 






Start 


423 






End 


565 






GI 


none 






Score 


.99 






Exons 


423, .565 














Seq. No. 


42788 






Seq. ID 


OJ000350_69. 


0406. 


C38 


Gene No. 


ft ft ft ft ft 
89299 






Strand 


+ 






Start 


4674 






End 


8166 






Name 


OJ000350 69. 


0406, 


C38 . o3 .gs 


Method 


GENSCAN 






Start 


4674 






End 


8166 






GI 


none 






Score 


.42 






Exons 


4674. .4898, 


4931. 


.4963, 6697. 


.6753, 8038.. 8166 






Seq. No. 


42788 






Seq. ID 


OJ000350_69. 


0406. 


C38 


Gene No. 


89300 






Strand 


+ 






Start 


9157 






End 


13511 






Name 


OJ000350 69. 


0406. 


C38 . ol .np 


Method 


AAT/NAP 






Start 


9115 






End 


13068 






GI 


■ 6714410"' 






Score 


880 






Exons 


9115. .9427, 


10556 


;.. 10800, 11754. .13068 








GI Descrip. 


(AC012328) unknown protein [Arabidopsis thaliana] 






Seq. No. 


42788 






Seq. ID 


OJ000350__69. 


0406. 


C38 


Gene No. 


89300 






Strand 


+ 






Start 


9157 






End 


13511 






Name 


OJ000350 69. 


0406. 


C38.04 .gs 


Method 


GENSCAN 






Start 


9157 






End 


13511 






GI 


none 






Score 


,71 






Exons 


9157. .9427, 


10646 


i.. 10797, 11962. .12036, 


12315. .12549, 






13354.. 13511 












Seq. No, 


42788 






Seq, ID 


OJ000350_69, 


0406. 


C38 


Gene No. 


89300 






Strand 


+ 






Start 


9157 






End 


13511 






Name 


OJ000350 69. 


0406. 


C38.ol.gp 


Method 


AAT/GAP 






Start 


12372 






End 


12894 






GI 


none 






Score 


1038 







Exons 12372. .12894 



43276 




Seq. No. 


42788 




Seq. ID 


OJ000350_69.0406 


.C38 


Gene No. 


89301 




Strand 






Start 


14107 




End 


16143 




Name 


OJ000350 69.04Q6.C38 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11790 




End 


12248 




GI 


none 




Score 


98 




Exon's 


11790. .11885, 11790. 


.11846, 


11874. .12104, 11895. .12026, 






12096. .12221, 12099. 


.12164, 


12213. .12248 




Seq. No. 


42788 




Seq. ID 


OJ000350_69.0406 


.C38 


Gene No. 


89301 




Strand 






Start 


14107 




End 


16143 




Name 


OJ000350 69.0406.C38 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12096 




End 


12659 




GI 


none 




Score 


127 




Exons 


12096. .12221, 12213. 


.12254, 


12258. .12356, 12420.. 12659 




Seq. No. 


42788 




Seq. ID 


OJ000350_69.0406 


.C38 


Gene No. 


89301 




Strand 






Start 


14107 




End 


16143 




Name 


OJ000350 69.0406.C38 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


12729 




End 


13096 




GI 


none 




Score 


105 




Exons 


12729. .12815, 12729. 


.12806, 


12745. .12822, 12814 .. 13080 , 






12814. .13077, 12815. 


.13096, 


12816. .13088 




Seq. No. 


42788 




Seq. ID 


OJ000350_69.0406 


.C38 


Gene No. 


89301 




Strand 






Start 


14107 




End 


16143 




Name 


OJ000350 69.0406,C38 


.o5 .gs 


Method 


GENSCAN 




Start 


14107 




End 


16143 




GI 


none 




Score 


.84 




Exons 


14107. .16143 










Seq. No. 


42788 




Seq. ID 


OJ000350_69.0406 


.C38 


Gene No. 


89301 




Strand 






Start 


14107 




End 


16143 




Name 


OJ000350. 69.0406.C38 


. o2 . np 


Method 


AAT/NAP 




Start 


14125 




End 


16143 




GI 


2462747 




Score 


1725 




Exons 


14125. .16143 










GI Descrip. 


(AC002292) similar to "Mx" 


GTP-binding 


proteins [Arabidopsi 




thaliana] 










Seq. No. 


42788 




Seq. ID 


OJ000350_69.0406 


.C38 


Gene No, 


89301 




Strand 






Start 


14107 




End 


16143 




Name 


OJ000350 69.0406.C38 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


14488 




End 


14760 




GI 


none 




Score 


52 




Exons 


14488. .14760, 14492. 


.14662, 


14674 . .14760 




Seq. No. 


42788 




Seq. ID 


OJ000350_69.0406 


.C38 


Gene No. 


89301 




Strand 






Start 


14107 




End 


16143 




Name 


OJ000350 69.0406.C38 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


15368 




End 


15702 





43277 



• m 



GI 


none 


Score 


123 




Exons 


15368. .15688, 15391.. 15702 








Seq. No. 


42788 


Seq. ID 


OJ000350_69.0406. 


C38 


Gene No. 


89301 


Strand 






Start 


14107 


End 


16143 




Name 


OJ000350 69.0406.C38.ol.tc 


Method 


TBLASTX: Cress 




Start 


15391 


End 


15948 




GI 


none 


Score 


85 




Exons 


15391. .15702, 15820. .15936, 


15.880. .15948 




Seq. No. 


42788 


Seq. ID 


OJ000350_69.04 06.C38 


Gene No. 


89301 


Strand 






Start 


14107 


End 


16143 




Name 


OJ000350 69.0406.C38.o2.ts 


Method 


TBLASTX: Soybean 




Start 


15391 


End 


15948 




GI 


none 


Score 


63 




Exons 


15391. .15702, 15581. .15694, 


15823. .15936, 15833 .. 15874 , 






15878. .15946, 15880.. 15948 








Seq. No. 


42789 


Seq. ID 


OJ000350_69.0406. 


.C39 


Gene No. 


89302 


Strand 






Start 


1468 


End 


4433 




Name 


OJ000350 69.0406.C39.ol.gp 


Method 


AAT/GAP 




Start 


838 


End 


1586 




GI 


none 


Score 


806 




Exons 


838. ,1111, 1442. .1586 








Seq. No. 


42789 


Seq. ID 


OJ000350_69.0406 


.C39 


Gene No. 


89302 


Strand 






Start 


1468 


End 


4433 




Name 


OJ000350 69.0406.C39.o2.gs 


Method 


GENSCAN 




Start 


1468 


End 


2601 




GI 


none 


Score 


1 




Exons 


1468.. .2601 








Seq. No. 


42789 


Seq. ID 


OJ000350_69.0406 


.C39 


Gene No. 


89302 


Strand 






Start 


1468 


End 


4433 




Name 


OJ000350 69.0406.C39.ol.np 


Method 


AAT/NAP 




Start 


1483 


End 


4415 




GI 


6453886 


Score 


702 




Exons 


1483. .1921, 1955. .2173, 2228. .2702, 2912. .3099, 3526. .4415 


GI Descrip. 


(AC011663) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


42789 


Seq. ID 


OJ000350_69.0406 


.C39 


Gene No. 


89302 


Strand 






Start 


1468 


End 


4433 




Name 


OJ000350 69.0406.C39.o3.gs 


Method 


GENSCAN 




Start 


2883 


End 


4433 




GI 


none 


Score 


.97 




Exons 


2883. .4433 








Seq. No. 


42789 


Seq. ID 


OJ000350_69.0406 


.C39 


Gene No. 


89302 


Strand 






Start 


1468 


End 


■4433 




Name 


OJ000350 69.0406.C39.o2.gp 


Method 


AAT/GAP 





43278 




start 


3609 








End 


4141 


GI 


none 








Score 


1018 


Exons 


3609. .4141 












Seq. No. 


42789 








Seq. ID 


OJ000350_69.0406.C39 


Gene No. 


89303 








Strand 




Start 


9570 








End 


11298 


Name 


OJ000350 69. 


0406. 


C39.02 


. ts 


Method 


TBLASTX : Soybean 


Start 


1492 ~ 








End 


1692 


GI 


none 








Score 


65 


Exons 


1492. .1692, 


1571. 


.1615 








Sea No . 


42789 








Seq. ID 


OJ000350_69.0406.C39 


Gene No. 


89303 






- 


Strand 




Start 


9570 








End 


11298 


Name 


OJ000350 69. 


0406. 


C39.01 


. tm 


Method 


TBLASTX: Maize 


Start 


1495 








End 


2151 


GI 


none 








Score 


154 


Exons 

U Awl Ad^ 


1495. . 1728, 


1497 . 


. 1655, 


1654. 


.1713, 1703. .1753, 1756. .1863, 




1757 . . 1861, 


1876. 


.2127, 


1959. 


.2069, 2068. .2151 


Sea No 


42789 








Seq. ID 


OJ000350_69.0406.C39 


Gene No. 


89303 








Strand 




Start 


9570 








End 


11298 


Name 


OJ000350 69. 


0406. 


C39.01 


. tc 


Method 


TBLASTX: Cress 


Start 


1513 








End 


2590 


GI 


none 








Score 


80 


Exons 


1513. . 1686, 


1687. 


. 1914, 


1915. 


.2058, 2245. .2580, 2396. .2452, 




2396. .2590, 


2440. 


.2577 








Seq. No. 


42789 








Seq. ID 


OJ000350_69.0406.C39 


Gene No. 


89303 








Strand 




Start 


9570 








End 


11298 


Name 


OJ000350 69. 


0406. 


C39.01 


. ts 


Method 


TBLASTX : Soybean 


Start 


2242 ~ 








End 


2629 


GI 


none 








Score 


68 


Exons 


2242. .2580, 


2339. 


.2446, 


2431. 


.2481, 2588. .2629 


Seq. No. 


42789 








Seq. ID 


OJ000350_69.0406.C39 


Gene No. 


89303 








Strand 




Start 


9570 








End 


11298 


Name 


OJ000350 69. 


0406. 


C39.02 


. tm 


Method 


TBLASTX: Maize 


Start 


2341 ~ 








End 


2616 


GI 


none 








Score 


81 


Exons 


2341. .2616, 


2342. 


.2449, 


2431. 


.2577 




Seq. No. 


42789 








Seq. ID 


OJ000350_69,0406.C39 


Gene No. 


89303 








Strand 




Start 


9570 








End 


11298 


Name 


OJ000350 69. 


0406. 


C39.o3 


. tm 


Method 


TBLASTX:Maize 


Start 


2916 ~ 








End 


3128 


GI 


none 








Score 


195 


Exons 


2916. .3128, 


2938. 


.3114 








Seq. No. 


42789 








Seq. ID 


OJ000350_69. 0406.C39 


Gene No. 


89303 








Strand 




Start 


9570 








End 


11298 



43279 





Name 


OJ000350 69.0406.C39.o2.np 


Method 


AAT/NAP 




Start 


9570 


End 


11298 




GI 


6907086 


Score 


618 




Exons 


9570. .9988, 10188 10232, 10310 10506, 


10558. .11298 




GI Descrip. 


{AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42790 


Seq. ID 


OJ000350_50.0403.C2 




Gene No. 


-89304 


Strand 


+ 




Start 


1132 


End 


4509 




Name 


OJ000350 50.0403.C2.ol.gs 


Method 


GENSCAN 




Start 


1132 


End 


4509 




GI 


none 


Score 


.57 




Exons 


1132. .1141, 1496. .1571, 2149. 


2336, 3585.. 3603, 3955.. 3975 






4257. .4509 








Seq. No. 


42790 


Seq. ID 


OJ000350_50.0403.C2 




Gene No. 


89304 


Strand 


+ 




Start 


1132 


End 


4509 




Name 


OJ000350 50.0403.C2.ol.np 


Method 


AAT/NAP 




Start 


1644 


End 


3421 




GI 


7228450 


Score 


283 




Exons 


1644. .1698, 2891. .2950, 3083. 


.3222, 3308.. 3421 




GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42790 


Seq. ID 


OJ000350_50.0403.C2 


; '■ ~ 


Gene No. 


89305 


Strand 






Start 


6274 


End 


8690 




Name 


OJ000350 50.0403.C2.o2.np 


Method 


AAT/NAP 


?3 


Start 


5968 


End 


8690 


1 : 3 


GI 


7363274 


Score 


421 




Exons 


5968.. 6169, 7292.. 7603, 8638. 


.8690 




I y 


GI Descrip. 


(AP001552) Similar to Arabidopsis thaliana DNA chromosome 


B 




clone F17A8; putative protein 


. (AL049482) [Oryza sativa] 




Seq. No. 


42790 


Seq. ID 


OJ000350_50.0403.C2 




Gene No. 


89305 


Strand 






Start 


6274 


End 


8690 


' _ 

5; a 


Name 


OJ000350 50.0403.C2.o2.gs 


Method 


GENSCAN 


- =r 


Start 


6274 


End 


8594 


[3 


GI 


none 


Score 


.74 




Exons 


6274. .6301, 6525. .6872, 7717. 


.7855, 7935. .8040, 8199. .8594 




Seq. No. 


42791 


Seq. ID 


OJ000350_50.0403,C3 




Gene No. 


89306 


Strand 






Start 


425 


End 


1372 




Name 


OJ000350 50.0403.C3.ol.gs 


Method 


GENSCAN 




Start 


425 


End 


1372 




GI 


none 


Score 


.67 




Exons 


425. .555, 1220. .1372 








Seq. No. 


42792 


Seq- ID 


OJ000350_50.0403.C4 




Gene No. 


89307 


Strand 


+ 




Start 


862 


End 


4663 




Name 


OJ000350 50,0403.C4.ol.np 


Method 


AAT/NAP 




Start 


862 


End 


4663 




GI 


5880683 


Score 


39 




Exons 


862. .904, 988. .1089, 4640. .4663 





43280 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF135454) 
thaliana] 



telojnerase reverse transcriptase [Arabidopsis 



42792 
89307 
862 

OJ000350_50 . 0403 . C4 . o2 . gs 

3845 

none 

3845. .4294 



Seq. ID OJ000350_50.0403.C4 

Strand + 

End 4 663 

Method GENSCAN 

End 4294 

Score .68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42793 Seq. ID OJ000350 

89308 Strand + 

1804 End 7080 

OJ000350_50 . 04 03 . C5 . ol . np Method AAT/NAP 

1804 End 7080 

5880683 Score 447 

1804. .1856, 5244. .6236, 6828. .7080 



50. 0403. C5 



(AF135454) 
thaliana] 



telomerase reverse transcriptase [Arabidopsis 



42793 Seq. ID 

89308 Strand 

1804 End 

OJ000350_50 . 04 03 . C5 . ol . gs Method 

1878 End 

none Score 

1878. .1967, 5154. .5426, 5475. .6284 



OJ000350_50.0403.C5 
+ 

7080 
GENSCAN 
6284 
.49 



42794 
89309 
1 

OJ000350__50.0403.C6.ol.np 
1 

5880683 
l.,304 

(AF135454) telomerase reverse transcriptase [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

304 

AAT/NAP 

304 

181 



50. 0403. C6 



42794 Seq. ID 

89310 Strand 

5368 End 

OJ000350_50 . 04 03 . C6 . o2 . gs Method 

5368 End 

none Score 
5368. .5565 



OJ000350_50.0403.C6 
+ 

5565 
GENSCAN 
5565 
.85 



Seq. No. 42794 

Gene No. 89311 

Start 5631 

Name OJ000350_50 .0403.C6.ol.gp 

Start 5631 

GI none 

Exons 5631.. 6130 

Seq. No. 42794 

Gene No. 89312 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000350_50.0403.C6 
+ 

6130 
AAT/GAP 
6130 
977 



OJ000350 50. 0403. C6 



43281 



start 


5697 






End 


10009 






Name 


OJ000350 50 


.0403. 


C6.o3.gs 


Method 


GENSCAN 






Start 


5697 






End 


9759 






GI 


none 






Score 


.45 






Exons 


5697. .5732, 


6018. 


.6176, 6392 


..6464, 6644. .6840, 


7345. .7618 




9557. .9759 














Seq. No. 


42794 






Seq. ID 


OJ000350 


_50.0403 


.C6 


Gene No. 


89312 






Strand 








Start 


5697 






End 


10009 






Name 


OJ000350 50 


.0403. 


C6.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


6531 






End 


6841 






GI 


none 






Score 


231 






Exons 


6531. .6836, 


6574. 


.6840, 6626 


..6841, 6638. .6835 






Seq. No. 


42794 






Seq. ID 


OJ000350 


_50.0403 


.C6 


Gene No. 


89312 






Strand 








Start 


5697 






End 


10009 






Name 


OJ000350 50 


.0403. 


C6.o2 .np 


Method 


AAT/NAP 






Start 


6601 






End 


10009 






GI 


6728881 






Score 


567 






Exons 


6601. .6840, 


7345. 


.7618, 9557 


..9761, 9971. .10009 






GI Descrip. 


(AC008113) 


F12A21 


.2 [Arabidopsis thaliana] 






Seq. No. 


42794 






Seq. ID 


OJ000350 


_50.0403 


.C6 


Gene No. 


89312 






Strand 








Start 


5697 






End 


10009 






Name 


OJ000350 50 


.0403. 


C6.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


7417 






End 


9762 






GI 


none 






Score 


179 






Exons 


7417. .7623, 


7469. 


.7624, 9557 


..9703, 9564. .9710, 


9565. .9702 




9706. .9762, 


9707. 


.9757, 9708 


. .9761 








Seq. No. 


42795 






Seq. ID 


OJ000350 


_50.0403 


.C7 


Gene No. 


89313 






Strand 


+ 






Start 


402 






End 


4432 






Name 


OJ000350 50 


.0403. 


C7.ol.gs 


Method 


GENSCAN 






Start 


402 






End 


4432 






GI 


none 






Score 


.4 






Exons 


402. .479, 2019. .2557, 3938.. 


4138, 4288 


. .4432 






Seq. No. 


42795 






Seq. ID 


OJ000350 


_50.0403 


.C7 


Gene No. 


89314 






Strand 








Start 


1 






End 


2342 






Name 


OJ000350 50 


.0403. 


C7.ol.gp 


Method 


AAT/GAP 






Start 


1 






End 


772 






GI 


none 






Score 


581 






Exons 


1..160, 601 


. .772 












Seq. No. 


42795 






Seq. ID 


OJ000350 


_50.0403 


.C7 


Gene No. 


89314 






Strand 








Start 


1 






End 


2342 






Name 


OJ000350 50 


.0403. 


C7.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


2342 






GI 


6728881 






Score 


294 






Exons 


1..160, 601 


. .768, 


1911. .2342 










GI Descrip. 


{AC008113) 


F12A21 


-2 [Arabidopsis thaliana] 







43282 




Seq. No. 


42795 


Seq. ID 


OJ000350_ 


50. 


0403 


Gene No . 


89315 


Strand 








Start 


2931 


End 


3526 






Name 


OJ000350 50.0403.C7.o2.np 


Method 


AAT/NAP 






Start 


2931 


End 


3526 






GI 


5902446 


Score 


296 






Exons 


2931. .2973, 3108. .3526 










GI Descrip. 


(AB030283) orf5 [Oryza sativa] 








Seq. No. 


42796 


Seq. ID 


OJ000350_ 


_50. 


0403 


Gene No . 


89316 


Strand 


+ 






Start 


1 


End 


12508 






Name 


OJ000350 50.0403.C9.o7.np 


Method 


AAT/NAP 






Start 


1 


End 


12508 






GI 


4680183 


Score 


136 






Exons 


1..68, 11750, .11810, 12419. 


.12508 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


Seq. No. 


42796 


Seq. ID 


OJ000350_ 


_50. 


0403 


Gene No . 


89316 


Strand 


+ 






Start 


1 


End 


12508 






Name 


OJ000350 50.0403.C9.o2.np 


Method 


AAT/NAP 






Start 


969 


End 


2666 






GI 


7228450. 


Score 


205 






Exons 


969.. 1030, 2136.. 2242, 2337 


..2466, 2552. .2666 






GI Descrip. 


{AP001366) hypothetical protein [Oryza 


sativa] 






Seq- No. 


42796 


Seq. ID 


OJ000350_ 


_50, 


0403 


Gene No. 


89317 


Strand 


+ 






Start 


13787 


End 


14362 






Name 


OJ000350 50.0403.C9.o8.np 


Method 


AAT/NAP 






Start 


13787 


End 


14362 






GI 


6721559 


Score 


383 






Exons 


13787. .14260, 14289.. 14362 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 







gi| 6815084 I dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No . 


42796 


Seq. ID 


OJ000350_ 


_50.0403 


.C9 


Gene No. 


89318 


Strand 








Start 


817 


End 


1586 






Name 


OJ000350 50.0403.C9.ol.np 


Method 


AAT/NAP 






Start 


817 


End 


1586 






GI 


4680183 


Score 


212 






Exons 


817.. 906, 1516.. 1586 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


42796 


Seq. ID 


OJ000350_ 


_50.0403 


-C9 


Gene No. 


89319 


Strand 








Start 


4951 


End 


11415 






Name 


OJ000350 50.0403.C9.o3.np 


Method 


AAT/NAP 






Start 


4951 


End 


11229 






GI 


6691191 


Score 


1086 






Exons 


4951. .6552, 11164. .11229 










GI Descrip. 


{AC007534) F7F22.15 [Arabidopsis thaliana] 







43283 




S^q. No- 


42796 






Seq. ID 


OJ.000350_50.0403. 


.C9 


Gene No, 


89319 






Strand 






Start 


4951 






End 


11415 




Name 


OJ000350 50, 


.0403. 


.C9,o2.ts 


Method 


TBLASTX: Soybean 




Start 


5044 






End 


5464 




GI 


none 






Score 


70 




Exons 


5044. .5133, 


5182, 


..5409, 5399. 


,5464 






Seq. No. 


42796 






Seq. ID 


OJ000350_50.0403. 


.C9 


Gene No. 


89319 






Strand 






Start 


4951 






End 


11415 




Name 


OJ000350 50, 


.0403, 


.C9.o5.tw 


Method 


TBLASTX: Wheat 




Start 


5140 






End 


5400 




GI 


none 






Score 


215 




Exons 


5140. .5400 












Seq. No. 


42796 






Seq. ID 


OJ000350_50.0403, 


.C9 


Gene No. 


89319 






Strand 






Start 


4951 






End 


11415 




Name 


OJ000350 50 


.0403 


.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


5405 






End 


5835 




GI 


none 






Score 


108 




Exons 


5405. .5803, 


5616 


..5804, 5788, 


.5835 






Seq. ' No. 


42796 • 






Seq. ID 


OJ000350_50.0403 


.C9 


Gene No. 


89319 






Strand 






Start 


4951 






End 


11415 




Name 


OJ000350 50 


.0403 


.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5483 






End 


5836 




GI 


none 






Score 


129 




Exons 


5483. .5806, 


5520 


..5771, 5794. 


.5835, 5795. .5836 




Seq, No. 


42796 






Seq. ID 


OJ000350_50.0403 


.C9 


Gene No. 


89319 






Strand 






Start 


4951 






End 


11415 




Name 


OJ000350 50 


.0403 


.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


5857 






End 


6088 




GI 


none 






Score 


75 




Exons 


5857. .6036, 


5860 


..6030, 6044. 


.6088 






Seq. No. 


42796 






Seq. ID 


OJ000350_50.0403 


.C9 


Gene No. 


89319 






Strand 






Start 


4951 






End 


11415 




Name 


OJ000350 50 


.0403 


.C9.04 .tw 


Method 


TBLASTX: Wheat 




Start 


5953 






End 


6400 




GI 


none 






Score 


113 




Exons 


5953. .6039, 


6044 


..6133, 6143. 


.6208, 6197. .6400, 6216. .6398 


Seq. No. 


42796 






Seq. ID 


OJ000350_50.0403 


.C9 


Gene No. 


89319 






Strand 






Start 


4951 






End 


11415 




Name 


OJ000350 50 


.0403 


.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


6768 






End 


7135 




GI 


none 






Score 


42 




Exons 


6768. .6914, 


6965 


..7084, 7088. 


.7135 






Seq. No. 


42796 






Seq. ID 


OJ000350_50.0403 


,C9 



43284 




Gene No. 


89319 








Strand 






Start 


4951 








End 


11415 




Name . 


OJ000350 50 


.0403. 


C9.02. 


tm 


Method 


TBLASTX: Maize 




Start 


7349 








End 


7714 




GI 


none 








Score 


43 




Exons 


7349. .7441, 


7433. 


.7510, 


7443. 


.7490, 7490. .7699, 7491. .7637 




7694. .7714 














Seq. No. 


42796 








Seq. ID 


OJ000350_50.0403 


.C9 


Gene No. 


89319 








Strand 






Start 


4951 








End 


11415 




Name 


OJ000350 50 


.0403. 


C9.02. 


tw • 


Method 


TBLASTX: Wheat 




Start 


7385 








End 


7717 




GI 


none 








Score 


63 




Exons 


7385. .7498, 


7392. 


.7469, 


7508. 


.7717, 7508. .7714 




Seq. No- 


42796 








Seq. ID 


OJ000350_50.0403 


.C9 


Gene No. 


89319 








Strand 






Start 


4951 








End 


11415 




Name 


OJ000350 50 


.0403. 


C9.01. 


tm 


Method 


TBLASTX: Maize 




Start 


7715 








End 


8637 




GI 


none 








Score 


261 




Exons 


7715. .7834, 


7853. 


.8074, 


8182. 


.8637 






Seq. No. 


42796 








Seq. ID 


OJ000350_50.0403 


.C9 


Gene No. 


89319 








Strand 






Start 


4951 








End 


11415 




Name 


OJ000350 50 


.0403. 


C9.04. 


np 


Method 


AAT/NAP 




Start 


8257 








End 


9800 




GI 


7484649 








Score 


623 




Exons 


8257. .9800 














GI Descrip. 


reverse transcriptase - 


beet 


retrot ransposon ( fragment ) 





gi I 2462134 I emb I CAA73798.il (Y13368) reverse transcriptase [Beta 
vulgaris] 



Seq. No. 


42796 


Seq. ID 


OJ000350_50.0403 


.C9 


Gene No. 


89319 


Strand 






Start 


4951 


End 


11415 




Name 


OJ000350 50.0403.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9321 


End 


9740 




GI 


none 


Score 


140 




Exons 


9321.. 9740, 9418.. 9729, 9588. 


.9734 






Seq. No. 


42796 


Seq. ID 


OJ000350_50.0403 


.C9 


Gene No. 


89319 


Strand 






Start 


4951 


End 


11415 




Name 


OJ000350 50.0403.C9.o6.np 


Method 


AAT/NAP 




Start 


10484 


End 


11415 




GI 


6539577 


Score 


187 




Exons 


10484. .10740, 11157. .11415 








GI Descrip. 


{AP000837) hypothetical protein [Oryza 


sativa] 





Seq. No. 42797 Seq. ID 

Gene No. 89320 Strand 

Start 2542 End 

Name OJ000350_50 . 0403 . CIO . o2 . np Method 

Start 2542 End 



OJ000350_50. 0403. CIO 
+ 

3283 

AAT/NAP 

3283 



43285 



GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6815052 Score 185 

2542.. 2695, 2777.. 2901, 3210.. 3283 

(AP001080) hypothetical protein [Oryza sativa] 



42797 
89321 
1 

OJ000350_50. 0403. CIO. ol.np 
1 

6691191 

1..44, 805. .2099, 4173. .4248 

{AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ000350_50,0403. 
Strand 

End 4248 

Method AAT/NAP 

End 4248 

Score 1388 



CIO 



42797 
89321 
1 

OJ000350_50. 0403. CIO. ol.gs 

384 

none 



Seq. ID OJ000350_50.0403 
Strand 

End 4248 

Method GENSCAN 

End 3483 

Score . 4 



.CIO 



384. .505, 565. .801, 866. .1307, 1422. .2036, 3154. .3483 



42797 
89321 
1 

OJ000350_50. 0403. CIO. o2.ts 
825 
none 

825. .1094, 826. .1083, 1095. 

42797 
89321 
1 

OJ000350_50. 0403. CIO. o3.tw 
825 
none 

825. .1016, 828.. 1016, 829.. 1020 



Seq. ID OJ000350_50.0403. 
Strand 

4248 

TBLASTX : Soybean 
1160 
113 



CIO 



End 

Method 
End 
Score 
,1160 



Seq. ID OJ000350_50.0403 
Strand 

End 4248 

Method TBLASTX : Wheat 

End 1020 

Score 59 



XIO 



42797 

89321 - 
1 

OJ000350_50 . 0403 . CIO . ol . tm 

873 

none 

873, .1286 



Seq. ID OJ000350_50.0403. 
Strand 

End 4248 

Method TBLASTX : Mai ze 

End 1286 

Score 268 



CIO 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



42797 
89321 
1 

OJ000350_50 . 0403 . CIO . ol . tw 

1020 

none 



42797 
89321 
1 

OJ000350 50.0403.C10.o2.tm 



Seq. ID OJ000350_50.0403 
Strand 

End 4248 

Method TBLASTX : Wheat 

End 1451 

Score 250 



.CIO 



1020.. 1430, 1020.. 1451, 1171.. 1434 



Seq. ID OJ000350_50. 0403. CIO 
Strand 

End 4248 

Method TBLASTX : Mai ze 
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start 


1323 




End 


1664 




GI 


none 




Score 


211 




Exons 


1323. ,1664 










Seq. No. 


42797 




Seq. ID 


OJ000350_50.0403. 


CIO 


Gene No. 


89321 




Strand 






Start 


1 




End 


4248 




Name 


OJ000350 50 


.0403, CIO. ol.ts 


Method 


TBLASTX: Soybean 




Start 


1526 




End 


1952 




GI 


none 




Score 


143 




Exons 


1526. .1660, 


1527.. 1865, 1527 


.,1952, 1528, ,1872 




Seq. No. 


42797 




Seq. ID 


OJ000350 50.0403. 


CIO 


Gene No, 


89321 




Strand 






Start 


1 




End 


4248 




Name 


OJ000350 50 


.0403. CIO. o2.tw 


Method 


TBLASTX : Wheat 




Start 


1548 




End 


1952 




GI 


none 




Score 


189 




Exons 


1548. .1952, 


1657. .1872 








Seq. No. 


42798 




Seq. ID 


OJ000350 50.0403. 


Cll 


Gene No. 


89322 




Strand 


+ 




Start 


1 




End 


1473 




Name 


OJ000350 50 


.0403.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1473 




GI 


5852181 




Score 


121 




Exons 


1..52, 1261 


. .1473 








GI Descrip. 


(AL117265) 


zhbOOll.l tOryza 


sativa] 






Seq. No. 


42798 




Seq. ID 


OJ000350_50 ,04 03. 


Cll 


Gene No. 


89323 




Strand 


+ 




Start 


2129 




End 


2661 




Name 


OJ000350 50 


,0403,Cll.ol.gp 


Method 


AAT/GAP 




Start 


2129 




End 


2661 




GI 


none 




Score 


1050 




Exons 


2129. .2661 










Seq. No. 


42798 




Seq. ID 


OJ000350_50.0403. 


Cll 


Gene No. 


89324 




Strand 






Start 


2667 




End 


3083 




Name 


OJ000350 50 


.0403,Cll.o2.gp 


Method 


AAT/GAP 




Start 


2667 




End 


3083 




GI 


none 




Score 


771 




Exons 


2667. .3083 










Seq, No. 


42798 




Seq. ID 


OJ000350_50.0403. 


Cll 


Gene No. 


89325 




Strand 






Start 


3162 




End 


4231 




Name 


OJ000350 50 


.0403.Cll.o3.gp 


Method 


AAT/GAP 




Start 


3162 




End 


4231 




GI 


606 5.R1084 




Score 


1832 




Exons 


3162. .3933, 


4037, ,4231 








GI Descrip, 


' 132105/sp 1 P18567 | RBS3_0RYSA 


2.0e-75 RIBULOSE BISPHOSPHATE 



CARBOXYLASE SMALL CHAIN C PRECURSOR (RUBISCO SMALL SUBUNIT C) 

>gi_68094_pir RKR2S9 ribulose-bisphosphate carboxylase (EC 

4.1,1,39) small chain precursor (clone pOSSS1139) - rice 
>gi_218208_dbj_BAA00538_ (D00643) small subunit of 
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ribulose-1, 5-bisphosphate carboxylase (RuBPC) [Oryza sativa] 
>gi_2407283 {AF017364) ribulose 1,5-bi' 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 50.0403.C11 



4231 
AAT/NAP 
4183 
880 



42798 
89325 
3162 

OJ000350_50.0403.Cll.o2.np 
3556 
132105 

3556.. 3933, 4037.. 4183 

RIBULOSE BISPHOSPHATE CARBOXYLASE SMALL CHAIN C PRECURSOR 
(RUBISCO SMALL SUBUNIT C) gi | 68094 | pir | | RKRZS9 
ribulose-bisphosphate carboxylase (EC 4.1.1.39) 
precursor (clone pOSSS1139) - rice gi | 218208 | dbj | BAA00538 | 
(D00643) small subunit of ribulose-1, 5-bisphosphate carboxylase 
(RuBPC) [Oryza sativa] gi 12407283 (AF017364) ribulose 
1, 5-bisphosphate carboxyla 



small chain 



42798 
89326 
10273 

OJ000350_50.0403.Cll.ol.tw 

3562 

none 

3562.. 3936, 3563.. 3934, 3568, 
4092. .4187, 4123. .4188 

42798 
89326 
10273 

OJ000350_50.0403.Cll.ol.tm 
3568 
none 



Seq. ID OJ000350_50.0403.C11 
Strand 

End 14283 

Method TBLASTX : Wheat 

End 4231 

Score 379 

.3936, 4034. .4138, 4034. .4231, 



Seq. ID OJ000350_50.0403.C11 
Strand 

End 14283 

Method TBLASTX : Mai ze 

End 4171 

Score 293 

3568. .3936, 3571. .3936, 3572. .3952, 3590. .3943, 3997. .4059, 
4036. .4071, 4095. .4169, 4106. .4171 



42798 
89326 
10273 

OJ000350_50.0403.Cll.ol.ts 

3568 

none 

3568.. 3936, 3571.. 3936, 3572, 
4036.. 4071, 4095.. 4169, 4106. 

42798 
89326 
10273 

OJ000350_50.0403.Cll.ol.tc 

3682 

none 

3682.. 3936, 3683.. 3943, 3710. 
4119. .4199 



Seq. ID OJ000350_50.0403.C11 
Strand 

End 14283 

Method TBLASTX : Soybean 

End 4171 

Score 288 
.3952, 3590.. 3943, 3997.. 4059, 
.4171 

Seq. ID OJ000350_50.0403.C11 
Strand 

End 14283 

Method TBLASTX : Cress 

End 4199 

Score 373 

.3934, 4104. .4196, 4106. .4192, 



Seq. No. 
Gene No. 
Start 



42798 
89326 
10273 



Seq. ID 

Strand 

End 



OJ000350 50. 0403,011 



14283 



43288 



Name OJ000350_50.0403.Cll.o3.np Method AAT/NAP 

Start 5960 End 14283 

GI 7228438 Score 1128 

Exons 5960.. 6029, 11146.. 11567, 12915 .. 13064 , 13157 .. 13418, 

13523, .13821, 13902.. 14283 
GI Descrip. (AP001366) EST C28952 {C62945) corresponds to a region of the 

predicted gene.; Similar to madze transposon MuDR mudrA protein 

isolog (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42798 
89326 
10273 

OJ000350_50.0403.Cll.o3.gs 
10273 



OJ000350 50.0403.C11 



none 
10273. 
11891. 
13523. 



Seq. ID 
Strand 

End 14283 
Method GENSCAN 
End 14231 
Score .87 

10448, 10919. .11060, 11146 .. 114 66, 1154 6 .. 11790, 
12108, 12279. .12541, 128 10 .. 12911, 13157 .. 13418 , 
13821, 13902. .14020, 14054.. 14231 



Seq. No. 42798 

Gene No. 89326 

Start 10273 

Name OJ000350_50 . 0403 . Gil . o4 

Start 12479 

GI LIB3433-020-P1-K1-A6 

Exons 12479. .12910 
GI Descrip. 



,gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_50.0403.C11 

14283 
AAT/GAP 
12910 
727 



5670155/gb|AF161269. 1 IAF161269 2.0e-35 Oryza sativa subsp. 

• T-i -T\ ^ _ 1 O A TJ"^ A T _ J I 



japonica BAG clone 34K24, complete sequence* 



Seq. No. 42799 

Gene No. 89327 

Start 78 

Name OJ000350_50 . 0403 . 012 . ol . gs 

Start 78 

GI none 

Exons 78. .195, 269. .342, 640.. 668, 
1991. .2600 



Seq. ID OJ000350_50.0403.C12 
Strand 

End 2939 

Method GENSCAN 

End 2600 

Score .49 
889. .1143, 1198. .1242, 1412. .1786, 



Seq. No, 42799 Seq. ID OJ000350_50 . 0403 . C12 . 

Gene No. 89327 Strand 

Start 78 End 2939 

Name OJ000350_50 . 0403 ,012 . ol . np Method AAT/NAP 

Start 331 End 2939 

GI 7228442 Score 2332 

Exons 331.. 512, 904.. 2939 

GI Descrip. (AP001366) EST 028952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AO003981) [Oryza sativa] 



Seq. No. 42799 

Gene No. 89327 

Start 78 

Name OJ000350_50 . 0403 . 012 . ol . tw 

Start 1842 

GI none 
Exons 



Seq. ID OJ000350_50.0403.C12 



Strand 
End 

Method 

End 

Score 



2939 

TBLASTX: Wheat 

2217 

66 . 



1842. .2015, 1853. .1993, 1948. .2016, 2040. .2216, 2065. .2217 
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Seq. No." 


42799 




Seq. ID 


OJ000350_50.0403,C12 


Gene No. 


89327 




burana 




Start 


78 




End 


2939 


Name 


OJ000350 50.0403.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2035 




End 


2513 


GI . 


none 




Score 


186 


Exons 


2035. .2355, 2046. .2513, 


2395. 


.2508 




Seq. No. 


42800 




Seq. ID 


OJ000350_50.0403.C13 


Gene No. 


O ft o o o 

89328 




brrana 




Start 


296 




End 


906 


Name 


OJ000350 50.0403.C13.ol 


.gs 


Method 


GENSCAN 


Start 


296 




End 


906 


GI 


none 




Score 


.65 


Exons 


296. .357, 867. .906 








Seq. No. 


42801 




Seq. ID 


OJ000350_50.0403.C15 


Gene No. 


89329 




Strand 




Start 


1 




End 


135 


Name 


OJ000350 50.0403.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


135 


GI 


7228442 




Score 


161 


Exons 


1. .135 








GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


42801 


Seq. ID 


OJ000350 


_50 


.0403 


.C15 


Gene No. 


89330 


Strand 










Start 


396 


End 


764 








Name 


OJ000350 50.0403.C15.ol.gs 


Method 


GENSCAN 








Start 


396 


End 


764 








GI 


none 


Score 


.52 








Exons 


396. .468, 625. .764 












Seq. No. 


42802 


Seq. ID 


OJ000350_ 


_50 


.0403 


.C16 


Gene No. 


89331 


Strand 


+ 








Start 


8362 


End 


9579 








Name 


OJ000350 50.0403.C16.o2.gs 


Method 


GENSCAN 








Start 


8362 


End 


9579 








GI 


none 


Score 


.62 








Exons 


8362. .8554, 9527. .9579 












Seq. No. 


42802 


Seq. ID 


OJ000350_ 


_50 


.0403 


.C16 


Gene No. 


89332 


Strand 


+ 








Start 


11708 


End 


12893 








Name 


OJ000350 50.0403.C16.o3.gs 


Method 


GENSCAN 








Start 


11708 


End 


12893 








GI 


none 


Score 


.83 








Exons 


11708. .11767, 12375. .12578, 


12828. ,12893 








Seq. No. 


42802 


Seq. ID 


OJ000350 


_50 


.0403 


.C16 


Gene No. 


89333 


Strand 


+ 








Start 


15692 


End 


18938 








Name 


GJ000350 50.0403.C16.o2.np 


Method 


AAT/NAP 








Start 


15391 


End 


15692 








GI 


• 6815115 


Score 


359 
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Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15391.. 15692 ' 

(AB037543) ATP synthase beta subunit [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42802 
89333 
15692 

OJ000350_50.0403.C16.o3.np 

15692 

114601 

15692. .16102 

ATP SYNTHASE EPSILON CHAIN gi 
ATP synthase (EC 3.6.1.34) ep 
gi|11990|emb|CAA34002 | (X1590 
[Oryza sativa] gi 1343204 (M31 
sativa] gi I 226611 1 prf I 1 160335 



Seq. ID OJ000350_50.0403.C16 

Strand + 

End 18938 

Method AAT/NAP 

End 16102 

Score 681 

|678 68|pir| | PWRZE H+-transporting 
silon chain - rice chloroplast 
1) atpE; ATPase epsilon subunit 
4 64) atpE gene product [Oryza 
6AH ATPase epsilon [Oryza sativa] 



Seq. No. 


42802 


Seq. ID 


OJ000350_50.0403 


.C16 


Gene No. 


89333 


Strand 


+ 




Start 


15692 


End 


18938 




Name 


OJ000350 50.0403.C16.o4.gs 


Method 


GENSCAN 




Start 


15692 


End 


18938 




GI 


none 


Score 


.58 




Exons 


15692. .16000, 16308. .16374, 


17919. .18116, 18418.. 18938 




Seq. No. 


42802 


Seq. ID 


OJ000350_50.0403 


,C16 


Gene No. 


89333 


Strand 


+ 




Start 


15692 


End 


18938 




Name 


OJ000350 50.0403.C16.o3-gp 


Method 


AAT/GAP 




Start 


17271 


End 


18240 




GI 


2409 1.R1084 


Score 


1887 




Exons 


17271. .18240 








GI Descrip. 


•128690/sp|P12126|NU3C ORYSA 


2.0e-56 


NADH-PLASTOQUINONE 





OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa]' 



42802 Seq. ID 

89333 Strand 
15692 End 
OJ000350_50.0403.C16.o4.np Method 
18202 End 
131323 Score 
18202. .18935 

NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT K gi | 72688 | pir | | F2RZG 
psbG protein - rice chloroplast gi | 11988 | emb | CAA34000 I (X15901) 
psbG; PSII G protein [Oryza sativa] gi | 226609 | prf | | 1603356AF 
photosystem II G protein [Oryza sativa] 



OJ000350_50.0403.C16 
+ 

18938 
AAT/NAP 
18935 
1219 



42802 Seq. ID 

89334 Strand 

19036 End 
OJ000350_50 . 0403 . C16 . o5 . np Method 

19036 End 

128857 Score 
19036. .19512 



OJ000350_50.0403.C16 
+ 

19512 
AAT/NAP 
19512 
876 
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GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT J (ORF 159) 

gi|82539|pirMS05106 hypothetical protein 159 - rice chloroplast 
gi| 11987 |emb|CAA33999| (X15901) ORF159 [Oryza sativa] 
gi|226608 Iprf I 1 1603356AE ORF 159 [Oryza sativa] 



Seq. No. 


42802 




Seq. ID 


OJ000350_50.0403.C16 


Gene No. 


89335 




Strand 


- 


Start 


290 




End 


502 


Name 


OJ000350 50.0403.C16 


.ol.gp 


Method 


AAT/GAP 


Start 


290 




End 


502 


GI 


none 




Score 


276 


Exons 


290. .502 








Seq. No. 


42802 




Seq. ID 


OJ000350_50.0403.C16 


Gene No. 


89336 




Strand 




Start 


5386 




End 


6925 


Name 


OJ000350 50.0403.C16 


. o2 . gp 


Method 


AAT/GAP 


Start 


5386 




End 


6925 


GI 


57713 5.R1084 




Score 


509 


Exons 


5386. .5632, 6859. .6925 






GI Descrip. 


'6015116/spl 0826531 ERG ARATH 


3.0e-34 GTP-BINDING PROTEIN ERG 


>gi 3676071 emb CAA76979 (Y17969) ERG protein [Arabidopsis 




thaliana] ' 








Seq. No. 


fi ^ 0 UZ 




Seq. ID 


OJ000350_50.0403.C16 


Gene No . 


O -/O J / 




Strand 




Start 


ID jyu 




End 


16185 


Name 






Method 


TBLASTX: Cress 


Start 


1 s '^Qn ~ 




End 


16185 


GI 


none 




Score 


135 


Exons 


15390. .15479, 15393. 


.15479, 


15536. .15856, 15536 .. 15859, 




15847. .15930, 15851. 


.16090, 


15857. .16018, 15861. .16025, 




16015. .16185 








Seq. No. 


42802 




Seq, ID 


OJ000350_50 . 0403 .C16 


Gene No. 


89337 




Strand 




Start 


15390 




End 


16185 


Name 


OJ000350 50.0403.C16 


.o3.ts 


Method 


TBLASTX : Soybean 


Start 


15390 




End 


16090 


GI 


none 




Score 


135 


Exons 


15390. .15479, 15393. 


.15479, 


15536. .16090, 15536 .. 16000, 




15540. .16007, 16015. 


.16089 






Sea No. 


42802 




Seq. ID 


OJ000350_50,0403.C16 


Q^HQ No. 


89337 




Strand 




start 


15390 




End 


16185 


Name 


OJ000350 50.0403.C16 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


15393 




End 


15664 


GI 


none 




Score 


122 


Exons 


15393. .15479, 15536. 


.15664, 


15537. .15659 


Seq. No. 


42802 . 




Seq. ID 


OJ000350_50.0403-C16 


Gene No. 


89337 




Strand 




Start 


15390 




End 


16185 


Name 


OJ000350 50.0403.C16 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


15768 




End 


16152 


GI 


none 




Score 


72 
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Exons 



15768. .15815, 157 69 15837 , 15805 15930, 15822 16151, 
15822. .16112, 16015.. 16152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42802 
89338 
16370 

OJ000350_50 . 0403 . C16 . o2 . tm 

16370 

none 



Seq. ID OJ000350_50.0403.C16 
Strand 

End 17130 

Method TBLASTX : Mai ze 

End 16951 

Score 314 



16370. .16624, 164 17 .. 16623, 16618 .. 16671 , 16619 .. 16951, 
16621. .16950 



Seq. No. 


42802 








Seq. ID OJ000350 


_50.0403. 


C16 


Gene No. 


89338 








Strand 






Start 


16370 








End 17130 






Name 


OJ000350 50.0403.C16 


.o5. ts 


Method TBLASTX: 


Soybean 




Start 


16460 








End 17130 






GI 


none 








Score 83 






Exons 


16460. 


.16525, 


16468. 


.16527, 


16470. .16526, 16471 


. .16542, 






16598. 


.16630, 


16600. 


.16629, 


16724. .16759, 16724 


. .16759, 






16761. 


.16829, 


16769. 


.16801, 


16783. ,16854, 16807 


. .16920, 






16839. 


.16937, 


16847. 


.16921, 


16856, ,16990, 16943 


. .16972, 






16971. 


.17045, 


16979. 


.17065, 


16983. ,17057, 17009 


. .17128, 






17024. 


.17089, 


17025. 


.17129, 


17026. ,17130, 17041 


. .17127 




Seq, No. 


42802 








Seq. ID OJ000350 


__50.0403. 


C16 


Gene No. 


89338 








Strand 






Start 


16370 








End 17130 






Name 


OJ000350 50.0403.C16 


.o5, to 


Method TBLASTX: 


Cress 




Start 


16552 








End 17108 






GI 


none 








Score 44 






Exons 


16552. 


.16590, 


16600. 


,16629, 


16636. .16860, 16697 


. .16762, 






16747. 


.16854, 


16847. 


.16909, 


16868. .16906, 16937 


. .16987, 






16968. 


.17045, 


16973, 


,17044, 


16983. .17045, 17039 


. .17089, 






17040. 


.17108, 


17041, 


,17106 








Seq. No. 


42802 








Seq. ID OJ000350 


50 . 0403 , 


C16 


Gene No. 


89339 








Strand 






Start 


17037 








End 19735 






Name 


OJ000350 50,0403.C16 


,ol . tm 


Method TBLASTX: 


Maize 




Start 


17037 








End 19735 






GI 


none 








Score 175 






Exons 


17037. 


.17150, 


17038, 


,17157, 


17038. .17148, 17129 


. .17155, 






17150. 


.17206, 


17151. 


.17210, 


17152. .17211, 17197 


. ,17319, 






17211. 


.17312, 


17286. 


.17333, 


17291. .17335, 17291 


, ,17338, 






17340. 


.17402, 


17340. 


,17387, 


17342. .17404, 17434 


, .17457, 






17435. 


.17461, 


17454. 


,17507, 


17455. .17502, 17478 


, .17507, 






17537. 


.17719, 


17538. 


.17720, 


17564. .17725, 17722 


. .17928, 






17722. 


.18210, 


17723. 


.18241, 


17934. ,18236, 17939 


. .18244, 






17965. 


.18243, 


18177. 


.18251, 


18198, ,18779, 18198 


. .18353, 






18227. 


.18775, 


18393. 


.18776, 


18745,-18936, 18752 


. .18967, 






18762. 


,18971, 


18764. 


.18928, 


18765. .18935, 18940 


. .18978, 






18958. 


.19617, 


18976. 


.19611, 


19614. .19682, 19643 


, .19672, 






19684. 


.19734, 


19685. 


.19735, 


19685. .19735 






Seq. No. 


42802 








Seq. ID OJ000350 


_50.0403. 


C16 


Gene No. 


89339 








Strand 







43293 



start 
Name 
Start 
GI 

Exons 



17037 End 

OJ000350_50.0403.C16.o4 .tc Method 

17821 End 

none Score 
17821. .18171, 17823. .17888, 
17948. .18172, 18188. .18220 



19735 

TBLASTX: Cress 
18220 
101 

17825. .18139, 17827 18171, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42802 
89339 
17037 

OJ000350_50.0403.C16.o4.ts 

17881 

none 

17881. .18213, 17882. .18211, 

42802 
89339 
17037 

OJ000350_50 . 0403 . C16 . ol . ts 

18221 

none 

18221. .18895, 18227 .. 18895, 

42802 
89339 
17037 

OJ000350_50 . 04 03 . CI 6 . ol . tc 

18222 

none 

18222. .18677, 18236 18697, 
18678. .18938, 18714 18785, 

42802 
89339 
17037 

6j000350_50.0403.C16.ol.tw 

18278 

none 

18278. .18808, 18279. .18809 



Seq. ID OJ000350_50.0403.C16 
Strand 

End 19735 

Method TBLASTX : Soybean 

End 18214 

Score 438 
17939. . 18214 

Seq. ID OJ000350_50.0403.C16 
Strand 

End 19735 

Method TBLASTX : Soybean 

End 18896 

Score 601 
18228. .18896 

Seq. ID OJ000350_50.0403.C16 
Strand 

End 19735 . 

Method TBLASTX : Cress 

End 18964 

Score 699 
18248. .18 676, 18 677. .18727, 
18775. .18939, 18776. .18964 

Seq. ID OJ000350_50.0403.C16 
Strand 

End 19735 

Method TBLASTX: Wheat ' 

End 18809 

Score 838 



42802 
89339 
17037 

OJ000350_50 . 04 03 . C16 . o2 . ts 
19026 
none 

19026. .19400, 19042. .19476, 19042.. 19476 



Seq. ID OJ000350_50.0403.C16 
Strand 

19735 

TBLASTX : Soybean 
19476 
689 



End 

Method 

End 

Score 



42802 
89339 
17037 

OJ000350_50.0403.C16.o2.tc 

19051 

none 

19051, .19527, 19053. .19397, 
19316. .19528 



Seq. ID OJ000350_50. 0403.C16 
Strand 

End 19735 

Method TBLASTX: Cress 

End 19528 

Score 703 
19060. .19527, 19061 .. 19528 , 



43294 



Seq. No- 


42803 








Seq. ID 


OJ000350_50.0403 


.C17 


Gene No. 


89340 








Strand 






Start 


6605 








End 


9780 




Name 


OJ000350 


50.0403.C17 


.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


239 








End 


375 




GI 


none 








Score 


128 




Exons 


239. .262, 


240. .365, 


241 


. .372, 


252. .365, 


259. .375 




Seq. No. 


42803 








Seq. ID 


OJ000350_50.0403 


.C17 


Gene No. 


89340 








Strand 


- 




Start 


6605 








End 


9780 




Name 


OJ000350 


50.0403.C17 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


264 








End 


1227 




GI 


none 








Score 






Exons 


264. .368, 


265. .378, 


268 


. .378, 


305. .379, 


372. .440, 376.. 


453, 




377. .454, 


377. .454, 


449 


. .544, 


450. .548, 


508. .555, 627.. 


752, 




631. ,762, 


635. .757, 


638 


. .769, 


639. .773, 


722. .970, 722.. 


913, 




724. .972, 


■ 726. .989, 


762 


. .992, 


981. .1121 


., 985. .1143, 986 


. .1144, 




987. .1109 


, 994. .1146 


, 1139. .1198, 1141. 


.1227 




Seq. No. 


42803 








Seq. ID 


OJ000350_50.0403 


.C17 


Gene No. 


89340 








Strand 






Start 


6605 








End 


y /oU 




Name 


OJ000350 


50.0403.C17 


.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


616 








End 


1040 




GI 


none 








Score 


73 




Exons 


616. .690, 


616. .702, 


712 


. .876, 


728. .895, 


729. .869, 760., 


870, 




1011. .1040 












Seq. No. 


42803 








Seq. ID 


OJ000350_50.0403 


.C17 


Gene No. 


89340 








Strand 






Start 


6605 








End 


9780 




Name 


OJ000350 


50.0403.C17 


.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


635 








End 


901 




GI 


none 








Score 


108 




Exons 


635. .754, 


639. .689, 


640 


. .762, 


642. .773, 


716. .901, 716.. 


862, 



721. .870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42803 Seq. ID OJ000350_50 . 0403 , C17 

89340 Strand 

6605 End 9780 

OJ000350_50 .0403. C17 . o2 . gp Method AAT/GAP 

6252 End 7315 

606_6.R1084 Score 1529 

6252.. 6985, 7103.. 7315 

'2407281 4.0e-61 (AF017363) ribulose 1, 5-bisphosphate 
carboxylase small subunit [Oryza sativa] ' 



Seq. No. 42803 

Gene No. 89340 

Start 6605 

Name OJ000350_50 . 04 03 . C17 . ol . tw 

Start 6604 

GI none 

Exons 6604.. 6696, 6614.. 6988, 
7100.. 7252, 7170.. 7253 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_50.0403.C17 
9780 

TBLASTX: Wheat 

7253 

396 



6615. .6989, 6616. .6990, 7100. .7126, 



43295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42803 Seq. ID OJ000350_50 . 0403 . C17 

89340 Strand 

6605 End 9780 

OJ000350_50 . 0403 . C17 . o2 . gs Method GENSCAN 

6605 End 9780 

none Score . 52 

6605.. 6985, 7103.. 7282, 8840.. 8941, 9544.. 9780 

42803 Seq. ID OJ000350_50 . 0403 . C17 

89340 Strand 

6605 End 9780 

OJ000350_50.0403.C17.ol.np Method AAT/NAP 

6608 End 7249 

132096 Score 863 

6608.. 6985, 7103.. 7249 

RIBULOSE BISPHOSPHATE CARBOXYLASE SMALL CHAIN A PRECURSOR 
(RUBISCO SMALL SUBUNIT A) gi | 68095 | pir M RKRZS6 
ribulose-bisphosphate carboxylase (EC 4.1.1.39) small chain 
precursor (clone pOSSS2106) - rice gi | 218210 | dbj | BAA00539 I 
(D00644) small subunit of ribulose-1 , 5-bisphosphate carboxylase 
(RuBPC) [Oryza sativa] 



42803 
89340 
6605 

OJ000350_50.0403.C17.o2.tm 

6614 

none 



Seq- ID OJ000350_50.0403.C17 
Strand 

End 9780 

Method TBLASTX: Maize 

End 7237 

Score 82 



6614.. 6988, 6616.. 6693, 6617.. 6697, 6624.. 6989, 6724.. 6990, 
6762. .6998, 7100. .7162, 7154. .7237, 7170. .7235 



Seq. No. 42803 Seq. ID OJ000350_50 . 0403 . C17 

Gene No. 89340 Strand 

Start 6605 End 9780 

Name OJ000350_50 .0403.C17.ol.ts Method TBLASTX : Soybean 

Start 6620 End , 7282 

GI none Score 99 

Exons 6620.. 6697, 6623.. 6988, 6624.. 6998, 7100.. 7162, 7157.. 7282, 
7170.. 7235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42803 
89340 
6605 

OJ000350_50 . 0403 . C17 . ol . tc 

6734 

none 



Seq. ID OJ000350_50.0403.C17 
Strand 

End 9780 

Method TBLASTX :.Cress 

End 7276 

Score 4 41 



6734. .6988, 6736. .6990, 6762. .6995, 7100. .7126, 7100. .7174, 
7166. .7276, 7170. .7274 

42804 Seq. ID OJ000350_50 . 0403 . C18 

89341 Strand 

579 End 1746 

OJ000350_50.0403.C18.ol.np Method AAT/NAP 

579 End 1746 

7523486 Score 350 

579. .689, 1434. .1601, 1648. .1746 

(AP001633) hypothetical protein [Oryza sativa] 



43296 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42804 Seq. ID 

89342 Strand 

5484 End 

OJ000350_50.0403.C18.o3.np Method 

5484 End 

4090291 Score 
5484.. 5861, 7546.. 7692 

(AJ131737) hypothetical protein [Secale cereale] 



OJ000350_50.0403.C18 

7692 
AAT/NAP 
7692 
617 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 50.0403.C18 



10775 
AAT/GAP 
10774 
1179 



42804 
89343 
10092 

OJ000350_50.0403.C18.ol.gp 
9732 

606_8.R1084 
9732.. 10472, 10584.. 10774 

•81885/pirl IS20508 5.0e-13 ribulose-bisphosphate carboxylase (EC 
4.1.1.39) small chain precursor - kidney bean 
>gi_21050_emb_CAA42618_ (X60000) ribulose bisphosphate 
carboxylase [Phaseolus vulgaris] >gi_21053_emb_CAA40339_ 
(X57022) small subunit of ribulose 1, 5-bisphosphate 
carboxylase/oxygenase [Phaseolus vulgaris] ' 

42804 Seq.. ID OJ000350_50 . 0403 . C18 

89343 Strand 

10092 End 10775 

OJ000350_50.0403.C18.o2.gp Method . AAT/GAP 

9732 End 10775 

606_8.R1084 Score 1179 

9732.. 10472, 10584.. 10775 

'81885/pirl IS20508 5.0e-13 ribulose-bisphosphate carboxylase (EC 
4.1.1.39) small chain precursor - kidney bean 
>gi_21050_emb_CAA42618_ (X60000) ribulose bisphosphate 
carboxylase [Phaseolus vulgaris] >gi_21053_emb_CAA40339_ 
(X57022) small subunit of ribulose 1, 5-bisphosphate 
carboxylase/oxygenase [Phaseolus vulgaris] ' 



42804 Seq. ID 

89343 Strand 

10092 End 
OJ000350_50 . 0403 . C18 . o2 . gs Method 

10092 End 

none Score 

10092. .10472, 10584. .10715 



OJ000350_50.0403.C18 

10775 
GENSCAN 
10715 
.8 



Seq. No. 42804 Seq. ID OJ000350_50 . 0403 . C18 

Gene No. 89343 ~ Strand 

Start 10092 End 10775 

Name OJ000350_50 . 0403 .C18 . o4 .np Method AAT/NAP 

Start 10095 End 10730 

GI 132096 Score 892 

Exons 10095. .10472, 10584.. 10730 

GI Descrip. RIBULOSE BISPHOSPHATE CARBOXYLASE SMALL CHAIN A PRECURSOR 
(RUBISCO SMALL SUBUNIT A) gi | 68095 | pir M RKRZS6 
ribulose-bisphosphate carboxylase (EC 4.1.1.39) 



small chain 



precursor (clone pOSSS2106) - rice gi | 218210 | dbj | BAA00539 | 



43297 



(D00644) small subunit of ribulose-1, 5-bisphosphate carboxylase 
(RuBPC) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42804 








Seq. ID 


OJ000350__50.0403-C18 


89343 








Strand 




10092 








End 


10775 


OJ000350 50. 


0403. 


C18.03 


.gp 


Method 


AAT/GAP 


10325' 








End 


10630 


606 3.R1084 








Score 


348 


10325. .10472, 10584. .10630 






'2275199 l.Oe-12 


{AC002337) 


hypothetical protein [Arabidopsis 


thaliana] * 












42804 








Seq. ID 


OJ000350_50.0403.C18 


89344 








Strand 


- 


10847 








End 


25383 


OJ000350 50. 


0403. 


C18.02 


.ts 


Method 


TBLASTX: Soybean 


3017 








End 


3421 


none 








Score 


63 


3017 . .3121, 


3158 . 


. 3421 








42804 








Seq. ID 


OJ000350_50.0403.C18 


89344 








Strand 


- 


10847 








End 


25383 


OJ000350 50. 


0403. 


C18.02 


.tw 


Method 


TBLASTX: Wheat 


3017 








End 


3424 


none 








Score 


101 


3017. .3133, 


3155. 


.3364, 


3338 


. .3424 




42804 








Seq. ID 


OJ000350_50.0403.C18 


89344 








Strand 




10847 








End 


25383 


OJ000350 50. 


0403. 


C18.02 


.tc 


Method 


TBLASTX: Cress 


3164 








End 


3451 


none 








Score 


188 


3164. .3451 












42804 








Seq. ID 


OJ000350_50.0403.C18 


89344 








Strand 




10847 








End 


25383 


OJ000350 50. 


0403. 


C18.01 


.tw 


Method 


TBLASTX: Wheat 


5377 








End 


10734 


none 








Score 


47 


5377. .5412, 


5378. 


.5425, 


5508 


..5861, 5509. .5850, 5519. .5863, 


5655. .5867, 


7543. 


.7692, 


7544 


..7693, 7604. .7696, 10101 10478 , 


10102. .10482 


, 10105. .10482, 


10572. .10733, 1058 1 .. 10628 , 


10636. .10734 












42804 








Seq. ID 


OJ000350_50.0403.C18 


89344 








Strand 




10847 








End 


25383 


OJ000350 50. 


0403. 


C18.01 


. tm 


Method 


TBLASTX: Maize 


5506 








End 


10814 


none 








Score 


63 


5506. .5676, 


5507. 


.5566, 


5508 


..5861, 5509. .5751, 5600. .5863, 


5652. .5867, 


7503. 


.7565, 


7543 


..7605, 7544. .7606, 7591. .7683, 


7595. .7678, 


9939. 


.10013 


, 10107. .10181, 


10110. .10478, 



43298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10111. .10488, 10554. .10643, 10579 10665, 10581 10628, 
10609. .10716, 10629. .10718, 10636 10716, 10695.. 10814 



42804 
89344 
10847 

OJ000350_50.0403.C18.ol.ts 

5507 

none 



Seq. ID OJ000350_50.0403.C18 
Strand 

End 25383 

Method TBLASTX : Soybean 

End 10814 

. Score 63 



5507. .5566, 5508. .5861, 5509. .5751, 5588. .5863, 5652. .5867, 
7503. .7565, 7543. .7605, 7544. .7606, 7591. .7683, 7595. .7678, 
9939. .10013, 10107. .10181, 10110 .. 10478, 10111 10488 , 
10554. .10643, 10579 .. 10665, 10581 .. 10628, 10609 .. 10716, 
10629. .10718, 10636. .10716, 10695.. 10814 



42804 
89344 
10847 

OJ000350_50.0403.C18.ol.tc 
5610 
none 

5610,. 5861, 5612.. 5863, 5655 
7597. .7698, 7610. .7699, 10221 10478, 10249. . 10473, 
10572. .10655, 10581 ,. 10628 , 10624 .. 10728, 10635 .. 10736, 
10648.. 10737 



Seq. ID OJ000350_50.0403.C18 
Strand 

End 25383 

Method TBLASTX : Cress 

End 10737 

Score 241 

5867, 7543.. 7617, 7544.. 7606, 



Seq. No. 42804 
Gene No. 8 9344 

Start 10847 

Name OJ000350_50. 0403.C18 .o3 .gs 

Start 10847 
GI none 

Exons 10847. ;i0995, 13559 .. 13655, 

16234. .16586, 18183. . 18380, 
20136. .20354, 21209 21361, 
22487. .22726, 22816 22958 , 

Seq. No. 42804 
Gene No. 89344 
Start 10847 

Name OJ000350_50. 0403,C18 .o5 .np 

Start 13540 
GI 7486403 

Exons 13540,-13655, 13788 .. 13937, 

16670,-16782, 17758 .. 18109, 
19919. .20038, 20136 .. 20354 , 
21434. .21530, 21612 21784 , 
22816. .22977, 25170.. 25383 

GI Descrip. hypothetical protein F4D11. 

gi I 3063700 I emb I CAA18591 . 1 1 
[Arabidopsis thaliana] gi | 7 
putative protein [Arabidops 

Seq. No. 42804 

Gene No. 89344 

Start 10847 

Name OJ000350 50 , 0403 .C18 . o3 . tm 



Seq. ID OJ000350_50.0403.C18 
Strand 

End 25383 

Method GENSCAN 

End 25340 

Score ,81 
13788. .13937, 14017 .. 14125 , 
18575. .19524, 19921 .. 20038,. 
21434. .21784, 21923 .. 22135, 
23861. .24038, 25201.. 25340 

Seq. ID OJ00035q^50.0403.C18 

Strand - 

End 25383 

Method AAT/NAP 

End 25383 

Score 3444 
14017. .14125, 16162. .16586, 
18183. .18380, 18575. .19519, 
20545. .20753, 21209 .. 21361, 
21923. .22135, 22487 .. 22726, 

100 - Arabidopsis thaliana 
(AL022537) putative protein 
270174 |emb|CAB79987.1 I (AL161581) 
is thaliana] 



Seq. ID 

Strand 

End 

Method 



OJ000350_50.0403.C18 
25383 

TBLASTX: Maize 



43299 



H Li 



Start 


16169 


End 


16376 




GI 


none 


Score 


120 




Exons 


16169. .16366, 16218 .. 16376, 


16219. .16368 




Seq. No. 


42804 


Seq. ID 


OJ000350_50.0403 


.C18 


Gene No. 


89344 


Strand 






Start 


T no AH 


End . 


25383 




Name 


OJ000350 50.0403.C18.o4.tm 


Method 


TBLASTX: Maize 




Start 


16987 


End 


18002 




GI 


none 


Score 


143 




Exons 


16987. .17088, 16988 17089, 


16989. .17090, 1784 6 .. 17 944 , 






17849. .17980, 17850.. 18002 








Seq. No. 


42804 


Seq. ID 


OJ000350_50.0403 


.C18 


Gene No. 


89344 


Strand 






oTiarc 




End 


25383 




Name 


OJ000350 50.0403.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


21275 


■ End 


21653 




GI 


none 


Score 


121 




Exons 


21275. .21361, 21276 21362 , 


21289. .21363, 214 31 .. 21652 , 






21432. .21653 








Seq. No. 


42805 


Seq. ID 


OJ000350_50.0403 


.C19 


Gene No. 


89345 


Strand 


+ 




Start 


1 


End 


805 




Name 


OJ000350 50.0403.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


805 




GI 


5852939 


Score 


249 




Exons 


1..109, 570. .805 








GI Descrip. 


(AF172097) telomerase reverse transcriptase catalytic subunit 




[Arabidopsis thaliana] 








Seq. No. 


42805 


Seq. ID 


OJ000350_50.0403 


.C19 


Gene No. 


89345 


Strand 


+ 




Start 


1 


End 


805 




Name 


OJ000350 50.0403.C19.ol.gs 


Method 


GENSCAN 




Start 


570 


End 


7 92 




GI 


none 


Score 


.4 . 




Exons 


570. .792 








Seq. No. 


42806 


Seq. ID 


OJ000350_50.0403 


.C22 


Gene No . 


89346 


Strand 






Start 


559 


End 


693 




Name 


OJ000350 50.0403.C22.ol.gs 


Method 


GENSCAN 




Start 


559 


End 


693 




GI 


none 


Score 


.43 




Exons 


559. .693 








Seq. No. 


42807 


Seq. ID 


OJ000350_50.0403 


.C25 


Gene No. 


89347 


Strand 


+ 




Start 


1 


End 


732 




Name 


OJ000350 50.0403.C25.ol.np . 


Method 


AAT/NAP 




Start 


1 


End 


732 




GI 


7406454 


Score 


777 




Exons 


1. .732 








GI Descrip. 


(AL162875) putative protein 


[Arabidopsis thaliana] 





43300 






Seq. No. 


42807 


Seq. "ID 


OJ000350_50. 04.03. 


.C25 




Gene No. 


89347 


Strand 


+ 






Start 


1 


End 


732 






Name 


OJ000350 50.0403.C25.ol.gs 


Method 


GENSCAN 






Start 


31 


End 


578 






GI 


none 


Score 


. 61 






Exons 


31. .303, 373. .578 










Seq. No. 


42807 


Seq. ID 


OJ000350_50.0403. 


C25 




Gene No. 


89348, 


Strand 








Start 


628 


End 


732 






Name 


OJ000350_50. 0403.C25.ol,tm 


Method 


TBLASTX: Maize 






Start 


6 


End 


417 






GI 


none 


Score 


682 






Exons 


6. .416, 7. .417 










Seq. No. 


42807 


Seq. ID 


OJ000350_50.0403. 


C25 




Gene No. 


89348 


Strand 








Start 


628 


End 


732 






Name 


OJ000350 50.0403.C25.ol.ts 


Method 


TBLASTX: Soybean 






Start 


7 


End 


611 






GI 


none 


Score 


738 




St KC. 


Exons 


7. .567, 9. .566, 187. .567, 556 


..609, 561. .611 




u. ; 


Seq. No. 


42807 






C25 


fH 


Gene No . 


89348 


c-t- ■r;^nH 

O U I. CLiiU 






St t a 


Start 


628 


End 


732 




E Li 


Name 


OJ000350 50.0403.C25.o2.tm 


Method 


TBLASTX: Maize 




^ J 


Start 


420 


End 


732 




V4 


GI 


none 


Score 


335 




% 


Exons 


420. .731, 426. .731, 427. .732 








fll 


Seq. No. 


42807 


Seq. ID 


OJ000350_50.0403. 


C25 


s 


Gene No. 


89348 


Strand 






=^ 


Start 


628 


End 


732 






Name 


OJ000350 50.0403.C25.ol.gp 


Method 


AAT/GAP 






Start 


628 


End 


732 






GI 


none 


Score 


198 




f 1 


Exons 


628.-732 










Seq. No. 


42808 


Seq. ID 


OJ000350 50.0403. 


C26 




Gene No. 


89349 


Strand 


+ 






Start 


764 


End 


841 






Name 


OJ000350 50.0403.C26.ol.gs 


Method 


GENSCAN 






Start 


764 


End 


841 






GI 


none 


Score 


.4 






Exons 


764. .841 










Seq. No. 


42808 


Seq. ID 


OJ000350_50.0403. 


C26 




Gene No, 


89350 


Strand 








Start 


109 


End 


915 






Name 


OJ000350 50.0403.C26.ol.gp 


Method 


AAT/GAP 






Start 


109 


End 


915 






GI 


18981 1.R1084 


Score 


539 






Exons 


109. .350, 846. .915 










GI Descrip. 


'3047083 2.0e-55 (AF058914) similar to 


FLAP endohuclease 


-1 



{SW:P39748) [Arabidopsis thaliana] ' 



43301 




Oorr "Mrs 














Gene No. 


89351 






Strand 






Start 


773 






End 


1544 




Name 


OJ000350 


50.0403.C28.ol 


.gp 


Method 


AAT/GAP 




Start 


338 






End 


903 




GI 


none 






Score 


1050 




Exons 


338. .903 












Seq. Nq. 


42809 






Seq. ID 


OJ000350_50.0403 


.C28 


Gene No. 


89351 






Strand 






Start 


773 






End 


1544 




Name 


OJ000350 


50.0403.C28.ol 


• tm 


Method 


TBLASTX: Maize 




Start 


695 






End 


1377 




GI 


none 






Score 


90 




Exons 


695. .739, 


779.. 823, 783 


. .905, 


791. .904 


, 824. .952, 1019. 


.1078, 



1024. .1083, 1025. .1081, 1158. .1235, 1166,-1246, 1170. .1247, 
1226. .1249, 1290. .1376, 1327. .1377, 1339. .1377 



Seq. No. 


42809 


Seq. ID 


OJ000350_50.0403 


.C28 


Gene No. 


89351 


Strand 






Start 


773 


End 


1544 




Name 


OJ000350 50.0403.C28.ol.gs 


Method 


GENSCAN 




Start 


773 


End 


1079 




GI 


none 


Score 


.76 




Exons 


773. .949, 1025. ,1079 








Seq. No. 


42809 


Seq. ID 


OJ000350_50.0403 


.C28 




89351 


Strand 






Start 


773 


End 


1544 




Name 


OJ000350 50.0403.C28.ol.np 


Method 


AAT/NAP 




Start 


833 


End. 


1544 




GI 


5902374 


Score 


164 




Exons 


833. ,949, 1025. .1079, 1336.. 


1544 






GI Descrip. 


(AC009322) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42809 


Seq. ID 


OJ000350_50.0403 


.028 


Gene No. 


89351 


Strand 






Start 


773 


End 


1544 




Name 


OJ000350 50,0403.C28.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1164 


End 


1472 




GI 


none 


Score 


67 




Exons 


1164. ,1253, 1169. .1249, 1334 


..1462, 1335. .1409, 1344. .1472 


Seq. No. 


42809 


Seq. ID 


OJ000350_50,0403 


.C28 


Gene No. 


89351 


Strand 






Start 


773 


End 


1544 




Name 


OJ000350 50.0403.C28.o2.gp 


Method 


AAT/GAP 




Start 


1173 


End 


1544 




GI 


uC-osrocyp036b09bl 


Score 


440 




Exons 


1173.. 1250, 1336.. 1544 








GI Descrip. 


•5902374/gb|AAD55476.1|AC009322_16 4.0e-16 (AC009322) 






Hypothetical protein [Arabidopsis thaliana] * 




Seq. No. 


42810 


Seq. ID 


OJ000350_50.0403 


.029 


Gene No. 


89352 


Strand 






Start 


1 


End 


1334 





43302 



Name. OJ000350_50 . 0403 . C29 . ol . np Method AAT/NAP 

Start 1 End 1224 

GI 7549631 Score 412 

Exons 1..164, 710.. 782, 881.. 1030, 1135.. 1224 

GI Descrip. {AC023912) unknown protein [Arabidopsis thaliana] 





o . LN vj • 


1 n 

*i ^ O ±\J 


Seq. ID 


OJ000350_50.0403.C29 






o y -D ■u 


Strand 








1 

X 


End 


1334 




Name 


OJ000350 50.0403.C29. 


ol.tm Method 


TBLASTX: Maize 




start 


73 


End 


1252 




ox 


none 


Score 


99 






73. .165, 76. .165, 77. 


.166, 709. .789, 711. .803, 712. .789, 






905. .1051, 972. .1052, 


1129.. 1245, 1139 


. .1252 




O c • IN U . 


42810 


Seq. ID 


OJ000350_50.0403.C29 






89352 


Strand 






O UdXT U 


1 


End 


1334 




Name 


OJ000350 50.0403.C29. 


ol.gs Method 


GENSCAN 




Start 


79 


End 


1245 




GI 


none 


Score 


.67 






79. .164, 710. .795, 1013. .1089, 1135. .1245 




O e C| . IN O • 


42810 


Seq. ID 


OJ000350__50.0403.C29 


SI 

^==? 


A ^ M 


89352 


Strand 




is a 


o uart 


1 


End 


1334 




Name 


OJ000350 50.0403.C29. 


ol.gp Method 


AAT/GAP 




O Ua.r L 


710 


End 


1334 


f 1 


GI 


76522 1.R1084 


Score 


766 




Exons 


710. .799, 906. ,1030, 


1135. .1334 




% ^ 


GI Descrip. 


M61033/bbs|142242 2. 


Oe-14 (S68015) c6 


. lA [human. Peptide, : 


ly 




aa] [Homo sapiens] * 






= 


06l^ • INU . 


42811 


Seq. ID 


OJ000350_50.0403.C30 






89353 


Strand 








207 


End 


437 




Name 


OJ000350 50.0403.C30. 


ol.gp Method 


AAT/GAP 




Start 


207 


End 


437 




GI 


8022 1.R1084 


Score 


304 




Exons 


207. .437 








(ai uescrxp. 


'5091496/dbj IAB023482 


.2IAB023482 3 . Oe- 


37 Oryza sativa genom: 






DNA, chromosome 6, clone P0680A03, complete sequence' 




o e . IN o . 


42812 


Seq. ID 


OJ000350_50.0403.C33 




Gene No . 


89354 


Strand 






Start 


815 


End 


994 




Name 


OJ000350 50.0403.C33. 


ol.tm Method 


TBLASTX: Maize 




Start 


812 


End 


982 




GI 


none 


Score 


86 




Exons 


812. .901, 813. .866, 814. .867, 866. .982 


, 868. .981 




Seq. No. 


42812 


Seq. ID 


OJ000350_50.0403,C33 




Gene No. 


89354 


Strand 






Start 


815 


End 


994 




Name 


OJ000350 50.0403.C33. 


ol.tw Method 


TBLASTX: Wheat 




Start 


812 


End 


982 




GI 


none 


Score 


81 



43303 




Exons 812. ,886, 813. .863, 814. .867, 866. .982, 868. .981 



Seq. No. 


42812 


Seq. ID 


OJ000350_50.0403 


.033 


Gene No. 


89354 


Strand 


- 




Start 


815 


End 


994 




Name 


OJ000350 50.0403.C33.ol.gs 


Method 


GENSCAN 




Start 


815 


End 


994 




GI 


none 


Score 


.53 




Exons 


815. .994 








Seq. No. 


42813 


Seq. ID 


OJ000350_50.0403 


,C38 


Gene No, 


89355 


Strand 


+ 




Start 


93 


End 


359 




Name 


OJ000350 50.0403.C38.ol.gs 


Method 


GENSCAN 




Start 


93 


End 


359 




GI 


none 


Score 


.63 




Exons 


93. .359 








Seq. No. 


42814 


Seq. ID 


OJ000350_50.0403 


.C40 


Gene No, 


89356 


Strand 


- 




Start 


116 


End 


924 




Name 


OJ000350 50.0403.C40.ol.tw 


Method 


TBLASTX: Wheat 




Start 


77 


End 


239 




GI 


none 


Score 


169 




Exons 


77. .232, 117. .239 








Seq. No. 


42814 


Seq. ID 


OJ000350_50.0403 


.C40 


Gene No. 


89356 


Strand 






Start 


116 


End 


924 




Name 


OJ000350 50.0403.C40.ol.tm 


Method 


TBLASTX: Maize 




Start 


90 


End 


916 




GI 


none 


Score 


83 




Exons 


90. .251, 91. .201, 109. .255, 


117. .251, 


119, .259, 733. .900, 




803. .916, 824. .916 








Seq. No. 


42814 


Seq. ID 


OJ000350_50.0403 


.C40 


Gene No. 


89356 


Strand 






Start 


116 


End 


924 




Name 


OJ000350 50.0403.C40.ol.gs 


Method 


GENSCAN 




Start 


116 


End 


915 




GI 


none 


Score 


.8 




Exons 


116. .286, 733, .915 








Seq. No. 


42814 


Seq. ID 


OJ000350_50.0403 


.C40 


Gene No. 


89356 


Strand 






Start 


116 


End 


924 




Name 


OJ000350 50.0403.C40.ol,np 


Method 


AAT/NAP 




Start 


161 


End 


924 




GI 


7487097 


Score 


268 




Exons 


161. .250, 733. .924 








GI Descrip, 


hypothetical protein T16L4. 


170 - Arabidopsis thaliana 





gi I 5123560 I embi CAB45326.il {AL079344) putative protein 
[Arabidopsis thaliana] gi I 7269865 I emb I CAB79724 . 1 1 (AL161575) 
putative protein [Arabidopsis thaliana] 



Seq.. No. ■ 42815 Seq. ID OJ000350_50 . 0403 . C42 

Gene No, 89357 Strand 



43304 



Qj^ - ~*J_ 


^ o ? 






4 97- 


Name 


OJ000350 


50.0403-C42.ol.gs 


Method 


GENSCAN 


Start 


289 




End 


4 97 


GI 


none 




Score 


.47 


Exons 


289.-497 








Seq. No. 


42816 




Seq. ID 


OJ000350_50.0403.C44 


Gene No. 


89358 




Strand 




o uam 


3 U 1 






-LOU/ 


Name 


OJ000350 


50-0403. C44.ol.gs 


Method 


GENSCAN 


Start 


501 




End 


1807 


GI 


none 




Score 


.8 


Exons 


501. .648, 


1210.. 1257, 1389. 


1492, 1514. 


.1619, 1674.. 1807 


Seq. No. 


42817 




Seq. ID 


OJ000350_50.0403.C47 


Gene No. 


89359 




Strand 




ouar u 








£. ^ ^ 


Name 


OJ000350 


50.0403.C47.ol.gs 


Method 


GENSCAN 


Start 


70 




End 


233 


GI 


none 




Score 


.82 


Exons 


70. .233 








Seq, No. 


42818 




Seq. ID 


OJ000350_50.04 03.C55 


Gene No. 


89360 




Strand 




Start 


1 




End 


1035 


Name 


OJ000350 


50,0403-C55.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


952 


GI 


2275199 




Score 


278 


Exons 


1..28, 112. .171, 252. .317, 646.-738, 830. .952 


GI Descrip. 


(AC002337) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42818 




Seq. ID 


OJ000350_50.0403.C55 


Gene No. 


89360 




Strand 




Start 


1 




End 


1035 


Name 


OJ000350 


50.0403.C55.ol.ts 


Method 


TBLASTX: Soybean 


Start 


76 




. .End 


944 


GI 


none 




Score 


62 


Exons 


76. .171, 


113. .172, 247. .318, 


249. .326, 


661. .714, 715. .741, 




719. .739, 


827. .889, 828. .890, 884. .943, 


897. .944 


Seq. No. 


42818 




Seq. ID 


OJ000350_50. 0403.C55 


Gene No. 


89360 




Strand 




Start 


1 




End 


1035 


Name 


OJ000350 


50. 0403.C55.ol .gp 


Method 


AAT/GAP 


ouar U 


616 




End 


1035 


GI 


426286 




Score 


547 


Exons 


616. .738, 


830. .1035 






GI Descrip. 


2275199 1 


.Oe-12 {AC002337) hypothetical 


. protein [Arabidopsi 




thaliana] 








Seq. No. 


42818 




Seq. ID 


OJ000350_50.0403.C55 


Gene No. 


89360 




Strand 




Start 


1 




End 


1035 


Name 


OJ000350 


50.0403.C55.ol.tm 


Method 


TBLASTX: Maize 


Start 


653 




End 


944 


GI 


none 




Score 


115 


Exons 


653. .739, 


656. .739, 658. .741, 667. .741, 


827. .943, 828. .944 



43305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42819 Seq. ID 

89361 Strand 

1 End 

OJ000350_50 . 04 03 . C59 . ol . np Method 

1 End 

6728881 Score 
1..57, 415. .484, 625. .730 

(AC008113) F12A21.2 [Arabidopsis thaliana] 



OJG00350_50.0403.C59 
+ 

730 

AAT/NAP 
730 
98 



42820 Seq. ID 

89362 Strand 

6 End 
OJ000350_50.0403.C60.ol.gs Method 

6 End 

none Score 
6. .74 



OJ000350_50.0403.C60 
+ 

74 

GENSCAN 

74 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42821 Seq. ID OJ000320_40 . 0413 .C3 

89363 Strand + 

1 End 175 

OJ000320_40 . 0413 . C3 . ol . np Method AAT/NAP 

1 End 158 

7484937 Score 159 

1..158 

DNA-directed RNA polymerase I 190K chain homolog F15B8.150 
Arabidopsis thaliana gi | 4678281 1 emb | CAB41189 . 1 1 (AL049660) 

DNA-directed RNA polymerase I 190K chain-like protein 
[Arabidopsis thaliana] 



42821 Seq. ID 

89363 Strand 
1 End 
OJ000320_40 . 04 13 . C3 . ol . tm Method 
1 End 
none Score 

1..165, 2. .175, 3. .167 



OJ000320_40.0413.C3 
+ 

175 

TBLASTX: Maize 

175 

85 



Seq. ID OJ000320_40.0413.C4 



42822 

89364 Strand 

210 End 1365 

OJ000320_40 . 0413 . C4 . ol . gs Method GENSCAN 

210 End 1365 

none Score .51 

210. .243, 411. .633, 806. .887, 1261. .1365 



Seq. No. 42823 Seq. ID OJ000320_4 0 . 04 13 . C5 

Gene No. 89365 Strand 

Start 1 End 722 

Name OJ000320_40.0413.C5.ol.np Method AAT/NAP 

Start 1 End 722 

GI 7484937 Score 343 

Exons 1..150, 372.. 519, 593.. 722 

GI Descrip. DNA-directed RNA polymerase I 190K chain homolog F15B8.150 
Arabidopsis thaliana gi | 4678281 | emb | CAB41189 . 1 | (AL049660) 
DNA-directed RNA polymerase I 190K chain-like protein 
[Arabidopsis thaliana] 



43306 



Seq. No. 


42823 


Seq. ID 


OJ000320_4 0 . 0413 .C5 


Gene No. 


89365 


Strand 




Start 


1 


End 


722 


Name 


OJ000320 40.0413.C5.ol.gs 


Method 


GENSCAN 


Start 


39 


End 


660 


GI 


none 


Score 


.87 


Exons 


39. .150, 372. .519, 593. .660 






Seq. No. 


42824 


Seq. ID 


OJ000320 40. 0413. C6 


Gene No. 


89366 


Strand 




Start s 


114 


End 


1938 


Name 


OJ000320 40.0413.C6.ol.gs 


Method 


GENSCAN 


Start 


114 


End 


1938 


GI 


none 


Score 


.82 


Exons 


114. .341, 1376. .1669, 1779.. 


1938 




Seq. No. 


42824 


Seq. ID 


OJ000320_40.0413.C6 


Gene No. 


89366 


Strand 




Start 


114 


End 


1938 


Name 


OJ000320 40-0413. C6.ol.np 


Method 


AAT/NAP 


Start 


1381 


End 


1938 


GI 


7484937 


Score 


213 


Exons 


1381. .1669, 1779. .1938 . 






GI Descrip. 


DNA-directed RNA polymerase 


I 190K chain homolog F15B8.150 - 


Arabidopsis thaliana gi | 4678281 | emb | CAB41189 . 1 | (AL049660) 




DNA-directed RNA polymerase 


I 190K chain-like protein 




[Arabidopsis thaliana] 






Seq. No. 


42824 


Seq. ID 


OJ000320_40.0413.C6 


Gene No. 


89366 


Strand 




Start 


114 


End 


1938 


Name 


OJ000320 40.0413.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1383 


End 


1931 


GI 


none 


Score 


76 


Exons 


1383.. 1508, 1385.. 1528, 1595 


..1666, 177.6.. 1931 


Seq. No.. 


42825 


Seq. ID 


OJ000320_40.0413.C7 


Gene No. 


89367 


Strand 


+ 


Start 


6750 


End 


7208 


Name 


OJ000320 40.0413.C7.ol.gp 


Method 


AAT/GAP 


Start 


6605 


End 


6821 


GI 


2311981 


Score 


418 


Exons 


6605.. 6821 






GI Descrip. 


710307/gb|U11693|ASU11693 2. 


Oe-17 Avena sativa victorin binding 




protein mRNA, complete cds 






Seq. No. 


42825 


Seq. ID 


OJ000320_40.0413.C7 


Gene No. 


89367 


Strand 


+ 


Start 


6750 


End 


7208 


Name 


OJ000320 40.0413.C7.ol.np 


Method 


AAT/NAP 


Start 


6750 


End 


7208 


GI 


2565305 


Score 


564 


Exons 


6750. .7208 






GI Descrip. 


(AF024589) glycine decarboxylase P subunit [Hordeum x Triticum] 


Seq. No. 


42825 


Seq. ID 


OJ000320_40.0413.C7 



43307 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



89367 
6750 

OJ000320_40.0413.C7.o2.gs 

6750 

none 

6750. .7189 

42825 
89367 
6750 

OJ000320_40.0413.C7.ol.ts 

6921 

none 



Strand 
End ■ 
Method 
End 
Score 



+ 

7208 
GENSCAN 
7189 
1 



Seq. ID OJ000320_40.0413.C7 

Strand + 

End 7208. 

Method TBLASTX : Soybean 

End 7208 

Score 101 



6921. .7022, 6953. .7018, 6993 .. 7088 , 7091 .. 7207 , 7092. .7208 



42826 
89368 
1 

OJ000320_40.0413.C8.ol.np 
1 

2565305 



Seq. ID OJ000320_40.0413.C8 

Strand + 

End 2188 

Method AAT/NAP 

End 2188 

Score 1304 



1..350, 447. .524, 619. .719, 809. .1004, 1087. .1212, 1296. .1481, 
2159. .2188 

(AF024589) glycine decarboxylase P subunit [Hordeum x Triticum] 



42826 
89368 
1 

OJ000320_40.0413.C8.ol.gp 
103 

1765 1.R1084 



Seq. ID OJ000320_40.0413.C8 

Strand + 

End 2188 

Method AAT/GAP 

End 2188 

Score 1659 



103. .350, 447. .524, 619. .719, 809. .1004, 1087 .. 1212 , ^ 1296 .. 1481 , 
2159. .2188 

'3688181/emb|CAA21209| 4.0e-33 (AL031804) putative protein 
(fragment) [Arabidopsis thaliana] ' 



42826 
89368 
1 

OJ000320_40.0413.C8.ol.ts 

104 

none 



Seq. ID OJ000320_40.0413.C8 

Strand + 

End 2188 

Method TBLASTX : Soybean 

End 14 94 

Score 137 



104. .271, 104. .394, 144. .386, 447. .530, 618 .. 758, 619 723, 
806. .997, 808. .1002, 810. .1001, 873. .1004, 1084. .1209, 
1086. .1202, 1295. .1414, 1296. .1490, 1296. .1484, 1405. .1494 



42826 
89368 
1 

OJ000320_40.0413.C8.ol.gs 

120 

none 



Seq. ID OJ000320_40.0413,C8 

Strand + 

End 2188 

Method GENSCAN 

End 1481 

Score .78 



120. .350, 447. .524, 619. .719, 809. .1004, 1087. .1212, 1296. .1481 



4282,6 
89368 
1 



Seq. ID OJ000320_40.0413.C8 
Strand + 
End 2188 



43308 



Name 

Start 

GI 

Exons 



OJ000320_40.0413.C8.ol.tc Method TBLASTXrCress 

255 End 1148 

none Score 65 

255. .314, 312. .362, 447. .527, 474. .521, 618. .731, 619. .723, 
806. .997, 808. .1002, 810. .1001, 873. .1004, 1084. .1143, 
1086. .1148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42826 
89368 
1 

OJ000320_4 0 . 04 13 . C8 . o2 . tm 

311 

none 



Seq. ID OJ000320_40.0413.C8 

Strand + 

End 2188 

Method TBLASTX : Mai ze 

End 920 

Score 52 



311. .349, 311. .349, 312. .368, 313. .369, 435. .473, 472. .525, 
474. .530, 474. .518, 478. .525, 606. .722, 622. .723, 624. .731, 
806. .823, 817. .879, 822. .920, 824. .919, 873. .920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42826 
89368 
1 

OJ000320_40.0413.C8.ol.tm 

1143 

none 

1143.. 1211, 1143.. 1211, 1145. 
1298. .1483 



Seq. ID .OJ000320_40.0413.C8 

Strand + 

End 2188 

Method TBLASTX : Mai ze 

End 14 95 

Score 119 

.1216, 1296. .1490, 1298. .1495, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42826 
89368 
1 

OJ000320_40.0413.C8.o2.tc 

1314 

none 



Seq. ID OJ000320_40.0413.C8 



Strand 
End 

Method 

End 

Score 



+ 

2188 

TBLASTX: Cress 

1495 

275 



1314. .1490, 1317. .1481, 1319. .1495, 1319. .1483 



42827 Seq. ID 

89369 Strand 

7410 End 
OJ000320_40.0413.C12.o2.gs ^ Method 

7410 End 

none Score 

7410.. 7751, 9528.. 9533 



OJ000320_40.0413.C12 
+ 

9533 
GENSCAN 
9533 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42827 Seq. ID OJ000320_40 . 04 13 . C12 

89370 Strand + 

11171 End 12454 

OJ000320_40 . 0413. C12 . o2 . np Method AAT/NAP 

9957 End 12454 

7489168 Score 934 

9957.. 9982, 11170.. 12454 

nucleoid DNA-binding protein cnd41, chloroplast - common tobacco 
gi I 2541876 I dbj IBAA22813.il (D26015) CND41, chloroplast nucleoid 
DNA binding protein [Nicotiana tabacum] 



Seq. No. 
Gene No. 
Start 
Name 



42827 Seq. ID 

89370 Strand 

11171 End 

OJ000320_4 0 . 04 13Vfcl2 . ol . gp Method 



OJ000320_40.0413.C12 
+ 

12454 
AAT/GAP 



43309 




start 


1104 9 


End 


11341 




GI 


568824 


Score 


559 




Exons 


11049. .11341 








Seq. No. 


42827 


Seq. ID 


OJ000320_40.0413. 


C12 


Gene No. 


89370 


Strand 


+ 




Start 


11171 


End 


12454 




Name 


OJ000320 40.0413.C12.o3.gs 


Method 


GENSCAN 




Start 


11171 


End 


12454 




GI 


none 


Score 


.96 




Exons 


11171. .12454 








Seq. No. 


42827 


Seq. ID 


OJ000320_40.0413. 


C12 


Gene No. 


89371 


Strand 


+ 




Start 


16545 


End 


1 ooz y 




Name 


OJ000320 40.0413.C12.o4.np 


Method 


AAT/NAP 




Start 


16545 


End 


16829 




GI 


7523512 


Score 


198 




Exons 


16545. .16829 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42827 


Seq. ID 


OJ000320_40.0413- 


C12 


Gene No. 


89372 


Strand 


+ 




Start 


19154 . 


End 


21057 




Name 


OJ000320 40.0413.C12.o5.np 


Method 


AAT/NAP 




Start 


19154 


End 


21057 




GI 


7485328 


Score 


962 




Exons 


19154. .19225, 19395 .. 19611, 


19690. .19964, 20321 .. 20536, 






20643. .20798, 20875.. 21057 








GI Descrip - 


hypothetical protein F10M23 


.100 - Arabidopsis thaliana 






gil 44551991 embt CAB36522.il 


(AL035440) putative protein 






[Arabidopsis thaliana] gi I 7269528 I emb I CAB79531 . 1 1 (AL161565) 




putative protein [Arabidopsis thaliana] 






Seq. No. 


42827 


Seq. ID 


OJ000320_40.0413. 


C12 


Gene No, 


89372 


Strand 


+ 




Start 


19154 


End 


21057 




Name 


OJ000320 40.0413.C12.o5.gs 


Method 


GENSCAN 




Start 


19440 


End 


20798 




GI 


none 


Score 


.73 




Exons 


19440. .19598, 19707 .. 19964 , 


20321. .20536, 20643. .20798 




Seq. No. 


42827 


Seq. ID 


OJ000320_40.0413. 


C12 


Gene No. 


89373 


Strand 






Start 


269 


End 


6507 




Name 


OJ000320 40.0413.C12.ol.np 


Method 


AAT/NAP 




Start 


269 


End 


742 




GI 


6069646 


Score 


183 




Exons 


269. .742 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 I dbj I BAA90639. 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 42827 Seq. ID OJ000320_40 . 04 13. C12 

Gene No. 89373 Strand 



43310 




start 


269 




End 


6507 




Name 


OJ000320 40.0413.C12 


.ol .gs 


Method 


GENSCAN 




Start 


421 


End 


6507 




GI 


none 




Score 


.42 




Exons 


421.. 778, 2309.. 2520, 2546.. 


2853, 4940 


..4965, 6248.. 6507 


Seq. No. 


4Zoz / 




Seq. ID 


OJUUUo^JU 4U.U41J. 


T rt 

Clz 


Gene No. 


0 / 4 




Strand 






Start 






End 


1 D / 0 D 




Name 


OJ000320.40.0413.C12 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


398 




End 


748 




GI 


none 




Score 


/z 




Exons.- 




564. .746 






Seq. No. 


Vl O O O T 




Seq. ID 


OJ0uU3z0_4U . U4 13 , 




Gene No. 


o no T » 

oyj / 4 




Strand 






Start 


1 o o n n 




End 


1678 6 




Name 


OJOOOozO 40.(J41i.C12 


.06. tm 


Method 


TBLASTX: Maize 




Start 


476 




End - 


743 




GI 


none 




Score 


67 




Exons 


yiTC cno COC "^^O 
4/D..bL)o, DOO../4Z, 


648. .743 






Seq. No. 


>l O O O T 




Seq. ID 


OJ000320_40.0413. 


0 1 rt 

C12 


Gene No. 


O O T >1 

byj /4 - 




Strand 






Start 


T o o o n 




End 


16786 




Name 


OJUOUJzO 40.U41o.Clz 


-ol. ts 


Method 


TBLASTX: Soybean 




Start 


1141 / 




End 


12456 




GI 


none 




Score 


238 




Exons 


11417. .11644, 11494. 


, 115 / / , 


11663. .11932, 11671. .11793, 






llflOT TOTOT lOAOT 

iiyy 1 . . izizi, izUo/. 


.12135, 


12175. .12456, 12191. .12451 




Seq. No. 






Seq. ID 


OJ000320_40.0413. 


rt 


Gene No. 


O rt O 1 yl 

89374 




Strand 






Start 


T O O Q Q 

lozy y 




End 


16786 




Name 


Trt rtrtOOrt A r\ rtyllO OTO 

OJOOUJzU 40.041o.Clz 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11417 




End 


12454 




GI 


none 




Score 


124 




Exons 


11>ITT TTCIO^ ITCyl^ 

1141 /.. 11536, 11546. 


.11788, 


11554. .11793,, 12191. .12319, 






12335 . , 12454 










Seq. No. 


42827 




Seq. ID 


OJ000320_40.0413. 


C12 


Gene No. 


O rt O T >1 

89374 




Strand 






Start 


T O rt rt rt 

13299 




End 


16786 




Name 


OJ000320_40 . 0413 .C12 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


1 1 ^ 1 T 

1x41/ 




End 


11731 




GI 


none 




Score 


244 




Exons 


11417. .11665, 11663. 


.11731 








Seq. No. 


42827 




Seq. ID 


OJ000320_40.0413. 


C12 


Gene No. 


89374 




Strand 






Start 


13299 




End 


16786 




Name 


OJ000320 40.0413.C12 


, o2-tm 


Method 


TBLASTX: Maize 




Start 


11738 




End 


12106 




GI 


none 




Score 


207 




Exons 


11738. .11941, 11740. 


.11937, 


11860. .11934, 11966. -.12106, 






11996. .12073, 12037. 


.12102 









43311 






. Seq. No. 


42827 




Seq. ID 


OJ000320__40.0413 


.C12 




Gene No . 


o9j74 




Strand 








Start 


13299 




End 


16786 






Name 


OJ000320 40.0413.C12 


.o4 . tm 


Method 


TBLASTX: Maize 






Start 


12221 




End 


12454 






GI 


none 




Score 


282 






Exons 


12221. .12454, 12232. 


.12453 










Seq. No. 


42827 




Seq. ID 


OJ000320_40.0413 


.C12 




Gene No. 


89374 




Strand 








Start 


13299 




End 


16786 






Name 


OJ000320 40.0413.C12 


.o4 .gs 


Method 


GENSCAN 






Start . 


13299 




End 


16786 ■ 






GI 


none 




Score 


.51 






Exons 


13299. .13569, 13712. 


.13738, 


14207. .14552, 15691 15865, 








16221. .16263, 16704. 


.16786 










Seq. No. . 


42827 




Seq. ID 


OJ000320_40.0413 


.C12 




Gene No. 


89374 




Strand 








Start 


13299 




End 


16786 






Name 


OJ000320 40.0413.C12 


.o3.np 


Method 


AAT/NAP 






Start 


15812 




End 


16392 






GI 


5042454 




Score 


195 




iJ 


Exons 


15812. .15872, 16227. 


.16392 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




III 


Seq. No. 


42827 




Seq. ID 


OJ000320_40.0413 


.C12 


fy 


Gene No. 


89375 




Strand 






P 


Start 


19135 




End 


21057 






Name 


OJ000320 40.0413.C12 


.o3 . tm 


Method 


TBLASTX: Maize 






Start 


19135 




End 


19733 






GI 


none 




Score 


116 






Exons 


19135. .19227, 19136. 


.19204, 


19138. .19224, 19380 .. 19595, 








19387. .19599, 19387. 


.19593, 


19389. .19598, 19706 .. 19732, 




i J 




19707. .19733 










i = 


Seq. No. 


42827 




Seq. ID 


OJ000320_40.0413 


.C12 




Gene No. 


89375 




Strand 








Start 


19135 




End 


21057 




% =? 


Name 


OJ000320 40.0413.C12 


.o3.ts 


Method 


TBLASTX : Soybean 




L J 


Start 


19376 




End 


19763 






GI 


none 




Score 


99 






Exons 


19376. .19513, 19380. 


.19517, 


19389. .19511, 19390. .19533, 








19509. .19598, 19707. 


.19763 










Seq. No. 


42827 




Seq. ID 


OJ000320_40.0413 


.C12 




Gene No. 


89375 




Strand 








Start 


19135 




End 


21057 






Name 


OJ000320 40.0413.C12 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


19380 




End 


20371 






GI 


none 




Score 


240 






Exons 


19380. .19598, 19706. 


.19762, 


19707. .19766, 19758 .. 19859, 








19761. .19859, 19824. 


.19964, 


19844. .19963, 20318.. 20371 






Seq. No. 


42827 . 




Seq. ID 


OJ000320_40.0413 


.C12 




Gene No. 


89375 




Strand 








Start 


19135 




End 


21057 





43312 



Name 


OJ000320 '40.0413.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


19722 




End 


20497 




GI 


none 




Score 


230 




Exons 


19722. .19976, 19761. 


. 19883, 


19802. .19963, 20318 20497, 






20320. .20475 










Sea. No. 


42827 




Seq. ID 


OJ000320_40.0413 


.C12 


Gene No. 


89375 




Strand 






Start 


19135 




End 


21057 




Name 


OJ000320 40.0413.C12 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


19734 




End 


21057 




GI 


none 




Score 


218 




Exons 


19734. .19976, 19734. 


. 19886, 


19736. .19963, 20318 .. 20539, 






20320. .20475, 20625. 


.20798, 


20641. .20796, 20644 .. 20802, 






20669. .20797, 20872. 


.21057, 


20943. .21056 




Sea. No. 


42827 




Seq. ID 


OJ000320_40.0413 


.C12 


Gene No . 


89375 




Strand 






start 


19135 




End 


21057 




Name 


OJ000320 40.0413.C12 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


19794 




End 


21057 




GI 


none 




Score 


74 




Exons 


19794 . .19871, 19881. 


. 19964, 


20307. .20492, 20318 .. 20539, 






20320. .20472, 20640. 


.20798, 


20647. .20757, 20648 .. 207 97 , 






20867. .21001, 20867. 


.21001, 


20872. .21057, 20872 .. 21030, 






20943. .21056 










Seq. No. 


42827 




Seq. ID 


OJ000320_40.0413 


.C12 


Gene No. 


89375 




Strand 






Start 


19135 




End 


21057 




Name 


OJ000320 40.0413.C12 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


20372 




End 


20747 




GI 


none 




Score 


158 




Exons 


20372. .20539, 20372. 


.20473, 


20377. .20475, 20398 .. 20550, 






20634. .20747, 20663. 


.20740 








Seq. No. 


42827 




Seq. ID 


OJ000320_40.0413 


.C12 


Gene No. 


89375 




Strand 






Start 


19135 




End 


21057 




Name 


OJ000320 40.0413.C12 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


20756 




End 


21057 




GI 


none 




Score 


49 




Exons 


20756. .20797, 20757 . 


.20798, 


20872. .21057, 20872.. 21057 




Seq. No. 


42828 




Seq. ID 


OJ000320_40.0413 


.C13 


Gene No. 


89376 




Strand 


+ 




Start 


107 




End 


2168 




Name 


OJ000320 40.0413.C13 


.ol.np 


Method 


AAT/NAP 




Start 


107 




End 


2168 




GI 


7329694 




Score 


130 




Exons 


107. .255, 348. .424, 


2118. .2168 






GI Descrip. 


(AL162295) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


42828 




Seq. ID 


OJ000320_40.0413 


.C13 


Gene No. 


89376 




Strand 


+ 




Start 


107 




End 


2168 




Name 


OJ000320 40.0413.C13 


. ol .gs 


Method 


GENSCAN 





43313 






Start 


124 


End 


638 






GI 


none 


Score 


.79 






Exons 


124.. 255, 348.. .638 










Seq. No. 


42828 


Seq. ID 


OJ000320_ 


40.0413.C13 




Gene No. 


89377 


Strand 


+ 






Start 


6712 


End 


7149 






Name 


OJ000320 40.0413.C13.o3,gs 


Method 


GENSCAN 






Start 


6712 


End 


7149 






GI 


none 


Score 


.61 






Exons 


6712. .6750, 7003.. 7149 










Seq. No. 


42828 


Seq. ID 


OJ000320_ 


40.0413.C13 




Gene No. 


89378 


Strand 


+ 






Start 


15783 


End 


19348 






Name 


OJ000320 40.0413.C13.o7.gs 


Method 


GENSCAN 






Start 


15783 


End 


19348 






GI 


none 


Score 


. 99 






Exons 


15783. .15833, 17151 17231, 


17342. .17677, 18114. 


.18656, 






18998. .19173, 19291.. 19348 










Seq. No. 


42828 


Seq. ID 


OJ000320_ 


40.0413.C13 




Gene No. 


89378 


Strand 


+ 






Start 


15783 


End 


19348 




\J 


Name 


OJ000320 40.0413.C13.ol.gp 


Method 


AAT/GAP 






Start 


17067 


End 


17563 




f\l 


GI 


2431271 


Score 


659 






Exons 


17067. .17231, 17342,. 17563 










Seq. No. 


42828 


Seq. ID 


OJ000320_ 


40.0413.C13 




Gene No. 


89378 


Strand 


+ 






Start 


15783 


End 


19348 






Name 


OJ000320 40.0413.C13.o4.np 


Method 


AAT/NAP 






Start 


17094 


End 


19225 




- " 


GI 


6714526 


Score 


685 






Exons 


17094. .17219, 17342. .17677, 


18114. .18656, 19007. 


.19225 




GI Descrip. 


{AB029458 ) polygalacturonase 


[Salix gilgiana] 






Seq. No. 


42828 


Seq. ID 


OJ000320_ 


40.0413.C13 




Gene No. 


89379 


Strand 


+ 






Start 


20420 


End 


23119 






Name 


OJ000320 40.0413.C13.o5.np 


Method 


AAT/NAP 






Start 


20420 


End 


23116 






GI 


629852 


Score 


1341 






Exons 


20420. .20512, 21437 .. 21835, 


22373. .23116 






GI Descrip. 


polygalacturonase - maize gi | 288367 | emb | CAA4 668C 


.11 (X65845) 






polygalacturonase [Zea mays] 










Seq. No. 


42828 


Seq. ID 


OJ000320_ 


_40.0413.C13 




Gene No. 


89379 


Strand 


+ 






Start 


20420 


End 


23119 






Name 


OJ000320 40.0413.C13.o2.gp 


Method 


AAT/GAP 






Start 


21263 


End 


22670 






GI 


26916 2.R1084 


Score 


1678 






Exons 


21263. .21835, 22373.. 22670 









GI Descrip. ' 129 940/sp | P2 6216 | PGLR_MAIZE l,0e-75 EXOPOLYGALACTURONASE 
PRECURSOR (EXOPG) (PECTINASE) (GALACTURAN 



43314 



1, 4-ALPHA-GALACTURONIDASE) '>gi_100911_pir S18570 

polygalacturonase (EC 3.2.1.15) precursor - maize 
>gi^22417_emb_CAA40850_ (X57627) polygalacturonase [Zea mays] 
>gi_22419_emb_CAA4424 9_ (X62385) polygalacturonase [Zea mays] 
>gi_288374_emb_CAA4 667 9_ (X65844) polygalacturonase [Zea mays] 



Seq, No. 42828 Seq. ID 

Gene No. 89379 Strand 

Start 20420 End 

Name OJ000320_40 . 0413 . C13 . o8 . gs Metliod 

Start 21305 End 

GI none Score 

Exons 21305. .21835, 22373.. 23119 



OJ000320_40.0413.C13 
+ 

23119 
GENSCAN 
23119 
.55 



Seq. No. 42828 Seq. ID OJ000320_40 . 0413 .C13 

Gene No. 89380 Strand + 

Start 24663 End 25304 

Name OJ000320_40 . 0413 . C13 . o6 . np Method AAT/NAP 

Start 24663 End 25304 

GI 6815097 Score 668 

Exons 24663. .24906, 24947,. 25304 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC00624 8) 
[Oryza sativa] 



Seq. No. 42828 Seq. ID 

Gene No. 89381 Strand 

Start 25511 End 

Name OJ000320_40 . 0413 . C13 . olO . gs Method 

Start 25511 End 

GI none Score 

Exons 25511. .26045, 26102.. 26295 



OJ000320_40.0413.C13 
+ 

26295 
GENSCAN 
26295 
.95 



Seq. No. 


42828 








Seq. ID 


OJ000320_ 


_40.0413.C13 


Gene No. 


89382 








Strand 






Start 


1459 








End 


3429 




Name 


OJ000320 40. 


0413 


.C13.02 


.gs 


Method 


GENSCAN 




Start 


1459 








End 


3429 




GI 


none 








Score 


.95 




Exons 


1459. .1554, 


1682 


. .2221, 


2376. 


.2597, 2674. .3120, 


3343. .3429 


Seq. No. 


42828 








Seq. ID 


OJ000320_ 


_40.0413.C13 


Gene No. 


89383 








Strand 






Start 


8232 








End 


10398 




Name 


OJ000320 40. 


0413 


.C13.04 


.gs 


Method 


GENSCAN 




Start 


8232 








End 


10079 




GI 


none 








Score 


.84 




Exons 


8232. .10079 















Seq. No. 42828 Seq. ID 

Gene No. 89383 Strand 

Start 8232 End 

Name OJ000320_4 0 . 04 13 . C13 . o3 . np Method 

Start 8310 End 

GI 7485910 Score 

Exons 8310.. 10066, 10320.. 10398 

GI Descrip. hypothetical protein F21B7,18 - Arabidopsis thaliana 

gi I 2809249 I gb IAAB97709.il {AC002560) F21B7.18 [Arabidopsis 



OJ000320_40.0413.C13 

10398 
AAT/NAP 
10398 
1278 



43315 



thaliana] 



Seq. No. 


42828 


Seq. ID 


OJ000320_ 


40. 


0413. C13 


Gene No. 


89384 


Strand 


- 






Start 


10764 


End 


11910 






Name 


OJ000320 40.0413.C13.o5.gs 


Method 


GENSCAN 






Start 


10764 


End 


11910 






GI 


none 


Score 


.97 






Exons 


10764. .11366, 11893.. 11910 










Seq. No. 


42828 


Seq. ID 


OJ000320_ 


40. 


0413. C13 


Gene No. 


89385 


Strand 


- 






Start 


23653 


End 


24111 






Name 


OJ000320 40.0413.C13.o9.gs 


Method 


GENSCAN 






Start 


23653 


End 


24111 






GI 


none 


Score 


.95 






Exons 


23653. .23902, 24065.. 24111 










Seq. No. 


42828 


Seq. ID 


OJ000320_ 


40. 


0413. C13 


Gene No. 


89386 


Strand 








Start 


25662 


End 


31856 






Name 


OJ000320 40.0413.C13.o7.np 


Method 


AAT/NAP 






Start 


25662 


End 


30903 






GI 


2129840 


Score 


770 






Exons 


25662. .25779, 27372 .. 27511, 


27703. .27746, 27836. 


.28004, 




28108. ,28295, 28454. .28518, 


28611. .28686, 28874. 


.28966, 




30719. .30903 










GI Descrip. 


nucleosome assembly protein 


1 - soybean 








gi| 1161252 |gb|AAA88792.1 1 (L38856) nucleosome assembly protein 




[Glycine max] 










Seq. No. 


42828 


Seq. ID 


OJ000320_ 


40. 


0413. C13 


Gene No. 


89386 


Strand 








Start 


25662 


End 


31856 







Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000320_40. 0413. C13. oil. gs 
27367 



none 



Method 

End 

Score 



GENSCAN 

31856 

.98 



27367. .27460, 27703 .. 27746, 27836 .. 28004 , 28108 28295, 
28874. .28966, 30719 30814-, 30906 30949, 31066 31239, 
31646.. 31856 



42828 
89387 
34757 

OJ000320_40.0413.C13.o8.np 
34757 
7452462 
34757. .34878 

hypothetical protein T19L18.12 - Arabidopsis thaliana 
gi|3413706|gb|AAC31229.1| {AC004747) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



OJ000320 40.0413.C13 



34878 
AAT/NAP 
34878 
57 



42828 Seq. ID 

89388 Strand 

37085 End 

OJ000320_40.0413.C13.o8.tm Method 

107 End 



OJ000320_40.0413.C13 
39223 

TBLASTXiMaize 
416 



43316 



GI 


none 








Score 


151 


Exons 


107. .211, 108. .257, 126. 


.257, 


328. .414 


, 345. .416 


Seq. No. 


42828 








Seq. ID 


OJ000320_40. 0413. 013 


Gene No. 


89388 








Strand 




Start 


37085 








End 


39223 


Name 


OJ000320 40 


.0413. 


013. o7. 


tc 


Method 


TBLASTX:Oress 


Start 


345 








End 


602 


GI 


none 








Score 


164 


Exons 


345. .512, 407. .490, 560. 


.589, 


561. .602 




Seq, No. 


42828 








Seq. ID 


OJ000320_40. 0413. 013 


Gene No. 


O ft O O 

89388 








Strand 




Start 


O T ft O C 

37085 








End 


39223 


Name 


i^Tftftft^Oft >l ft 

OJ000320_40 


ft >l T O 

.0413. 


C13 . OD . 


tm 


Method 


TBLASTX: Maize 


Start 


1457 








End 


2224 


GI 


none 








Score 


41 


Exons 


1457 . . 1480, 


1530 . 


. 1556, 


1673. 


.1720, 1680, .1715, 1803. .1847, 




1841 . . 1864, 


1959 . 


. 2042, 


1988. 


.2071, 2096. .2224, 2097. .2222 


Seq. No. 


42828 








Seq. ID 


OJ000320_40. 0413. 013 


Gene No. 


O ft "5 o o 

89388 








Strand 




Start 


37085 








End 


39223 


Name 


OJ000320 40 


. 0413 . 


C13 . o3 . 


ts 


Method 


TBLASTX : Soybean 


Start 


8307 








End 


87 68 


GI 


none 








Score 


94 


Exons 


ftOftI ft1/~ft 

8307 . .8768, 


8317 . 


. 8565, 


8668. 


.8763 




Seq. No. 


42828 








Seq. ID 


OJ000320_40. 0413.013 


Gene No. 


O ft o o 

89388 








Strand 




Start 


37085 








End 


39223 


Name 


Tft ft ft n ft ft A ft 

OJ000320_40 


ft >i 1 o 
. 0413 . 


013 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


8316 








End 


9668 


GI 


none 








Score 


92 


Exons 


ftll^ ftftC'i 

8316 . . 9053, 


8620 - 


.8922, 


8685, 


.8855, 8736,. 9032, 8769.. 9053, 




ftft'^ft ftIO/* 

9039. . 9386, 


9069. 


. 9626, 


9114, 


,9290, 9423,. 9668 


Seq. No. 


42828 








Seq. ID 


OJ000320_40. 0413. 013 


Gene No. 


89388 








Strand 




Start 


37085 








End 


39223 


Name 


OJ000320 40 


.0413. 


013. o3. 


tc 


Method 


TBLASTX rOress 


Start 


8325 








End 


8918 


GI 


none 








Score 


81 


Exons 


8325. .8837, 


8601. 


.8741, 


8886. 


.8918 




Seq. No. 


42828 








Seq. ID 


OJ000320_40. 0413. 013 


Gene No. 


89388 








Strand 




Start 


37085 








End 


39223 


Name 


OJ000320 40 


.0413. 


013. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8623 








End 


9668 


GI 


none 








Score 


69 


Exons 


8623. .8742, 


8628. 


.8945, 


8628. 


.9035, 8794.. 9036, 9069,, 9359, 




9106. .9291, 


9309. 


.9668 








Seq. No. 


42828 








Seq. ID 


OJ000320_40. 0413.013 


Gene No. 


89388 








Strand 




Start 


37085 








End 


39223 



43317 




Name 


bJ000320 40.0413.CI3 


-"o6. ts 


Method 


TBLASTX : 


Soybean 




Start 


8772 






End 


9659 






GI 


none 






Score 


78 






Exons 


8772. . 


9053, 9069.. 9362, 9070. .9219, 9122.. 9244, 


9375. .9659 


Seq. No. 


42828 






Seq. ID 


OJ000320 


_40.0413 


.C13 


Gene No. 


89388 






Strand 








Start 


37085 






End 


39223 






Name 


OJ000320 40.0413.C13 


.06. tc 


Method 


TBLASTX: 


Cress 




Start 


8841 






End 


9671 






GI 


none 






Score 


142 






Exons 


8841. . 


9053, 9060. .9374, 9069. ,9587, 9264.. 9671, 


9357. .9632 


Seq. No. 


42828 






Seq. ID 


OJ000320 


_40.0413 


.C13 


Gene No. 


89388 






Strand 








Start 


37085 






End 


39223 






Name 


OJ000320 40.0413.C13 


.ol . tm 


Method 


TBLASTX:: 


Maize 




Start 


17438 






End 


23119 






GI 


none 






Score 


127 






Exons 


17438. 


.17662, 18114. 


.18509, 


18152. .18508, 18555 


. . 18644, 






19009. 


.19203, 19010. 


.19204, 


21488. .21688, 21526 


. .21645, 






21621. 


.21692, 21706. 


.21846, 


21707. .21835, 22373 


. .23119, 






22411. 


.23118, 22916. 


.23119 










Seq. No. 


42828 






Seq. ID 


OJ000320 


_40.0413 


.C13 


Gene No. 


89388 






Strand 








Start 


37085 






End 


39223 






Name 


OJ000320 40.0413.C13 


.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


17528 






End 


23113 






GI 


none 






Score 


115 






Exons 


17528. 


.17674, 17539. 


. 17616, 


18114. .18509, 18167 


. . 18508, 






18558. 


.18653, 18998. 


. 19204, 


19009. .19143, 21503 


. .21661, 






21529. 


.21627, 21710. 


.21832, 


22406. .23113, 22429 


. .22611, 






22831. 


.23070 












Seq. No. 


42828 






Seq. ID 


OJ000320 


_40.0413 


.C13 


Gene No. 


89388 






Strand 








Start 


37085 






. End 


39223 






Name 


OJ000320 40.0413.C13 


. oz . tw 


Method 


TBLASTX: 


wneat 




Start 


17552 






End 


22542 






GI 


none 






Score 


82 






Exons 


17552. 


.17662, 18114. 


.18275, 


18123. .18224, 18131 


. .18274, 






21557. 


.21688, 21621. 


.21680, 


21707. .21835, 21709 


. .21783, 






22346. 


.22540, 22411. 


.22542 










Seq. No. 


42828 






Seq. ID 


OJ000320 


_40.0413 


.C13 


Gene No. 


89388 






Strand 








Start 


37085 






End 


39223 






Name 


OJ000320 40.0413.C13 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


18114 






End 


23116 






GI 


none 






Score 


349 






Exons 


18114. 


.18509, 18131. 


.18283, 


18317. .18502, 18558 


. .18644, 






19009. 


.19212, 19010. 


.19204, 


21635. .21688, 21639 


. .21701, 






21640. 


.21717, 21694. 


.21783, 


21695. .21796, 22373 


. .22891, 






22411. 


.22668, 22738. 


.22869, 


22888. .23115, 22898 


. .23116 




Seq. No. 


42828 






Seq. ID 


OJ000320 


_40.0413 


.C13 



43318 



Gene No. 


89388 






• Strand 




Start 


37085 






End 


39223 


Name 


OJ000320 40.0413.C13 


.o4 , tm 


Method 


TBLASTX: Maize 


Start 


24806 






End 


25136 


GI 


none 






Score 


105 


Exons 


24806. 


.24907, 24808. 


,24909, 


24918. .25136, 24947. .25135 


Seq. No. 


42828 






Seq. ID 


OJ000320_40.04i3 


Gene No. 


89388 






Strand 




Start 


37085 






End 


39223 


Name 


OJ000320 40.0413.C13 


.o7 . tm 


Method 


TBLASTX: Maize 


Start 


25136 






End 


25471 


GI 


none 






Score 


72 


Exons 


25136, 


.25201, 25137. 


.25199, 


25256. .25468, 25258 .. 25470, 




25260. 


.25469, 25271. 


.25471 






Seq. No. 


42828 






Seq. ID 


OJ000320_40.0413 


Gene No. 


89388 






Strand 




Start 


37085 






End 


39223 


Name 


OJ000320 40.0413.C13 


,o4 . ts 


Method 


TBLASTX: Soybean 


Start 


25456 






End 


26112 


GI 


none 






Score 


293 


Exons 


25456. 


.25818, 25472. 


,25783, 


25994. .26068, 26071, .26112 


Seq. No. 


42828 






Seq. ID 


OJ00.0320_40.0413 


Gene No, 


89388 






Strand 




Start 


37085 






End 


39223 


Name 


OJ000320 40.0413.C13 


.o5 . tc 


Method 


TBLASTX: Cress 


Start 


25492 






End 


26112 


GI 


none 






Score 


269 


Exons 


25492, 


.25779, 25496. 


.25780, 


25937. .26068, 25999 ,. 26067, 




26071, 


.26112, 26073. 


.26111 






Seq. No. 


42828 






Seq, ID 


OJ000320_40.0413 


Gene No . 


89388 






Strand 




Start 


37085 






End 


39223 


Name 


OJ000320 40.0413.C13 


.o5. ts 


Method 


TBLASTX : Soybean 


Start 


27222 






End 


30820 


GI 


none 






Score 


70 


Exons 


27222. 


.27284, 27433. 


.27510, 


27698. .27739, 27705,-2774 6, 




27818. 


.27952, 27839. 


.27934, 


27881. .28003, 27 948 .. 28004 , 




28107. 


.28142, 28134. 


.28298, 


28147. .28296, 28451 .. 28519, 




28455. 


.28517, 28874. 


.28969, 


30719. .30820 


Seq. No. 


42828 






Seq. ID 


OJ000320_40.0413 


Gene No . 


89388 






Strand 




Start 


37085 






End 


39223 


Name 


OJ000320 40.0413.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


27225 






End 


28240 


GI 


none 






Score 


66 


Exons 


27225. 


.27269, 27227. 


.27265, 


27436. .27510, 27464 ,. 27511, 




27688. 


.27747, 27700. 


.27738, 


27705, .27746, 27818 ,. 27952, 




27835. 


.27954, 27836. 


.27934, 


27881. .28003, 27892 .. 27 966, 




27937. 


.28008, 27951. 


.28004, 


27955, .28047, 28083 .. 28232, 




28131. 


.28232, 28136. 


.28240, 


28147, ,28233 


Seq. No. 


42828 






Seq, ID 


OJ000320_40.0413 



43319 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



89388 Strand 
37085 End 
OJ000320_4 0 . 04 13 . C13 ; 06 . tm Method 
27227 End 
none Score 
27227. .27274, 27351 .. 27500, 
27705. .27746, 27836 .. 27952, 
27937. .28008, 27951 .. 28004 , 
28136. .28162, 28150 .. 28296, 
30719.. 30820 



39223 

TBLASTX: Maize 
30820 
42 

27433. .27510, 27701 .. 27736, 
27839. .27907, 27881 28003, 
28107. .28205, 28134 .. 28298, 
28448. .28519, 28874 ,, 28969, 



42828 
89388 
37085 

OJ000320_40.0413.C13.o4.tc 

27705 

none 

27705. .27749, 27863 .. 27 925, 
28107. .28142, 28134 28262 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_40.0413.C13 
39223 

TBLASTX: Cress 

28262 

94 



27896.-27952, 27929 .. 28003, 
28147. .28260 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320 40.0413.C13 



42828 
89388 
37085 

OJ000320_40.0413.C13.o4.gp 
36570 

1765_1.R1084 
36570. .36612, 
37686. .37784, 
39067. .39222 

'3688181/emb|CAA21209| 4.0e-33 (AL031804) putative protein 
(fragment) [Arabidopsis thaliana] * 



39223 
AAT/GAP 
39222 
1984 



36765. 
37873. 



.36793, 
.37998, 



36825, 
38081, 



.37179, 
.38158, 



37289, 
38247. 



.37406, 
.38435, 



42828 
89388 
37085 

OJ000320_4 0 . 04 13 . C13 . o2 . tm 

36899 

none 

36899. .36922, 36972 .. 37034 , 

36989. .37054, 37104 .. 37178 , 

37120. .37191, 37268. .37402, 

37291. .37404, 37291 .. 37419, 

37686. .37790, 37865 .. 37999, 

37867. .38001, 37910 38014, 

38082. .38183, 38092 .. 38169, 

38248. .38436, 38251 .. 38439, 

39067. .39210, 39068 .. 39223, 

42828 
89388 
37085 

OJ000320_40.0413.C13.ol2.gs 

37085 

none 

37085. ,37179, 37643 .. 37784 , 
38247. .38321 



Seq. ID OJ000320_40.0413.C13 
Strand 

End 39223 

Method TBLASTX : Mai ze 

End 39223 

Score 56 
36973. .37035, 36976 .. 37044 , 
37115. .37180, 37116. .37181, 
37286. .37408, 37290 .. 37415, 
37681. .37785, 37686, 
37866. .38000, 37867, 
38075. .38164, 38082, 
38241. .38435, 38247, 
38252. .38461, 39064, 
39143. .39220 



.37787, 
.38004, 
.38159, 
.38435, 
.39108, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_40.0413.C13 

39223 
GENSCAN 
38321 
.85 



37873. .37998, 38081 .. 38158 , 



43320 



Seq. No. 42828 

Gene No. 89388 

Start 37085 

Name OJ000320_40.0413.C13.o9.np 

Start 37088 

GI 710308 

Exons 37088. .37179, 37289 37406, 
38081. .38158, 38247 .. 38435, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_4 0.0413.C13 

39223 
AAT/NAP 
39222 
1260 



37686. .37784, 37873, 
39067. .39222 



.37998, 



GI Descrip. (U11693) victorin binding protein .[Avena sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



42828 
89388 
37085 

OJ000320_40.0413.C13.o2.ts 

37118 

none 

37118. .37180, 37134. .37181, 
37291. .37416, 37686.-37787, 
37872. .38000, 37910 .. 38014 , 
38082. .38183, 38241 .. 38435, 
39058. .39222, 39062.. 39223 

42828 
89388 
37085 

OJ000320_40.0413.C13.ol.tc 

37133 

none 

37133. .37180, 37134 .. 37181, 
37684. .37785, 37686 .. 37787, 
37872. .38000, 37873 .. 38004 , 
38082. .38159, 38122 .. 38163, 
38248. .38436, 39058 .. 39222, 
39146. .39223 

42828 
89388 
37085 

OJ000320_40.0413.C13.o3.tw 
37135 



none 

37135. 

37288. 

37686. 

37867. 



37191, 
37404, 
37790, 
37947, 



37136. 
37288. 
37706. 
37867. 



.37177, 
.37419, 
.37798, 
.37941 



Seq. ID 
Strand 
End 

Method 

End 

Score 
37287. .37409, 
37686. .37790, 
38081. .38164, 
38248. .38436, 



OJ000320 40.0413.C13 



39223 

TBLASTX: Soybean 
39223 
81 

37290. .37415, 
37867. .38001, 
38082. .38159, 
38248. .38436, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
37290. .37415, 



OJ000320 40.0413.C13 



37686. 
37910. 
38241. 
39064. 



39223 

TBLASTX: Cress 
39223 
53 

37291. .37404, 
.37790, 37867. .38001, 
.38014, 38081. .38164, 
.38396, 38247. .38435, 
.39108, 39074. .39223, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
37268. .37402, 
37681. .37785, 
37866. .37940, 



OJ000320 40.0413.C13 



39223 

TBLASTX: Wheat 
37947 
80 

37287. .37415, 
37686. .37787, 
37866. .37928, 



42829 
89389 
1692 

OJ000350_45 . 0407 . C3 . ol . gs 

1692 

none 

1692. .1714, 1829. .2220, 2443. 
4471. .4741, 4833. .5095, 5176. 

42829 
89389 



Seq. ID OJ000350_45.0407.C3 

Strand + 

End 6618 

Method GENSCAN 

End 6618 

Score .69 

.2598, 2676. .2820, 2907. .3075, 
.5391, 6415. .6618 

Seq. ID OJ000350_45.0407.C3 
Strand + 



43321 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1692 End 6618 

OJ000350_45.0407.C3.ol.np Method AAT/NAP 

2448 End 5731 

6633826 Score 1754 

2448.-2598, 2676. .2820, 2907,. 3075, 4471. .4774, 4833. .5095, 
5176. .5391, . 5478. .5607, 5694. .5731 



GI Descrip. (AC009519) F1N19.22 [Arabidopsis thaliana] 



42829 Seq. ID OJ000350 

89389 Strand + 

1692 End 6618 

OJ000350_45 . 0407 . C3 . ol . gp Method AAT/GAP 

4480 End 5368 

25639_1.R1084 Score 1237 

4480. .4741, 4833. .5095, 5176. .5368 
M469023/emb|CAB38284 I 3.0e-70 {AL035602 
[Arabidopsis thaliana] * 



45. 0407. C3 



putative protein 



42829 
89389 
1692 

OJ000350_45.0407.C3.o2.gp 

5484 

none 

5484.. 5592, 5691. .6077 



Seq. ID OJ000350_45.0407.C3 

Strand + 

End 6618 

Method AAT/GAP 

End 6077 

Score 955 



42829 Seq. ID OJ000350 

89390 Strand + 

10435 End 10629 

OJ000350_4 5 . 04 07 . C3 . o4 . gp Method AAT/GAP 

10362 End 10629 

uC-osroM202031bl0bl Score 508 

10362. .10629 

' 455934 6/gb | AAD23007 . 1 1 AC006585_2 4 
nodulin 16 [Arabidopsis thaliana] ' 



45. 0407, C3 



,0e-12 (AC006585) early 



42829 Seq. ID 

89390 Strand 

10435 End 

OJ000350_45 . 04 07 . C3 . o3 . gs Method 

10435 End 

none Score 
10435. .10627 



OJ000350_45.0407.C3 
+ 

10629 
GENSCAN 
10627 
.97 



OJ000350 45. 0407. C3 



Seq. No. 42829 Seq. ID 

Gene No. 89391 Strand 

Start 8151 End 

Name OJ000350_45 . 04 07 . C3 . o2 . tc Method 

Start 2403 End 

GI none Score 

Exons 2403.. 2597, 2534.. 2596, 2674.. 2820, 2675.. 2821, 2905.. 3015, 
3013. .3066 



8933 

TBLASTX: Cress 

3066 

204 



Seq. No. 42829 Seq. ID 

Gene No. 89391 Strand 

Start 8151 End 

Name - OJ000350 45 . 0407 . C3 . ol . tw Method 



OJ000350_45.0407.C3 
8933 

TBLASTX: Wheat 



43322 



start 
GI 

Exons 



2434 End 2749 

none Score 97 

2434. .2505, 2436. .2597, 2436. .2516, 2546. .2596, 2675. .2749, 
2677. .2748 



Seq. No. 42829 

Gene No. 89391 

Start 8151 

Name OJ000350_4 5 . 0407 . C3 . o3 . tm 

Start 2436 

GI none 

Exons 2436.. 2516, 2437.. 2505, 2445, 
2677.. 2793 



Seq. ID OJ000350_45.0407.C3 
Strand 

End 8933 

Method TBLASTX : Mai ze 

End 2794 

Score 93 

.2597, 2537.. 2596, 2675.-2794, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42829 
89391 
8151 

OJ000350_45.0407.C3.ol.ts 

2442 

none 

2442.. 2636, 2442.. 2519, 2534, 
2905.. 3075, 2911.. 3021, 2967. 
4468. .4737, 4469.-4738, 4470. 
4828.. 5016, 4832.. 5017, 5021. 
5179.. 5412, 5191.. 5391, 5469. 



42829 
89391 
8151 

OJ000350_45, 

2905 

none 

2905. .3075, 
4470. .4742, 
4832. .5098, 
5180. .5422, 
5684. .5770, 
5811. .5894, 



0407.C3.ol.tm 



2948. .2968, 2967. 

4470. ,4739, 4828. 

5136,. 5375, 5166. 

5469, .5573, 5475. 

5684.. 5707, 5690. 

5826.. 5864, 5927. 



42829 
89391 
8151 

OJ000350_45.0407,C3,o4.tc 

4491 

none 

4491. .4634, 4492. ,4635 

42829 
89391 
8151 

OJ000350_45.0407.C3.ol.tc 

4636 

none 

4636.. 4716, 4639,. 4740, 4647. 
4832.-5014, 5023,. 5094, 5024. 
5197.. 5391, 5243,. 5392, 5469. 



Seq. ID OJ000350_45.0407,C3 
Strand 

End 8933 

Method TBLASTX : Soybean 

End 5573 

Score 196 

.2596, 2674. .2820, 2675,-2821, 
.3053, 4398. .4739, 4468. ,4740, 
.4739, 4827. .5015, 4828. ,5016, 
.5092, 5036. .5092, 5178. .5372, 
.5573, 5477. .5572 

Seq, ID OJ000350_45.0407.C3 
Strand 

End 8933 

Method TBLASTX : Mai ze 

End 5962 

Score 279 
.3050, 2977. .3075, 4465. .4740, 
.5094, 4828. .5094, 4829. .5095, 
.5396, 5167. .5412, 5173. .5394, 
.5585, 5477.. 5599, 5480.. 5590, 
.5767, 5691. .5783, 5763.-5798, 
.5959, 5930.. 5962 

Seq. ID OJ000350_45,0407.C3 
Strand 

End 8933 

Method TBLASTX : Cress 

End 4 635 

Score 204 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 45. 0407. C3 



8933 

TBLASTX: Cress 
5734 
134 

4739, 4816. .5010, 4816. 
5095, 5167-.5412, 5178. 
5573, 5477.-5584, 5696. 



.5013, 
.5375, 
.5734 



43323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42829 
89391 
8151 

OJ000350_45.0407.C3.o2.tw 

5466 

none 



Seq. ID OJ000350_45.0407.C3 
Strand 

End 8933 

Method TBLASTX : Wheat 

End 5837 

Score 156 



5466. .5573, 5468. .5584, 5469. .5573, 5470. .5586, 5471. .5584, 
5684.. 5731, 5686.. 5733, 5687. ,5734, 5793.. 5837 



42829 
89391 
8151 

OJ000350_45.0407.C3.o4.tm 
7824 
none 
7824. 
7939. 
8151. 



Seq. ID 

Strand 

End 

Method. 

End 

Score 



OJ000350_45.0407.C3 
8933 

TBLASTX: Maize 

8334 

63 



.7877, 7825. .7878, 7880. .7921, 7881. .7928, 7882. .7923, 
.7992, 7943. .7993, 7943. .7993, 8055. .8084, 8109. .8288, 
.8333, 8155.. 8334 



42829 Seq. ID 

89391 Strand 
8151 End 
0 J000350_4 5 . 04 07 . C3 . o3 . gp Method 
8084 End 
60012_1.R1084 Score 
8084. .8703 

'2146740/pir I I S71194 7.0e-36 inner mitochondrial membrane 
protein - Arabidopsis thaliana >gi_603056 (U18126) inner 
mitochondrial membrane protein [Arabidopsis thaliana] ' 



OJ000350_45.0407.C3 

8933 
AAT/GAP 
8703 
1108 



42829 Seq. ID 

89391 Strand 

8151 End 

OJ000350_45 . 0407 . C3 . o2 . gs Method 

8151 End 

none Score 
8151. .8522, 8922.. 8933 



OJ000350_45.0407.C3 

8933 
GENSCAN 
8933 
.99 



OJ000350 45. 0407. C3 



Seq. No. 42829 Seq. ID 

Gene No. 89391 Strand 

Start 8151 End 

Name 0 JOO 0 3 5 0_4 5.0407.C3.o2.np Method 

Start 8157 End 

GI 2146740 Score 

Exons 8157.. 8712 

GI Descrip. inner mitochondrial membrane protein - 
gi I 603056 (U18126) inner mitochondrial 
[Arabidopsis thaliana] gi | 6648153 | gb | AAF21153 . 1 1 AC010926_5 
(AC010926) inner mitochondrial membrane protein [Arabidopsis 
thaliana] 



8933 
AAT/NAP 
8712 
548 

Arabidopsis thaliana 
membrane protein 



Seq. No. 42829 Seq. ID 

Gene No. 89391 Strand 

Start 8151 End 

Name OJ000350_45 . 04 07 . C3 . o2 . ts Method 

Start 8160 End 

GI none Score 



OJ000350_45.0407.C3 
8933 

TBLASTX: Soybean 

8682 

93 



43324 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8160. .8285, 8160. .8462, 8242. .8460, 8518. .8562, 8519. .8563, 
8575.. 8682, 8579.. 8671 



42829 
89391 
8151 

OJ000350_45.0407.C3.o3.tc 
8160 
none 



Seq. ID OJ000350_45.0407.C3 
Strand 

End 8 933 

Method TBLASTX : Cress 

End 8730 

Score 160 



8160. .8459, 8251. .8460, 8518. .8622, 8525. .8611, 8632. .8730 



42829 
89391 
8151 

OJ000350_45 . 0407 . C3 . o2 . tm 

8334 

none 



Seq. ID OJ000350_45.0407.C3 
Strand 

End 8933 

Method TBLASTX : Mai ze 

End 8715 

Score 142 



8334, .8462, 8335. .8460, 8518. .8715, 8522. .8698 



42830 
89392 
1 

OJ000350_45.0407.C4.ol.np 
1 

7496550 



Seq. ID OJ000350_45.0407.C4 
Strand 

End 6269 

Method AAT/NAP 

End 4819 

Score 213 



1..60, 1297. .1348, 1577. .2243, 4791. .4819 

hypothetical protein C26D10,4 - Caenorhabditis elegans 

gi I 3874511|emb|CAA91122. 1 | (Z54327) C26D10.4 [Caenorhabditis 

elegans] 



42830 
89392 
1 

OJ000350_45 . 04 07 . C4 . ol . gs 
950 
none 



Seq. ID OJ000350_45.0407.C4 
Strand 

End 6269 

Method GENSCAN 

End 6269 

Score .66 



950. .1348, 1577. .2271, 2434. ,2505, 2671, .2823, 2884. .3048, 
3241. .3453, 3636. .3762, 4408. .4718, 4846. .5125, 5203. .5718, 
6153.. 6269 



42830 
89392 
1 

OJ000350_45 . 0407 . C4 . o2 . tm 

996 

none 



Seq. ID OJ000350_45.0407.C4 
Strand 

End 6269 

Method TBLASTX : Mai ze 

End 2073 

Score 245 



996. .1349, 1001. .1363, 1017. .1418, 1019. .1363, 1264. ,1368, 
1568. .1621, 1572. .1625, 1574. .1615, 1622. .1864, 1622. .1861, 
1856. .2068, 1857, ,2069, 1864. .2073 



42830 
89392 
1 

OJ000350_45.0407.C4.ol.ts 

1754 

none 



Seq. ID OJ000350_45.0407.C4 
Strand 

End 6269 

Method TBLASTX : Soybean 

End 2233 

Score 105 



1754. .2059, 1827. .1907, 1849. .1980, 1938. .2087, 2037. .2228, 



43325 




2072.. 2230, 2075.. 2233 



Seq. No. 


42830 








Seq. ID 


OJ000350_45.0407.C4 


Gene No. 


89392 








Strand 


— 


Start 


1 








End 


6269 


Name 


OJ000350 45. 


0407 


.C4.04. 


tm 


Method 


TBLASTX: Maize 


Start 


2075 








End 


2285 


GI 


none 








Score 


188 


Exons 


2075. .2275, 


2075 


. .2284, 


2076, 


.2285 




Seq. No, 


42830 








Seq. ID 


OJ000350_45.0407,C4 


Gene No. 


89392 








Strand 




Start 


1 








End 


6269 


Name 


OJ000350 45. 


0407 


,04. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2574 








End 


3029 


GI 


none 








Score 


45 


Exons 


2574. .2642, 


2576 


. .2665, 


2648. 


.3028, 2649.. 3029 


Seq. No. 


42830 








Seq. ID 


OJ000350_45.0407.C4 


Gene No . 


89392 








Strand 




Start 


1 








End 


6269 


Name 


OJ000350 45. 


0407 


.C4 .o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2601 








End 


2834 


GI 


none 








Score 


118 


Exons 


2601. .2834, 


2603 


. .2833 








Seq. No. 


42830 








Seq. ID 


OJ000350_45.0407.C4 


Gene No . 


89392 








Strand 




Start 


1 








End 


6269 


Name 


OJ000350 45. 


0407 


.C4 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3332 








End 


4633 


GI 


none 








Score 


168 


Exons 


3332. .3463, 


3333 


. .3467, 


3625. 


.3765, 3626.. 3760, 3628.-3765, 




4396. .4629, 


4397 


. .4633 








Seq. No. 


42831 








Seq. ID 


OJ000350_45.0407.C5 


Gene No . 


89393 








Strand 


+ 


Start 


5702 








End 


7313 


Name 


OJ000350 45. 


0407 


. C5 - o3 . 


gs 


Method 


GENSCAN 


Start 


5702 








End 


7313 


GI 


none 








Score 


.79 


Exons 


5702. .5716, 


5795 


. .5863, 


7173. 


.7313 




Seq. No. 


4^831 








Seq. ID 


OJ000350_45.0407.C5 


Gene No. 


89394 








Strand 


+ 


Start 


13126 








End 


18206 


Name 


OJ000350 45. 


0407 


. C5 . o3 . 




Method 


AAT/GAP 


Start 


12805 








End 


13124 


GI 


701718 








Score 


617 


Exons 


12805. .13124 












Seq. No. 


42831 








Seq. ID 


OJ000350_45.0407.C5 


Gene No. 


89394 








Strand 


+ 


Start 


13126 








End 


18206 


Name 


OJ000350 45. 


0407 


.C5,o5. 


gs 


Method 


GENSCAN 


Start 


13126 








End 


18206 


GI 


none 








Score 


.54 



43326 



Exons 



13126. .14166, 14382. .14720, 14817 14868, 16010 .. 16089, 
16198. .16270, 16348. .16868, 17049 .. 17068 , 174 67 ., 17560, 
18000. .18206 



Seq. No. 42831 

Gene No. 8 9394 

Start 13126 

Name OJ000350_45 . 0407 . C5 . o4 . gp 

Start 13500 

GI none 

Exons 13500. .13750 



Seq. ID OJ000350_45.0407.C5 

Strand + 

End 18206 

Method AAT/GAP 

End 13750 

Score 490 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ000350_45.0407.C5 
Strand + 
End 18206 
Method AAT/NAP 
End 16589 
Score 1195 
14563. .14720, 14817 .. 14868, 
16348. .16589 

{AF104258) putative copper-inducible 35.6 kOa protein [Festuca 
rubra] 



42831 
89394 
13126 

OJ000350_45.0407.C5.o3.np 

14045 

4039155 

14045. .14289, 14382 .. 14 472, 
16010. .16089, 16177. .16270, 



OJ000350_ 
+ 

18206 
AAT/GAP 
16796 
869 



45. 0407. C5 



42831 Seq. ID 

8 9394 Strand 

13126 End 

OJ000350_45 . 0407 . C5 . o5 . gp Method 

16338 End 

LIB3434-044-P1-K1-H8 Score 
16338. .16796 

M039155 2.0e-29 (AF104258) 
protein [Festuca rubra] ' 

42831 Seq. ID 

89395 Strand 
1 End 
OJ000350_45 . 0407 . C5 . ol . gp Method 
1 End 
3338_1.R1084 Score 
1..409, 1379. .1673 

•2132068/pir I IS67033 l.Oe-50 hypothetical protein YOR145c - 
yeast (Saccharomyces cerevisiae) >gi_1293706 (U55020) 03513p 
[Saccharomyces cerevisiae] >gi_1420368_emb_CAA9934 9_ (Z75053) 
ORF 'YOR145C [Saccharomyces cerevisiae] ' 



putative copper-inducible 35.6 kDa 



OJ000350_45.0407.C5 

1673 
AAT/GAP 
1673 
1182 



42831 
89395 
1 

OJ000350_45.0407.C5.ol.np 
1 

7295605 
1..409, 1379. .1669 

(AE003571) CG11738 gene product [Drosophila melanogaster] 



Seq. ID OJ000350_45.0407.C5 
Strand 

End 1673 

Method AAT/NAP 

End 1669 

Score 594 



42831 
89395 
1 



Seq. ID 

Strand 

End 



OJ000350 45. 0407. C5 



1673 



43327 




Name 


OJOO635O 45.0407.C5.dl. 


gs 


Method 


GENSCAN • 




Start 


89 




End 


1639 . 




GI 


none 




Score 


.81 




Exons 


89. .409, 1379. .1639 










Seq. No. 


42831 




Seq. ID 


OJ000350_45.0407 


.C5 


Gene No. 


89396 




Strand 






Start 


1920 




End 


4851 




Name 


OJ000350 45.0407.C5.o2. 


gp 


Method 


AAT/GAP 




Start 


1920 




End 


2392 




GI 


none 




Score 


918 




Exons 


1920. .2392 










Seq. No. 


42831 




Seq. ID 


OJ000350_45.0407 


.C5 


Gene No. 


89396 




Strand 






Start 


1920 




End 


4851 




Name 


OJ000350 45.0407.C5.o2. 


gs 


Method 


GENSCAN 




Start 


2093 




End 


4851 




GI 


none 




Score 


.96 




Exons 


2093.. 2200, 3364.. 4464, 


4540. 


.4851 






Seq. No. 


42831 




Seq. ID 


OJ000350_45.0407 


.C5 


Gene No. 


89396 




Strand 






Start 


1920 




End 


4851 




Name 


OJ000350 45.0407.C5.o2. 


np 


Method 


AAT/NAP 




Start 


3358 




End 


4780 




GI 


6630737 




Score 


1253 




Exons 


3358.-4464, 4540. .4780 










GI Descrip. 


(AL132958) nodulin / glutamate-ammonia 


ligase-like protein 




[Arabidopsis thaliana] 










Seq. No. 


42831 




Seq. ID 


OJ000350_45.0407 


.C5 


Gene No. 


89397 




Strand 






Start 


18904 




End 


19437 




Name 


OJ000350 45. 0407. C5. 06. 


gs 


Method 


GENSCAN 




Start 


18904 




End 


19437 




GI 


none 




Score 


.93 




Exons 


18904. .19437 










Seq. No. 


42831 




Seq. ID 


OJ000350_45.0407 


.C5 


Gene No. 


89398 ' 




Strand 






Start 


20097 




End 


20821 




Name 


OJ000350 45.0407.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


1619 




GI 


none 




Score 


505 




Exons 


2. .412, 42. .410, 1377.. 


1493, 


1379.. 1552, 1380.. 1619 




Seq. No. 


42831 




Seq. ID 


OJ000350_45.0407 


.C5 


Gene No. 


89398 




Strand 






Start 


20097 




End 


20821 




Name 


OJ000350 45.0407.C5.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


20 




End 


1547 




GI 


none 




Score 


327 




Exons 


20. .412, 42. .410, 1379. 


.1546, 


1383. .1547 




Seq. No. 


42831 




Seq. ID 


OJ000350_45.0407 


.C5 


Gene No. 


89398 




Strand 







43328 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



20097 End 

0 JO 0035 0_4 5.0407.C5.o3.tm Method 

3428 End 

none Score 



20821 

TBLASTX: Maize 

4218 

306 



3428. .3703, 3436. .3705, 3517. .3705, 3643. .3774, 3952. .3975, 
4018. .4218, 4033. .4119 

42831 Seq. ID OJ000350_45 . 0407 . C5 

89398 Strand 

20097 End 20821 

OJ000350_45 . 0407 . C5 . ol . tc Method TBLASTX : Cress 

3436 End 3945 

none Score 88 

3436.-3564, 3466. .3834, 3547, .3837, 3679. .3945 

42831 Seq. ID OJ000350_45 . 0407 . C5 

89398 Strand 

20097 End 20821 

OJ000350_45 . 0407 . C5 . o2 . ts Method TBLASTX : Soybean 

3607 End 4452 

none Score 94 

3607. .3789, 3722. .3784, 3802. .3942, 3808. .3936, 3949. .4299, 
3952.. 4452, 4114.. 4452 

42831 Seq. ID OJ000350_45 . 0407 . C5 

89398 Strand 

20097 End 20821 

OJ000350_45 . 04 07 . C5 . o3 . tc Method TBLASTX : Cress 

13849 End 14121 

none Score 168 

13849. .13989, 13893 .. 13988 , 14047. .14121 



42831 
89398 
20097 

OJ000350_4 5 . 04 07 . C5 . ol . tm 

14065 

none 

14065. .14298, 14065 .. 14283, 
14379. .14471, 14380 ,. 14463, 
14561. .14719, 14562. .14720, 
14778. .14876, 14810 .. 14869, 
16009. .16089, 16170. .16235, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 45. 0407. C5 



20821 

TBLASTX: Maize 
16236 
329 

14066. .14287, 14 160 .. 142 97, 
14388. .14471, 14 396 .. 14506, 
14564. .14722, 14566 .. 14721, 
14814. .14891, 16006. .16089, 
16171. .16236, 16173.. 16235 

Seq. ID OJ000350_45.0407.C5 
Strand 

End 20821 

Method TBLASTX : Soybean 

End 14876 

Score 39 



42831 
89398 
20097 

OJ000350_45.0407.C5.o3.ts 
14260 
none 

14260. .14283, 14385 14471, 14396 .. 14470, 14561 .. 14719, 
14562. .14720, 14 666 .. 14722, 14814. .14876 



42831 Seq. ID 

89398 Strand 

20097 End 

OJ000350 45.0407.C5.o2.tc Method 



OJ000350_45.0407.C5 
20821 

TBLASTX: Cress 



43329 



start 


14385 


End 


14873 




GI 


none 


Score 


104 




Exons 


14385. .14471, 14561 14716, 


14562. .14720, 14814. .14873 




Seq. No. 


42831 


Seq. ID 


OJ000350_45.0407 


.C5 


Gene No. 


89398 


Strand 






Start 


20097 


End 


20821 




Name 


OJ000350 45.0407,C5.o4.ts 


Method 


TBLASTX : Soybean 




Start 


16536 


End 


16931 




GI 


none 


Score 


36 




Exons 


16536. .16598, 16689 .. 16799, 


16706. .16774, 16794 .. 16844 , 






16806. .16853, 16848 .. 16931 , 


16856. .16927 




Seq. No. 


42831 


Seq. ID 


OJ000350_45.0407 


.C5 


Gene No. 


89398 


Strand 






Start 


20097 


End 


20821 




Name 


OJ000350 45.0407.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


16716 


End 


16943 




GI 


none 


Score 


95 




Exons 


16716. .16787, 16720 .. 16788 , 


16721. .16777, 16785 .. 1694 3, 






16792. .16941, 16793 16942 , 


16794. .16943 




Seq. No. 


42831 


Seq. ID 


OJ000350_45.0407 


.C5 


Gene No . 


89398 


Strand 






Start 


20097 


End 


20821 




Name 


OJ000350 45.0407.C5.o7.gs 


Method 


GENSCAN 




Start 


20097 


End 


20821 




GI 


none 


Score 


.49 




Exons 


20097. .20169, 20736.. 20821 








Seq. No. 


42832 


Seq. ID 


OJ000350_45.0407 


.C6 


Gene No. 


89399 


Strand 


+ 




Start 


1 


End 


4481 




Name 


OJ000350 45.0407.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1414 




GI 


4415938 


Score 


284 




Exons 


1..93, 173. .245, 432. .602, 


1128. .1198, 


1316. .1414 




GI Descrip. 


(AC006418) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


42832 


Seq. ID 


OJ000350_45.0407 


.C6 


Gene No. 


89399 


Strand 


+ 




Start 


1 


End 


4481 




Name 


OJ000350 45.0407.C6.ol.gp 


Method 


AAT/GAP 




Start 


45 


End 


591 




GI 


2311460 


Score 


294 




Exons 


45. .93, 173. .230, 347. .379, 


497. .591 






Seq. No. 


42832 


Seq. ID 


OJ000350_45.0407 


.C6 


Gene No. 


89399 


Strand 


+ 




Start 


1 


End 


4481 




Name 


OJ000350 45.0407.C6.ol.gs 


Method 


GENSCAN 




Start 


173 


End 


4481 




GI 


none 


Score 


.47 




Exons 


173. .230, 497. .592, 1031. .1198, 1440.. 


1467, 1660. .1792, 






3299. .3400, 3971. .4273, -4397. .4481 






Seq. No. 


42832 


Seq. ID 


OJ000350_45.0407 


.C6 



43330 




Gene No. 


89400 










strand 


+ 


Start 


5657 










End 


5977 


Name 


OJ000350 45. 


0407 


.C6 


.o4 


gp 


Method 


AAT/GAP 


Start 


5657 










End 


5977 


GI 


none 










Score 


515 


Exons 


5657. .5977 














Seq. No. 


42832 










Seq. ID 


OJ000350_45.0407.C6 


Gene No. 


89401 










Strand 




Start 


2165 










End 


2448 


Name 


OJ000350 45. 


0407 


.C6 


.o2 


gp 


Method 


AAT/GAP 


Start 


2165 










End 


2448 


GI 


none 










Score 


564 


Exons 


2165. .2448 















Seq. No. 42832 Seq. ID 

Gene No. 89402 Strand 

Start 4223 End 

Name OJ000350_45 . 0407 . 06 . o3 . gp Method 

Start 4223 End 

GI 2312719 Score 

Exons 4223.. 4483, 4578.. 4666 



OJ000350_45.0407.C6 

4666 
AAT/GAP 
4666 
575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42832 Seq. ID 

89403 Strand 

5977 End 

OJ000350__45 . 0407 . 06 . o2 . gs Method 

5977 End 

none Score 



OJ000350_45.0407.C6 

7860 
GENSCAN 
7742 
.98 



5977. .6171, 6345. .6391, 6489. .6576, 6674. .6755, 6860. .7016, 
7097. .7179, 7320. .7551, 7628. .7742 



42832 Seq. ID 

89403 Strand 
5977 End 
OJ000350_4 5 . 04 07 . 06 . o2 . np Method 
5983 ' End 

7487174 Score 
5983. .6171, 6345. .6391, 6489. .6576, 6674. 
7097.. 7179, 7320.. 7551, 7628.. 7742 

hypothetical protein T19F6.40 - Arabidopsis thaliana 
gi|2262111|gb|AAB63619.1| (AO002343) ribitol dehydrogenase 
isolog [Arabidopsis thaliana] gi | 5668633 | emb | OAB51648 . 1 1 
(AL109619) putative protein [Arabidopsis thaliana] 
gi I 7269254 I emb I CAB81323.il (AL161560) putative protein 
[Arabidopsis thaliana] 



OJ000350_45.0407.C6 

7860 
AAT/NAP 
7742 
883 

,6755, 6860. .7016, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 45. 0407. 06 



42832 
89403 
5977 

OJ000350_45 . 0407 . 06 . o5 . gp 
7603 

uC-osflM202051d09bl 
7603.. 7860 

'5734616/dbj IAP000391. 1 IAP000391 l.Oe-09 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538O01 * 



7860 
AAT/GAP 
7860 
421 



43331 



# • 



Seq. No. 


42832 








Seq. ID 


OJ0a0350_45. 0407.06 


Gene No, 


89404 








Strand 




Start 


8134 








End 


8579 


Name 


OJ000350 45. 


0407. 


C6.o6. 


gp 


Method 


AAT/GAP 


Start 


8134 








End 


8579 


GI 


59956 1.R1084 






Score 


853 


Exons 


8134. .8579 












GI Descrip. 


'5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 




japonica BAG clone 34K24, complete sequence* 


Seq. No. 


42832 








Seq. ID 


OJ000350__45.0407.C6 


Gene No. 


89405 








Strand 




Start 


9000 








End 


9591 


Name 


OJ000350_45. 


0407 . 


06. o2. 


tc 


Method 


TBLASTX:Oress 


Start 


1021 








End 


1420 


GI 


none 








Score 


160 


Exons 


1021. .1200, 


1034 . 


. 1201, 


1315. 


.1419, 1316.. 1420 


Seq. No. 


42832 








Seq. ID 


OJ000350_45.0407.C6 


Gene No. 


89405 








Strand 




Start 


9000 








End 


9591 


Name 


OJ000350 45. 


0407. 


06. o3. 


tc 


Method 


TBLASTX: Cress 


Start 


5992 








End 


6751 


GI 


none 








Score 


116 


Exons 


5992. .6174, 


6029. 


. 6172, 


6490. 


.6579, 6491. .6574, 6674. .6751, 




6690. .6749 












Seq. No. 


42832 








Seq. ID 


OJ000350_45.0407.C6 


Gene No. 


89405 








Strand 




Start 


9000 








End 


9591 


Name 


OJ000350_45. 


0407. 


06. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6106 








End 


7158 


GI 


none 








Score 


84 


Exons 


6106. .6174, 


6107. 


.6172, 


6137. 


.6175, 6156.. 6182, 6239. .6262, 




6343. . 6393, 


6344 . 


. 6391, 


6346. 


.6393, 6490. .6579, 6491. .6580, 




6512 . . 6595, 


6522. 


. 6596, 


6673. 


.6756, 6673. .6750, 6674. .6751, 




6859. .7023, 


6860. 


.7024, 


7089. 


.7157, 7096. .7158 


Seq. No. 


42832 








Seq. ID 


OJ000350_45.0407.C6 


Gene No. 


89405 








Strand 




Start 


9000 








End 


9591 


Name 


OJ000350 45. 


0407. 


06. ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7317 








End 


7745 


GI 


none 








Score 


202 


Exons 


7317. .7553, 


7319: 


.7552, 


7624. 


.7659, 7665.-7745, 7666. .7722 


Seq. No. 


42832 








Seq. ID 


OJ000350_45.0407.C6 


Gene No. 


89405 








Strand 




Start 


9000 








End 


9591 


Name 


OJ000350 45. 


0407. 


06. ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7317 








End 


7742 


GI 


none 








Score 


128 


Exons 


7317. .7553, 


7319. 


.7552, 


7656. 


.7742, 7666.-7725 


Seq. No. 


42832 








Seq. ID 


OJ000350_45.0407.O6 


Gene No. 


89405 








Strand 




Start 


9000 








End 


9591 



43332 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_4 5 . 04 07 . C6 . o2 . tm Method TBLASTX : Mai ze 
7448 End 7742 

none Score 142 

7448. .7552, 7449. .7553, 7623. .7742, 7624. .7725 



42832 
89405 
9000 

OJ000350_45.0407.C6.o7.gp 

9000 

none 

9000. .9591 

42833 
89406 
2997 

OJ000350_45.0407.C14.o2.gs 

2997 

none 

2997. .4179, 4259. .6258 



Seq. ID OJ000350_45.0407.C6 

Strand ■ - 

End " 9591 

Method AAT/GAP 

End 9591 

Score 1128 



Seq. ID OJ000350_45.0407.C14 

Strand + 

End 6258 

Method GENSCAN 

End 6258 

Score .74 



42833 
89406 
2997 

OJ000350_45.0407.C14.o2.np 
2997 
5803259 
2997. .4258, 4356. .6255 

{AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ000350_45.0407.C14 
Strand + 

6258 
AAT/NAP 
6255 
5188 



End 

Method 

End 

Score 



42833 
89407 
1 

OJ000350_45.0407.C14 .ol.np 
1 

6815062 



Seq. ID OJ000350_45.0407.C14 
Strand 

End 4001 

Method AAT/NAP 

End 4001 

Score 889 



1..331, 417. .1270, 3974. .4001 

{AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



42833 
89407 
1 

OJ000350_45.0407.C14 .ol.gs 
8 

none 



Seq. ID OJ000350_45.0407.C14 
Strand 

End 4001 

Method GENSCAN 

End 1851 

Score .88 



8. .17, 123. .331, 417. .1274, 1361. .1531, 1765. .1851 



Seq. ID OJ000350_45.0407.C14 
Strand 

End 6727 

Method AAT/GAP 

End 6727 

Score 838 



42833 
89408 
6266 

OJ000350_45.0407 .C14.ol.gp 
6266 
2428323 
6266. .6727 

5803242/dbj IAP000399.1 I AP000399 O.Oe+00 Oryza sativa genomic 



43333 




DNA, chromosome 6, clone: P0535G04 



Seq. No. 


42833 




Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 




Strand 


- 




Start 


6891 




End 


10574 




Name 


OJ000350 45.0407.C14.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


122 




End 


331 




GI 


none 




Score 


103 




Exons 


122. .331, 123. .275 










Seq. No. 


42833 




Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 




Strand 






Start 


6891 




End 


10574 




Name 


OJ000350 45.0407, C14,o2. 


tm 


Method 


TBLASTX: Maize 




Start 


570 




End 


1074 




GI 


none 




Score 


209 




Exons 


570. .908, 574. .879, 654. 


.908, 


939.. 1073, 949.. 1074 




Seq. No. 


42833 ' 




Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 




Strand 






Start 


6891 




End 


10574 




Name 


OJ000350 45,0407,C14.o3. 


gs 


Method 


GENSCAN 




Start 


6891 




End 


10556 




GI 


none 




Score 


1 




Exons 


6891. .10556 










Seq. No. 


42833 




Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 




Strand 






Start 


6891 




End 


10574 




Name 


OJ000350 45,0407.C14.o3. 


np 


Method 


AAT/NAP 




Start 


6894 




End 


10574 




GI 


7228457 




Score 


5685 




Exons 


6894, .8444, 8511. .9662, 


9785. 


.10574 






GI Descrip, 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


42833 




Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 




Strand 






Start 


6891 




End 


10574 




Name 


OJ000350 45.0407,C14,o6. 


tm 


Method 


TBLASTX: Maize 




Start 


6894 




End 


7034 




GI 


none 




Score 


117 




Exons 


6894.. 7034, 6895.. 7029 










Seq. No, 


42833 




Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 




Strand 






Start 


6891 




End 


10574 




Name 


OJ000350 45.0407.C14.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6903 




End 


7505 




GI 


none 




Score 


81 




Exons 


6903.. 7028, 6907.. 7029, 


7195. 


.7365, 7221. .7505, 7222. .7365, 




7402.. 7500, 7430.. 7501 










Seq. No. 


42833 




Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 




Strand 






Start 


6891 




End 


10574 





43334 



Name 


OJ000350 45. 


0407 


.C14.03. 


tw 


Method 


TBLASTX: Wheat 




Start 


7506 








End 


7887 




GI 


none 








Score 


163 




Exons 


7506. .7886, 


7537 


. .7782, 


7831. 


.7887 






Seq. No. 


42833 








Seq. ID 


OJ000350_45.0407 


.014 


Gene No. 


89409 








Strand 






Start 


6891 








End 


10574 




Name 


OJ000350 45. 


0407 


.014 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


7701 








End 


8024 




GI 


none 








Score 


182 




Exons 


7701. .8024, 


7714 


. .7995 










Seq. No. 


42833 








Seq. ID 


OJ000350_45.0407 


.014 


Gene No. 


89409 








Strand 






Start 


6891 








End 


10574 




Name 


OJ000350 45. 


0407 


.014. o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


8217 








End 


8529 




GI 


none 








Score 


67 




Exons 


8217. .8477, 


8353 


. .8529 










Seq. No. 


42833 








Seq. ID 


OJ000350_45.0407 


.014 


Gene No. 


89409 








Strand 






Start 


6891 








End 


10574 




Name 


OJ000350 45. 


0407 


.014.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


8277 








End 


8843 




GI 


5666795 








Score 


68 




Exons 


8277. .8477, 


8532 


. .8669, 


8745. 


.8843 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea mays] 




Seq. No. 


42833 








Seq. ID 


OJ000350_45.0407 


.014 


Gene No. 


89409 








Strand 






Start 


6891 








End 


10574 




Name 


OJ000350 45. 


0407 


.014.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


8532 








End 


8966 




GI 


none 








Score 


85 




Exons 


8532. .8681, 


8533 


. .8670, 


8535. 


.8672, 8715. .8966, 8722. .8901, 




8769. .8951 














Seq. No. 


42833 








Seq. ID 


OJ000350_45.0407 


.014 


Gene No. 


89409 








Strand 






Start 


6891 








End 


10574 




Name 


OJ000350 45. 


0407 


.014.01. 


ts 


Method 


TBLASTX: Soybean 




Start ■ 


9591 








End 


9962 




GI 


none 








Score 


90 




Exons 


9591. . 9962, 


9802 


. .9945 










Seq. No. 


42833 








Seq. ID 


OJ000350_45.0407 


.014 


Gene No, 


89409 








Strand 






Start 


6891 








End 


10574 




Name 


OJ000350 45. 


0407 


.014.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


9621 








End 


10041 




GI 


none 








Score 


307 




Exons 


9621. .10040, 


9628. .10041 








Seq. No. 


42833 








Seq. ID 


OJ000350_45.0407 


.014 


Gene No. 


89409 








Strand 







43335 



start 


6891 


End 


10574 




Name 


OJ000350 45.0407.C14.o3.tm 


Method 


TBLASTX: Maize 




Start 


.9714 ~ 


End 


10098 




GI 


none 


Score 


231 




Exons 


9714. .10097, 9733. .10098 








Seq. No. 


42833 


Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 


Strand 






Start 


6891 


End 


10574 




Name 


OJ000350 45.0407.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


10125 


End 


10481 




GI 


none 


Score, 


116 




Exons 


10125. .10430, 10125. .10481, 


10135. .10446 




Seq. No. 


42833 


Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 


Strand 






Start 


6891 


End 


10574 




Name 


OJ000350 45.0407.C14 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


10149 ~ 


End 


10574 




GI 


none 


Score 


214 




Exons 


10149. .10574, 10155. .10571, 


10156. .10572 




Seq. No. 


42833 


Seq. ID 


OJ000350_45.0407 


.C14 


Gene No. 


89409 


Strand 






Start 


6891 


End 


10574 




Name 


OJ000350 45.0407.C14.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10206 ~ 


End 


10571 




GI 


none 


Score 


114 




Exons 


10206. .10340, 10347. .10571 








Seq. No. 


42834 


Seq. ID 


OJ000350_45.0407 


.C15 


Gene No . 


89410 


Strand 


+ 




Start 


2538 


End 


5085 




Name 


OJ000350 45.0407.C15.o2.np 


Method 


AAT/NAP 




Start 


2538 


End 


5085 




GI 


5922623 


Score 


174 




Exons 


2538. .2622, 2998. .3150, 3318. .3392, 5014. .5085 




GI Descrip. 


{AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 l.dbj IBAA85199.1 1 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


42834 


Seq. ID 


OJ000350_45.0407 


.C15 


Gene No. 


89411 


Strand 


+ 




Start ^ 


5740 


End 


5902 




Name 


OJ000350 45.0407.C15.o4.np 


Method 


AAT/NAP 




Start 


5740 


End 


5902 




GI 


7340920 


Score 


109 




Exons 


5740. .5902 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42834 


Seq. ID 


OJ000350_45.0407 


.C15 


Gene No. 


89412 


Strand 


+ 




Start 


6916 


End 


7599 




Name 


OJ000350 45.0407.C15.o2.gs 


Method 


GENSCAN 




Start 


6916 


End 


7599 




GI 


none 


Score 


.57 




Exons 


6916.. 7155, 7435.-7599 









43336 




Seq. No. 


42834 


Seq. ID 


OJ000350 45.04u7.Clo 


Gene No. 


89413 


Strand 


+ 


Start 


10056 


End 


11627 


Name 


OJ000350 45.0407.C15.o3.gs 


Method 


GENSCAN 


Start 


10056 


End 


11627 


GI 


none 


Score 


.89 


Exons 


10056. .11627 






Seq. No. 


42834 


Seq. ID 


OJ000350_45 . 04 07 . CIS 


Gene No. 


89413 


Strand 


+ 


Start 


10056 


End 


11627 


Name 


OJ000350 45.0407.C15.o5.np 


Method 


AAT/NAP 


Start 


10170 


End 


11579 


GI 


4415942 


Score 


873 


Exons 


10170. .11362, 11404.. 11579 






GI Descrip. 


(AC006418) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42834 


Seq. ID 


OJ000350_4 5.'04 07.C15 


Gene No. 


89414 


Strand 


+ 


Start 


11577 


End 


11895 


Name 


OJ000350 45.0407.C15.ol.gp 


Method 


AAT/GAP 


Start 


11577 


End 


11895 


GI 


4716437 


Score 


593 


Exons 


11577. .11895 






Seq. No. 


42834 


Seq. ID 


OJ000350_45.0407.C15 


Gene No. 


89415 


Strand 


+ 


Start 


26263 


End 


29102 


Name 


OJ000350 45.0407.C15.o5.gs 


Method 


GENSCAN 


Start 


26263 


End 


29093 


GI 


none 


Score 


.69 


Exons 


26263. .26403, 26485 .. 26676, 


26694. .26843, 26889 .. 26924, 




26963. .27038, 27149 .. 27275, 


28907. .29093 


Seq. No. 


42834 


Seq. ID 


OJ000350_45.0407.C15 


Gene No. 


89415 


Strand 


+ 


Start 


26263 


End 


29102 


Name 


OJ000350 45.0407.C15.o3.gp 


Method 


AAT/GAP 


Start 


26607 


End 


27225 


GI 


40851 1.R1084 


Score 


718 


Exons 


26607. .26843, 26963 .. 27038 , 


27149. .27225 


GI Descrip. 


M895215/gb|AAD32801.1 |AC007660_2 l.Oe 


-15 (AC007660) putati^ 




l-phosphatidylinositol-4 , 5-biphosphate 


phosphodiesterase 




[Arabidopsis thaliana] ' 






Seq. No. 


42834 


Seq. ID 


OJ000350_45,0407.C15 


Gene No. 


89415 


Strand 


+ 


Start 


26263 


End 


29102 


Name 


OJ000350 45.0407.C15.o7.np 


Method 


AAT/NAP 


Start 


26730 


End 


29102 


GI 


4895215 


Score 


350 


Exons 


26730. .26843, 26963 .. 27038 , 


27149. .27275, 28907.. 29102 


GI Descrip. 


(AC007660) putative translation initiation factor [Arabidop. 




thaliana] 






Seq. No. 


42834 


Seq. ID 


OJ000350_45.0407.C15 



43337 



Gene No . 


89416 


Strand 




Start 


1 


End 


5849 


Name 


OJ000350 45.0407.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2460 


GI 


7228457 


Score 


3724 


Exons 


1..33, 97. .2032, 2094. .2460 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy— Ty3 type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 






Seq. No. 


42834 


Seq. ID 


OJ000350 45.0407.C15 


Gene No. 


89416 


Strand 




Start 


1 


End 


5849 


Name 


OJ000350 45.0407.C15.ol.gs 


Method 


GENSCAN 


Start 


34 


End 


5849 


GI 


none 


Score 


. 79 


Exons 


34. .2478, 2535. .2741, 3661. .3751, 3940 


. .4636, 4806, .4922, 




5513. .5849 






Seq. No. 


42834 


Seq. ID 


OJ000350_45.0407.C15 


Gene No. 


89417 


Strand 




Start 


14457 


End 


26652 


Name 


OJ000350 45.0407.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


676 


GI 


none 


Score 


60 


Exons 


1..102, 7. .102, 190. .675, 217 


..411, 221. .481, 503. .676 


Seq. No. 


42834 


Seq. ID 


OJ000350_45,0407.C15 


Gene No. 


89417 


Strand 




Start 


14457 


End 


26652 


Name 


OJ000350 45.0407.C15.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1414 


End 


1966 


GI 


none 


Score 


96 


Exons 


1414.. 16.71, 1448. .1687, 1654. 


.1752, 1655. .1747, 1759. .1806, 




1931.. 1966 






Seq. No. 


^2834 


Seq. ID 


OJ000350_45.0407.C15 


Gene No. 


89417 


Strand 




Start 


14457 


End 


26652 


Name 


OJ000350 45.0407.C15.o7.tm 


Method 


TBLASTX: Maize 


Start 


1516 


End 


1801 


GI 


none 


Score 


107 


Exons 


1516. .1764, 1517. .1801 







Seq. No. 42834 Seq. ID 

Gene No. 89417 Strand 

Start 14457 End 

Name OJ000350_45 . 0407 . C15 . ol . tm Method 

Start 10133 End 

GI none Score 

Exons 10133. .10252, 10149 10253, 10257 10364 , 10257 

10371. .10442, 10371. .10436, 10372 104 97, 10385 

10449. .10571, 10462. .10572, 10500 .. 10604 , 10534 
10587.. 10643 



OJ000350 45.0407.C15 



26652 

TBLASTX: Maize 
10643 
165 



.10319, 
.10438, 
.10587, 



Seq. No, 
Gene No. 



42834 
89417 



Seq. ID 
Strand 



OJ000350 45.0407,015 



43338 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



14457 End 

OJ000350_45 . 0407 . C15 . o3 . tw Method 

10133 End 

none Score 



26652 

TBLASTX: Wheat 

10409 

162 



10133. .10252, 10149. .10253, 10239 .. 10319, 10257 .. 10364 , 
10355. .10408, 10371.. 10409 



42834 
89417 
14457 

OJ000350_45.0407 .C15.ol.ts 
10377 



none 
10377. 
10776. 
11186. 



10442, 
10865, 
11299 



10500. .10532, 
10866. .10937, 



42834 
89417 
14457 

OJ000350_45.0407.C15.o5.tm 

10737 

none 

10737. .10832, 10775 .. 10828 , 
10944. .11012, 10980.. 11012 

42834 
89417 
14457 

OJ000350_45.0407.C15.o2.tc 

10983 

none 

10983. .11309 

42834 
89417 
14457 

OJ000350_45 . 0407 ; C15 . o2 . tm 

11015 

none 

11015. .11116, 11016. .11228, 
11217. .11273 

42834 
89417 
14457 

OJ000350_45 . 0407 . C15 . o4 . gs 
14457 
none 
14457. 
17453. 
20402. 



14482, 16293. 
17504, 18546. 
20519, 21454. 



,16348, 
,18640, 
.21519, 



24316. .24531 

42834 
89417 
14457 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10605 

10980 



OJ000350 45.0407.C15 



2665.2 

TBLASTX : Soybean 
11309 
63 

10865, 10613. .10696, 
11309, 10988. .11113, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_45.0407.C15 
26652 

TBLASTX: Maize 

11012 - 

141 



10836. .10940, 10848. .1094 6, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_45.0407.C15 
26652 

TBLASTX: Cress 

11309 

333 



OJ000350_45.0407.C15 
26652 

TBLASTX: Maize 

11273 

323 



11183. .11218, 11216. .11272, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17131 

18824 



OJ000350 45.0407.C15 



26652 
GENSCAN 
24531 
.69 

17195, 17338. .17378, 
18957, 19723. .19744, 



21893. .21961, 23277 .. 23387 , 



Seq. ID 

Strand 

End 



OJ000350 45.0407.C15 



26652 



43339 



Name' 

Start 

GI 

Exons 



OJ000350_45.04 

15863 

none 

15863. .15934, 
17131. .17211, 
17610. .17711, 
18408. .18455, 
18545. .18646, 
18838. .18960, 
19472. .19723, 
20646. .20717, 



07.C15.o6. tm 



15966,, 
17454. 
18240. , 
18408. , 
18810. , 
19457. , 
20396. , 
20650. , 



16040, 
17540, 
18299, 
18455, 
18959, 
19735, 
20521, 
20718 



Method TBLASTX : Mai ze 

End 20718 

Score 67 
16288. .16359, 17130 .. 17195, 
17455. .17505, 17608 .. 17712, 
18240. .18299, 18244 18333, 
18543. .18644, 18544 18654 , 
18822. .18908, 18823 18909, 
19461. .19664, 19471 .. 19719, 
20426. .20518, 2064 6 .. 20717 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42834 
89417 
14457 

OJ000350_45.0407.C15.o6.np 
17595 
7486904 
17595. .17703, 
20433. .20519, 
21893. .21961, 
23277. .23531, 



18546. .18640, 
20628. .20717, 
22421. .22502, 
24316. .24459, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18824. .18941, 
21439. .21519, 



OJ000350 45.0407.C15 



26652 
AAT/NAP 
26652 
1436 

19462, 
21607, 
23063, 



.19695, 
.21798, 
.23206, 



22944. .22996, 
26596. .26652 

hypothetical protein T12H20.4 - Arabidopsis thaliana 
gi I 3600036 I gbl AAC35524.il (AF080119) contains similarity to 
protein kinase domains (Pfam: pkinase.hmm, score: 227.04) 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42834 Seq. ID 

89417 Strand 

14457 End 

OJ000350_4 5.0407. C15 . o3 . ts Method 

20643 End 

none Score 



OJ000350_45.0407.C15 
26652 

TBLASTX : Soybean 

21966 

83 



20643. .20717, 20650. .20718, 21457 .. 2148 6, 21464 .. 21514 , 
21482. .21514, 21607 21780, 21608 .. 21778 , 21608 .. 217 90, 
21861. .21965, 21893, . 21952, 21898 .. 21966, 21898.. 21963 



45,0407,C15,o3,tm 



Seq. No. 42834 
Gene No. 89417 
Start 14457 
Name OJ000350_ 
Start 21625 
GI none 

Exons 21625. .21780, 21626. .21778, 

21893. .21964, 21893 .. 21952, 

22415. .22507, 22422 .. 22505, 

22950. .22988, 23080 .. 23139, 

23274. .23381, 23277 ., 23384 , 



Seq. ID OJ000350_45.0407.C15 
Strand 

End 26652 

Method TBLASTX : Mai ze 

End 23385 

Score 201 
21626, ,21790, 21627 ,. 21779, 
21897. ,21962, 21898 .. 21963, 
22943. .22987, 22945 .. 2298 9, 
23081. .23212, 23082 .. 23207 , 
23299. .23385 



Seq. No. 42834 Seq. ID 

Gene No. 8 9417 Strand 

Start 14457 End 

Name 0 J000350_4 5 . 04 07 . C15 . ol . tc Method 

Start 21908 End 

GI none Score 

Exons 21908. .21952, 224 15 .. 22501, 22422, 

22944. .22988, 22949. . 22990, 22949, 



OJ000350_45,0407.C15 
26652 

TBLASTX: Cress 

23417 

100 



.22505, 
.22987, 



22422, 
23070, 



.22517, 
.23207, 



43340 



23081. .23209, 23081 23212 , 23275 234 09, 23277 234 17, 
23290. .23412 



Seq. No. 


42834 




Seq. ID 


OJ000350_45.0407 


.015 


Gene No. 


89417 




Strand 






Start 


14457 




End 


26652 




Name 


OJ000350 45.0407. C15 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


23084 




End 


24441 




GI 


none 




Score 


125 




Exons 


23084. .23212, 23085. 


.23207, 


23277. .23531, 23277 23531, 






23293. .23532, 23293. 


.23532, 


24316. .24441, 24316. .24441 




Seq. No. 


42834 




Seq. ID 


OJ000350_45.0407 


-C15 


Gene No. 


89417 




Strand 






Start 


14457 




End 


26652 




Name 


OJ000350 45.0407.C15 


. o2 . gp 


Method 


AAT/GAP 




Start 


24435 




End 


24660 




GI 


none 




Score 


408 




Exons 


24435. .24660 










Seq. No. 


42834 




Seq. ID 


OJ000350_45.0407 


-C15 


Gene No. 


89418 




Strand 






Start 


26729 




End 


27208 




Name 


OJ000350 45.0407.C15 


. o4 . tm 


Method 


TBLASTX:Maize 




Start 


26729 




End 


27208 




GI 


none 




Score 


78 




Exons 


26729. .26806, 26730. 


.26777, 


26744. .26845, 2 6775 .. 2684 6, 






26775.-26855, 26960. 


.27037, 


26961. .27035, 2 6962 .. 27039, 






26963. .27046, 27147. 


.27206, 


27148. .27207, 27149. .27208 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42835 Seq. ID 

89419 Strand 

1 End 

OJ000350_4 5 . 0 4 07 . CI 6 . ol . np Method 

1 End 

4314358 Score 



OJ000350_4 5.0407.C16 

1378 
AAT/NAP 
1378 
986 



1..74, 186. .312, 623. .838, 92.6. .1087, 1168. .1378 

{AC006340) putative kinesin heavy chain [Arabidopsis thaliana] 



42835 
89419 
1 

OJ000350_4 5 . 04 07 . CI 6 . o2 . tm 
2 

none 

2. .88, 2. 
506. .547 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_45.0407.C16 
1378 

TBLASTX: Maize 

547 

65 



.73, 3. .74, 148. .369, 188. .352, 189. .353, 505. .546, 



Seq. No. 42835 Seq. ID 

Gene No. 89419 Strand 

Start 1 End 

Name OJ000350_4 5 . 0407 . C16 . ol . tc Method 

Start 163 End 

GI none Score 
Exons 



OJ000350_45.0407-C16 
1378 

TBLASTX: Cress 

1378 

69 



163. .351, 180. .353, 505. .546, 506. .547, 622. .840, 623. .769, 
913. .1089, 1161. .1322, 1191. .1313, 1310. .1378, 1329. .1367 



43341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42835 
89419 
1 

OJ000350_45.0407.C16.ol.gs 

186 

none 



Seq.' ID OJ000350_45.0407.C16 
Strand 

End 1378 

Method GENSCAN 

End 1087 

Score .86 



186. .349, 507. .544, 623. .838, 926. .1087 



42835 
89419 
1 

OJ000350_45.0407.C16.o2.ts 

288 

none 



Seq. ID OJ000350_45.0407.C16 
Strand 

End 1378 

Method TBLASTX : Soybean 

End 840 

Score 145 



288. .-353,- 505. .546, 609. .761, 622. .840, 623. .769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42835 
89419 
1 

OJ000350_45.0407.C16.ol.tm 
625 
none 

625. .840, 629. .790, 913. .1089, 917. .1090, 1167, .1322, 
1191, .1367, 1202. .1366, 1313. .1378, 1314. ,1373 



Seq. ID OJ000350_45.0407.C16 
Strand 

End 1378 

Method TBLASTX: Maize 

End 1378 

Score 173 



42835 
89419 
1 

OJ000350_45,0407.C16.ol.ts 

949 

none 



Seq. ID OJ000350_45.0407.C16 
Strand 

End 1378 

Method TBLASTX : Soybean 

End 1345 

Score 140 



949. .1089, 953. .1090, 1161. .1322, 1197. .1322, 1313. .1345 



42836 
89420 
5314 

OJ000350_45 . 0407 . C17 . o2 . gs 

5314 

none 

5314. .5472 



Seq. ID OJ000350_45.0407.C17 

Strand + 

End 5472 

Method GENSCAN 

End 5472 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42836 
89421 
i 

OJ000350_45.0407.C17.ol.np 
1 

4314358 



Seq. ID OJ000350_45.0407,C17 
Strand 

3524 
AAT/NAP 
3165 
798 



End- 
Method 
End 
Score 

1..136, 250. .336, 420. .519, 615. .724, 806, .978, 1044. .1125, 
1208. .1372, 1466. .1768, 3073. .3165 

(AC006340) putative kinesin heavy chain [Arabidopsis thaliana] 



42836 
89421 
1 

OJ000350_45.0407.C17.ol.gs 
20 

none 



Seq. ID OJ000350_45.0407.C17 
Strand 

End 3524 

Method GENSCAN 

End 3524 

Score .82 



43342 




Exons 


20. .136, 250. .336, 420. .519, 


615. .724, 


806. .983, 1055. .1128 




1208.. 1379, 1452.. 1768, 2614 


..2866, 3092. .3245, 3517. .3524 


Seq. No. 


42836 


Seq. ID 


OJ000350_45.0407. 


C17 


Gene No. 


89422 


Strand 






Start 


5630 


End 


7111 




Name 


OJ000350 45.0407.C17.o2.np 


Method 


AAT/NAP 




Start 


5630 


End 


6701 




GI 


4773907 


Score 


95 




Exons 


5630.. 5732, 6526.. 6701 








GI Descrip. 


(AF074021) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42836 


Seq. ID 


OJ000350_45.0407. 


/ 


Gene No. 


89422 


Strand 






Start 


5630 


End 


7111 




Name 


OJ000350 45.0407.C17.o3.gs 


Method 


GENSCAN 




Start 


6518 


End 


7111 




GI 


none 


Score 


.98 




Exons 


6518. .7111 








Seq. No. 


42836 


Seq. ID 


OJ000350_45.0407. 


CI / 


Gene No. 


89423 


Strand 






Start 


10030 


End 


13372 




Name 


OJ000350 45.0407.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3 


End 


480 




GI 


none 


Score 


112 




Exons 


3. .152, 4. .138, 248. .337, 250. .348, 251. .337, 421. .480 




Seq. No. 


42836 


Seq. ID 


OJ000350_45.0407. 


C17 


Gene No. 


89423 


Strand 






Start 


10030 


End 


13372 




Name 


OJ000350 45.0407.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


6 


End 


481 




GI 


none 


Score 


149 




Exons 


6. .152, 16. .138, 248.-337, 248. .337, 250. .339, 421. .480, 






421. .480, 431. .481 








Seq. No. 


42836 


Seq. ID 


OJ0d0350_45.0407. 


Ci / 


Gene No. 


89423 


Strand 






Start 


10030 


End 


13372 




Name 


OJ000350 45.0407.C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


6506 


End 


6661 




GI 


none 


Score 


126 




Exons 


6506.. 6607, 6518.. 6661, 6609 


. .6659 






Seq. No. 


42836 


Seq. ID 


OJ000350_45.0407. 


C17 


Gene No. 


89423 


Strand 






Start 


10030 


End 


13372 




Name 


OJ000350 45.0407.C17.o4.gs 


Method 


GENSCAN 




Start 


10030 


End 


13220 




GI 


none 


Score 


.77 




Exons 


10030. .10141, 10553. .10736, 


11565. .11658, 11827. .11997, 






12135. .12254, 12650 .. 12685, 


13125.. 13220 




Seq. No. 


42836 


Seq. ID 


OJ000350_45.0407. 


C17 


Gene No. 


89423 


Strand 






Start 


10030 


End 


13372 





43343 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_45 . 0407 . C17 . ol . tc Method 
11539 End 
none Score 



TBLASTX: Cress 

11944 

120 



11539. .11667, 11552. .11668, 11821 .. 11943, 11825. .11944 



42836 
89423 
10030 

OJ000350_4 5.0407.C17.o3.tm 

11548 

none 



Seq. ID OJ000350_45.0407.C17 
Strand 

End 13372 

Method TBLASTX : Mai ze 

End 12204 

Score 114 



11548. .11664, 11552. .11659, 11821 .. 11994 , 11825 .. 11995, 
11825. .11998, 11826. .12017, 11827 .. 12018 , 12123 12203, 
12124.. 12204 



42836 
89423 
10030 

OJ000350_45.0407.C17.o2.ts 

11584 

none 



Seq. ID OJ000350_45.0407.C17 
Strand 

End 13372 

Method TBLASTX : Soybean 

End 12000 

Score 155 



11584. .11664, 11821. .11994, 11825 .. 11995, 11825 .. 11998 , 
11826. .11999, 11827. .12000 



Seq. ID OJ000350_45.0407.C17 
Strand 

End 13372 
Method AAT/GAP 
End 13372 
Score 643 

11936. .11997, 12135. .12254, 12650 .. 12685, 13125 .. 1324 1, 
13342. .13372 

'5803242/dbj IAP000399.1IAP000399 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0535G04 ' 



42836 
89423 
10030 

OJ000350_45.0407.C17.ol.gp 
11936 

LIB3434-003-P1-K1-C4 



Seq- No. 


42836 




Seq. ID 


OJ000350_45.0407 


.C17 


Gene No. 


89423 




Strand 






Start 


10030 




End 


13372 




Name 


OJ000350 45.0407.C17 


.o4 .tm 


Method 


TBLASTX: Maize 




Start 


12208 




End 


13372 




GI 


none 




Score 


67 




Exons 


12208. .12255, 13122. 


.13241, 


13127. .13243, 13132 .. 13266, 






13334. .13372, 13342. 


.13371 








Seq. No. 


42837 




Seq. ID 


OJ000350_45.0407 


.C18 


Gene No. 


89424 




Strand 






Start 


136 




End 


379 




Name 


OJ000350 45.0407.C18 


.ol.gs 


Method 


GENSCAN 




Start 


136 




End 


379 




GI 


none 




Score 


.76 




Exons 


136. .165, 329. .379 










Seq. No. 


42838 




Seq. ID 


OJ000350_44.0406 


.CI 


Gene No. 


89425 




Strand 


+ 




Start 


1 




End 


848 




Name 


OJ000350 44. 0406. CI. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


848 





43344 




GI 


6815104 


Score 


509 






Exons 


1..26, 435. .848 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42838 


Seq. ID 


OJ000350_ 


44.0406. 


CI 


Gene No. 


89426 


Strand 








Start 


607 


End 


714 






Name 


OJ000350_44 . 0406 . CI . ol . gs 


Method 


GENSCAN 






Start 


607 


End 


714 






GI 


none 


Score 


.43 






Exons 


607. .714 










Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No. 


89427 


Strand 


+ 






Start 


3010 


End 


7710 






Name 


OJ000350_44.0406.C2.o2.gp 


Method 


AAT/GAP 






Start 


2827 


End 


5366 






GI 


12693_1.R1084 


Score 


862 






Exons 


2827. .2867, 2986.. 3106, 5058 


. .5366 








GI Descrip. 


'4176420/dbj IBAA37167 | 2.0e- 


11 {AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 










Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No. 


89427 


Strand 


+ 






Start 


3010 


End 


7710 






Name 


OJ000350 44.0406.C2.o2.gs 


Method 


GENSCAN 






Start 


3010 


End 


5191 






GI 


none 


Score 


.93 






Exons 


3010. .3106, 3198.. 3275, 5058 


. .5191 








Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No. 


89427 


Strand 


+ 






Start 


3010 


End 


7710 






Name 


OJ000350 44.0406.C2.o2.np 


Method 


AAT/NAP 






Start 


3010 


End 


5188 






GI 


6815105 


Score 


490 






Exons 


3010.. 3106, 3198.. 3275, 5058 


. .5188 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No. 


89427 


Strand 


+ 






Start 


3010 


End 


7710 






Name 


OJ000350 44.0406.C2.o3.np 


Method 


AAT/NAP 






Start 


4883 


End 


7710 






GI 


6815104 


Score 


1475 






Exons 


4883.. 4906, 6353.. 6943, 7018 


..7168, 7336. ,7494, 


7676. ,7710 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No, 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No. 


89428 


Strand 


+ 






Start 


10447 


End 


14568 






Name 


OJ000350 44.0406.C2.o4.gs 


Method 


GENSCAN 






Start 


10447 


' End 


14464 






GI 


none 


Score 


.69 






Exons 


10447. .10965, 12158 .. 12367, 


13349. .13488, 13585. 


.13682, 





14008. .14121, 14265.. 14464 



43345 




Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No . 


89428 


Strand 


-f 






Start 


10447 


End 


14568 






Name 


OJ000350 44.0406.C2.o4.np 


Method 


AAT/NAP 






Start 


10447 


End 


14461 






GI 


6815103 


Score 


2065 






Exons 


10447. .10965, 12158 .. 12367 , 


13349. .13488, 13585. 


.13682, 






14008. .14121, 14265. .14461 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No. 


89428 


Strand 


+ 






Start 


10447 


End 


14568 






Name 


OJ000350 44.0406.C2.o4.gp 


Method 


AAT/GAP 






Start 


12166 


End 


12371 






GI 


none 


Score 


347 






Exons 


12166. .12371 










Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No . 


89428 


Strand 


+ 






Start 


10447 


End 


14568 






Name 


OJ000350 44.0406.C2.o5.gp 


Method 


AAT/GAP 






Start 


12331 


End 


14568 






GI 


6075 1.R1084 


Score 


1288 






Exons 


12331. .12367, 1334 9. . 13488 , 


13585. .13682, 14050. 


.14174, 






14265. .14568 










GI Descrip. 


' 60154 37/dbj | AB008112 . 1 | AB008112 l.Oe- 


08 Homo sapiens PEXl 




complete cds ' 










Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406- 


C2 


Gene No. 


89429 


Strand 


+ 






Start 


15570 


End 


16347 






Name 


OJ000350 44.0406.C2.o5.gs 


Method 


GENSCAN 






Start 


15570 


End 


16347 






GI 


none 


Score 


.87 






Exons 


15570. .15840, 15959.. 16347 










Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No. 


89429 


Strand 


+ 






Start 


15570 


End 


16347 






Name 


OJ000350 44.0406.C2.o5.np 


Method 


AAT/NAP 






Start 


15570 


End 


16344 






GI 


6815102 


Score 


1109 






Exons 


15570. .15840, 15959. .16344 










GI Descrip. 


(AP001081) Similar to mavicyanin (P80728) [Oryza 


sativa] 




Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406. 


C2 


Gene No. 


89430 


Strand 


+ 






Start 


22612 


End 


23912 






Name 


OJ000350 44.0406.C2.o7.gs 


Method 


GENSCAN 






Start 


22612 


End 


23912 






GI 


none 


Score 


.7 






Exons 


22612. .22641, 22784 .. 22888, 


23802. .23912 






Seq. No. 


42839 


Seq. ID 


OJ000350__ 


44\0406. 


C2 


Gene No. 


89430 


Strand 








Start 


22612 


End 


23912 







43346 



Name 


OJ000350 44.0406.C2.o7.np 


Method 


AAT/NAP 






Start 


22612 


End 


23909 






GI 


6815100 


Score 


430 






Exons 


22612. .22641, 22784 22888, 


23646. .23769, 23858. 


.23909 




GI Descrip. 


{AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42839 


Seq. ID 


OJ00035.0_ 


44.0406 


.C2 


Gene No. 


89431 


Strand 


+ 






Start 


24441 


End 


25061 






Name 


OJ000350 44.0406.C2.o8.gs 


Method 


GENSCAN 






Start 


24441 


End 


25061 






GI 


none 


Score 


.85 






Exons 


24441. .24447, 24599 .. 24 630, 


24712. .24776, 24860 


.25061 




Seq. No. 


42839 


Seq. ID 


OJ000350_ 


_44 .0406 


.C2 


Gene No. 


89431 


Strand 


+ 






Start 


24441 


End 


25061 






Name 


OJ000350 44,0406.C2.o8.np 


Method 


AAT/NAP 






Start • 


24592 


End 


25058 






GI 


6815099 


Score 


469 






Exons 


24592. .24630, 24712 .. 2477 6, 


24860. .25058 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42839 


Seq. ID 


OJ000350_ 


_44 .0406 


.C2 


Gene No. 


89432 


Strand 


+ 






Start 


26752 


End 


27102 






Name 


OJ000350 44.0406.C2.o9.gs 


Method 


GENSCAN 






Start 


26752 


End 


27102 






GI 


none 


Score 


.99 






Exons 


26752. .27102 










Seq. No. 


42839 


Seq. ID 


OJ000350_ 


_44.0406 


.C2 


Gene No. 


89432 


Strand 


+ 






Start 


26752 


End 


27102 






Name 


OJ000350 44.0406.C2.o9.np 


Method 


AAT/NAP 






Start 


26752 


' End 


27099 






GI 


6815098 


Score 


600 






Exons 


26752. .27099 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No - 


42839 


Seq. ID 


OJ000350 


_44.0406 


.C2 


Gene No. 


89433 


Strand 








Start . 


683 


End 


1569 






Name 


OJ000350 44.0406.C2.ol.gp 


Method 


AAT/GAP 






Start 


526 


End 


970 






GI 


84661 1.R1084 


Score 


846 






Exons 


526. .970 










GI Descrip. 


•3915189/sp|P56616|UBCB XENLA 8.0e-29 


UBIQUITIN 


-CONJUGATING 


ENZYME X (UBIQUITIN-PROTEIN 


LIGASE) {UBIQUITIN 


CARRIER 


PROTE 


Seq. No. 


42839 


Seq. ID 


OJ000350 


_44.0406 


.C2 


Gene No. 


89433 


Strand 








Start 


683 


End 


1569 






Name 


OJ000350 44.0406.C2.ol.gs 


Method 


GENSCAN 






Start 


683 


End 


1569 






GI 


none 


Score 


.59 






Exons 


683. .1303, 1534.. 1569 











43347 



Seq. No. 42839 
Gene No. 89433 
Start 683 

Name OJ000350_4 4 . 04 06 . C2 . ol . np 

Start 68 6 

GI 6815106 
Exons 686.. 1254 

GI Descrip. (AP001081) EST AU029921 (E50230 ) corresponds to a region of the 
predicted gene.; Similar to PDB ID: 1U9B: MOL_ID: 1; MOLECULE: 
ubiquitin conjugating enzyme [Oryza sativa] 



Seq. ID OJ000350_44.0406.C2 
Strand 

End 1569 

Method AAT/NAP 

End 1254 

Score 950 



Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406 


. CI 


Gene No. 


89434 


Strand 








Start 


17424 


End 


21665 






Name 


OJ000350 44.0406.C2.o6.gs 


Method 


GENSCAN 






Start 


17424 


End 


21665 






GI 


none 


Score . 


.72 






Exons 


17424. .17456, 17545 .. 17591, 


17953. .18140, 20554. 


.20621, 






21234. .21665 










Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406 


.C2 


Gene No. 


89434 


Strand 








Start 


17424 


End 


21665 






Name 


OJ000350 44.0406.C2,o6.np 


Method 


AAT/NAP 






Start 


17427 


End 


21665 






GI 


6815101 


Score 


1233 






Exons 


17427. .17456, 17545 17591, 


17953. .18140, 20554. 


.20621, 






21234. .21665 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42839 


Seq. ID 


OJ000350_ 


44.0406 


.C2 


Gene No. 


89434 


Strand 








Start 


17424 


End 


21665 






Name 


OJ000350 44.0406.C2.o6.gp 


Method 


AAT/GAP 






Start 


17435 


End 


19907 






GI 


LIB3477-004-P1-K1-C6 


Score 


832 






Exons 


17435. .17591, 19215 .. 19329, 


19479. .19549, 19667. 


.19736, 






19829.. 19907 










GI Descrip, 


'4567251/gb|AAD23665.1 |AC007070_14 2.0e-35 (AC007070) unknown 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



protein [Arabidopsis thaliana] ' 



42839 
89435 
27453 

OJ000350_4 4 . 0406 , C2 . ol . tm 

680 

none 



OJ000350 44. 0406. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

680, .955, 684. .956, 840. .956, 960. .1055, 976. .1056, 1005. .1076, 
1031. .1075, 1076. .1138, 1077. .1139 



28026 

TBLASTX: Maize 

1139 

378 



42839 Seq. ID 

89435 Strand 

27453 End 

OJ000350_44 . 0406 . C2 . ol . tc Method 

692 End 

none Score 



OJ000350_44.0406.C2 
28026 

TBLASTX: Cress 

869 

166 



43348 




Exons 


692. .868, 693. .869 










Seq. No. 


42839 




Seq. ID 


OJ000350_44,0406. 


02 


Gene No. 


89435 




Strand 






Start 


27453 




End 


28026 




Name 


OJ000350 44. 0406. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


740 




• End 


1055 




GI 


none 




Score 


120 




Exons 


740. .955, 765. .956, 


978, ,1055 






Seq. No. 


42839 




Seq. ID 


OJ000350_44.0406. 


02 


Gene No. 


89435 




Strand 






Start 


27453 




End 


28026 




Name 


OJ000350 44. 0406. 02. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


846 




End 


1126 




GI 


none 




Score 


121 




Exons 


846. .956, 848. .955, 


849. .965, 960. .1055, 976. .1056, 1076 


.1126 


Sea No. 


42839 




Seq. ID 


OJ000350_44.0406. 


02 


Gene No . 


89435 




Strand 






Start 


27453 




End 


28026 




Name 


OJ000350 44. 0406. C2. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


10627 




End 


14165 




GI 


none 




Score 


113 




Exons 


10627. . 10755, 10846. 


. 10881, 


10894. .10965, 12037 .. 12060, 






12143. . 12370, 12157 . 


.12267, 


13346. .13429, 1357 9 .. 13677, 






13580. . 13681, 14043. 


. 14165, 


14049. .14153 




Sea. No. 


42839 




Seq. ID 


OJ000350_44,0406. 


02 


Gene No . 


89435 




Strand 






Start 


27453 




End 


28026 




Name 


OJ000350 44. 0406. 02. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10921 




End 


12367 




GI 


none 




Score 


74 




Exons 


10921, .10968, 11948. 


.12058, 


11998. .12060, 11999. .12058, 






12141. .12269, 12143. 


.12271, 


12157. .12267,. 12239 .. 12367 , 






12263. .12364, 12273. 


.12365 








Seq. No. 


42839 




Seq. ID 


OJ000350_44.0406. 


02 


Gene No . 


89435 




Strand 






Start 


27453 




End 


28026 




Name 


OJ000350 44. 0406. 02. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


13298 




End 


14357 




GI 


none 




Score 


152 




Exons 


13298 . . 13465, 13346. 


.13483, 


13348. .134£ 


!8, 13582, .13680, 






13583. . 13681, 13584 . 


.13682, 


14043. ,14171, 14045, .14170, 






14047, .14172, 14047. 


.14172, 


14259. ,14357, 14282 .. 14356, 






14283. . 14357 










Sea No 


42839 




Seq, ID 


OJ000350_44.0406. 


02 


Gene No . 


89435 




Strand 






Start 


27453 




End 


28026 




Name 


OJ000350 44. 0406. 02. 


o2.ts 


Method 


TBLASTX : Soybean 




.Start 


17541 




End 


21510 




GI 


none 




Score 


107 




Exons 


17541. .17591, 19210. 


.19359, 


19214. .19330, 19276. . 19332, 






19479. .19523, 19526. 


.19555, 


19667. .19750, 19668 .. 19739, 





43349 






19823. 


.19915, 


19826. 


.19915, 


19828. .19920, 19828 


. .19920, 






20096. 


.20233, 


20098. 


.20226, 


20233. .20295, 20233 


. .20295, 






20554. 


.20622, 


20577. 


.20624, 


21237. .21380, 21238 


. .21336, 






21357. 


.21440, 


21367. 


.21510 










Seq. No. 


42839 








Seq. ID 


OJ000350 


_44,0406 


.02 


Gene No . 


89435 








Strand 








Start 


27453 








End 


28026 






Name 


OJ000350 44.0406.02. 


o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


17541 








End 


20295 






GI 


none 








Score 


83 






Exons 


17541. 


.17591, 


19188. 


.19331, 


19213. .19359, 19214 


. .19330, 






19276. 


.19332, 


19479. 


.19526, 


19526. .19555, 19667 


. .19735, 






19667. 


.19750, 


19697. 


.19735, 


19823. .19915, 19826 


. .19915, 






19828. 


.19920, 


19828. 


.19920, 


20096. .20233, 20098 


. .20226, 






20210. 


.20293, 


20233. 


.20295 










Seq. No. 


42839 








Seq. ID 


OJ000350 


_44.0406 


.02 


Gene No. 


89435 








Strand 








Start 


27453 








End 


28026 






Name 


OJ000350 44. 0406. C2. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


19126 








End 


19526 






GI 


none 








Score 


211 






Exons 


19126. 


.19335, 


19128. 


.19334, 


19270. .19335, 19397 


. .19477, 






19457. 


.19525, 


19462. 


.19524, 


19464. .19526 






Seq. No. 


42839 








Seq. ID 


OJ000350 


_44.0406 


.02 


Gene No. 


89435 








Strand 








Start 


27453 








End 


28026 






Name 


OJ000350 44. 0406. C2. 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


19852 








End 


21441 






GI 


none 








Score 


70 






Exons 


19852. 


.19923, 


19852. 


.19923, 


19856. .19924, 20098 


. .20235, 






20099. 


.20236, 


20221. 


.20295, 


20222. .20296, 20530 


. .20622, 






20552. 


.20623, 


20577. 


.20624, 


21237. .21344, 21238 


. .21345, 






21331. 


.21441, 


21348. 


.21440 










Seq. No. 


42839 








Seq. ID 


OJ000350 


_44.0406 


.02 


Gene No. 


89435 








Strand 








Start 


27453 








End 


28026 






Name 


OJ000350 44. 0406. C2. 


o2 .tc 


Method 


TBLASTX: 


Oress 




Start 


20554 








End 


21441 






GI 


none 








Score 


62 






Exons 


20554. 


.20622, 


20577. 


.20624, 


21237.-21344, 21238 


. .21345, 






21331. 


.21441, 


21348. 


.21440 










Seq. No. 


42839 








Seq. ID 


OJ000350 


_44.0406 


.02 


Gene No. 


89435 








Strand 








Start 


27453 








End 


28026 






Name 


OJ000350 44. 0406. 02. 


olO . gs 


Method 


GENSCAN 






Start 


27453 








End 


28026 






GI 


none 








Score 


.7 






Exons 


27453. 


.27472, 


27658. 


.27771, 


27917. .28026 






Seq. No. 


42840 








Seq. ID 


OJ000350 


__44.0406 


.03 


Gene No. 


89436 








Strand 


+ 






Start 


211 








End 


330 







43350 



Name 


OJ000350 44 


.0406. 


C3.ol . 


QS 


Method 


GENSCAN 


Start 


211 








End 


330 


GI 


none 








Score 


.6 


Exons 


211. .330 












Seq. No. 


42840 








Seq. ID 


OJ000350 


Gene No. 


89437 








Strand 


+ 


Start 


6773 








End 


8735 


Name 


OJ000350 44 


.0406. 


C3.02. 


np 


Method 


AAT/NAP 


Start 


6773 








End 


7375 


GI 


6815096 








Score 


742 


Exons 


6773. .6897, 


6968. 


.7077, 


7143. 


.7375 




GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


42840 








Seq. ID 


OJ000350 


Gene No. 


89437 








Strand 


+ 


Start 


6773 








End 


8735 


Name 


OJ000350 44 


.0406. 


C3.04. 


gs 


Method 


GENSCAN 


Start 


6773 








End 


8735 


GI 


none 








Score 


.65 


Exons 


6773. . 6897, 


6968. 


.7077, 


7143. 


.7345, 7357. .7551, 


Seq. No. 


42840 








Seq. ID 


OJ000350 


Gene No. 


89438 








Strand 




Start 


1315 








End 


5981 


Name 


OJ000350 44 


.0406. 


C3.01. 


np 


Method 


AAT/NAP 


Start 


1315 








End 


5981 


GI 


6815097 








Score 


6868 


Exons 


1315. .1680, 


1706. 


.2082, 


2222. 


.3951, 3983. .4575, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



42840 
89438 
1315 

OJ000350_44.0406.C3.ol.tm 

1483 

none 



Seq. ID OJ000350_44.0406.C3 
Strand 

End 5981 

Method TBLASTX: Maize 

End 1843 

Score 158 



1483. .1671, 1484. .1666, 1695. .1808, 1697. .1807, 1700. .1843, 
1799. .1837 



Seq. No. 42840 

Gene No. 89438 

Start 1315 

Name OJ000350_4 4 . 0406 . 03 . o2 . ts 

Start 1694 

GI none 

Exons 1694.. 1825, 1919.. 2101 



Seq. ID OJ000350_44.0406.C3 
Strand 

End 5981 . 

Method TBLASTX : Soybean 

End 2101 

Score 107 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42840 
89438 
1315 

OJ000350_44 .0406.03.ol. tw 
1796 
none 

1796. .1876, 2241. .2327, 2355. .2597, 2371. .2577 



Seq. ID OJ000350_44.0406.C3 
Strand 

End 5981 

Method TBLASTX : Wheat 

End 2597 

Score 92 
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Seq. No. 


42840 








Seq. ID 


OJ000350_44.0406 


.C3 


Gene No. 


89438 








Strand 






Start 


1315 








End 


5981 




Name 


OJ000350 44 


.0406. 


C3.o2 


.tm 


Method 


TBLASTX : Maize 




Start 


2138 








End 


2588 




GI 


none 








Score 


150 




Exons 


2138. .2224, 


2241. 


.2327 


, 2364. 


,2588 






Seq. No. 


42840 








Seq. ID 


OJ000350_44.0406 


.C3 


Gene No. 


89438 








Strand 






Start 


lolo 








Lna 


c; QQ 1 

0 y o i 




Name 


OJ000350 44 


.0406. 


C3.01 


.ts 


Method 


TBLASTX: Soybean 




Start 


2256 








End 


2654 




GI 


5509260 








Score 


70 




Exons 


2256. .2327, 


2352. 


.2654 


, 2506. 


.2634 






GI Descrip. 


- 














Seq. No. 


42840 








Seq. ID 


OJ000350_44.0406 


.C3 


Gene No. 


89438 








Strand 






Start 


1315 








End 


5981 




Name 


OJ000350 44 


.0406. 


C3.o3 


.gs 


Method 


GENSCAN 




Start 


4962 








End 


5981 




GI 


none 








Score 


1 




Exons 


4962. .5981 














Seq. No. 


42840 








Seq. ID 


OJ000350_44.0406 


.C3 


Gene No. 


89438 








Strand 






Start 


1315 








End 


5981 




Name 


OJ000350 44 


.0406. 


C3.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5625 








End 


5882 




GI 


none 








Score 


210 




Exons 


5625. .5882 














Seq. No. 


42841 








Seq. ID 


OJ000350_44.0406 


.C4 


Gene No. 


89439 








Strand 






Start 


1 








End 


1924 




Name 


OJ000350 44 


.0406. 


C4.01 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1924 




GI 


6063557 








Score 


237 




Exons 


1..41, 712. 


.858, 


1107. 


.1144, 


1729. .1924 




GI Descrip. 


(AP000615) 


similar to 


dJ522J7 


.2 (Z98885) [Oryza sativa] 




Seq. No. 


42841 








Seq. ID 


OJ000350_44.0406 


.C4 


Gene No. 


89439 








Strand 






Start 


1 








End 


1924 




Name 


OJ000350 44 


.0406. 


C4.01 


.gs 


Method 


GENSCAN 




Start 


1103 








End 


1896 




GI 


none 








Score 


.58 




Exons 


1103. .1242, 


1307. 


.1450 


, 1608. 


.1896 






Seq. No. 


42842 








Seq. ID 


OJ000350_44.0406 


.C5 


Gene No. 


89440 








Strand 


+ 




Start 


71 








End 


159 




Name 


OJ000350 44 


.0406. 


C5.01 


.gp 


Method 


AAT/GAP 




Start 


71 








End 


159 




GI 


LIB3477-003 


-Pl-Kl 


-E9 




Score 


107 




Exons 


71. .159 















43352 




GI Descrip. • 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 


42842 




Seq. ID 


OJ000350^ 


J 4 


.0406 


.C5 


Gene No. 


89441 




Strand 










Start 


1318 




End 


1709 








Name 


OJ000350 44 .0406.C5.ol. 


qs 


Method 


GENSCAN 








Start 


1318 




End 


1709 








GI 


none 




Score 


.42 








Exons 


1318 . . 1709 














Seq. No. 


42843 




Seq. ID 


OJ000350_ 


_44 


.0406 


.C6 


Gene No . 


89442 




Strand 


+ 








Start 


4394 




End 


5748 








Name 


OJ000350 44.0406.C6.ol. 


np 


Method 


AAT/NAP 








Start 


4394 




End 


5748 








GI 


6815094 




Score 


921 








Exons 


4394. .4415, 4597. .4726, 


5284. 


.5565, 5601.. 5748 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


42843 




Seq. ID 


OJ000350 


_44 


.0406 


.C6 




89443 




Strand 


+ 








Start 


6502 




End 


8685 








Name 


OJ000350 44 .0406.C6.ol. 


gp 


Method 


AAT/GAP 








Start 


6329 




End 


8685 








GI 


uC-osf Icypl77g02bl 




Score 


923 








Exons 


6329. .6528, 6647. .6699, 


8421. 


.8685 










GI Descrip. 


'4678933/emb|CAB41324. 1 


1 5.0e 


-20 (AL049711) putative prote: 




[Arabidopsis thaliana] * 














Seq. No. 


42843 




Seq. ID 


OJ000350 


_44 


.0406 


.C6 


Gene No . 


89443 




Strand 


+ 








Start 


6502 




End 


8685 








Name 


OJ000350 44.0406.C6.o2. 


np 


Method 


AAT/NAP 








Start 


6438 




End 


8534 








GI 


6815093 




Score 


387 








Exons 


6438.'. 6528, 6647. .6699, 


8421. 


.8534 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


42843 




Seq. ID 


OJ000350 


_44 


.0406 


.C6 


Gene No . 


89443 




Strand 


+ 








Start 


6502 




End 


8685 








Name 


OJ000350 44 .0406.C6.o2. 


gs 


Method 


GENSCAN 








Start 


6502 




End 


8537 








GI 


none 




Score 


.9 








Exons 


6502.. 6699, 8421.. 8537 














Seq. No. 


42843 




Seq. ID 


OJ000350 


_44 


.0406 


.C6 


Gene No. 


89444 




Strand 


+ 








Start 


9297 




End 


10037 








Name 


OJ000350 44.0406.C6.o3. 


np 


Method 


AAT/NAP 








Start 


9297 




End 


10037 








GI 


6815092 




Score 


418 








Exons 


9297. .9404, 9879. .10037 














GI Descrip. 


{AP001081) hypothetical 


protein [Oryza 


sativa] 









43353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42843 Seq. ID 

89445 Strand 
12476 End 
OJ000350_4 4 . 04 06 . C6 . o2 . gp Method 
12476 End 
uC-osroM202027a08al Score 
12476. .12792 ' 

•5091496/dbj IAB023482.2 IAB023482 6.0e-46 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03/ complete sequence' 



OJ000350_44.0406.C6 
+ 

12792 
AAT/GAP 
12792 
630 



42843 
89446 
19767 

OJ000350_44 . 04 06 . 06 . o5 . gs 

19767 

none 

19767. .19958, 2004 9 20252 , 
22108. .22230, 23372 23485, 



Seq. ID OJ000350_44.0406.C6 

Strand + 

End 23640 

Method GENSCAN 

End 23640 

Score .82 
20638. ,20693, 21785 .. 21911, 
23569. .23640 



42843 Seq. ID OJ000350_4 4 . 0406 . C6 

89446 Strand + 

19767 End 23640 

OJ000350_44 . 0406 . C6 . o5 . np Method AAT/NAP 

19767 End 21932 

6815090 Score 911 

19767. .19958, 2004 9 .. 20252, 20638 .. 20693, 21785. .21932 

(AP001081) EST C25399(S6256) corresponds to a region of the 

predicted gene.; Similar to Clp proteinase like protein (Z97342) 

[Oryza sativa] 



42843 
89446 
19767 

OJ000350_44 .0406.C6.o5.gp 
20079 

36732_1.R1084 

20079. .20252, 20638 .. 20693, 21785, 
23372. .23485 

•2245061/emb|CAB10484,lt l.Oe-37 (Z97342) Clp proteinase like 
protein [Arabidopsis thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_44.0406.C6 
+ 

23640 
AAT/GAP 
23485 
1011 



.21911, 22153. .22230, 



Seq. No. 


42843 








Seq. ID 


OJ000350 


_44.0406.C6 


Gene No. 


89447 








Strand 






Start 


9008 








End 


10681 




Name 


OJ000350 44 


.0406. 


.C6.03. 


gs 


Method 


GENSCAN 




Start 


9008 








End 


10681 




GI 


none 








Score 


.61 




Exons 


9008. .9028, 


9265, 


, ,9395, 


9450. 


.9539, 9651.. 9761, 


10630. .10681 


Seq. No. 


42843 








Seq. ID 


OJ000350 


_44.0406.C6 


Gene No. 


89448 








Strand 






Start 


12587 








End 


17747 




Name 


OJ000350 44 


.0406, 


.06. o4. 


tm 


Method 


TBLASTX:! 


Maize 


Start 


6401 








End 


8533 




GI 


none 








Score 


124 




Exons 


6401. .6514, 


6434, 


, .6529, 


6435. 


.6545, 6470, .6535, 


6487. .6540, 




6637. .6702, 


6639. 


, .6704, 


6645. 


.6686, 6646. .6699, 


8410. .8511, 



43354 



8412. .8531, 8418. .8519, 8420. .8533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42843 
89448 
12587 

OJ000350_4 4.0406.C6.o4 .ts 

12463 

none 

12463. .12519, 12577 .. 12702, 
12747. .12869, 13315 .. 1344 6, 

42843 
89-4'48 
12587 

OJ000350_4 4.0406.C6.o4 .gs 

12587 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12599 

13340 



OJ000350 44. 0406. C6 



.12874, 
.13453 



17747 
TBLASTX 
13453 
86 

12600 



Soybean 



,12701, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_44 .0406.C6 

17747 
GENSCAN 
17747 
.75 



12587. .12895, 13330 .. 13447, 13632 .. 13753, 14365 .. 14427 , 
14512. .14744, 15421 .. 15623, 16252 .. 164 15 , 164 98 16621 , 
17185. .17301, 17689. .17747 

42843 Seq. ID OJ000350_44 . 0406 . C6 

89448 Strand 

12587 End 17747 

OJ000350_44.0406.C6.o4 .np Method AAT/NAP 

12590 ■ End 16611 

6815091 Score 2157 

12590. .12895, 13330 .. 13447 , 13632 .. 13753, 14233 .. 14289, 

14365. .14427, 14512 .. 14744 , 15421 .. 15623, 16252 16415, 

16498. .16611 

(AP001081) ESTs C28508 (C61374) ,AU082215 (C61374) correspond to a 
region of the predicted gene.; Similar to putative ubiquitin 
activating enzyme El (AF051135) [Oryza sativa] 



42843 
89448 
12587 
OJ000350 
12599 
none 
12599. 
13629. 
14237. 
14365. 
14512. 



44.0406.C6.ol.tm 



.12868, 
.13757, 
.14290, 
.14427, 
.14745, 



12600. .12866, 
13631. .13756, 
14244. .14294, 
14481. ,14714, 
15421. .15471, 



42843 
89448 
12587 

OJ000350_44.0406.C6.ol.tc 

12686 

none 

12686. .12871, 12715. .12879, 
13330. .13446, 13629 .. 13757 , 
14237. .14290, 14353 .. 14427 , 
14509. .14745, 14510 .. 14692, 
15423. .15611, 15431. .15634, 



Seq. ID OJ000350_44.0406.C6 
Strand 

End 17747 

Method TBLASTX : Mai ze 

End 15471 

Score 314 
13316. .13453, 13330 .. 1344 6, 
14231. ,14290, 14233. .14292, 
14361. .14429, 14362 .. 14 430, 
14509. .14745, 14510 14 692 , 
15422. .15469 

Seq. ID OJ000350_44 . 0406.C6 
Strand 

End 17747 

Method TBLASTX : Cress 

End 16566 

Score 100 
12738. .12869, 13316. .13453, 
13631. .13756, 14233 .. 14292 , 
14364, ,14429, 14365. .14427, 
14518, .14745, 15422 .. 15628 , 
16252. .16344, 16281 .. 16343, 



43355 



16338. .16415, 16495.. 16566 



Seq. No. 


42843 




Seq. ID 


OJ000350_44.0406, 


C6 


Gene No. 


89448 




Strand 






Start 


12587 




End 


17747 




Name 


OJ000350 44.0406-C6, 


o3 .gp 


Method 


AAT/GAP 




Start 


13400 




End 


1474 6 i^:: 




GI 


3445014 




Score 


800 




Exons 


13400. .13442, 13628. 


.13753, 


14233. .14289, 14365 .. 14427, 






14512. .14746 










GI Descrip. 


2952433 3.0e-48 (AF051135) 


putative ubiquitin activating 


[ enzyme 




El [Arabidopsis thaliaha] 








Seq. No. 


42843 




Seq. ID 


OJ000350_44.0406, 


C6 


Gene No. 


89448 




Strand 






Start 


12587 




End 


17747 




Name 


OJ000350 44. 0406. C6. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


13685 




End 


14745 




GI 


none 




Score 


89 




Exons 


13685. . 13756, 13686. 


. 13754, 


13691. .13756, 14233 .. 14292 , 






14234. .14290, 14362. 


.14430, 


14365. .14427, 14509 14745, 






14510. .14692, 14512. 


.14745 








Seq. No. 


42843 




Seq. ID 


OJ000350_44 .0406, 


C6 


Gene No . 


89448 




Strand 






Start 


12587 




End 


17747 




Name 


OJ000350 44. 0406. C6. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15440 




End 


16572 




GI 


none 




Score 


112 




Exons 


15440. .15628, 15444. 


.15611, 


16501. .16572 




Seq. No. 


42843 




Seq. ID 


OJ000350_44.0406. 


C6 


Gene No. 


89448 




Strand 






Start 


12587 




End 


17747 




Name 


OJ000350 44. 0406. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


15473 




End 


16572 




GI 


none 




Score 


89 




Exons 


15473. .15628, 15475, 


.15561, 


15485. ,15622, 154 8 6 .. 15629, 





16252. .16344, 16281 ., 16343, 16317 ., 16472, 16486 .. 16572 , 
16499. .16555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ000350_44.0406.C6 
Strand 

End 17747 
Method AAT/GAP 
End 16687 
Score 780 
15527. .15625, 16253 .. 16415, 16498.. 16687 

'2952433 2.0e-21 (AF051135) putative ubiquitin activating enzyme 
El [Arabidopsis thaliana] ' 



42843 
89448 
12587 

OJ000350_44 .0406.C6.o4.gp 
15527 

73146 1.R1084 



42843 
89449 
20048 

OJ000350_44 .0406.C6.o2.tc 

20048 

none 



Seq. ID OJ000350_44 . 0406.C6 
Strand 

End 23642 

Method TBLASTX : Cress 

End 20691 

Score 300 



43356 



Exons 



20048. .20251, 2004 9 20252, 20632 20691, 20637.. 20690 



Seq. No. 42843 Seq. ID 

Gene No. 89449 Strand 

Start 20048 End 

Name OJ000350_44 .0406.C6.o2.ts Method 

Start 20048 End 

GI none Score 
Exons 



OJ000350_44.0406-C6 
23642 

TBLASTX : Soybean 

23640 

316 



20048. .20251, 2004 9 .. 20252, 20632 .. 20694 , 20640 .. 20696, 

21782. .21916, 21784 .. 21906, 22016 .. 22063, 22150 .. 22233, 

22150. .22227, 23372 .. 23482, 23374 .. 23487 , 23566 .. 2364 0, 
23568. .23621 



Seq. No. 42843 

Gene No. 89449 

Start 20048 

Name OJ000350_44 . 0406.C6.o3. tm 

Start 21827 

GI none 
Exons 



Seq. ID OJ000350__44.0406.C6 
Strand 

End 23642 

Method TBLASTX : Maize 

End 23642 

Score 93 



21827. .21919, 21829 21906, 22149. . 22232, 22150 .. 22233, 
23354. .23482, 23373 23489, 23374 .. 234 99, 23374 .. 23487 , 
23566. .23640, 23566 23640, 23568 23642, 23568.. 23642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42844 Seq. ID 

89450 Strand 

1 End 

OJ000350_44 .0406.C7.ol.np Method 

1 End 

6815089 Score 

1..39, 135. .288, 375. .1450, 1544, .2008, 



OJ000350_44.0406.C7 
+ 

3011 
AAT/NAP 
2940 
3281 
2725. .2940 



(AP001081) Similar to glutamyl -tRNA synthetase (AF067773) [Oryza 
sativa] 



Seq. No. 42844 

Gene No. 89450 

Start 1 

Name OJ000350_44 . 04 06 . C7 . ol . gs 

Start 135 

GI none 

Exons 135.. 288, 375.. 1450, 1544. 
2915. .3011 



Seq. ID OJ000350_44.0406.C7 



Strand 
End 

Method 
End 
Score 
,1802, 1980. 



+ 

3011 
GENSCAN 
3011 
.64 

.2008, 2725. .2858, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42844 Seq. ID 

89451 Strand 

7135 End 

OJ000350_44 .0406.C7.o3.gs Method 

7135 End 

none Score 

7135. .7226, 7382. .7525, 7707. .8688 



OJ000350_44.0406.C7 
+ 

8688 
GENSCAN 
8688 
.97 



42844 
89452 
8845 

OJ000350_4 4 . 0406 . C7 . o4 . gs 

8845 

none 



Seq. ID OJ000350_44.0406.C7 



Strand 
End 

Method 

End 

Score 



+ 

18236 
GENSCAN 
18236 
.55 



8845. .9276, 9297. .9435, 9493. .10877, 10911 .. 11115 , 11260 .. 13066, 



43357 




13678. .13747, 13965 .. 14171, 

15823. .15999, 16020 16232 , 

17191. .17295, 17435. .17517, 

17883. .17961, 18078.. 18236 




■14228. .15422, 15617 .. 15771, 
16281. .16782, 16948 .. 17075, 
17535. .17694, 17780 .. 17811, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42844 
89452 
8845 

OJ000350_4 4 . 0406 . C7 . o3 . np 

10974 

5902445 



Seq. ID OJ000350_44.0406.C7 



Strand 
End 

Method 

End 

Score 



18236 
AAT/NAP 
16832 
3001 



10974. .12809, 1284 9 .. 13070, 15801. .16832 
(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42844 
89453 
21512 

OJ000350_44.0406.C7.o5,np 
21512 
6721560 
21512. .21666 

(AP001073) hypothetical protein 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_ 
+ 

21666 
AAT/NAP 
21666 
195 



44. 0406. C7 



[Oryza sativa] 



gil 6815085|dbj IBAA90371.1 | 
[Oryza sativa] 

42844' 

89454 

3478 

OJ000350_44,0406.C7.ol.gp 

3266 

none 

3266.. 3617, 4192.. 4279 



(AP001081) hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_44.0406.C7 

6207 
AAT/GAP 
4279 
789 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42844 Seq. ID 

89454 Strand 

3478 End 

OJ000350_44.0406.C7.o2.gs Method 

3478 End 

none Score 



OJ000350_44.0406.C7 

6207 
GENSCAN 
6060 
.74 



3478. .3617, 5071. ,5326, 5753. .5890, 5965. .6060 



Seq. No. 42844 Seq. ID OJ000350_44 . 0406 . C7 

Gene No. 89454 Strand 

Start 3478 End 6207 

Name OJ000350_44 , 0406 .C7 . o2 .np Method AAT/NAP 

Start 3481 End 6060 

GI 6721563 Score 1061 

Exons 3481.. 3617, 4192.. 4263, 5071.. 5326, 5753.. 5890, 5965.. 6060 

GI Descrip. (AP001073) ESTs C91695 (E31262 ) , D40183 (S1971 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6815088 | dbj I BAA90374 . 1 1 (AP001081) ESTs 
C91695 (E31262) ,D40183 (S1971) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



42844 
89454 
3478 



Seq. ID 

Strand 

End 



OJ000350 44. 0406. C7 



6207 



43358 



Name OJ000350_44 . 0406 .C7 .o2 . gp Method 

Start 5805 End 

GI 3061063 Score 

Exons 5805.. 5890, 5965.. 5998, 6035.. 6144 

Seq. No. 42844 Seq, ID 

Gene No. 89454 Strand 

Start 3478 End 

Name OJ000350_4 4 . 04 06 . C7 . o3 . gp Method 

Start 6025 End 

GI none Score 

Exons 6025.. 6207 



AAT/GAP 

6144 

373 



OJ000350 44. 0406. C7 



6207 
AAT/GAP 
6207 
342 



Seq. No. 42844 

Gene No. 89455 

Start 18324 

Name OJ000350_4 4 . 04 06 . C7 . ol . tc 

Start 138 

GI none 
Exons 



OJ000350 44. 0406. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

138. .290, 152. .292, 373. .522, 374. .523, 562. .1233, 572. .1450, 
572. .1450, 1135. .1452, 1481. .1735, 1511. .1753, 1543. .1743, 
1708. .1854, 1736. .1852, 1751. .1864, 1853. .2011, 1906. .2010, 
2720. .2917, 2722. .2922, 2722. .2922 



20763 

TBLASTX: Cress 

2922 

170 



Seq. No. 
Gene No. 
Start. . 
Name 
Start 
GI 

Exons 



42844 
89455 
18324 

OJ000350_44 .0406.C7.ol.ts 
138 
none 



Seq. ID OJ000350_44.0406.C7 
Strand 

20763 

TBLASTX : Soybean 
2943 
169 



End 

Method 
End 
Score 

138. .293, 152. .289, 373. .441, 374. .466, 446. .541, 574. .1242, 
575. .1450, 575. .1450, 793. .1467, 1511. .1855, 1543. .1851, 
1555. .1857, 1853. .2011, 1906. .2010, 2722. .2943, 2760. .2942 



Seq. No. 42844 
Gene No. 89455 
Start 18324 

Name OJ000350_4 4 . 04 06 .C7 .o2 . tm 

Start 218 
GI none 

Exons 218.. 292, 219.. 290, 229.. 297, 

383. .448, 449. .556, 493. .555, 
566. .796, 742. .885, 776. .889, 



OJ000350_44.0406.C7 
20763 

TBLASTX: Maize 
889 
102 

.448, 
.795, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

229. .297, 373. .447, 374. 
537. .788, 557. .787, 565, 
791. .889 



Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 


Gene No. 


89455 




Strand 






Start 


18324 




End 


20763 




Name 


OJ000350 44 


.0406.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


923 




End 


1174 




GI 


none 




Score 


455 




Exons 


923. .1174, 


923.. 1171, 928. 


.1173 






Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 


Gene No. 


89455 




Strand 






Start 


18324 




End 


20763 




Name 


OJ000350 44 


.0406.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


1174 




End 


2947 





43359 



GI 

Exons 



none Score 4 64 

1174. .1245, 1175. .1450, 1175. .1450, 1481. .2008, 1511. .2011, 
1543. .2010, 2722. .2931, 2729. .2947, 2760. .2924 



Seq. No. 42844 

Gene No. 89455 

Start 18324 

Name OJ000350_4 4 , 0406 . C7 . o2 . to 

Start 4172 

GI none 

Exons 4172.. 4270, 4191.. 4268, 5114, 
5813. .5839 



OJ000350_44.0406.C7 
20763 

TBLASTX: Cress 

5839 

84 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5326, 5118.. 5339, 5753.. 5812, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



42844 

89455 Strand 

18324 End 

OJ000350_4 4 . 0406 . C7 . o3 . ts Method 

5123 End 

none Score 

5123.. 5326, 5124.. 5327, 5753.. 5839 



Seq. ID OJ000350_44 .0406.C7 



42844 
89455 
18324 

OJ000350_44.0406.C7.o5.tw 
9243 
none 

9243. .9293, 
14900. .14947, 
15035. .15292 



9294. .9407, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9305. .9397, 



20763 

TBLASTX: Soybean 

5839 

241 



OJ000350_44.0406.C7 
20763 

TBLASTX: Wheat 
15292 
61 

9366.. 9641, 9371.. 9592, 



14954. .15052, 14 959 15051, 15019 15258 , 



Seq. No. 


42844 


Seq. ID 


OJ000350_44.0406 


.07 


Gene No. 


89455 


Strand 






Start 


18324 


End 


20763 




Name 


OJ000350 44. 


0 4 0 6 . C7 . o8 . tm Method 


TBLASTX: Maize 




Start 


9272 


End 


15190 




GI 


none 


Score 


181 




Exons 


9272. .9526, 


9288.. 9527, 14 905 .. 15189, 


14942. .15190 




Seq. No. 


42844 


Seq. ID 


OJ000350_44.0406 


.07 


Gene No. 


89455 


Strand 






Start 


18324 


End 


20763 




Name 


OJ000350 44. 


0406.C7.o4.tw Method 


TBLASTX: Wheat 




Start 


10280 


End 


20763 




GI 


none 


Score 


140 




Exons 


10280. .10453 


, 10281. .10454, 10491. .10727, 10493. . 10579, 





10503. .10712, 10652. .10717, 20683.. 20763 



Seq. No. 42844 Seq. ID 

Gene No. 89455 Strand 

Start 18324 End 

Name OJ000350_44 . 0406.07 . ol .tw Method 

Start 10919 End 

GI none Score 

Exons 10919. .11374, 10920.. 11375 



Seq. No. 



42844 



OJ000350_44 .0406.07 
20763 

TBLASTX: Wheat 

11375 

520 



Seq. ID OJ000350_44 .0406.07 



43360 




Gene No. 


89455 




Strand 






Start 


18324 




End 


20763 




Name 


OJ000350 44 . 0406.C7 


. o4 . tm 


Method 


TBLASTX: Maize 






11049 ~ 




End 


11405 




O J. 






Score 


388 






11049. . 11405, 11094 


. .11354, 


11111. .11404 




Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 


Gene No. 


89455 




Strand 






Start 


18324 




. End 


20763 






OJ000350 44. 0406. C7 


. o5 . tm 


Method 


TBLASTX: Maize 






11433 ~ 




End 


11816 






none 




Score 


324 






11433. 11816, 11588 


. .11815 








Seq. No, 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 


Gene No. 


89455 




Strand 








18324 




End 


20763 




Name 


OJ000350 44 .0406. C7 


. o2 . tw 


Method 


TBLASTX: Wheat 




O L. a J. L. 


11490 ~ 




End 


11914 




ox 


none 




Score 


471 




T** von Q 


11490 11912. 11493 


. .11882, 


11588. .11914 




Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 


Gene No. 


89455 




Strand 






Start 


18324 




End 


20763 






OJ000350 44 0406 C7 


. o2 . ts 


Method 


TBLASTX : Soybean 




o L.a J. u 


11544 ~ 




End 


11969 




ox 


none 




Score 


316 






11544 11969. 11588 


. . 11728, 


11790. .11960 




Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 


Gene No. 


89455 




Strand 






Start 


18324 




End 


20763 




Nanie 


OJ000350 44 0406 C7 


. 06 . tw 


Method 


TBLASTX: Wheat 






12060 ~ 




End 


12467 






none 




Score 


202 






12060 12284. 12113 


12286, 


12294.. 12467 




Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 


Gene No. 


89455 




Strand 






Start 


18324 




End 


20763 




IN CtllLC! 


OJ000350 44 0406 C7 


. 08 . tw 


Method 


TBLASTX: Wheat 






12506 ~ 




End 


12827 




o± 






Score 


190 






12506 12826, 12507 


12827 








Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 


Gene No. 


89455 




Strand 






Start 


18324 




End 


20763 




Name 


OJ000350 44 . 0406.C7 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


15795 




End 


16004 




GI 


none 




Score 


241 




Exons 


15795. .16004, 15803 


. .16003 








Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 


Gene No. 


89455 




Strand 







43361 





start 


18324 




End 


20763 






Name 


OJ000350 44. 0406. C7. 


o7 . tw 


Method 


TBLASTX: Wheat 






Start 


15830 




End 


16193 






GI 


none 




Score 


240 






Exons 


15830. .15886, 15831. 


.16076, 


15932. .16075, 16061 .. 16183, 








16062. .16193 












Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 




Gene No. 


89455 




Strand 








Start 


18324 




End 


20763 






Name 


OJ000350 44. 0406. C7. 


o3. tw 


Method 


TBLASTX: Wheat 






Start 


16215 




End 


18376 






GI 


none 




Score 


361 






Exons 


16215. .16667, 16229. 


.16318, 


16364. .16471, 16692 .. 16823, 








16697. .16822, 18323. 


.18376 










Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 




Gene No. 


89455 




Strand 








Start 


18324 




End 


20763 






Name 


OJ000350 44. 0406. C7. 


o7.tm 


Method 


TBLASTX: Maize 






Start 


16437 




End 


16700 






GI 


none 




Score 


194 






Exons 


16437. .16700 










J 


Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 




Gene No. 


89455 




Strand 








Start 


18324 




End 


20763 




'll 


Name 


OJ000350 44. 0406. C7. 


o5.gs 


Method 


GENSCAN 






Start 


18324 




End 


20697 






GI 


none 




Score 


.97 






Exons 


18324. .18635, 18660. 


.19092, 


19166. .19224, 19295 .. 19464 , 




3 

y 




20607. .20697 












Seq. No. 


42844 




Seq. ID 


OJ000350_44.0406 


.C7 




Gene No. 


89455 




Strand 








Start 


18324 




End 


20763 






Name 


OJ000350 44. 0406. C7. 


o4 .np 


Method 


AAT/NAP 






Start 


18327 




End 


20697 






GI 


6721561 




Score 


1653 






Exons 


18327. .19092, 19166. 


.19224, 


19295. .19464, 20607.. 20697 





GI Descrip. {AP001073) EST AU082058 (01297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 Idbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 42845 Seq. ID OJ000350_44 . 0406 . C8 

Gene No. 89456 Strand + 

Start 1 End 545 

Name OJ000350_44.0406.C8.ol.np Method AAT/NAP 

Start 1 End 54 5 

GI 6721559 Score 885 

Exons 1..384, 413.. 545 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 Idbj IBAA90370.il {AP001081) hypothetical protein 
[Oryza sativa] 



43362 



Seq. No. 


42845 


Seq. ID 


Gene No. 


89457 


Strand 


Start 


2649 


End 


Name 


OJ000350 44.0406.C8.o3.np 


Method 


Start 


2649 


End 


GI 


7523517 


Score 


Exons 


2649. .2947, 3092. .3142, 4724. .4750 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


Seq. No. 


42845 . 


Seq. ID 


Gene No. 


89458 


Strand 


Start 


7121 


End 


Name 


OJ000350 44.0406.C8.o6.np 


Method 


Start 


7121 


End 


GI 


5777617 


Score 


Exons 


7121. .7151, 8323. .8429 




GI Descrip, 


(AJ245900) CAA30375.1 protein [Oryza s 


Seq. No. 


42845 ■ 


Seq. ID 


Gene No. 


89459 


Strand 


Start 


17668 


End 


Name 


OJ000350 44.0406.C8.o9.np 


Method 


Start 


17668 


End 


GI 


7340909 


Score 


Exons 


17668. .17706, 18962.. 19201 




GI Descrip. 


(AP001550) hypothetical protein [Oryza 


Seq. No. 


42845 


Seq. ID 


Gene No. 


89460 


Strand 


Start 


129 


End 


Name 


OJ000350 44.0406.C8.ol.gs 


Method 


Start 


129 


End 


GI 


none 


Score 


Exons 


129. .406, 945. .1056, 1266.. 


1390, 1470. 




2091. .2231, 2342. .2462 




Seq. No. 


42845 


Seq. ID 


Gene No. 


89460 


Strand 


Start 


129 


End 


Name 


OJ000350 44.0406.C8.o2.np 


Method 


Start 


844 


End 


GI 


6721558 


Score 


Exons 


844.. 1056, 1266.. 1390, 2091 


. .2190 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 




gil 6815083 Idbj | BAA90369.il 


{AP001081) ] 




[Oryza sativa] 




Seq. No. 


42845 


Seq. ID 


Gene No. 


89461 


Strand 


Start 


3881 


End 


Name 


OJ000350 44.0406.C8.ol.gp 


Method 


Start 


3507 


End 


GI 


2801048 


Score 


Exons 


3507. .3815 




Seq. No. 


42845 


Seq. ID 


Gene No. 


89461 


Strand 



OJ000350_44.0406.C8 
+ 

4750 
AAT/NAP 
4750 
332 



OJ000350_44.0406.C8 
+ 

8429 
AAT/NAP 
8429 
89 



OJ000350_44.0406.C8 
+ 

19201 
AAT/NAP 
19201 
104 



2462 
GENSCAN 
2462 
.59 

.1725, 1837. .1994, 



OJ000350_44,0406.C8 

2462 
AAT/NAP 
2190 
697 

sativa] 
hypothetical protein 



OJ000350_44.0406.C8 

5358 
AAT/GAP 
3815 
551 



OJ000350 44. 0406. C8 



43363 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3881 End 

OJ000350_44.0406.C8.o2.gs Method 

3881 End 

none Score 
3881. .4883, 4910. .5358 



5358 
GENSCAN 
5358 
.84 



OJ000350 44. 0406. C8 



42845 Seq. ID 

89461 Strand 
3881 End 5358 

OJ000350_44.0406.C8.o4 .np Method AAT/NAP 

3884 End 5358 

6721557 Score 2526 

3884. .5358 

(AP001073) ESTs C71763 (E0309) , AU082059 (E0309) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome II BAG T20B5 genomic sequence; hypothetical protein. 
(AC002409) [Oryza sativa] gi | 6815082 | dbj | BAA90368 . 1 | (AP001081) 
ESTs C71763{E0309) ,AU082059(E0309) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chrom 



42845 
89462 
5519 

OJ000350_44.0406.C8.o2.gp 
5519 
none 

5519.. 6021 

42845 
89463 
6891 

OJ000350_44.0406.C8.o4 .gs 
6891 
none 

6891. .7158, 7202. .7386, 8193. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_44.0406.C8 

6021 
AAT/GAP 
6021 
934 



OJ000350_44.0406.C8 

11376 
GENSCAN 
11376 
.68 



,8218, 8586. .8948, 9012. .9138, 



9331.. 9513, 9550.. 9753, 10184 .. 10297 , 10531 .. 10693, 
10930. .11006, 11353.. 11376 

42845 Seq. ID OJ000350_44 . 0406.C8 

89463 ^ Strand 

6891 End 11376 

OJ000350_44 .0406.C8.o5.np Method AAT/NAP 

7009 End 7795 

6721556 Score 1273 

7009.. 7586, 7622.. 7795 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815081 1 dbj IBAA90367.il (AP001081) hypothetical protein 

[Oryza sativa] 



42845 
89463 
6891 

OJ000350_44.0406.C8.o7.np 
8476 
6721555 
8476. .8948, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_44.0406.C8 

11376 
AAT/NAP 
10294 
1614 



9339. .9513, 9550. . 9753, . 10172. .10294 



(AP001073) hypothetical protein [Oryza sativa] 



43364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gil 6815080 I dbj IBAA90366.il (AP001081) hypothetical protein 
[Oryza sativa] 



42845 
89464 
12387 

OJ000350v44. 

4226 

none 

4226. .4561, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4478, 4262.. 4561 



0406.C8.ol.tw 



4227, 



OJ000350_44 .0406.C8 
14447 

TBLASTX: Wheat 

4561 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42845 
89464 
12387 

OJ000350_44. 

4226 

none 

4226. .4561, 
4784. .4858, 



0406.C8.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_44 .0406.C8 
14447 

TBLASTX: Maize 

4858 

157 



4245. .4472, 
4788. .4856 



4262. .4549, 4610. .4759, 4611. .4769, 



Seq. No. 42845 

Gene No. 89464 

Start 12387 

Name . OJ000350_44 . 0406 .C8 . ol . tc 

Start 4277 

GI none 

Exons 4277.. 4564, 4278.. 4478, 4289. 

4611. .4769, 4784. .4858, 4788. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4546, 4539 
.4856 



OJ000350 44. 0406. C8 



14447 

TBLASTX: Cress 
4858 
143 

4586, 4610.. 4759, 



Seq. No. 42845 

Gene No. 89464 

Start 12387 

Name OJ000350_44 . 0406 . C8 . ol . ts 

Start 4277 

GI none 

Exons 4277.. 4564, 
4788. .4856 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_44.0406.C8 
14447 

TBLASTX : Soybean 

4858 

125 



4278. .4478, 4599.-4793, 4610. .4759, 4784. .4858, 



Seq. No. 42845 Seq. ID 

Gene No. 89464 Strand 

Start 12387 End 

Name Oj600350_44 . 0406 . C8 . o2 . tw Method 

Start „ .4 610 End 

GI none Score 

Exons 4610.. 4783, 4784.. 4858 



OJ000350_44.0406.C8 
14447 

TBLASTX: Wheat 

4858 

87 



Seq. No. 


42845 






Seq. ID 


OJ000350_44.0406.C8 


Gene No. 


89464 






Strand 




Start 


12387 






End 


14447 


Name 


OJ000350 44 


.0406 


.C8.o3.ts 


Method 


TBLASTX : Soybean 


Start 


8649 






End 


8940 


GI 


none 






Score 


87 


Exons 


8649. .8723, 


8650 


..8730, 8731. 


.8757, . 8803. .8940, 8825. .8920 


Seq. No, 


42845 






Seq. ID 


OJ000350_44,0406.C8 


Gene No. 


89464 






Strand 




Start 


12387 






End 


14447 



43365 



Nsine 


OJ000350 44.0406.C8.o3.tw 


Method 


TBLASTX: Wheat 


Start 


9333 ~ 


End 


9565 


GI 


none 


Score 


52 


Exons 


9333.. 9377, 9334.. 9375, 9367. 


.9555, 9369.. 9548, 9379.-9555, 




9383. . 9565, 9393. . 9515 






Seq. No. 


42845 


Seq. ID 


OJ000350_44.0406.C8 


Gene No. 


89464 


Strand 




Start 


12387 


End 


14447 


Name 


OJ000350 44.0406.C8.o3.gp 


Method 


AAT/GAP 


Start 


12387 


End 


13402 


GI 


33806 1.R1084 


Score 


1970 


Exons 


12387. .13402 






QT DescriD. 

\J ^ ^ W \^ ^ ki/ * 


'575605/dbj IBAA07664I 3,0e-49 


(D42065) 


cationic peroxidase 




isozyme 40K precursor [Nicotiana tabacum] ' 


Sea No 


42845 


Seq. ID 


OJ000350_44.0406.C8 


Gene No. 


89464 


Strand 




Start 


12387 . 


End 


14447 


Name 


OJ000350 44.0406.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


12657 


End 


14358 


GI 


none 


Score 


61 


Exons 


12657. .12767, 12840 .. 13208 , 13033 .. 13095, 13233 13412, 




13273. .13416, 14218.. 14358 






Seq. No. 


42845 


Seq. ID 


OJ000350_44.0406.C8 


Gene No. 


89464 


Strand 




Start 


12387 


End 


14447 


Name 


OJ000350 44.0406.C8.o5.gs 


Method 


GENSCAN 


Start 


12660 


End 


14445 


GI 


none 


Score 


1 


Exons 


12660. .13406, 14218. .14445 






Sea No 


42845 


Seq. ID 


OJ000350_44.0406.C8 


Gene No. 


89464 


Strand 




Start 


12387 


End 


14447 


Name 


OJ000350 44.0406.C8.o8.np 


Method 


AAT/NAP 


Start 


12663 


End 


14445 


GI 


6721554 


Score 


1633 


Exons 


12663. .13406, 14218.. 14445 






GI Descrip. 


(AP001073) ESTs D24550 (R2151) , D24265 (R1609) , AU031848 (R2151) 



correspond to a region of the predicted gene.; Similar to 
cationic peroxidase isozyme 40K precursor (D42065) [Oryza 
sativa] gi | 6815079 I dbj I BAA90365 . 1 1 (AP001081) ESTs 
D24550(R2151),D24265(R1609),AU031848(R2151) correspond to a 
region of the predicted gene.; Similar to cationic peroxidase 
isozyme 40K precursor ( 



Seq. No. 42845 Seq. ID 

Gene No. 89464 Strand 

Start 12387 End 

Name OJ000350_4 4 . 04 06 . C8 . ol . tm Method 

Start 12672 End 

GI none Score 

Exons 12672. .12788, 12672 .. 13412, 12673 .. 12915, 12994 

14218. .14370, 14222. .14377, 14294 .. 14377 , 14397 



OJ000350 44. 0406. C8 



14447 

TBLASTX: Maize 
14447 
134 

13416, 
14447 



43366 



Seq. No. 42845 

Gene No. 89464 

Start 12387 

Name OJ000350_44 . 0406 . C8 . o2 . tc 

Start 12672 

GI none 

Exons 12672. .12761, 12840 .. 12974 , 
13230. .13412, 13270. .13416, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13011. . 13148, 13170 
14218. .14355, 14222 



OJ000350_44.0406.C8 
14447 

TBLASTX: Cress 

14355 

96 

13208, 
14332 



Seq. No. 42845 

Gene No. 89464 

Start 12387 

Name OJ000350_4 4 . 04 0 6 . C8 . o4 . tw 

Start 13008 

GI none 

Exons 13008. .13166, 13009 .. 13155, 
14218. .14355, 14222. .14326 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_44.0406.C8 
14447 

TBLASTX: Wheat 

14355 

67 



13230. .13349, 13359 .. 13412, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42846 
89465 
3323 

OJ000350_44 . 0406 . C9 . ol . gs 

3323 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3323. .3392, 4012. .4121, 4706. .4829, 4852..4991, 5453. .5811, 
5866. .6140, 8217.. 8362, 8716. .8868 



OJ000350_44.0406.C9 
+ 

9124 
GENSCAN 
8868 
.81 



42846 Seq. ID 

89465 Strand 
3323 End 
OJ000350_44 . 0406 . 09 . o2 . np Method 
5579 End 
6721552 Score 
5579. .5811, 5921.. 6140, 8217. .8362, 8716.. 8865 

{AP001073) ESTs AU067919 (C10906) , AU067918 (C10906) correspond to 
a. region of the predicted gene.; Similar to cysteine proteinase 
inhibitor (D31700), [Oryza sativa] 



OJ000350_44.0406.C9 
+ 

9124 
AAT/NAP 
8865 
1127 



42846 Seq. ID 

89465 Strand 
3323 End 
OJ000350_44 . 0406 . C9 . ol . gp Method 
5913 End 
18930_1.R1084 Score 
5913. .6140, 8217. .8362, 8716. .9124 

'1944319/dbj IBAA19608 I l.Oe-45 (D31700) cysteine proteinase 
inhibitor [Glycine max] >gi_1944342_dbj_BAA19610_ (D64115) 
cysteine proteinase inhibitor [Glycine max] ' 



'OJ000350_44.0406.C9 
+ 

9124 
AAT/GAP 
9124 
1406 



42846 Seq. ID 

89466 Strand 

10588 End 

OJ000350_44 .0406.C9.o2.gs Method 

10588 End 

none Score 

10588. .10790, 10916. .11030 



OJ000350_44 .0406.C9 
+ 

11030 
GENSCAN 
11030 
.97 



43367 




Seq. No. 


42846 




Seq. ID 


OJ000350 


_44 


.0406 


.C9 


Gene No. 


89467 




Strand 


+ 








Start 


11607 




End 


11974 








Name 


OJ000350 44. 0406. C9. 


o2 . gp 


Method 


AAT/GAP 








Start 


11607 




End 


11974 








GI 


2311153 




Score 


242 








Exons 


11607. .11756, 11945. 


.11974 












Seq. No. 


42846 




Seq. ID 


OJ000350 


_44 


.0406 


.09 


Gene No. 


89468 




Strand 


+ 








Start 


12074 




End 


12151 








Name 


OJ000350 44. 0406. C9. 


o3.gp 


Method 


AAT/GAP 








Start 


12074 




End 


12151 








GI 


2311153 




Score 


106 








Exons 


12074. .12151 















Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 
Name 



42846 Seq. ID OJ000350_44 . 0406.C9 

89469 Strand 

1 End 298 

OJ000350_44,0406.C9,ol.np Method AAT/NAP 

1 End 298 

6721553 Score 473 

1, .298 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815078|dbj |BAA90364,1| (AP001081) hypothetical protein 

[Oryza sativa] 



Seq, ID 
Strand 
End 

Method 
End 
Score 

.5799, 5705. .5800, 5869, .6171, 
.8365, 8215. .8364, 8216, ,8365, 
.8833, 8841. .8870, 8842,-8871 



42846 
89470 
11479 

OJ000350_44.0406.O9,ol.tm 
5701 
none 
5701, 
8180, 
8714. 



OJ000350_44.0406.C9 
11841 

TBLASTX: Maize 
8871 
106 

5918. .6142, 6052. .6147, 
8712. .8831, 8713. .8862, 



42846 
89470 ~ 
11479 

OJ000350_44.0406.09.ol.tw 

5708 

none 

5708.. 5743, 5753., 5800, 5921, 

42846 
89470 
11479 

OJ000350_44 .0406.09.ol,tc 

5717 

none 

5717,. 5800, 5722.. 5799, 5918. 

42846 
89470 
11479 

OJ000350 44.0406.09,ol.ts 



Seq. ID OJ000350_44.0406.O9 
Strand 

End 11841 

Method TBLASTX : Wheat 

End 6108 

Score 34 
.6103, 5923.. 6108 

Seq. ID OJ000350_44.0406.C9 
Strand 

End 11841 

Method TBLASTX : Cress 

End 8344 

Score 73 

.6139, 5920,. 6135, 8213.. 8344 

Seq. ID OJ000350_44.0406,O9 
Strand 

End 11841 

Method TBLASTX : Soybean 



43368 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5720 End 8847 

none Score 92 

5720. .5800, 5722. .5799, 5917. .6138, 5918. .6139, 8177. .8365, 

8227. .8367, 8713. .8847 



42846 Seq. ID 

89470 Strand 

11479 End 

0 J000350_4 4 . 0 4 0 6 . C9 . o3 . gs Method 

11479 End 

none Score 
11479. .11841 



OJ000350_44.0406.C9 

11841 
GENSCAN 
11841 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42847 



89471 
7082 

OJ000320_35.0412.C4.o3.np 
7082 
7228450 

7082. .7109, 8341. .8402, 8546. .8685, 8788. .8901 
(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320_35.0412.C4 
+ 

8901 
AAT/NAP 
8901 
231 



42847 Seq. ID OJ000320_35 . 0412 . C4 

89472 Strand 

1 End 896 

OJ000320_35 . 04 12 . C4 . ol . np Method AAT/NAP 

1 End 896 

6069646 Score 576 

1. .896 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


42847 










Seq. ID 


OJ000320_35.0412 


.04 


Gene No. 


89473 










Strand 






Start 


9186 










End 


9487 




Name 


OJ000320 


_35 


.0412 


.C4.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5 










End 


484 




GI 


none 










Score 


76 




Exons 


5. .286, 


48. 


.242, 


283. . 


483, 


300. .326, 


365. .484 




Seq. No. 


42847 










Seq. ID 


OJ000320_35.0412 


.04 


Gene No. 


89473 










Strand 






Start 


9186 










End 


9487 




Name 


OJ000320 


_35 


.0412 


.04. ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


14 










End 


236 




GI 


none 










Score 


133 




Exons 


14. .235, 


15 


. .236 












Seq. No. 


42847 










Seq. ID 


OJ000320_35.0412 


.04 


Gene No. 


89473 










Strand 






Start 


9186 










End 


9487 




Name 


OJ000320 


_35 


.0412 


.04. ol 


.tm 


Method 


TBLASTX: Maize 




Start 


487 










End 


913 




GI 


none 










Score 


96 





43369 




Exons 


487. .903, 488. .685, 532. .735, 


761. .913 






Seq. No. 


42847 






Seq. ID 


OJ000320_35.0412 


.C4 


Gene No. 


89473 






Strand 






Start 


9186 






End 


9487 




Naime 


OJ000320 35. 


0412 


.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


658 






End 


864 




GI 


none 






Score 


177 




Exons 


658. .864 












Seq. No. 


42847 






Seq. ID 


OJ000320_35.0412 


.04 


Gene No. 


89473 






Strand 






Start 


9186 






End 


9487 




Name 


OJ000320 35. 


0412 


.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


1069 






End 


1515 




GI 


none 






Score 


124 




Exons 


1069. .1515, 


1109 


..1345, 1180. 


.1500 






Seq. No. 


42847 






Seq. ID 


OJ000320_35.0412 


.04 


Gene No. 


89473 






Strand 






Start 


9186 






End 


9487 




Name 


OJ000320 35. 


0412 


.C4 .o2.tw 


Method 


TBLASTX: Wheat 




Start 


1591 






End 


1878 




GI 


none 






Score 


188 




Exons 


1591. .1878 












Seq. No. 


42847 






Seq. ID 


OJ000320_35.0412 


.04 


Gene No. 


89473 






Strand 






Start 


9186 






End 


9487 




Name 


OJ000320 35. 


0412 


.C4 ,o2 .gs 


Method 


GENSCAN 




Start 


9186 






End 


9487 




GI 


none 






Score 


.93 




Exons 


9186. .9319, 


9430 


. . 9487 








Seq. No. 


42848 






Seq. ID 


OJ000320_35.0412 


.05 


Gene No. 


89474 






Strand 


+ 




Start 


5531 






End 


6325 




Name 


OJ000320 35. 


0412 


.C5.o2 .gs 


Method 


GENSCAN 




Start 


5531 






End 


6325 




GI 


none 






Score 


. 97 




Exons 


5531. .6325 












Seq. No. 


42848 






Seq, ID 


OJ000320_35.0412 


.05 


Gene No. 


89475 






Strand 


+ 




Start 


11278 






End 


11586 




Name 


OJ000320 35. 


0412 


.C5.o4 .gs 


Method 


GENSCAN 




Start 


11278 






End 


11586 




GI 


none 






Score 


.9 




Exons 


11278. .11586 










Seq. No. 


42848 






Seq. ID 


OJ000320_35.0412 


.05 


Gene No. 


89476 






Strand 






Start 


1 






End 


9479 




Name 


OJ000320 35. 


0412 


. C5.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1512 




GI 


3059140 






Score 


446 




Exons ' 


l.,37, 135.. 


234, 


408. .520, 1009. .1109, 


1321. .1359, 1446 


. .1512 



43370 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



{AJ001706) NAD-dependent glyceraldehyde-3-phosphate 
dehydrogenase [Pinus sylvestris] 



42848 Seq. ID 

89476 Strand 

1 End 

OJ000320_35 . 0412 . C5 . o2 . np Method 

1 End 

2494630 Score 



OJ000320_35.0412.C5 

9479 
AAT/NAP 
9479 
287 



1..37, 135. .260, 437. .520, 1009. .1127, 2240. .2345, 6009. .6181, 
9436. .9479 

GLYCERALDEHYDE 3-PHOSPHATE DEHYDROGENASE, TESTIS-SPECIFIC 
(GAPDH) gi 12117532 I pir I 1 14 9681 glyceraldehyde-3-phosphate 
dehydrogenase (EC 1.2.1.12) - mouse gi 1567204 (M60978) 
glyceraldehyde 3-phosphate dehydrogenase [Mus musculus] 



42848 
89476 
1 

OJ000320_35.0412.C5.ol.tm 
3 

none 



Seq. ID OJ000320_35.0412.C5 
Strand 

End 947 9 

Method TBLASTX : Maize 

End 1116 

Score 63 



3. .41, 3. .38, 4. .42, 134. .235, 135. .236, 136. .237, 396. .509, 
407. .520, 409. .528, 1001. .1111, 1008. .1106, 1009. .1116, 
1010. .1111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



42848 Seq. ID 

89476 Strand 

1 End 9479 

OJ000320_35 . 04 12 . C5 . ol . gs Method GENSCAN 

135 End 2213 

none Score .86 
135. .234, 408.. 520, 1009. .1109, 1321.. 1359, 1446 
1734.. 1795, 1998.. 2213 



OJ000320 35. 0412. C5 



1504, 



42849 
89477 
1134 • 

OJ000320_35.0412.C6.ol.gs 

1134 

none 



Seq. ID OJ000320_35.0412.C6 

Strand + 

End 3227 

Method GENSCAN 

End 3227 

Score . 4 



1134.. 1355, 1779.. 1857, 3067.. 3227 



42849 
89478 
6858 

OJ000320_35 . 04 12 . C6 . ol . np 

6825 

6522592 



Seq. ID OJ000320_35.0412.C6 

Strand + 

End 10043 

Method AAT/NAP 

End 10040 

Score 1718 



6825.. 8513, 8589,. 9787, 9830.. 10040 

(AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



42849 
89478 
6858 

OJ000320 35.0412.C6.o3.gs 



Seq. ID OJ000320_35.0412.C6 

Strand + 

End 10043 

Method GENSCAN 



43371 




start 


6858 




End 


10043 




GI 


none 




Score 


,54 




"P vons 


6858. .10043 










Seq. No, 


42849 




Seq. ID 


OJ000320_35,0412 


.C6 


Gene No. 


89479 




Strand 






Start 


3414 




End 


5735 




Name 


OJ000320 35. 0412. C6 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


118 




End 


487 




GI 


none 




Score 


116 






118. ,258, 119. .253, 


262. ,426, 


263. .415 


, 407. ,487 




Seq. No. 


42849 




Seq. ID 


OJ000320_35.0412 


.C6 


Gene No. 


89479 




Strand 






Start 


3414 




End 


5735 




Name 


OJ000320 35. 0412. C6 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


130 ~ 




End 


740 






none 




Score 


345 




Rvnns 


130. .429, 131. .502, 


260, .496, 


498. .740 






Seq. No. 


42849 




Seq. ID 


OJ000320_35.0412 


.C6 


Gene No. 


89479 




Strand 






Start 


3414 




End 


5735 




Name 


OJ000320 35. 0412. C6 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


344 ~ 




End 


872 






none 




Score 


54 




P.von 


344. .400, 470. .502, 


527. .697, 


531. .698 


, 711, .872, 770,. 


799 


Seq. No. 


42849 




Seq. ID 


OJ000320_35.0412 


.C6 


Gene No. 


89479 




Strand 






Start 


3414 




End 


5735 




Name 


OJ000320 35. 0412. C6 


. o2, tw 


Method 


TBLASTX: Wheat 




Start 


4 97 ~ 




End 


1046 




GI 


none 




Score 


220 






497. .826, 498. .869, 


870. .902, 


948. .1046 




Seq. No. 


42849 




Seq. ID 


OJ000320_35.0412 


.C6 


Gene No. 


89479 




Strand 






Start 


3414 




End 


5735 




Name 


OJ000320 35. 0412. C6 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


948 




End 


1403 




GI 


none 




Score 


326 




F.vnn*? 


948.. 1316, 951.. 1205, 956.. 1309, 1347, 


.1403 




Seq. No. 


42849 




Seq. ID 


OJ000320_35.0412 


.C6 


Gene No. 


89479 




Strand 






Start 


3414 




End 


5735 




Name 


OJ000320 35, 0412. C6 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1146 




End 


1511 






none 




Score 


221 




Exons 


1146.. 1421, 1259.. 1396, 1402, 


.1509, 1407. .1511 




Seq. No. 


42849 




Seq. ID 


OJ000320_35.0412 


.C6 


Gene No. 


89479 




Strand 






Start 


3414 




End 


5735 




Name 


OJ000320 35,0412.06 


. o6. tm 


Method 


TBLASTX: Maize 




Start 


1410 




End 


1739 





43372 



GI 

Exons 



none Score 62 

1410. .1520, 1410. .1532, 1411. .1560, 1411. .1566, 1567. .1626, 
1623.. 1739 



Seq. No. 42849 

Gene No. 89479 

Start 3414 

Name OJ000320_35 . 04 12 . C6 . o2 . gs 

Start 3414 

GI none 

Exons 3414.. 3531, 3719.. 3807, 4004. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_35.0412.C6 

5735 
GENSCAN 
5735 
.72 

.5070, 5104.. 5224, 5232.. 5735 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4284 9 
89480 
7026 

OJ000320_35, 

7026 

none 

7026. .7052, 
7134, .7616, 
7353. .7544, 
7644. .7790, 
7878. ,7949, 
7956. ,8084, 
8135. ,8236, 
8355, ,8726, 
8616, ,8726, 
9620. ,9712 



Seq. ID OJ000320_ 
Strand 



35. 0412. C6 









End 


10025 






0412. 


C6.01. 


tc 


Method TBLASTX: 


Cress 










End 


9746 












Score 


38 






7065. 


.7184, 


7074, 


.7184, 


7082. .7258, 


7092, 


.7616, 


7230. 


.7277, 


7326. 


.7400, 


7350. .7616, 


7353, 


.7637, 


7376. 


.7543, 


7434. 


.7628, 


7635. .7775, 


7641, 


.7781, 


7644 . 


.7775, 


7653. 


.7763, 


7659. .7817, 


7857. 


.7946, 


7929. 


.8291, 


7929. 


.8084, 


7953, ,8291, 


7953. 


.8084, 


7962. 


.8291, 


7965. 


.8291, 


7991. .8218, 


8034. 


.8291, 


8136. 


.8291, 


8355. 


.8726, 


8355, ,8522, 


8355. 


.8726, 


8355. 


.8654, 


8388. 


.8732, 


8499, ,8726, 


8571. 


.8774, 


9141. 


.9245, 


9405. 


.9578, 


9458, ,9565, 


9615. 


.9746, 



.7184, 7065.. 7184, 7074, 
.7790, 7794. ,7826, 7857. 



Seq. No. 42849 
Gene No. 89480 
Start 7026 

Name OJ000320_35.0412.C6.o4 .tm 

Start 7053 
. GI none 
Exons 7053, 
7644, 

7929.. 8198, 7929,, 8219, 7956, 
8135. .8299, 8135. .8251, 8136. 
8355. ,8729, 8355, ,8726, 8388. 

Seq, No, 42849 
Gene No. 89480 
Start 7026 

Name OJ000320_35 . 04 12 . C6 . o2 . ts " 

Start 7059 
GI none 

Exons 7059.. 7265, 7065., 7397, 7233. 

7353.-7622, 7644. .7790, 7860. 
7929. .8291, 7959. .8291, 7965. 
8171. .8299, 8172, .8291, 8355. 
8355. .8726, 8391. .8726, 8426. 



Seq. ID OJ000320_35.0412.C6 
Strand 

End 10025 
Method TBLASTX : Mai ze 
End 8729 
Score 72 

.7184, 7092, .7595, 7134. .7616, 
.7946, 7863.. 7949, 7901. .7936, 
.8219, 8034. .8291, 8063. .8305, 
.8219, 8355.. 8705, 8355.-8726, 
.8726, 8426. .8698 

Seq. ID OJ000320_35.0412.C6 
Strand 

End 10025 

Method TBLASTX : Soybean 

End 8774 

Score 92 

.7616, 7233.. 7628, 7326.. 7628, 
.7946, 7863.. 7949, 7929.. 8288, 
.8291, 8045.. 8302, 8133.. 8291, 
.8726, 8355.. 8726, 8355.. 8729, 
.8656, 8457. .8726, 8631. ,8774 



Seq. No. 42849 Seq. ID 

Gene No. 89480 Strand 

Start 7026 End 

Name OJ000320 35 . 04 12 . C6 , o4 . tw Method 



OJ000320_35.0412.C6 
10025 

TBLASTX: Wheat 



43373 




start 


7557 






End 


8726 


GI 


none 






Score 


126 


Exons 


7557. .7781, 


7583 


..7810, 7695 


,.7781, 7842. .8201, 7916. .8182, 




8607. .8726 










Seq. No. 


42849 






Seq. ID 


OJ000320_35.0412.C6 


Gene No. 


89480 






Strand 




Start 


7026 






End 


10025 


Name 


OJ000320 35 


.0412 


.C6.ol. ts 


Method 


TBLASTX : Soybean 


Start 


9009 






End 


9830 


GI 


none 






Score 


91 


Exons 


9009. .9101, 


9053 


..9097, 9135 


..9365, 9173,. 9328, 9387.. 9629, 




9467. .9553, 


9603 


..9830, 9620 


. .9724 




Seq. No. 


42849 






Seq. ID 


OJ000320_35.0412.C6 


Gene No. 


89480 






Strand 




Start 


7026 






End 


10025 


Name 


OJ000320 35 


,0412 


. C6 . ol . tm 


Method 


TBLASTX: Maize 


Start 


9168 






End 


9638 


GI 


none 






Score 


224 


Exons 


9168. . 9347, 


9168 


..9341, 9173 


..9346, 9390. .9575, 9464. .9574, 




9594, .9638 










Seq. No. 


42849 






Seq. ID 


OJ000320_35.0412.C6 


Gene No. 


89480 






Strand 




Start 


7026 






End 


10025 


Name 


OJ000320 35 


.0412 


. 06 . o3 . tw 


Method 


TBLASTX: Wheat 


Start 


9321 






End 


9734 


GI 


none 






Score 


35 


Exons 


9321, . 9341, 


9405 


..9578, 9449 


..9562, 9594. .9734, 9605. .9724 


Seq. No. 


42849 






Seq. ID 


OJ000320_35.0412.C6 


Gene No. 


89480 






Strand 




Start 


7026 






End 


10025 


Name 


OJ000320 35 


.0412 


. C6 . o5 . tm 


Method 


TBLASTX: Maize 


Start 


9641 






End 


10025 


GI 


none 






Score 


,186 


Exons 


9641. . 9793, 


9642 


. . 9830, 9903 


. .10025 




Seq. No. 


42850 






Seq. ID 


OJ000320_35. 0412. CIO 


Gene No . 


89481 






Strand 


+ 


Start 


448 






End 


4295 


Name 


GJ000320 35 


.0412 


.ClO.ol.np 


Method 


AAT/NAP 


Start 


448 






End 


4292 


GI 


- 4982519 






Score 


483 


Exons 


448, .655, 3064.. 


3138, 3234,. 


3374, 3897 


..3963, 3991,. 4120, 




4193. ,4292 










GI Descrip. 


{AC000107) 


F17F8 


.25 [Arabidopsis thaliana] 


Seq. No. 


42850 






Seq. ID 


OJ000320_35. 0412. CIO 


Gene No* 


89481 






Strand 


+ 


Start 


448 






End 


4295 


Name 


OJ000320 35 


.0412 


.ClO.ol.gs 


Method 


GENSCAN 


Start 


491 






End 


4295 


GI 


none 






Score 


.91 


Exons 


491. ,655, 3064., 


3138, 3234.. 


3374, 3897 


. .4295 



43374 



• 



Seq. ID OJ000320_35. 0412. CIO 

Strand + 

End 4295*t- 

Method AAT/GAP 

End 1922 

Score 815 



Seq. No. 42850 
Gene No. 89481 
Start 4 48 

Name OJ000320_35 . 0412 . CIO . ol . gp 

Start 1504 
GI 94783_1.R1084 
Exons 1504.. 1922 

GI Descrip. M176420/dbj I BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 

Seq. ID OJ000320_35. 0412. CIO 
Strand 

End 4 663 

Method AAT/GAP 
End 4 663 

Score 867 



Seq. ID OJ000320_35. 0412. CIO 
Strand 

End 7823 

Method TBLASTX : Soybean 

End . 658 

Score 214 



Seq. No. 


42850 








89482 






O L.aX. L. 


4223 






Name 


OJ000320 35.0412 


.C10.O2 




Start 


4223 








5004350 






Exons 


4223. .4663 






o c ^ • u • 


42850 








89483 








6282 






Name 


OJ000320 35.0412 


.ClO.ol 


. ts 




494 








none 








494. .658, 496. .636 




Seq. No. 


42850 






Gene No. 


89483 






Start 


6282 






Name 


OJ000320 35.0412 


.C10.O2 


.gs 


Start 


6282 






GI 


none 






Exons 


6282.. 6320, 6688 


. .6741, 


77 


Seq. No. 


42851 






Gene No. 


89484 






Start 


1 






Name 


OJ000320 35.0412 


.Cll.ol 


.np 


Start 


1 






GI 


7446534 






Exons 


1..119, 710. .892 






GI Descrip. 


MADS box protein 


- rice 





Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_35. 0412. CIO 

7823 
GENSCAN 
7823 
.41 



Seq. ID OJ000320_35.0412.C11 
Strand 

End 4399 

Method AAT/NAP 

End 8 92 

Score 210 



box protein [Oryza sativa] 



Seq. No. 


42851 








Seq. ID 


OJ000320_35-0412 


.Cll 


Gene No. 


89484 








Strand 






Start 


1 








End 


4399 




Name 


OJ000320 


35.0412.C11 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


686 








End, 


946 




GI 


none 








Score 


128 




Exons 


686. .946, 


717. .902 












Seq. No. 


42851 








Seq. ID 


OJ000320_35.0412 


.Cll 


Gene No. 


89484 








Strand 






Start 


1 








End 


4399 




Name 


OJ000320 


35.0412.C11 


.ol 


. gs 


Method 


GENSCAN 




Start 


705 








End 


4399 





43375 




GI 


none 


Score 


.45 


Exons 


705. .911, 1148. .1183, 2359.. 


2401, 4149 


. .4399 


Seq. No. 


42851 


Seq. ID 


OJ000320_35.0412.C11 


Gene No. 


89484 


Strand 




Start 


1 


End 


4399 


Name 


OJ000320 35.0412.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


710 


End 


982 


GI 


none 


Score 


122 


Exons 


710. .982, 711. .893 






Seq. No. 


42851 


Seq. ID 


OJ000320_35.0412.C11 


Gene No. 


89484 


Strand 




Start 


1 


End 


4399 


Name 


OJ000320 35.0412.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


713 


End 


905 


GI 


none 


Score 


158 


Exons 


713. .904, 714. .905 






Seq. No. 


42851 


Seq. ID 


OJ000320_35.0412.C11 


Gene No. 


89484 


Strand 




Start 


1 


End 


4399 


Name 


OJ000320 35.0412.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


713 


End 


922 


GI 


none 


Score 


171 


Exons 


713. .922, 714 . .905 






Seq. No. 


42852 


Seq. ID 


OJ000320_35.0412.C12 


Gene No. 


89485 


Strand 


+ 


Start 


56 


End 


1463 


Name 


OJ000320 35.0412.C12.ol.gs 


Method 


GENSCAN 


Start 


56 


End 


1463 


GI 


none 


Score 


.41 


Exons 


56. .90, 1195. .1318, 1383. .1463 




Seq. No. 


42852 


Seq. ID 


OJ000320_35.0412.C12 


Gene No. 


89486 


Strand 




Start 


1175 


End 


1477 


Name 


OJ000320 35.0412.C12.ol.np 


Method 


AAT/NAP 


Start 


1175 


End 


1477 


GI 


6289057 


Score 


183 


Exons 


1175. .1477 






GI Descrip. 


(AF193440) heme activated protein [Arabidopsis thaliana] 


Seq. No. 


42852 


Seq, ID 


OJ000320_35.0412.C12 


Gene No. 


89486 


Strand 




Start 


1175 


End 


1477 


Name 


OJ000320 35.0412.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


1183 


End 


1477 


GI 


none 


Score 


39 


Exons 


1183.. 1218, 1204.. 1233, 1238 


..1273, 1246. .1302, 1247. .1303, 




1287. .1475, 1316. .1477, 1320 


. .1475 




Seq. No. 


42852 


Seq. ID 


OJ000320_35.0412.C12 


Gene No. 


89486 


Strand 




Start 


1175 


End 


1477 


Name 


OJ000320 35.0412.C12.ol.ts 


Method 


TBLASTX: Soybean 



43376 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1319 End 1477 

none Score 132 

1319... 1477, 1320. .1466, 1367. .1477 



42852 
89486 

1175 . 

OJ000320_35.0412.C12.ol.tc 

1340 

none 



Seq. ID OJ000320_35.0412.C12 
Strand 

End 1477 

Method TBLASTX : Cress 

End 1477 

Score 131 



1340. .1477, 1341. .1466, 1367. .1477 



42853 
89487 
1 

OJ000320_35.0412.C13.ol.np 
1 

4680183 
1..1150 

(AF111709) gag-pol protein [Oryza sativa subsp. indica 



Seq. ID OJ000320_35.0412.C13 
Strand 

1150 
AAT/NAP 
1150 
1811 



End 

Method 

End 

Score 



Seq. ID OJ000320_35.0412.C13 
Strand 

End 1150 

Method GENSCAN 

End 1104 

Score .66 



42853 
89487 
1 

OJ000320_35.0412.C13.ol.gs 
152 
none 

152. .1104 

42854 
89488 
346 

OJ000320_35 . 04 12 . C14 . ol . gs 
346 
none 

346. .419, 810. .911, 1172. .1208, 1325. .1369, 2382. .2461, 
2559.. 2669, 2730.. 2795, 2882.. 3140 



Seq. ID OJ000320_35.0412.C14 
Strand 

End 3854 

Method GENSCAN 

End 3140 

Score .58 



42854 
89488 
346 

OJ000320_35.0412.C14.ol.gp 
646 

uC-osflcypl42dl0bl 
646. .760 

•1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ID OJ000320_35.04I2.C14 
Strand 

End 3854 

Method AAT/GAP 

End 760 

Score 204 



42854 
89488 
346 

OJ000320_35.0412.C14.o2.gp 
819 

17481 1.R1084 



Seq. ID OJ000320_35.0412.C14 
Strand 

End 3854 

Method AAT/GAP 

End 3025 

Score 958. 



819.. 911, 1114.. 1208, 1325.. 1369, 2382.. 2461, 2559.. 2609, 
2730.. 2795, 2882. .3025 

'3033396 8.0e-21 (AC004238) unknown protein [Arabidopsis 



43377 



thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



42854 
89488 
346 

OJ000320_35 . 04 12 . C14 . ol . tm 
1098 
none 

1098. .1202, 
2344. .2460, 
2731. .2790, 



OJ000320 35.0412.C14 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1098. .1208, 1120, .1209, 1326. .1385, 2151 
2378. .2464, 2382. .2459, 2554. .2607, 2555 
2735. .2791 



3854 

TBLASTX: Maize 

2791 

79 



.2228, 
.2605, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



■OJ000320 35.0412,C14 



42854 
89488 
346 

OJ000320_35 . 04 12 . 014 . ol , np 
1113 
7485808 

1113. .1208, 1325. .1369, 2382. .2461, 2559. .2609, 2730. .2809, 
3817.-3854 

hypothetical protein F19I3,24 - Arabidopsis thaliana 



3854 
AAT/NAP 
3854 
165 



gi|3033396|gb|AAC12840.1| 
[Arabidopsis thaliana] 

42854 
89488 
346 

OJ000320_35,0412.C14 .o2,gs 

3643 

none 

3643.-3698 



(AC004238) putative thioredoxin 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_35.0412.C14 

3854 
GENSCAN 
3698 
.62 



OJ000320 35.0412.C16 



42855 Seq. ID 

89489 Strand 
1 End 2394 

OJ000320__35.0412.C16.ol.np Method AAT/NAP 
1 End 2394 

5922631 Score 2498 

1..799, 1406. .2394 

{AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



42855 
89489 
1 

OJ000320_35,0412.C16.o4.tw 
78 

none 



Seq. ID OJ000320_35.0412.C16 
Strand 

End 2394 

Method TBLASTX : Wheat 

End 390 

Score 85 



78. .389, 81. .254, 91. .270, 313. .390 



42855 
89489 



Seq. ID 
Strand 



OJ000320 35.0412.C16 



43378 



o J. u 


1 




Nsitie 


n.Tfinn^^n is 0412 ci6 o2 


tm 




4^ ^ 0 




PT 


none 




EiXons 


22fi 254 252 .395, 265 


. 396, 


Seq, No. 


42855 , 




Gene No. 


89489 






1 

X 




N3.nie 














none 






247 1317, 1414,. 2378 




Seq- No. 


42855 




Gene No. 


89489 




q-i- a -rl- 
o CdX I- 


\ 




Nsiue 


0.7000320 35 0412 C16 ol 


. ts 




J J ^ 






none 




EiXons 


339 740 373 543. 580 


. . 723 


Seq. No. 


42855 




Gene No. 


' 89489 






±. 




Name 


nTonni^o is 0419 nfi n2 


. u w 


btaru 






Val 


none 




?r von c 


394 774 399 818 




Seq. No. 


42855 




Gene No. 


89489 




q-i- a -rl- 


1 




Naitie 


n.T000190 IS 0412 PI n1 












none 




TJ* von e 


903 12S9 913 1218 




Seq. No. 


42855 




Gene No. 


89489 




O CdX L 


1 

X 




Name 


nTnnni90 is 04i9 ^^fi oi 

\J\J \J \J \J O ^ \J ^ J ■ U 1 X^ . V^X vl ■ VJX 


• u w 


O 4- -3 v>4- 

bcart. 


!7 J J 




CT 
bi 


none 




TT von c 


933 1388 934 1389 




Seq. No. 


42855 




Gene No. 


89489 




O UalT U 


1 

X 




Name 


nTnnni90 is 04i9 rifi n9 


1- <? 


btart 


QQ /I 




GI 


none 




Exons 


984. .1118, 1125. .1349 




Seq. No. 


42855 




Gene No. 


89489 




Start 


1 





End 2394 

Method TBLASTX : Maize 

End 672 

Score 88 

417. ,671, 418. .672 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000320_35.0412.C16 

2394 
GENSCAN 
2378 
.67 



OJ000320_35.0412.C16 
2394 

TBLASTX : Soybean 

740 

43 



OJ000320_35.0412.C16 
2394 

TBLASTX: Wheat 

818 

285 



OJ000320_35.0412,C16 
2394 

TBLASTX: Maize 

1259 

214 



OJ000320_35.0412.C16 
2394 

TBLASTX: Wheat 

1389 

268 



OJ000320_35.0412.C16 
2394 

TBLASTX : Soybean 

1349 

138 



OJ000320_35.0412.C16 
2394 



43379 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_35 . 04 12 . C16 . o3 . tw Method TBLASTX : Wheat 
1389 End 2066 

none Score 154 

1389. .1505, 1609. .1845, 1611. ,1841, 1890. .2066 



42855 
89489 
1 

OJ000320_35.0412.C16.o3.tm 

1611 

none 

1611.. 1757, 1612.. 1758 

42856 
89490 
2118 

OJ000320_35 . 04 12 . CI 9 . ol . tw 

1531 

none 

1531. .1944 



Seq. ID OJ000320_35.0412,C16 
Strand 

End 2394 

Method TBLASTX : Mai ze 

End 1758 

Score 114 



Seq. ID OJ000320_35.0412.C19 
Strand 

End 2357 

Method TBLASTX : Wheat 

End 194 4 

Score 238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42856 
89490 
2118 

OJ000320_35.0412.C19.ol.tm 

1885 

none 



Seq. ID OJ000320_35.0412.C19 
Strand 

End 2357 

Method . TBLASTX : Mai ze 

End 2357 

Score 72 



1885. .1944, 1978. .2139, 2160. .2357, 2194. .2286 



42856 
89490 
2118 

OJ000320_35.0412.C19.ol.gs 

2118 

none 

2118. .2196, 2279.. 2310 



Seq. ID OJ000320_35.0412.C19 
Strand 

End 2357 

Method GENSCAN 

End 2310 

Score .71 



Seq. ID OJ000320_35.0412.C20 
Strand 

2528 
AAT/NAP 
2528 
317 



42857 
89491 
1 

OJ000320_35 .0412. C20 . ol . np 
1 

4432866 
1..746, 2475. .2528 

(AC006300) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



End 

Method 

End 

Score 



42857 
89491 
1 

OJ000320_35 .0412. C20 . ol . tm 
2 

none 



Seq. ID OJ000320_35.0412.C20 
Strand 

End 2528 

Method TBLASTX : Maize 

End 699 

Score 105 



2. .235, 21. .221, 238. .687, 242. .403, 446. .694, 472. .699, 
591. .695 



Seq. No. 



42857 



Seq. ID OJ000320_35.0412.C20 



43380 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



89491 Strand 

1 End 

OJ000320_35 . 0412 . C20 . ol . tw Method 

250 End 

none Score 



2528 

TBLASTX: Wheat 

592 

90 



250. .402, 251. .391, 403. .588, 446,-592 



42858 Seq. ID 

89492 Strand 

157 End 
OJ000320_35 . 0412 . C21 . ol . gs Method 

157 End 

none Score 
157. .285 



OJ000320_35.0412.C21 
+ 

285 

GENSCAN 

285 

.72 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320 
+ 

273 

AAT/NAP 
270 
95 



35.0412.C22 



42859 
89493 
1 

OJ000320_35 .0412. C22 ;ol , np 
1 

4966351 
1..42, 219. .270 

(AC006341) Similar to gb|AJ001706 NAD-dependent 
glyceraldehyde-3-phosphate dehydrogenase (GapCpl) from Pinus 
sylvestris and is a member of the PF 100044 glyceraldehyde 
3-phosphate dehydrogenase family. ESTs gb|H37679, gb|R83939 and 
gb|R30214 come from > 



OJ000320_35.0412.C22 
+ 

273 

GENSCAN 
273 
.98 



42859 Seq. ID 

89493 Strand 

1 End 
OJ000320_35 . 0412 . C22 . ol . gs Method 

2 End 
none Score 
2.. 42, 219.. 273 

42859 Seq. ID 

894 94 Strand 

2458 End 

OJ000320_35 . 0412 .C22 . o2 . np Method 

2458 End 

7329661 Score 
2458. .2929 

(AL162351) putative protein [Arabidopsis thaliana] 



OJ000320_35.0412.C22 

2929 
AAT/NAP 
2929 
265 



42859 Seq. ID 

89495 Strand 

4472 End 

OJ000320_35 . 04 12 . C22 . o2 . tm Method 

2473 End 

none Score 



OJ000320_35.0412.C22 
7872 

TBLASTX: Maize 

2728 

126 



2473.. 2628, 2480.. 2629, 2630.. 2728, 2653.. 2727 



42859 
89495 
4472 

OJ000320 



35.0412.C22.ol.tc 



Seq. ID 

Strand 

End 

Method 



OJ000320_35.0412.C22 
7872 

TBLASTX: Cress 



43381 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2479 End 

none Score 
2479.. 2712, 2495.. 2620 

42859 Seq. ID 

89495 Strand 

4472 End 
OJ000320_35 . 0412 .022 .oi .ts Method 

2491 ' End 

none Score 
2491. .2706, 2495. .2698 



42859 
89495 
4472 

OJ000320_35 . 0412 . C22 . o3 . np 

4375 

7485016 

4375.. 4408, 6584.. 6955, 7830 



2712 
110 



OJ000320_35.0412.C22 
7872 

TBLASTX: Soybean 

2706 

125 



OJ000320 35.0412.022 



Seq. ID 
Strand 

End 7872 
Method AAT/NAP 
End 7872 
Score 145 
7872 

hypothetical protein - Arabidopsis thaliana 
gi|2244869|emb|OAB10291.1| (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi | 7268258 | emb | CAB78554 . 1 1 (AL161540) 
hypothetical protein [Arabidopsis thaliana] 



Sea No 


42859 








Seq. ID 


OJ000320 


Gene No. 


89495 








Strand 




Start 


4472 








End 


7872 


Name 


OJ000320 35 


.0412 


.022.O3 


,gs 


Method . 


GENSOAN 


Start 


4472 








End 


5180 


GI 


none 








Score 


.86 


Exons 


4472. .4624, 


5106 


. .5180 








Seq. No. 


42859 








Seq. ID 


OJ000320 


Gene No, 


89495 








Strand 




Start 


4472 








End 


7872 


Name 


OJ000320 35 


.0412 


.022.01 


. tm 


Method 


TBLASTX: 


Start 


6660 








End 


7033 


GI 


none 








Score 


51 


Exons 


6660. .6710, 


6661 


. .6711, 


6681. 


.6809, 6751. .6810, 




6757. .6882, 


6992 


. .7033 - 








Seq. No. 


42860 








Seq, ID 


OJ000320 


Gene No. 


89496 








Strand 


+ 


Start 


24 








End 


680 


Name 


OJ000320 35 


,0412 


.023.01 


. gs 


Method 


GENSOAN 


Start 


24 








End 


680 


GI 


none 








Score 


,62 


Exons 


24. .26, 549 


. .680 










Seq. No. 


42861 








Seq. ID 


OJ000320 


Gene No. 


89497 








Strand 


+ 


Start 


1146 








End 


2397 


Name 


OJ000320 35 


.0412 


.024.01 


. gs 


Method 


GENSOAN 


Start 


1146 








End 


2397 


GI 


none 








Score 


.72 


Exons 


1146. .1253, 


2266 


. .2397 









43382 



Seq. No. 42861 

Gene No. 8 94 98 

Start 5695 

Name OJ000320_35 . 0412 .C24 . o3 .gs 

Start 5695 

GI none 
Exons 



Seq. ID OJ000320_35.0412.C24 

Strand + 

End 8653 

Method GENSCAN 

End 8 638 

Score . 64 



5695. .5713, 5848. .6884, 6971. .7274, 7308. .7646, 7721. .7908, 
7984. .8173, 8246. .8350, 8423. .8638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42861 
89498 
5695 

OJ000320_35.0412.C24.ol.np 

6000 

6691716 



Seq. ID OJ000320_35.0412,C24 

Strand + 

End 8653 

Method AAT/NAP 

End 8 653 

Score 2127 



6000. .6884, 7082. .7260, 7342. .7648, 7735. .7908, 7984. .8087, 
8238. .8350, 8423. .8653 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 


42861 






Seq. ID 


Gene No . 


89499 






Strand 


Start 


3862 






End 


Name 


OJ000320 35. 


0412. 


C24.o2.gs 


Method 


Start 


3862 






End 


GI 


none 






Score 


Exons 


3862. .3980, 


4123. 


.4278, 4335. 


.4422 


Sea No 


42861 






Seq. ID 


Gene No. 


89500 






Strand 


Start 


6120 






End 


Name 


OJ000320 35. 


0412. 


C24-ol.tw 


Method 


Start 


6120 






End 


GI 


none 






Score 


Exons 


6120. .6410 








Seq. No. 


42862 






Seq. ID 


Gene No. 


89501 






Strand 


Start 


452 






End 


Name 


OJ000320 33. 


0412. 


C4.ol.gs 


Method 


Start 


452 






End 


GI 


none 






Score 


Exons 


452. .524 








Seq. No. 


42863 






Seq. ID 


Gene No. 


89502 






Strand 


Start 


30 






End 


Name 


OJ000320 33. 


0412. 


C5.ol.gs 


Method 


Start 


30 






End 


GI 


none 






Score 


Exons 


30.. 390, 763 


. .837 


, 1522.. 1539 




Seq. No. 


42863 






Seq. ID 


Gene No. 


89502 






Strand 


Start 


30 






End 


Name 


OJ000320 33. 


0412. 


C5.ol.tm 


Method 



4422 
GENSCAN 
4422 
.54 



6410 

TBLASTX: Wheat 

6410 

221 



+ 

524 

GENSCAN 

524 

.89 



1539 
GENSCAN 
1539 
.82 



1539 

TBLASTX: Maize 



43383 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 



59 End 872 

none Score 97 

59. .187, 61. .186, 83. ,205, 143. .328, 202. .327, 303. .359, 

376. .399, 514. .582, 562. .681, 563. .682, 578. .682, 752. .838, 

780. .872, 780. .839 



33. 0412. C6 



42864 Seq. ID OJ000320_ 

89503 Strand + 

1 End 92 6 

OJ000320_33 . 04 12 . C6 . ol . np Method AAT/NAP 

1 End 926 

7485467 Score 216 

1. .30,- 110. .223, 349. .530, 806. .926 

hypothetical protein F13P17.19 - Arabidopsis thaliana 

gi 13337366 1 gb I AAC27411.il {AC004481) nodulin-like protein 

[Arabidopsis thaliana] 



Seq. ID OJ000320_33.0412.C6 

Strand + 

End 926 

Method TBLASTX : Mai ze 

End 736 

Score 134 

334. .510, 354. .509, 593. .736, 



42864 
89503 
1 

OJ000320_33 . 04 12 . 06 . ol . tm 
90 

none 

90. .233, 91. .225, 107.. 226, 
595.. 726 

42864 
89503 
1 

OJ000320_33.0412.C6.ol.ts 
107 
none 

107. .226, 109. .228, 335.-433, 337. .510, 348. .509, 590. .700, 
593.. 727, 595.. 726 



Seq. ID OJ000320_33.0412.C6 

Strand + 

End 926 

Method TBLASTX: Soybean 

End 727 

Score 132 



42864 Seq. ID 

89503 Strand 

1 End 

OJ000320_33 . 0412 . C6 . ol . gs Method 

110 End 

none Score 

110. .223, 349. .510, 596. .724 



OJ000320_33.0412.C6 
+ 

926 

GENSCAN 

724 

.99 



42864 
89503 
1 

OJ000320_33.0412.C6.ol.tc 
110 
none 



Seq. ID OJ000320_33.0412.C6 

Strand + 

End 926 

Method TBLASTX: Cress 

End 727 

Score 122 



110. .229, 117. .254, 118. .228, 348. .503, 349. .510, 349. .510, 
593. .727, 595. .726 



42865 Seq. ID 

89504 Strand 

1 End 

OJ000320_33 .04 12 . C7 . ol . np Method 

1 End 



OJ000320_33.0412.C7 
+ 

4300 

AAT/NAP 

560 



43384 



GI 7485467 Score 400 

Exons 1. .560 

GI Descrip. hypothetical protein F13P17.19 - Arabidopsis thaliana 

gi I 3337366 I gb lAAC27411.il {AC004481) nodulin-like protein 
[Arabidopsis thaliana] 



Seq. No. 


42865 


Seq. ID 


OJ000320 33. 0412. C7 


Gene No . 


89504 


Strand 


+ ~ 


Start 


1 


End 


4300 


Name 


OJ000320 33.0412.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


333 


GI 


none 


Score 


95 


Exons 


2. .94, 3. .95, 97. .333. 103.. 


333 




Sea. No. 


42865 


Seq. ID 


OJ000320 33. 0412. C7 


Gene No . 


89504 


Strand 


+ ~ 


Start 


1 


End 


4300 


Name 


OJ000320 33.0412.C7.ol.gs 


Method 


GENSCAN 


Start 


111 


End 


3592 


GI 


none 


Score 


. 61 


Exons 


111 538. 1681 1786. 1998.. 


2161, 2833 


. . 2885, 2912 . .2980, 




3447 3592 






Sea No 


42865 


Seq. ID 


0 JO 00320 33 . 0412 .C7 


Gene No 


89504 


Strand 


+ ' * ' 


Start 


1 


End 


4300 


Name 


OJ000320 33.0412.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


293 


End 


494 


GI 


none 


Score 


185 


Exons 


293. .442, 294. .494, 297. .476 






Sea No. 


42865 


Seq. ID 


OJ000320 33- 0412 .C7 


Gene No . 


89504 


Strand 




Start 


1 


End 


4300 


Ncime 


OJ000320 33.0412.C7.o2.np 


Method 


AAT /NAP 


Start 


1840 


End 


4300 


GI ■ 


7340868 


Score 


203 


Exons 


.1840. .1961, 3518.. 3700, 4281 


. .4300 




GI Descrip. 


"(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42866 


Seq. ID 


OJ000320_33.0412.C9 


Gene No. 


89505 


Strand 




Start 


875 


End 


1010 


Name 


OJ000320 33.0412.C9.ol.gs 


Method 


GENSCAN 


Start 


875 


End 


1010 


GI 


none 


Score 


.43 


Exons 


875. .1010 







Seq. No. 42867 

Gene No. 89506 

Start 1 

Name OJ000320_33 . 0412 . Cll . ol . gp 

Start 1 

GI 4107142 

Exons 1 . . 312 



Seq. ID OJ000320_33. 0412. Cll 
Strand 

End 1717 

Method AAT /GAP 

End 312 

Score 519 



Seq. No. 



42867 



Seq, ID OJ000320_33. 0412. Cll 



43385 



Gene No. 


89506 


Strand 




Start 


1 


End 


1717 


NcLitie 


OJ000320 33.0412.Cll,ol.np 


Method 


AAT/NAP 




1 


End 


1717 


\j± 


6598615 


Score 


248 




1..96, 205. .274, 333. .598, 1138. .1234, 


1448. .1717 




(AC006592) unknown protein [Arabidopsis thaliana] 


Seq. No. 


42867 


Seq. ID 


OJ000320_33.0412.C11 


Gene No. 


89506 


Strand 






1 


End 


1717 


Mama 


OJ000320 33.0412.Cll.ol.gs 


Method 


GENSCAN 




234 


End 


1591 




none 


Score 


.73 


P von Q 


234. .298, 379. .598, 1138. .1234, 1448.. 


1591 


0 C L£ • LN u . 


42867 


Seq. ID 


OJ000320_33.0412.C11 


Gene No. 


89506 


Strand 




Start 


1 


End 


1717 


LNCllLlC 


OJ000320 33.0412.Cll.ol.tm 


Method 


TBLASTX: Maize 




242 


End 


1192 




none 


Score 


38 




242. .310, 244. .336, 378. .530, 


378. .605 


, 418. .591, 1133. .1192, 




1139. .1192 






0 • u . 


42868 


Seq. ID 


OJ000320_33.0412.C12 


Gene No. 


89507 


Strand 


+ 


Start 


3064 


End 


5183 


Naitie 


OJ000320 33.0412.C12.o2.np 


Method 


AAT/NAP 




2889 


End 


5180 




4127456 


Score 


701 




2889.. 3031, 3803.. 4014, 4547. 


.4702, 4842. .4919, 5010. .5180 




{AJ010818) Cpn21 protein [Arabidopsis 


thaliana] 


Seq. No. 


42868 


Seq. ID 


OJ000320_33.0412.C12 


Gene No. 


89507 


Strand 


+ 


tD U dX L. 


3064 


End ■ 


5183 


IN diiit:; 


OJ000320 33.0412.C12.o2.gs 


Method 


GENSCAN 


0 Ldx L 


3064 


End 


5183 


vjx 


none 


Score 


.96 


EjXOHS 


3064. .3183, 3835. .4014, 4547. 


.4702, 4842.. 4919, 5010.. 5183 


0 c • IN 0 . 


42868 


Seq. ID 


OJ000320_33.0412.C12 


Gene No. 


89507 


Strand 


+ 


Start 


3064 


End 


5183 


Name 


OJ000320 33.0412.C12.ol.gp 


Method 


AAT/GAP 


Start 


4665 


End 


5092 


GI 


2798011 


Score 


325 


Exons 


4665. .4702, 4842. .4919, 5010. 


.5092 




GI Descrip. 


5921737/sp|065282|CHlC ARATH 


2.0e-12 20 KD CHAPERONIN, 



CHLOROPLAST PRECURSOR (PROTEIN CPNIO) (PROTEIN GROES) 
>gi_3057150 (AF059037) chaperonin 10 [Arabidopsis thaliana] 



Seq. No. 42868 . Seq. ID 

Gene No. 89508 Strand 

Start 11829 End 

Name OJ000320 33 . 0412 .C12 . o3 . np Method 



OJ000320_33.0412.C12 
+ 

13404 
AAT/NAP 



43386 



start 11820 End 13404 

GI 5882730 Score 233 

Exons 11820. .12259, 13374.. 13404 

GI Descrip. (AC008263) Similar to gb 1X94698 TINY from Arabidopsis thaliana 
and contains a PF 1 00847 AP2 domain. EST gb|F15362 comes from 
this gene, gi | 664 6771 1 gb IAAF21083 . 1 1 AC013258_21 (AC013258) 
putative AP2 domain transcription factor [Arabidopsis thaliana] 

Seq. ID OJ000320_33.0412.C12 

Strand + 

End 13404 

Method GENSCAN 

End 12461 

Score .61 



Sea. No. 


42868 


Gene No . 


89508 


Start 


11829 


Name 


OJ000320 33.0412.C12.o4 


Start 


11829 


GI 


none 


Exons 


11829. . 12461 


Seq. No. 


42868 


Gene No . 


89509 


Start 


1 


Name 


OJ000320 33.0412.C12.ol 


Start 


1 


GI 


6598615 


Exons 


1..35, 239.-338, 415. .4 




1525. .1692, 2011. .2104, 


GI Descrip. 


(AC006592) unknown prot 


Seq. No. 


42868 


Gene No. 


89509 


Start 


1 


Name 


OJ000320 33.0412.C12.ol 


Start 


221 


GI 


none 


Exons 


221. .338, 415. .467, 701 


Seq. No. 


42868 


Gene No. 


89510 


Start 


3802 


Name 


OJ000320 33.0412.C12,ol 


Start 


3802 


GI 


none 


Exons 


3802.. 4041, 3834.. 3986, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_33.0412.C12 

2326 
AAT/NAP 
2317 
671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



4545. .4703, 4550. .4705, 4830, 
5010. .5192, 5049. .5147 

42868 
89510 
3802 

OJ000320_33.0412.C12.ol.ts 

3802 

none 

3802.. 4041, 3834.. 3986, 3844, 
4495. .4707, 4550. .4705, 4670. 
4830.. 4922, 5009.. 5179, 5010. 

42868 
89510 
3802 



Seq. ID OJ000320_33.0412.C12 
Strand 

End 2326 

Method GENSCAN 

End 2326 

Score .77 



Seq. ID OJ000320_33.0412.C12 
Strand 

End 5192 
Method TBLASTX : Mai ze 
End 5192 
Score 249 

.3975, 4494. .4703, 4537. .4707, 
.4922, 4841. .4921, 5009. .5182, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 33.0412.C12 



5192 

TBLASTX : Soybean 
5183 
257 

.3975, 3846. .3974, 4469. .4705, 
.4705, 4772. .4924, 4830. .4922, 
.5183, 5020.. 5181 

Seq. id' OJ000320_33.0412.C12 
Strand 

End 5192 



43387 






Name 


OJ000320 33.0412.C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3844 




End 


5186 




GI 


none 




Score 


105 




Exons 


3844. .3963, 4550. .4705, 


4567 


..4707, 4772. .4924, 4842. .4925, 






5000. .5179, 5003. .5182, 


5007 


..5186, 5052. .5129 




Seq. No. 


42868 




Seq. ID 


OJ000320_33.0412.C12 




Gene No. 


89510 




Strand 






Start 


3802 




End 


5192 




Name 


OJ000320 33.0412.C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3844 




End 


5147 




GI 


none 




Score 


133 




Exons 


3844. .3975, 3849. .3974, 


3898 


..4041, 3900. .3986, 3904. .4053, 






4544. .4705, 4545. .4703, 


4546 


..4704, 4546. .4707, 4547. .4714, 






4830. .4922, 4839.. 4919, 


4841 


..4921, 5008. .5067, 5009. .5068, 






5010. .5069, 5052. .5147 










Seq. No. 


42868 




Seq. ID 


OJ000320_33.0412.C12 




Gene No. 


89511 




Strand 






Start 


11864 




End 


12196 




Name 


OJ000320 33.0412.C12.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


11864 




End 


12092 




GI 


none 




Score 


235 


f 1 


Exons 


11864. .12064, 11877. .12035, 


12042. .12092 




Seq. No. 


42868 




Seq. ID 


OJ000320_33.0412.C12 




Gene No. 


89511 




Strand . 




ry 


Start 


11864 




End 


12196 




Name 


OJ000320 33,0412.C12.o2 


.ts 


Method 


TBLASTX: Soybean 


liJ 


Start 


11874 




End 


12071 




GI 


none 




Score 


242 




Exons 


11874. .12035, 11882. .12025, 


12042. .12071 




Seq. No. 


42868 




Seq, ID 


OJ000320_33.0412-C12 


•cs=r 


Gene No. 


89511 




Strand 






Start 


11864 




End 


12196 




Name 


OJ000320 33.0412.C12.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


11879 




End 


12196 




GI 


none 




Score 


194 


%1 
L jj 


Exons 


11879. .12025, 11880. .12035, 


12122.. 12196 




Seq. No. 


42869 




Seq. ID 


OJ000320_33 . 0412 . C13 




Gene No. 


89512 




Strand 


+ 




Start 


814 




End 


4965 




Name 


OJ000320 33.0412.C13.ol 


.gs 


Method 


GENSCAN 




Start 


814 




End 


4965 




GI 


none 




Score 


.6 




Exons 


814. .981, 1057. .1164, 1196.. 


1410, 1487 


..1665, 3066.. 3252, 






3980. .4004, 4837. .4965 










Seq. No. 


42869 




Seq. ID 


OJ000320_33.0412.C13 




Gene No. 


89513 




Strand 


+ 




Start 


6596 




End 


17696 




Name 


OJ000320 33.0412.C13.o3 


.np 


Method 


AAT/NAP 




Start 


6596 




End 


17696 




GI 


7486652 




Score 


1065 



Exons 6596.. 6622, 10581 .. 10677 , 11131 .. 11222, 11425 11569, 



43388 



12014. .12127, 12441. .12593, 12689 .. 12785, 13135 ... 13288, 
13360. .13431, 13544. .13609, 13942 .. 14057, 14394 .. 14488, 
14560. .14690, 14850 .. 14 911, 17674. .17696 
GI Descrip. hypothetical protein F8D20.250 - Arabidopsis thaliana 
gi I 3367592 I emb I CAA20044.il (AL031135) putative protein 
[Arabidopsis thaliana] gi t 7270526 | emb | CAB81483. 1 1 (AL161588) 





putative protein [Arabidopsis thaliana] 








Seq. No. 


42869 


Seq. ID 


OJ000320_ 


33.0412 


.C13 


Gene No. 


89513 


Strand 


+ 






Start 


6596 


End 


17696 






Name 


OJ000320_33 . 04 12 . C13 . o3 . gs 


Method 


GENSCAN 






Start 


7713 


End 


9266 






GI 


none 


Score 


.75 






Exons 


7713. .8114, 8348. .8362, 8736 


. .8760, 9172. .9266 






Seq. No. 


42869 


Seq. ID 


OJ000320_ 


33.0412 


.C13 


Gene No. 


89513 


. Strand 


+ 






Start 


6596 


• End 


17696 






Name 


OJ000320 33.0412.C13.o5.gs 


Method 


GENSCAN 






Start 


11356 


End 


15991 






GI 


none 


Score 


.86 






Exons 


11356. .11367, 11425. .11565, 


11669. .11703, 12039, 


.12127, 






12441. .12593, 12689 .. 12714 , 


13139. .13288, 13360. 


.13452, 






13544. .13609, 13930 .. 14057, 


14397. .14488, 14560. 


.14690, 






14835. .14944, 15883. .15991 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



Seq. ID OJ000320_33.0412.C13 
Strand + 
End 17696 
Method AAT/GAP 
End 14944 
Score 702 
14560. .14690, 14835.. 14944 
'5441896/dbj IBAA82394.il 6.0e-29 (AP000367) ESTs 
D23521 (C2939) ,C22481(C2939) correspond to a region. of the 
predicted gene.; Similar to serine/threonine protein kinase like 
protein. (AL022140) [Oryza sativa] * 



42869 
89513 
6596 

OJ000320_33.0412.C13.o3.gp 
13980 

LIB3431-006-P1-K1-H2 
13980. .14057, 14397 



.14488, 



42869 Seq. ID 

89514 Strand 

5249 End 
OJ000320_33 .0412. C13 . o2 . gs Method 

5249 End 

none Score 

5249. .5774, 5965. .6076, 6259. .6412 



42869 Seq. ID 

89514 Strand 

5249 End 8256 

OJ000320_33 . 04 12 . C13 . o2 . np Method AAT/NAP 

5252 End 7987 

7529266 Score 1607 

5252. .5774, 5965. .6118, 6259. .6507, 6981. .7101, 



OJ000320_33.0412.C13 

8256 
GENSCAN 
6412 
.63 



OJ000320 33.0412.C13 



7583. .7987 



(AL138 654) polygalacturonase-like protein [Arabidopsis thaliana] 
42869 Seq. ID OJ000320_33 . 0412 . C13 



43389 





Gene No. 


89514 . 








Strand 






Start 


5249 . 








End 


8256 




Name 


OJ000320 33. 


0412 


.C13.01. 


gp 


Method 


AAT/GAP 




Start 


6730 








End 


6972 




GI 


5004068 








Score 


433 




Exons 


6730. .6972 














Seq. No. 


42869 








Seq. ID 


OJ000320_33.0412.C13 




Gene No. 


89514 








Strand 






Start 


5249 








End 


8256 




Name 


OJ000320 33. 


0412 


,C13.o2. 




Method 


AAT/GAP 




• Start 


7849 








End 


8256 




GI 


none 








Score 


800 




Exons 


7849. .8256 














Seq. No. 


42869 








Seq. ID 


OJ000320_33.0412.C13 




Gene No. 


89515 








Strand 






Start 


9731 








End 


10574 




Name 


OJ000320 33. 


0412 


.C13.01, 


tm 


Method 


TBLASTX: Maize 




Start 


5069 








End 


7684 




GI 


none 








Score 


35 




Exons 


5069. .5089, 


5116 


. .5205, 


5246. 


.5776, 5249.. 5734, 5469.. 5777, 






5508. .5789, 


5965 


. .6120, 


5967. 


.6119, 5976. .6125, 5984. .6154, 






6259. . 6510, 


6260 


. .6508, 


6261. 


.6512, 6979. .7101, 6980. .7102, 






6981. .7103, 


7566 


. .7682, 


7581. 


.7679, 7582.. 7680, 7586,. 7684 


fl 


Seq. No. 


42869 








Seq. ID 


OJ000320_33.0412.C13 


b? 


Gene No. 


89515 








Strand 






Start 


9731 








End 


10574 


: : 


Name 


OJ000320 33. 


0412 


.013. o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


5249 








End 


5422 




GI 


none 








Score 


131 


y 


Exons 


5249. .5422, 


5271 


, .5420 








3 


Seq. No. 


42869 








Seq. ID 


OJ000320_33.0412.C13 




Gene No. 


89515 








Strand 






Start 


9731 








End 


10574 




Name 


OJ000320 33, 


0412 


.C13.01. 


tc 


Method 


TBLASTX: Cress 


3 


Start 


5270 








End 


5527 




GI 


none 








Score 


118 




Exons 


5270, ,5527, 


5298 


. .5426 










Seq. No. 


42869 








Seq. ID 


OJ000320_33.0412.C13 




Gene No. 


89515 








Strand 






Start 


9731 








End 


10574 




Name 


OJ000320 33. 


0412 


.C13,ol. 


, ts 


Method 


TBLASTX : Soybean 




Start 


5423 








End 


7104 




GI 


none 








Score 


86 




Exons 


5423. .5731, 


5655 


. .5774, 


5721. 


.5774, 5973. .6119, 5983. .6120, 






6242. .6286, 


6287 


, .6508, 


6297. 


,6512, 6974. .7102, 6979. .7104, 






6979. .7089 














Seq. No. 


42869 








Seq. ID 


OJ000320_33.0412.C13 




Gene No. 


89515 








Strand 






Start 


9731 








End 


10574 




Name 


OJ000320 33, 


.0412 


.C13.03, 


.tc 


Method 


TBLASTX: Cress 




Start 


6245 








End 


6512 



43390 




GI 


none 


Score 


87 




Exons 


6245.. 6304, 6290.. 6508, 6297 


. .6512 






Seq. No. 


42869 


Seq. ID 


OJ000320_33.0412 


.C13 


Gene No. 


89515 


Strand 






Start 


9731 


End 


10574 




Name 


OJ000320 33.0412.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6276 ~ 


End 


7102 




GI 


none 


Score 


173 




Exons 


6276.. 6512, 6278.. 6508, 6336 


..6512, 6979. .7101, 6980. .7102 


Seq. No. 


42869 


Seq. ID 


OJ000320_33.0412 


, CI J 


Gene No. 


89515 


Strand 






Start 


9731 


End 


10574 




Name 


OJ000320 33.0412.C13.o2.tc 


Method 


TBLASTX: Cress 




Start 


6985 ~ 


End 


7786 




GI 


none 


Score 


61 




Exons 


6985.. 7101, 6986.. 7090, 7581 


,.7781, 7583.-7786 




Seq. No. 


42869 


Seq. ID 


OJ000320_33.0412 


. Cli 


Gene No. 


89515 


Strand ' 






Start 


9731 


End 


10574 




Name 


OJ000320 33.0412.C13.o2.ts 


Method 


TBLASTX : Soybean 




Start 


7622 ~ 


. End 


7795 






none 


Score 


177 




Exons 


7622.. 7795, 7623.. 7784, 7625 


. .7786 






Seq. No. 


42869 


Seq. ID 


OJ000320_33.0412 


.C13 


Gene No. 


89515 


Strand 






Start 


9731 


End 


10574 




Name 


OJ000320 33. 0412 .C13.04 .gs 


Method 


GENSCAN 




Start 


9731 ~ 


End 


10574 




GI 


none 


Score 


.77 




Exons 


9731. .10291, 10389. .10574 








Sea No . 


42869 


Seq. ID 


OJ000320_33.0412 


.C13 


Gene No. 


89516 


Strand 






Start 


12443 


End 


12792 




Name 


• OJ000320 33.0412.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


12443 


End 


12792 




GI 


none 


Score 


242 




Exfin ^ 


12443. .12592, 12478. .12591, 


12677. .12787, 12678 .. 12785, 






12679. .12786, 12688. .12792 








C VJ • LM ^ . 


42869 


Seq, ID 


OJ000320_33.0412 


.C13 




89517 


Strand 






Start 


13118 


End 


14060 




Name 


OJ000320 33.0412.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


13118 


End 


14060 




GI 


none 


Score 


259 




Exons 


13118. .13288, 13132. .13290, 


13138. .13290, 13358. .13450, 






13360,-13458, 13361 .. 13459, 


13570. .13611, 13571. .13612, 






13923. .14048, 13924 .. 1404 9, 


13924. .14049, 13928 .. 14056, 






13931. .14059, 13932.. 14060 








Seq. No. 


42870 


Seq. ID 


OJ000320_33.0412 


.C16 


Gene No. 


89518 


Strand 







43391 




start 1 End 953 

Name OJ000320_33 . 0412 .C16. ol .gp Method AAT/GAP 

Start 1 End 953 

GI 11259_1.R1084 Score 924 

Exons 1..378, 860.. 953 



GI Descrip. ' 4220531/emb | CAA23004 | 3.0e-10 (AL035356) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 


42871 


Seq. ID 


OJ000320_33.0412.C17 


Gene No. 


89519 


Strand 




Start 


1131 


End 


1544 


Name 


OJ000320 33.0412.C17.ol.gp 


Method 


AAT/GAP 


Start 


1131 


End 


1544 


GI 


none 


Score 


808 


Exons 


1131. .1544 






Seq. No. 


42871 


Seq. ID 


OJ000320_33.0412.C17 


Gene No. 


89520 


Strand 




Start 


3537 


End 


4071 


Name 


OJ000320 33.0412.C17.o2.gp 


Method 


AAT/GAP 


Start 


3537 


End 


4071 


GI 


10454 1.R1084 


Score 


. 881 


Exons 


3537. .3944, 4022. .4071 






GI Descrip. 


•3786009 l.Oe-121 (AC005499) 


unknown protein [Arabidopsis 



thaliana] * 



Seq. No. 


42871 








Seq. ID 


OJ000320_33.0412 


.C17 


Gene No. 


89520 








Strand 






Start 


3537 








End 


4071 




Name 


OJ000320 33 


.0412 


.C17.01 


. tm 


Method 


TBLASTX: Maize 




Start 


3698 








End 


3940 




GI 


none 








Score 


138 




Exons 


3698. .3931, 


3703 


. .3939, 


3704. 


.3940 






Seq. No. 


42871 








Seq. ID 


OJ000320_33.0412 


.C17 


Gene No. 


89520 








Strand 






Start 


3537 








End 


4071 




Name 


OJ000320 33 


.0412 


,C17.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3703 








End 


3934 




GI 


none 








Score 


48 




Exons 


3703. .3816, 


3705 


. .3806, 


3883. 


.3933, 38J 


34 . .3934 




Seq. No. 


42871 








Seq. ID 


OJ000320_33.0412 


.C17 


Gene No. 


89520 








Strand 






Start 


3537 








End 


4071 




Name 


OJ000320 33 


.0412 


.C17.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


3703 








End 


3934 




GI 


none 








Score 


51 




Exons 


3703. .3825, 


3710 


. .3826, 


3883. 


.3933, 3884.. 3934 





Seq. No. 42871 Seq. ID 

Gene No. 89520 Strand 

Start 3537 End 

Name OJ000320_33 . 0412 . C17 . ol . np Method 

Start 3706 End 

GI 6822065 Score 

Exons 3706.. 3935, 4031.. 4071 



OJ000320_33.0412.C17 

4071 
AAT/NAP 
4071 
182 



43392 



GI Descrip. (AL132957) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42872 
89521 
1 

OJ000320_33.0412.C18.o2.np 
1 

7485467 

1..30, 16617. .16871, 17288. 
18681. .18878, 18985 .. 1917 6, 
20047. .20146, 20244 20300, 
hypothetical protein F13P17 



Seq. ID OJ000320_33. 0.412. C18 

Strand + 

End 20505 

Method AAT/NAP 

End 20505 

Score 881 
.17819, 17924. .18178, 18451 .. 18542, 
19277. .19498, 19794 19960, 
20392. .20505 

.19 - Arabidopsis thaliana 



gi|3337366|gb|AAC27411.1| 
[Arabidopsis thaliana] 

42872 
89521 
1 

OJ000320_33.0412.C18.o2.gs 

7486 

none 



{AC004481) nodulin-like protein 



Seq. ID OJ000320_33.0412.C18 



Strand 
End 

Method 

End 

Score 



+ 

20505 
GENSCAN 
11201 
.86 



7486.-7878, 9447. .10419, 10425 .. 10838 , 1097 1 .. 11054 , 
11152. .11201 



Seq. No, 42872 Seq. ID 

Gene No. 89521 Strand 

Start 1 End 

Name OJ000320_33 . 0412 . 018 . o4 . gs Method 

Start 14066 End 

GI none Score 

Exons 14066. .14272 



OJ000320_33. 0412. 018 
+ 

20505 
GEN SO AN 
14272 
.63 



Seq. No. 42872 
Gene No. 89521 
Start 1 

Name OJ000320_33 . 0412 . 018 . o5 . gs 

Start 16332 
GI none 
Exons 16332. 

18985. 

20244. 



.16749, 17924. 
.19176, 19277. 
.20300 



,18178, 
,19498, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18451. .18542, 
19794. .19960, 



OJ000320_ 
+ 

20505 
GENSOAN 
20300 
.83 

18681, 
20053, 



33. 0412. 018 



.18878, 
.20146, 



Seq. No. 42872 Seq. ID 

Gene No. 89521 Strand 

Start 1 End 

Name OJ000320_33 . 04 12 . 018 . o4 . gp Method 

Start 17601 End 

GI 1631607 Score 

Exons 17601. .17819, 17924.. 17946 

Seq. No. 42872 Seq. ID 

Gene No. 89522 Strand 

Start 1 End 

Name OJ000320_33 .0412. 018 . ol . gp Method 

Start 1 End 

GI 10454_1.R1084 Score 

Exons 1..89, 182.. 262, 333.. 458, 696.. 860 



OJ000320_33.0412.O18 
+ 

20505 
AAT/GAP 
17946 
440 



OJ000320 33.0412.018 



3537 
AAT/GAP 
860 
782 



43393 




GI Descrip. '3786009 l.Oe-121 (AC005499) unknown protein [Arabidopsis 





thalianal ' 






Seq. No. 


42872 


Seq. ID 


OJ000320_33.0412.C18 


Gene No. 


89522 


Strand 




Start 


1 


End 


3537 


Name 


OJ000320 33.0412.C18.ol 


.np Method 


AAT/NAP 


Start 


1 


End 


2417 


GI 


3786009 


Score 


627 


Exons 


.1..89, 182. .262, 333. .458, 696. .846, 928. .1075, 2357. .2417 


GT DescriD . 

\J J- \^ *—/ Vta-i- ^ wlm. * 


(AC005499) unknown protein [Arabidopsis thaliana] 


Seq. No. 


42872 


Seq. ID 


OJ000320_33. 0412 .C18 


Gene No. 


89522 


Strand 


— 


Start 


1 


End 


3537 


Name 


OJ000320 33.0412.C18.ol 


.ts Method 


TBLASTX : Soybean 


Start 


2 


End 


1090 


GI 


none 


Score 


72 


E von<5 


2. .91, 3. .92, 175. .264, 


. 176. .265, 335. . 


457, 693. .848, 695. . 




929.. 1090, 930.. 1025, 935.. 1090 




Seq. No. 


42872 


Seq. ID 


OJ000320_33.0412.C18 


npnp No . 


89522 


Strand 




Start 


1 


End 


3537 


Name 


OJ000320 33.0412.C18.ol 


.tw Method 


TBLASTX: Wheat 


Start 


2 


End 


262 


GI 


none 


Score 


66 


Exons 


2. .91, 6. .92, 175. .258, 


176. .262 




Seq. No. 


42872 


Seq. ID 


OJ000320_33.0412.C18 


Gene No. 


89522 


Strand 




Start 


1 


End 


3537 


Name 


OJ000320 33.0412.C18.o3 


. tm Method 


TBLASTX: Maize 


Start 


2 


End 


1090 


GI 


none 


Score 


72 


Exons 


2. .91, 3. .92, 175. .264, 


176. .265, 193.. 


312, 333. .458, 335.. 




684. .848, 695. .844, 929 


..1030, 933.. 1031, 1055.. 1090, 1057. 


Seq. No. 


42872 


Seq. ID 


OJ000320_33.0412.C18 


Gene No. 


89522 


Strand 




Start 


1 


End 


3537 


Name 


OJ000320 33.0412.C18.ol 


.gs Method 


GENSCAN 


Start 


166 


End 


3353 


GI 


none 


Score 


.87 




166.. 262, 333.. 458, 696 


..747, 928. .1075, 3105. .3353 


Seq. No. 


42872 


Seq. ID 


OJ000320_33.0412.C18 


Gene No 


89522 


Strand 




Start 


1 


End 


3537 


Name 


OJ000320 33.0412.C18.ol 


.tc Method 


TBLASTX: Cress 


Start 


693 


End 


1090 


GI 


none 


Score 


139 


Exons 


693. .848, 695. .844, 929 


..1090, 933. .1046 


Seq. No. 


42872 


Seq. ID 


OJ000320_33.0412.C18 


Gene No. 


89522 


Strand 




Start 


1 


End 


3537 



43394 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_33.0412.C18.o2.gp 

1016 

none 

1016.. 1075, 3105.. 3537 



Method AAT/GAP 
End 3537 
Score 942 



42872 
89523 
18840 

OJ000320_33 . 0412 . C18 . ol . tm 
18840 
none 

18840. .18881, 18973. .19179, 18976 .. 19176, 18983 
18984. .19184, 18984 .. 19178 , 19272 .. 194 93, 19274 
19277. .19498, 19509 19547 , 19787 .. 1987 6, 19791 
19792. .19878 



Seq. ID 

Strand 

End 

Method 
End 
Score - 



OJ000320 33.0412.C18 



19878 

TBLASTX: Maize 
19878 
46 



19177, 
19489, 
19877, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42872 Seq. ID 

89524 Strand 

19881 End 

OJ000320_33 .0412. C18 . o2 . tm Method 

19881 End 

none Score 



OJ000320_33.0412.C18 
20505 

TBLASTX: Maize 

20505 

70 



19881. .19964, 19881 .. 19961, 20048 .. 20146, 20050 20148, 
20065. .20148, 20242 .. 20301, 20243 .. 20302, 20244 20300, 
20392. .20505, 20394.. 20495 



Seq. No. 42873 

Gene No. 89525 

Start 1954 

Name OJ000320_33.0412.C19.ol.gs 

Start 1954 

GI none 

Exons 1954.. 2046, 2174.. 2344, 2422. 

5016.. 5150, 5273.. 5437, 5645. 



Seq. ID OJ000320_33.0412.C19 

Strand + 

End 14796 

Method GENSCAN 

End 13761 

Score .55 

.2470, 3235. .3907, 4605. .4915, 
.5702, 5939. .5984, 7790. .7954, 



8741.. 8819, 9088.. 9201, 10068 10222 , 10755 .. 1094 4 , 
11811. .11951, 12755. .12941, 13441. .13761 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42873 
89525 
1954 

OJ000320_33 . 04 12 . C19 . ol . np 

3258 

3075391 



Seq. ID OJ000320_33.0412.C19 

Strand + 

End 14796 

Method AAT/NAP 

End 5922 

Score 524 



3258. .3907, 4605. .5002, 5084. .5150, 5313. .5437, 5645. .5922 
(AC004484) unknown protein [Arabidopsis thaliana] 



42873 Seq. ID 

8 9525 Strand 

1954 End 
OJ000320_33 . 04 12 . C19 . o2 . gp Method 

7601 End 

3761271 Score 
7601. .7898 



OJ000320_33.0412.C19 
+ 

14796 
AAT/GAP 
7898 
562 



Seq. No. 
Gene No. 
Start 



42873 
89525 
1954 



Seq. ID OJOOO32O_33.-.0412.C19 
Strand + 
End 14796 



43395 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000320_33 . 0412 . C19 . o2 . np Method AAT/NAP 

8350 End 12737 

4678950 Score 552 

8350. .8446, 8571. .8652, 8747. .8894, 10065 .. 10178, 102 61 .. 10353, 

10439. .10559, 10667 .. 10754 , 10827 .. 1094 4 , 12689.. 12737 

(AL049711) putative protein [Arabidopsis thaliana] 

42873 Seq. ID OJ000320_33 . 04 12 . C19 

89525 Strand + 

1954. End 14796 

OJ000320_33.0412.C19.o3.gp Method AAT/GAP 

10070 End . 10929 

uC-osflcypl53h08bl Score 796 

10070. .10179, 10261. .10353, 10439 10507, 10666 .. 10754 , 
10827. .10929 

M678950/emb|CAB41341.1| 3.0e-40 (AL049711) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 42873 Seq. ID 

Gene No. 89525 Strand 

Start 1954 End 

Name OJ000320_33 . 04 12 . CI 9 . o4 . gp Method 

Start 11013 End 

GI none Score 

Exons 11013.. 11611 



OJ000320_33.0412.C19 
+ 

14796 
AAT/GAP 
11611 
1148 



Seq. No. 42873 Seq. ID OJ000320_33 . 04 12 . C19 

Gene No. 89525 Strand + 

Start 1954 End 14796 

Name OJ000320_33.0412.C19.o3.np Method AAT/NAP 

Start 13450 End 14796 

GI 7485204 Score 218 

Exons 13450. .13761, 14752.. 14796 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi|2244965|emb|CAB10386.1| (Z97340) hypothetical protein 
[Arabidopsis thaliana] gi | 7268356 | emb | CAB78649 . 1 | (AL161543) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42873 Seq. ID 

89526 Strand 

594 End 

OJ000320_33.0412.C19.ol.gp Method 

594 End 

uC-osflM202074bllal Score 
594. .928 

M176420/dbj IBAA37167I 2.0e-ll 
[Arabidopsis thaliana] ' 



OJ000320_33.0412.C19 
928 

AAT/GAP 

928 

485 



(AB008097) cytochrome P450 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



42873 Seq. ID 

89527 Strand 
3791 End 
OJ000320_33.0412.C19.o4.tm Method 
37 91 End 
none Score 

3791. .3910, 3794. .3934, 4599. .4772, 

4603. .4734, 4604. .4771, 4752. .4844, 

4781. .4846, 4781. .4846, 4848. .4952, 



OJ000320_33.0412.C19 
4952 

TBLASTX: Maize 
4952 
176 

4602. .4730, 4603. .4776, 
4779. .4844, 4780. .4845, 
4853. .4936 



43396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42873 
89528 . 
5090 

OJ000320_33.0412.C19.o3.tm 

5090 

none 

5090.. 5155, 5091.. 5150, 5303. 
5338.. 5439, 5655.. 5774, 5666. 
5770.. 5928, 5779.. 5928, 5883. 

42873 
89529 
8366 

OJ000320_33.0412.C19.o3.ts 

8366 

none 

8366. .8458, 8571. .8588, 8737. 
9088. .9177, 9089. .9175 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 33.0412.C19 



5930 

TBLASTX: Maize 
5930 
90 

5437, 5304.. 5438, 5310. 
5773, 5763.. 5840, 5769. 
5930 



,5438, 
,5912, 



Seq. ID OJ000320_33.0412.C19 
Strand 

End 9202 

Method TBLASTX : Soybean 

End 9177 

Score 96 

.8829, 8934.. 9005, 8960.. 9004, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42873 
89529 
8366 

OJ000320_33.0412.C19.o2.tm 

8380 

none 

8380. .8457, 
8736. .8837, 



8381. .8458, 8569. 
8737. .8832, 8931. 



42873 
89529 
8366 

OJ000320_33.0412.C19.ol.tc 

8383 

none 

8383. .8451, 8384. .8458, 8405. 
8581. .8652, 8606. .8647, 8746. 
9091. .9198 



Seq. ID OJ000320_33.0412.C19 
Strand 

End 9202 

Method TBLASTX: Maize 

End 9005 

Score 111 

.8652, 8571. .8627, 8736. .8831, 
.9005, 8934. .9005 

Seq. ID OJ000320_33.0412.C19 
Strand 

End 9202 

Method TBLASTX : Cres s 

End 9202 

Score 103 

.8458, 8570. .8623, 8571. .8615, 
.8832, 8931.. 9005, 9089.. 9202, 



Seq. No. 42873 

Gene No. 89530 

Start 9116 

Name OJ000320_33.0412.C19.ol. tm 

Start 9116 

GI none 
Exons 



Seq. ID OJ000320_33.0412.C19 
Strand 

End 11123 

Method TBLASTX: Maize 

End 10729 

Score 55 



9116. .9154, 9121. .9153, 9157. .9201, 9158. .9202, 10068 .. 1018 1 , 
10068. .10178, 10069. .10182, 10259 .. 10354 , 102 61 .. 10353, 
10430. . 10507, 10437. .10517, 10437 .. 10514 , 10657 .. 10722, 
10658. .10729 



Seq. No. 42873 

Gene No. 89530 

Start 9116 

Name OJ000320_33 . 0412 . C19 . ol . ts 

Start 10078 

GI none 
Exons 



Seq. ID OJ000320_33.0412.C19 



Strand 
End 

Method 

End 

Score 



11123 

TBLASTX: Soybean 

10876 

47 



10078. .10128, 10113. .10178, 10123 .. 10182 , 10259 .. 10354 , 



43397 




10261. .10353, 10430. .10507, 10437 .. 10505, 10682 10753, 
10829.. 10876 



Seq. No. 


42873 




Seq. ID 


OJ000320_33.0412 


. C19 


Gene No. 


89530 




Strand 






Start 


9116 




End 


11123 




Name 


OJ000320 33.0412.C19. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


10259 




End 


11123 




GI 


none 




Score 


114 




Exons 


10259. .10354, 10261.. 


10353, 


10430. .10516, 10430. .10513, 






10437. ."10517, 10658.. 


10756, 


10696. .10764, 10825. .10890, 






10826. .10924, 11085. . 


11123 








Seq. No. 


42873 




Seq. ID 


OJ000320_33.0412 


.C19 


Gene No. 


89531 - 




Strand 






Start 


13449 




End 


13773 




Name 


OJ000320 33.0412.C19. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


13449 




End 


13773 




GI 


none 




Score 


40 




Exons 


13449. .13511, .13492. . 


13578, 


13632. .13760, 13633.. 13773 




Seq. No. 


42873 




Seq. ID 


OJ000320_33.0412 


.019 


Gene No. 


89531 




Strand 






Start 


13449 




End 


13773 




Name 


OJ000320 33.0412.C19. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13622 




End ■ 


13763 




GI 


none 




Score 


97 




Exons 


13622. .13726, 13629.. 


13760, 


13633. .13761, 13635. .13763 




Seq. No. 


42874 




Seq. ID 


OJ000320_33.0412 


.C20 


Gene No. 


89532 




Strand 


+ 




Start 


1 




End 


865 




Name 


OJ000320 33.0412.C20. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


865 




GI 


7485204 




Score 


498 




Exons 


1. .79, 201. .473, 602. 


.732, 


834. .865 






GI Descrip. 


hypothetical protein 


- Arabidopsis thaliana 





gi|2244965|emb|CAB10386.1| {Z97340) hypothetical protein 
[Arabidopsis thaliana] gi | 7268356 | emb | CAB78649 . 1 | (AL161543) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


42874 






Seq. ID 


OJ000320_33.0412.C20 


Gene No. 


89532 






Strand 


+ 


Start 


1 






End 


865 


Name 


OJ000320 33.0412.C20 


.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


21 






End 


729 


GI 


none 






Score 


78 


Exons 


21. .71, 23. .73, 23.. 


73, 


200. . 


472, 201.. 


473, 201. .473, 602.. 




602. .727, 604. .729, 


604 


. .729 






Seq. No. 


42874 






Seq. ID 


OJ000320_33.0412.C20 


Gene No. 


89532 






Strand 


+ 


Start 


1 






End 


865 


Name 


OJ000320 33.0412.C20 


.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


200 






End 


735 


GI 


none 






Score 


378 


Exons 


200. .466, 201. .476, 


201 


. .473, 


595. .702, 


595. .735, 602. .703 



43398 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42874 Seq. ID 

89532 Strand 
1 End 
OJ000320_33.0412.C20.ol.gs Method 
201 End 
none Score 
201. .473, 602. .704 

42875 Seq. ID 

89533 Strand 
245 End 
OJ000320_24 .0411.C4 .ol.gp Method 
245 End 
none Score 
245. .303, 1095. .1243 

42875 Seq. ID 

89533 Strand 

245 End 

OJ000320_24 . 04 11 . C4 . ol . gs Method 

774 End 

none Score 

774. .871, 1095. .1158 



OJ000320_33.0412.C20 
+ 

865 

GENSCAN 

704 

.42 



OJ000320 24. 0411. C4 



1243 
AAT/GAP 
1243 
373 



OJ000320_24.0411.C4 

1243 
GENSCAN 
1158 
.43 



OJ000320 24. 0411. C4 



42875 Seq. ID 

89534 Strand 
2444 End 2576 

OJ000320_24 . 0411 . 04 .o2 .gp Method AAT/GAP 

2444 End 2576 

LIB3477-003-P1-K1-E9 Score 145 

2444. .2576 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


42876 




Seq. ID 


OJ000320_24. 


0411. C5 


Gene No. 


89535 




Strand 






Start 


1 




End 


125 




Name 


OJ000320 24 


.0411.05. ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


125 




GI 


4879898 




Score 


230 




Exons 


1. .125 










Seq. No. 


42876 




Seq. ID 


OJ000320_24. 


0411.05 


Gene No. 


89536 




Strand 






Start 


947 




End 


8236 




Name 


OJ000320 24 


.0411.C5.ol.np 


Method 


AAT/NAP 




Start 


938 




End 


4211 




GI 


2689720 




Score 


677 




Exons 


938. .1162, 


1258. .1343, 1519.. 


1601, 1709.. 1815, 1900 


. .1959, 




2040. .2141, 


2216. .2314, 4113. 


.4211 






GI Descrip. 


(AF037168) 


DnaJ homologue [Arabidopsis 


thaliana] 




Seq. No. 


42876 




Seq. ID 


OJ000320_24. 


0411.05 


Gene No. 


89536 




Strand 






Start 


947 




End 


8236 





43399 




Name 


6J000320 24 


.0411 


.C5.ol. 


QS 


Method 


GENSCAN 


Start 


947 








End 


8236 


GI 


none 








Score 


.79 


Exons 


947. .1154, 


1253. 


. 1343, 


1519. . 


1601, 1709. .1815, 1900.. 1959, 




2040. .2141, 


2216 


. .2314, 


4113. 


.4211, 6747. .6881, 8126. .8236 


Seq. No. 


42876 








Seq. ID 


OJ000320_24.0411.C5 


Gene No. 


89536 








Strand 




Start 


947 








End 


8236 


Name 


OJ000320 24 


.0411 


.C5.o2. 


gp 


Method 


AAT/GAP 


Start 


1767 








End 


4231 


GI 


2312476 








Score 


730 


Exons 


1767. .1815, 


1900 


, .1959, 


2040. 


.2141, 2216. .2314, 4113. .4231 


GI Descrip, 


2689720 6.0e-33 


(AF037168) DnaJ homologue [Arabidopsis thaliana 


Seq. No. 


42876 








Seq. ID 


OJ000320_24.0411.C5 


Gene No. 


89537 








Strand 




Start 


8216 








End 


8373 


Name 


OJ000320 24 


.0411 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


937 








End 


1588 


GI 


none 








Score 


76 


Exons 


937. .1026, 


937. . 


1026, 945., 1028, 1026. 


.1124, 1026. .1121, 




1028 1126 


1034 


. . 1162, 


1252 . 


.1344, 1253. .1348, 1514. .1588, 




1517. .1588 












Seq. No. 


42876 








Seq. ID 


OJ000320_24.0411.C5 




89537 








Strand 




Start 


8216 








End 


8373 


Name 


OJ000320 24 


.0411 


.C5.01. 


tc 


Method 


TBLASTX: Cress 


Start 


1250 








End 


2323 


GI 


none 








Score 


104 


Exons 


1250 1375 


1252 


. .1344, 


1514. 


.1666, 1518. .1667, 1708. .1818, 




1709. .1816, 


1894 


. .1950, 


2035. 


.2142, 2043. .2144, 2216. .2323, 




2229. .2312 












Seq. No. 


42876 








Seq. ID 


OJ000320_24.0411.C5 


Gene No. 


89537 








Strand 




Start 


8216 








End 


8373 


Name 


OJ000320 24 


.0411 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1739 








End 


2323 


GI 


none 








Score 


99 


Exons 


1739. .1864, 


1741 


. .1818, 


1894. 


.1956, 2020. .2142, 2043. .2144, 




.2069. .2146, 


2210 


. .2305, 


2214. 


.2312, 2214. .2300, 2216. .2323 


Seq. No. 


42876 








Seq. ID 


OJ000320_24.0411.C5 


Gene No. 


89537 








Strand 




Start 


8216 








End 


8373 


Name 


OJ000320 24 


.0411 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1905 








End 


2336 


GI 


none 








Score 


75 


Exons 


1905. .1958, 


1906 


. .1962, 


1906. 


.1959, 2040. .2144, 2041. .2142, 




2087. .2146, 


2214 


. .2336, 


2214. 


.2318, 2216.. 2320 


Seq. No. 


42876 








Seq. ID 


OJ000320_24 .0411.C5 


Gene No. 


89537 








Strand 




Start 


8216 








End 


8373 


Name 


OJ000320 24 


.0411 


.C5.o3. 


gp 


Method 


AAT/GAP 



43400 



start 8216 - End 8373 

GI 3279_2.R1084 Score 220 

Exons 8216.. 8373 

GI Descrip. '2689720 6.0e-33 (AF037168) DnaJ homologue [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42877 
89538 
444 

OJ000320_24 .0411.C6.ol.gs 
444 
none 

444. .965 

42877 
89538 
444 

OJ000320_24.0411.C6.ol.np 
444 

5031281 
444. .962 

(AF139499) unknown [Prunus armeniaca] 

42877 Seq. ID 

89539 Strand 

2636 End 

OJ000320_24 .0411.C6.o2.gp Method 

2636 End 

none Score 
2636. .2823 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42877 
89540 
426 

OJ000320_24 .0411.C6.ol.tm 

401 

none 



OJ000320_24 .0411.C6 
+ 

965 

GENSCAN 

965 

.9 



OJ000320_24.0411.C6 
+ 

965 

AAT/NAP 

962 

561 



OJ000320_24.0411.C6 
+ 

2823 
AAT/GAP 
2823 
355 



OJ000320 24. 0411. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

401. .637, 426. .638, 442. .654, 443.-655, 690. .971, 702. .938, 
709. .978, 710. .961, 733. .972, 975.-1013, 989. .1012, 1072. .1116, 
1072. .1116, 1140. .1172, 1145. .1171, 1168. .1227, 1169. .1228, 
1230.. 1280, 1243.. 1278 



1293 

TBLASTX: Maize 

1280 

332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip- 



Seq. No. 
Gene No. 
Start 
Name 
Start 



42877 Seq. ID 

89540 Strand 

426 End 

OJ000320_24.0411.C6.ol.gp Method 

426 End 

3279_2.R1084 Score 
426- .1293 

•2689720 6.0e-33 (AF037168) 
thaliana] ' 

42877 Seq. ID 

89540 Strand 

426 End 

OJ000320_24 .0411.C6.ol.tw Method 

4 34 End 



OJ000320_24.0411-C6 

1293 
AAT/GAP 
1293 
1676 



DnaJ homologue [Arabidopsis 



OJ000320_24.0411.C6 
1293 

TBLASTX: Wheat 
833 



43401 




GI 


none 




Score 


319 . 


Exons 


434'. . 643, 441 . . 647, 


445. . 654, 


446. . 658, 


702. .761, 733. .759, 




768. .833, 770. .832 








Seq. No. 


42877 




Seq. ID 


OJ000320 24. 0411. C6 


Gene No. 


89540 




Strand 




Start 


426 




End 


1293 


Name 


OJ000320 24. 0411. C6 


. ol . ts 


Method 


TBLASTX : Soybean 


Start 


444 




End 


972 


GI 


none 




Score 


41 


Exons 


444. .476, 473. .622, 


474 . . 641, 


491. . 655, 


729. .965, 758. .967, 




759.. 935, 770.. 961, 


805. . 972 






Seq. No. 


42877 




Seq. ID 


OJ000320_24.0411.C6 


Gene No. 


89540 




Strand 




Start 


426 




End 


1293 


Name 


OJ000320 24. 0411. C6 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


471 




End 


965 


GI 


none 




Score 


115 


Exons 


471. .608, 690. .965, 


779. .946 






Seq. No. 


42877 




Seq. ID 


OJ000320_24.0411.C6 


Gene No. 


89540 




Strand 




Start 


426 




End 


1293 


Name 


OJ000320 24. 0411. 06 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


848 




End 


1184 


GI 


none 




Score 


183 


Exons 


848. .961, 849. .971, 


853. . 963, 


854 . . 973, 


1135. .1182, 1137, .1184 


Seq. No. 


42878 




Seq. ID • 


OJ000320_24.0411.C7 


Gene No. 


89541 




Strand 


+ 


Start 


1 




End 


117 


Name 


OJ000320 24. 0411. C7 


. o 1 . ap 


Method 


AAT/GAP 


Start 


1 




End 


117 


GI 


none 




Score 


221 


Exons 


1. . 117 








Seq. No. 


42878 




Seq. ID 


OJ000320_24..0411-C7 


Gene No. 


89542 




Strand 


+ 


Start 


4863 




End 


5267 


Name 


OJ000320 24. 0411. 07 


. o2 . gs 


Method 


GENS 0 AN 


Start 


4863 ~ 




End 


5267 


GI 


none 




Score 


. 98 


Exons 


4863. .5267 








Seq. No. 


42878 




Seq. ID 


OJ000320_24.0411.C7 


Gene No. 


89543 




Strand 


+ 


Start 


7633 




End 


16759 


Name 


OJ000320 24.0411.07 


. o4 . gp 


Method 


AAT/GAP 


Start 


7130 




End 


8649 


GI 


uO-osrocyp036hlObl 




Score 


814 


Exons 


7130. .7250, 7608. .7711, 8135. 


.8300, 8604. .8649 


GI Descrip. 


'5852170/emb|AL117265.1|OST17804 4.0e-20 Oryza sativa 



indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 ' 



Seq. No. 42878 Seq. ID OJ000320_24 . 04 11 - C7 

Gene No. 89543 Strand + 



43402 



start 
Name 
Start 
GI 

Exons 



7633 ' End 16759 

OJ000320_2 4 . 04 1 1 . C7 . o3 . gs Method GENSCAN 

7633 End 13471 

none Score .69 

7633. ,7711, 8135. .8300, 8604. .8805, 8899. .9059, 9189. .9282, 

9360., 9572, 11026 .. 11244 , 11568 .. 11673, 12422 12630, 
13010. .13471 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42878 
89543 
7633 

OJ000320_24. 
8016 
7413593 
8016. .8300, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8805, 8899.. 9059, 



0411.C7.o3.np 



8604. 



OJ000320_24 .0411.C7 
+ 

16759 
AAT/NAP 
11744 
1380 
9189, .9282, 



9360. .9572, 



10058. .10128, 11019. .11244, 11568.. 11744 
{AL163002) putative protein [Arabidopsis thaliana] 



42878 Seq. ID 

89543 Strand 
7633 End 
OJ000320_24.0411.C7.o5.gp Method 
10061 End 
33112_1.R1084 Score 
10061. .10138, 11026. .11244, 11568.. 12028 
'1363051/pirl IA56534 2.0e-23 P58 protein 
(U04631) PKR inhibitor P58 [Bos taurus] ' 



OJ000320_24.0411.C7 
+ 

16759 
AAT/GAP 
12028 
1453 



bovine >gi_4 68012 



OJ000320__24 .0411.C7 
+ 

16759 
AAT/NAP 
16759 
86 



42878 Seq. ID 

89543 Strand 
7633 End 
OJ000320_24 .0411.C7.o4 .np Method 
13050 End 
7449055 Score 
13050. .13090, 14622. .14844, 16741., 16759 

probable amino acid transport protein F19I3.19 - Arabidopsis 
thaliana gi | 3033391 1 gb IAAC12835 , 1 1 (AC004238) putative amino 
acid transporter [Arabidopsis thaliana] 

42878 Seq. ID OJ000320_24 . 04 11 . C7 

89544 Strand + 
16906 End 19114 
OJ000320_24.0411.C7.o5.gs Method GENSCAN 
16906 End 19114 
none Score .79 

16906. .17146, 17490. .17574, 17676 .. 17845, 18279 .. 18592 , 
18959. .19114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42878 Seq. ID 

89544 Strand 

16906 End 

OJ000320_24 . 0411 . C7 ,o6 . gp Method 

18285 End 

none Score 
18285, 



OJ000320_24.0411.C7 
+ 

19114 
AAT/GAP 
19008 
696 



18592, 18959. .19008 



Seq. No. 



42878 



Seq. ID OJ000320_24.0411.C7 



43403 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



89545 Strand. 

132 End 7693 

OJ000320_24 . 04 11 . C7 . ol . gs Method GENSCAN 

132 End 4511 

none Score .83 

132. .449, 980. .1085, 1164. .1357, 1557. .1767, 1851. .1926, 

2012. .2091, 2627. .2722, 3314. .3511, 3600. .3802, 3899. .4511 



42878 Seq. ID 

89545 Strand 

132 End 

OJ000320_24 . 04 11 . C7 . o2 . gp Method 

306 End 

23746 1.R1084 Score 



OJ000320_24.0411.C7 

7693 
AAT/GAP 
1741 
1281 



306. .450, 795. .882, 980. .1085, 1164. .1357, 1557. .1741 
•557474 6.0e-18 (U15179) ORFl [Bacteroides ovatus] ' 



42878 
89545 
132 

OJ000320__24 . 0411 . C7 . ol . np 

1219 

5881940 

1219.. 1357, 1557 
3145.. 3216, 3314 



OJ000320 24. 0411. C7 



Seq. ID _ 
Strand 

End 7 693 

Method AAT/NAP 
End 4293 
Score 397 

1926, 2012. .2091, 2627. .2722, 
3802, 3899. .4293 
(AL117387) putative secreted protein [Streptomyces coelicolor 
A3(2)] 



1767, 1851. 
3511, 3600. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42878 
89545 
132 

OJ000320_24 .0411.C7.o3.gp 
2028 

9455_1.R1084 
2028.. 2091, 2627.. 2722, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3145. .3216, 



OJ000320 24. 0411. C7 



7693 
AAT/GAP 
3646 
803 
3314. .3511, 



3600. .3646 



'416325/gb|U03454 IPRS423 2.0e-15 Yeast episomal vector pRS423 
with HIS3 marker, complete sequence* 



Seq. No. 


42878 


Seq. ID 


OJ000320_24.0411 


.C7 


Gene No. 


89545 


Strand 






Start 


132 


End 


7693 




Name 


OJ000320 24 


.0411.C7.o2.np Method 


AAT/NAP 




Start 


3204 


End 


7693 




GI 


5852180 


Score 


329 




Exons 


3204. .3224, 


6312.. 6751, 7607.. 7693 






GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza sativa] 






Seq. No. 


42878 


Seq. ID 


OJ000320_24.0411 


.C7 


Gene No. 


89546 


Strand 






Start 


19893 


End 


22143 




Name 


OJ000320 24 


. 04 11 . 07 . o2 . tm Method 


TBLASTX: Maize 




Start 


1 


End 


1307 




GI 


none 


Score 


176 




Exons 


1..162, 2.. 


160, 2. .172, 7. .183, 142. . 


450, 144,. 452, 158 


. .451, 



681. .737, 685. .738, 794. .880, 794. .883, 798. .884, 948. .1085, 
949. .1086, 956. .1096, 978. .1088, 979. .1110, 1164. .1307, 
1167. .1307 



43404 



OJ000320 24. 0411. C7 



Seq. No. 42878 - . Seq. ID 

Gene No. 8954 6 Strand 

Start 19893 End 

Name . OJ000320_24 . 0411 . C7 . o7 . tc Method 

Start 412 End 

GI none Score 

Exons 412. .450, 794. .886, 795. .902, 954. .1076, 997. .1068, 1158. .1355, 
1201.. 1356 



22143 

TBLASTX: Cress 

1356 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_24.0411.C7 
22143 

TBLASTX: Soybean 
2094 
51 

1248.. 1316, 1252.. 1320, 1299.. 1361, 1300.. 1362, 1553.. 1600, 
1555. .1605, 1555. .1779, 1640. .1768, 1644. .1772, 1645. .1773, 
1848. .1889, 1848. .1895, 1849. .1896, 2011. .2094, 2012. .2092 



42878 
89546 
19893 

OJO'00320_24.0411.C7.ol.ts 

1248 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42878 
89546 
19893 

OJ000320_24 .0411.C7.o6.tm 

1308 

none 



Seq. ID OJ000320__24 ,0411 .C7 



Strand 
End 

Method 

End 

Score 



22143 

TBLASTX: Maize 

1737 

67 



1308.. 1361, 1309.. 1362, 1537.. 1737, 1541.. 1729 



42878 
89546 
19893 

OJ000320_24, 

1708 

none 

1708. .1779, 
2012. .2104 



0411.C7.o4-tc 



1712.. 1780, 1848, 



Seq. ID OJ000320_24.0411.C7 
Strand 

End 22143 

Method TBLASTX: Cress 

End 2104 

Score 57 

.1946, 1849.. 1947, 2011.>2103, 



Seq. No. 42878 

Gene No. 8954 6 

Start 19893 

Name OJ000320_24 .0411.C7.o3.tm 

Start 2627 

GI none 

Exons 2627.. 2731, 2628.. 2744, 2629. 

3145.. 3222, 3146.. 3208, 3313. 



Seq. ID OJ000320_24.0411.C7 
Strand 

End 22143 
Method TBLASTX: Maize 
End 3803 
Score 135 

.2745, 2629. .2742, 3144. .3218, 
.3411, 3314. .3412, 3314. .3415, 



3479. .3514, 3480. .3512, 3559. .3801, 3585. .3803 



Seq. No. 42878 
Gene No. 8 954 6 

Start 19893 

Name OJ000320_24 . 0411.C7 .ol.tc 

Start 2636 
GI none 
Exons 2636.. 2731, 

3315. .3434, 

3897. .4055 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 24.0411-C7 



2637.. 2729, 3145. 
3329.-3436, 3576. 



22143 

TBLASTX: Cress 
4055 
78 

3222, 3152.. 3193, 3314, 
3809, 3579.. 3809, 3589, 



.3439, 
.3810, 



43405 





Seq. No. 


42878 






Seq..- ID 


OJ000320_24.0411.C7 




Gene No. 


89546 






Strand 






Start 


19893 






End 


22143 




Name 


OJ000320 24. 


,0411. 


.C7.o3.ts 


Method 


TBLASTX: Soybean 




Start 


2651 






End 


3514 




GI 


none 






Score 


68 




Exons 


2651. .2701, 


2651. 


.2731, 3144. 


.3218, 3145.. 3222, 3149.. 3205, 






3312. ,3413, 


3314. 


.3514, 3339. 


.3512 






Seq. No. 


42878 






Seq. ID 


OJ000320_24.0411.C7 




Gene No 


89546 






Strand 






Start 


19893 






End 


22143 




Name 


OJ000320 24. 


0411. 


C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8112 






End 


8770 




GI 


none 






Score 


234 




Exons 


8112. .8300, 


8122. 


.8319, 8140. 


.8313, 8554. .8769, 8606. .8770 




Seq. No.. 


42878 






Seq. ID 


OJ000320_24.0411.C7 




Gene No. 


89546 






Strand 






Start 


19893 






End 


22143 




Name 


OJ000320 24. 


0411. 


C7.o7.tm 


.Method 


TBLASTX: Maize 




Start 


8122 






End 


8701 




GI 


none 






Score 


244 


r ~ 


Exons 


8122. .8301, 


8133. 


.8303, 8134. 


.8313, 8157.. 8312, 8554.. 8700, 


•z. -J 




8576. .8701, 


8609. 


.8701 






Eil 


Seq. No. 


42878 






Seq. ID 


OJ000320_24.0411.C7 


fi = 


Gene No. 


89546 






Strand 






Start 


19893 






End 


22143 




Name 


OJ000320 24 


0411 . 


C7 o5 tm 


Method 


TBLASTX: Maize 


iJ 


Start 


8702 






End 


9411 




GI 


none 






Score 


131 


fU 


Exons 


8702. .8806, 


8704. 


.8805, 8707. 


.8847, 8715. .8807, 8892. .9059, 






8896. .9063, 


8897. 


.9061, 9186. 


.9281, 9187. .9312, 9187. .9282, 


f 1 




9353. .9409, 


9360. 


.9410, 9364. 


.9411, 9364. .9411 




Seq. No. 


42878 






Seq. ID 


OJ000320_24.0411.C7 




Gene No. 


89546 






Strand 






Start 


19893 






End 


22143 




Name 


OJ000320 24. 


0411. 


C7.o6.tc 


Method 


TBLASTX: Cress 


fl 


Start 


8893 






End 


9440 


'^'^ 


GI 


none 






Score 


92 




Exons 


8893. .9063, 


8895. 


.9032, 8938- 


.9060, 9186.. 9281, 9187.. 9282, 






9332,-9436, 


9360. 


. 9440 








Seq. No. 


42878 






Seq. ID 


OJ000320_24 .0411.C7 




Gene No. 


89546 






Strand 






Start 


19893 






End 


22143 




Name 


OJ000320 24. 


0411. 


C7.o4.ts 


Method 


TBLASTX : Soybean 




Start 


10052 






End 


20188 




GI 


none 






Score 


127 




Exons 


10052. .10138 


, 10057. .10134, 11022. .11186, 11023 .. 11187 , 






11023. .11187, 20093.. 20188 








Seq. No. 


42878 






Seq. ID 


OJ000320_24 .0411.C7 




Gene No. 


89546 






Strand 






Start 


19893 






End 


22143 



43406 



Name 

Start 

GI 

Exons 



OJ000320 24.0411.C7.o8.tm 



Method TBLASTX : Maize 



11122 End 11939 

none Score 204 

11122. .11247, 11123. .11245, 11124 .. 1124 6, 11565 .. 11624 , 

11566. .11637, 11567. .11641, 11642 .. 1168 9, 11650 117 12 , 

11655. .11756, 11656. .11745, 11748 11774 , 11752 11775, 

11907.. 11939 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42878 
89546 
19893 

OJ000320_24. 
16719 
none 
16719, 
17487. 
17673, 



0411.C7.ol.tm 



.17150, 
.17573, 
.17741, 



16757. 
17488. 
17674. 



.17146, 
.17574, 
.17739 



42878 
89546 
19893 

OJ000320_24.0411.C7.o2.tc 

16770 

none 

16770. .16910, 16771. .16926, 
16927. .17046, 16939 17028, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16765. .17151, 
17488. .17574, 



OJ000320 24. 0411. C7 



22143 

TBLASTX: Maize 
17741 
445 

17453. .17572, 
17673. .17732, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16771. .16926, 
16941. .17045 



OJ000320 24. 0411. C7 



22143 

TBLASTX: Cress 
17046 
200 

16925. .17029, 



Seq. No. 42878 

Gene No. 8954 6 

Start 19893 

Name OJ00032 0_2 4 . 04 1 1 . C7 . o3 . tc 

Start 17494 

GI none 

Exons 17494. .17577, 17495 17578, 
18274. .18372, 18275 18370, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17667. .17846, 
18371. .18427, 



OJ000320 24. 0411. C7 



22143 

TBLASTX: Cress 
18430 
121 

17674. .17847, 
18398. .18430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42878 
89546 
19893 

OJ000320_24. 
17679 
none 
17679. 
17761. 
18457. 



0411.C7.o2.ts 



,17759, 
,17847, 
,18579, 



17680. .17760, 
18266. .18403, 
18467. .18577 



42878 
89546 
19893 

OJ000320_24 , 0411 . C7 . o4 . tm 

18316 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17682 

18274 



OJ000320 24. 0411. C7 



22143 

TBLASTX: Soybean 
18579 
82 

17762, 17760. .17846, 
18408, 18275. .18406, 



Seq. ID OJ000320_24.0411.C7 



Strand 
End 

Method 

End 

Score 



22143 

TBLASTX: Maize 

19157 

421 



18316. .18594, 18317 .. 18592 , 18319 .. 18594 , 18320 18607, 
18360. .18608, 18945 .. 19121, 18958 .. 19116, - 18 959 .. 19123, 
19118. .19156, 19119. .19157 



Seq. No. 



42878 



Seq. ID OJ000320_24.0411.C7 



43407 




Gene No. 


89546 


Strand 




Start 


19893 


End 


22143 


Name 


OJ000320 24.0411.C7.o5.tc 


Method 


TBLASTX: Cress 


Start 


18527 ~ 


End 


19111 


GI 


none 


Score 


101 


Exons 


18527. .18592, 18958. .19110, 


18959. .19111 


Seq. No. 


42878 


Seq. ID 


OJ000320_24.0411.C7 


Gene No. 


89546 


Strand 




Start 


19893 


End 


22143 . 


Name 


OJ000320 24.0411.C7.o6.np 


Method 


AAT/NAP 


Start 


19893 


End 


22143 


GI 


422029 


Score 


225 


Exons 


19893. .20036, 21883.. 22143 






GI Descrip. 


transcription factor OBF3.2 


, ocs element-binding - maize 




gi|297018|emb|CAA48904 1 (X69152) ocs-element binding facto 




[Zea mays] 






Seq. No. 


42879 


Seq. ID 


OJ000320_24.0411.C8 


Gene No. 


89547 


Strand 




Start 


1 


End 


4912 


Name 


OJ000320 24.0411.C8.ol,np 


• Method 


AAT/NAP 


Start 


1 


End 


4903 


GI 


100099 


Score 


281 


Exons 


1..33, 704. .898, 926. .1049, 


1621. .1701, 


2134.. 2282, 3225.. 




4871. .4903 






GI Descrip. 


DNA-binding protein VBPl - 


fava bean gi 1 1372966 (M81827) 




CREB-like protein [Vicia faba] 




Seq. No. 


42879 


Seq. ID 


OJ000320_24.0411.C8 


Gene No. 


89547 


Strand 




Start 


1 


End 


4912 


Name 


OJ000320 24.0411.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


675 


End 


2202 


GI 


none 


Score 


91 


Exons 


675. .791, 701. .901, 923. .991, 1642. .1701, 2134. .2202 


Seq. No. 


42879 


Seq. ID 


OJ000320_24.0411.C8 


Gene No. 


89547 


Strand 




Start 


1 


End 


4912 


Name 


OJ000320 24.0411.C8,ol.tw 


Method 


TBLASTX: Wheat 


Start 


684 


End 


959 


GI 


none 


Score 


165 


Exons 


684. .959, 701. .958 






Seq. No. 


42879 


Seq. ID 


OJ000320_24.0411.C8 


Gene No. 


89547 


Strand 




Start 


1 


End 


4912 


Name 


OJ000320 24.0411.C8.ol.gs 


Method 


GENSCAN 


Start 


704 


End 


3593 


GI 


none 


Score 


.79 


Exons 


704.. 1002, 1457.. 1511, 1621 


..1701, 2134 


..2286, 2409. .2644, 




3518. .3593 






Seq. No. 


42879 


Seq. ID 


OJ000320_24 .0411,C8 


Gene No. 


89547 


Strand 




Start 


1 


End 


4912 



43408 




Name 


OJ000320 24.0411.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


704 


End 


2196 ' 


GI 


none 


Score 


142 


Exons 


704. .829, 704. .907, 705.-839, 


923. .lOOC 


, 957. .1001, 1629. .16 




1642. .1701, 2134. .2196 






Seq. No. 


42879 


Seq. ID 


OJ000320_24.0411.C8 


Gene No. 


89547 


Strand 




Start 


1 


End 


4912 


Name 


OJ000320 24.0411.C8.ol.gp 


Method 


AAT/GAP 


Start 


4459 


End 


4912 


GI 


none 


Score 


884 


Exons 


4459. .4912 






Seq. No. 


42880 


Seq. ID 


OJ000320_24. 0411. CIO 


Gene No. 


89548 


Strand 


+ 


Start 


70 


End 


3946 


Name 


OJ000320 24.0411.C10.ol.gs 


Method 


GENSCAN 


Start 


70 


End 


3943 


GI 


none 


Score 


.73 


Exons 


70. .138, 876. .956, 3401. .3625 


, 3632. .3943 


Seq. No. 


42880 


Seq. ID 


OJ000320_24. 0411. CIO 


Gene No. 


89548 


Strand 


+ 


Start 


70 


End 


3946 • 


Name 


OJ000320 24.0411.C10.ol.np 


Method 


AAT/NAP 


Start 


3372 


End 


3932 


GI 


6729532 


Score 


274 


Exons 


3372.. 3426, 3498.-3932 






GI Descrip. 


(AL132977) putative protein [Arabidopsis thaliana] 


Seq. No. 


42880 


Seq. ID 


OJ000320_24. 0411. CIO 


Gene No. 


89548 


Strand 


+ 


Start 


70 


End 


3946 


Name 


OJ000320 24.0411.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3548 


End 


3946 


GI 


none 


Score 


72 


Exons 


3548.. 3598,. 3797,-3946, 3811. 


.3936 




Seq. No. 


42880 


Seq. ID 


OJ000320_24.0411.C10 


Gene No. 


89548 


Strand 


+ 


Start 


70 


End 


3946 


Name 


OJ000320 24.0411.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


3782 


End 


3943 


GI 


none 


Score 


261 


Exons 


3782.-3943, 3811. .3942 






Seq. No. 


42881 


Seq. ID 


OJ000320_24.0411.C11 


Gene No. 


89549 


Strand 


+ 


Start 


640 


End 


1122 


Name 


OJ000320 24.0411.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


544 


End 


1023 


GI 


none 


Score 


37 


Exons 


544. .588, 620. .847, 630. .854, 


630. .875, 


631. .936, 919. .1020, 



925.. 1023, 927.. 1022 



Seq. No. 42881 Seq. ID OJ000320_24 . 04 11 . Cll 



43409 




Gene No. 


89549 




Strand 


+ 




Start 


640 




End 


1122 




Name 


OJ000320 24.0411.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


630 




End 


1023 




GI 


none 




Score 


69 




Exons 


630. .683, 631. .684, 663. 


.875, 


673. .888, 


682. .882, 931.. 


1008 




939.. 1022, 940.. 1023 










Seq. No. 


42881 




Seq. ID 


OJ000320_24.0411 


.Cll 


Gene No. 


89549 




Strand 


+ 




Start ' 


640 




End 


1122 




Name 


OJ000320 24.0411.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


640 




End 


1020 




GI 


none 




Score 


.6 




Exons 


640, .1020 










Seq. No. 


42881 




Seq. ID 


OJ000320_24.0411 


.Cll 


Gene No. 


89549 




Strand 


+ 




Start 


640 




End 


1122 




Name 


OJ000320 24.0411.Cll.ol. 


np 


Method 


AAT/NAP 




Start 


646 




End 


1122 




GI 


6729532 




Score 


190 




Exons 


646.. 1026, 1078.. 1122 










GI Descrip. 


(AL132977) putative protein [Arabidopsis thaliana] 




Seq. No. 


42882 




Seq. ID 


OJ000320_24.0411 


.C12 


Gene No. 


89550 




Strand 


+ 




Start 


328 




End 


2079 




Name 


OJ000320 24.0411.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


325 




End 


971 




GI 


none 




Score 


131 




Exons 


325.. 528, 326.. 457, 326. 


.529, 


327. .536, 


328. .543, 876.. 


899, 




897. .971 










Seq. No. 


42882 




Seq. ID 


OJ0G0320_24.0411 


.C12 


Gene No. 


89550 




Strand 


+ 




Start 


328 




End 


2079 




Name 


OJ000320 24.0411.C12.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


326 




End 


1561 




GI 


none 




Score 


248 




Exons 


326.. 529, 327.. 554, 876. 


.959, 


1451. .1561 




Seq. No. 


42882 




Seq. ID 


OJ000320_24.0411 


.C12 


Gene No. 


89550 




Strand 


+ 




Start 


328 




End 


2079 




Name 


OJ000320 24.0411.C12.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


326 




End 


1561 




GI 


none 




Score 


287 




Exons 


326.. 529, 327.. 536, 869. 


.967, 


876. .965, 


1460. .1561 




Seq. No. 


42882 




Seq. ID 


OJ000320_24.0411 


.C12 


Gene No. 


89550 




Strand 


+ 




Start 


328 




End 


2079 




Name 


OJ000320 24.0411.C12.ol. 


np 


Method 


AAT/NAP 




Start 


328 




End 


1597 




GI 


6729532 




Score 


329 




Exons 


328. .542, 846. .968, 1451 


. .1597 







43410 



GI Descrip. . (AL132977) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42882 
89550 
328 

OJ000320_24.0411.C12.ol.gs 

330 

none 



Seq. ID OJ000320_24 .0411.C12 

Strand + 

End 2079 

Method GENSCAN 

End 1653 

Score .88 



330. .533, 876. .968, 1409. .1562, 1625. .1653 



Seq. ID OJ000320_24.0411.C12 

Strand + 

End 2079 

Method AAT/GAP 

End 2079 

Score 444 



42882 
89550 
328 

OJ000320_24.0411.C12.ol.gp 
486 

uC-osflcypl69f05bl 
486. .533, 876. .968, 1451. .1562, 2025. .2079 

' 287938/emb 1X54204 I CVPRSET5C 6.0e-47 Cloning vector pRSETSc 
(pBluescript KS plus derivative) ' 



Seq. ID OJ000320_24.0411.C13 

Strand + 

End 231 

Method AAT/GAP 

End 231 

Score 413 



42883 
89551 
1 

OJ000320_24.0411.C13.ol.gp 
1 

uC-osflcypl69f05bl 
1..231 

* 287938/emb 1X54204 I CVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) ' 



Seq. No. 


42884 








Seq. ID 


OJ000320_ 


_24 


.0411 


.C14 


Gene No. 


89552 








Strand 










Start 


4558 








End 


5750 








Name 


OJ000320 24 


.0411 


.C14.01 


.gs 


Method 


GENSCAN 








Start 


4558 








End 


5750 








GI 


none 








Score 


.8 








Exons 


4558. .4692, 


4706 


. . 4834, 


5646. 


.5750- 










Seq. No. 


42884 








Seq. ID 


OJ00032'0_ 


_24 


.0411 


.C14 


Gene No. 


89553 








Strand 










Start 


6760 








End 


8925 








Name 


OJ000320 24 


.0411 


.C14.G2 


. gs 


Method 


GENSCAN 








Start . 


6760 








End 


8925 








GI 


none 








Score 


.67 








Exons 


6760. .6892, 


8843 


. .8925 














Seq. No. 


42885 








Seq. ID 


OJ000320_ 


_24 


.0411 


.C15 


Gene No. 


89554 








Strand 


+ 








Start 


3367 








End 


9018 








Name 


OJ000320 24 


.0411 


.C15.01 


.gp 


Method 


AAT/GAP 








Start 


3367 








End 


3999 








GI 


4715031 








Score 


888 








Exons 


3367. .3833, 


3927 


. .3999 














Seq. No. 


42885 








Seq. ID 


OJ000320 


_24 


.0411 


.C15 


Gene No. 


89554 








Strand 


+ 








Start 


3367 








End 


9018 









43411 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_24. 0411. CIS. ol.gs 
3455 



Method GENSCAN 
End 5902 
none Score -81 

3455.. 3833, 3929.. 4194, 4270.. 4528, 4970.. 5347, 5733.. 5902 



42885 
89554 
3367 

OJ000320_24.0411.C15.ol.np 

3455 

7433169 

3455.. 3710, 3750.. 3833, 
5242.. 5347, 5733.. 5818, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4194, 4291, 
.9015 

probable lipoxygenase (EC 1.13.11.12) (clone HI) - potato 
gi|1495802|emb|CAA65268.1| (X96405). 13-lipoxygenase [Solanum 
tuberosum] 



3929. 
7585. 



OJ000320_24.0411.C15 
+ 

9018 
AAT/NAP 
9015 
2459 

,4528, 4970. .5187,- 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42885 
89554 
3367 

OJ000320_24.0411.C15.o2.gp 
4077 

LIB3432-010-P1-K1-D4 
4077. .4194, 4291. .4369 

'1495802/emb|CAA65268 I l.Oe-16' (X96405) 13-lipoxygenase [Solanum 
tuberosum] ' 



OJ000320_24, 
+ 

9018 
AAT/GAP 
4369 
348 



0411. C15 



42885 Seq. ID 

89554 Strand 

3367 End 
OJ000320_24 . 0411 . CIS . o2 . gs Method 

7561 End 

none Score 
7561.. 9018 



OJ000320_24. 0411. CIS 
+ 

9018 
GENSCAN 
9018 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42885 Seq.. ID OJ000320_24 . 0411 , CIS 

89555 Strand - - 

8790 End 9300 

OJ000320_24 . 04 11 . CIS . o3 . gp Method AAT/GAP 

8790 End 9300 

1654_1.R1084 Score 995 

8790. .9300 

•5441896/dbj IBAA82394.il 4.0e-30 (AP000367} ESTs 
D23521(C2939) ,C22481 (C2939) correspond to a region of the 
predicted gene.; Similar to serine/threonine protein kinase like 
protein. {AL022140) [Oryza sativa] ' 



42885 
89556 
9749 

OJ000320_24. 0411. CIS. o2.tm 

3644 

none 

3644. .3829, 3858. .4106, 3859. 
4282.. 4479, 4290.. 4328, 4455. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 24. 0411. CIS 



11229 

TBLASTX: Maize 
4524 
177 

4107, 4111. .4194, 4116. 
4481, 4468. .4524, 4482. 



.4193, 
,4520 



Seq. No. 



42885 



Seq. ID OJ000320_24. 0411. CIS 



43412 



Gene No. 89556 
Start 9749 

Name OJ000320_24 .0411. C15 . ol . tc 

Start 3755 
GI * none 

Exons 3755.. 3829, 3984 

4372.. 4524, 4446 

5707.. 5826, 7578 

8457.. 9017, 8698 



Strand 
End 

Method 

End 

Score 



11229 

TBLASTX: Cress 

9018 

74 



4079, 3985. .4086, 4117. .4194, 4282. .4377, 

4511, 4993. .5181, 5269.. 5349, 5705.. 5827, 

7697, 7579. .8295, 7794.. 8222, 8296.. 8631, 
9018 



Seq, No. 42885 Seq. ID 

Gene No. 89556 Strand 

Start 974 9 End 

Name OJ000320_24 . 04 li . C15 . ol . ts Method 

Start 3991 End 

GI none Score 
Exons 



OJ000320_24 .0411.C15 
11229 

TBLASTX : Soybean 

9018 

118 



3991. .4080, 3993. .4073, 7693. .7899, 7791. .7898, 7915. .8277, 
7917. .8207, 7924. .8289, 8296. .8631, 8304. .8375, 8454. .9014, 
8701. .9018 



Seq. No. 42885 

Gene No. 89556 

Start 9749 

Name OJ000320_24 . 0411 .C15.o2 .ts 

Start 4291 

GI none 

Exons 4291.. 4524, 4458.-4523, 4969. 

Seq. No. 42885 
Gene No. 89556 
Start 9749 

Name OJ000320_24 . 0411 .C15 . ol . tm 

Start 4968 
GI none 

Exons 4968.. 5072, 4969.. 5121, 5104. 

5268.. 5345, 5269.. 5349, 5734. 
7584.. 7652, 7585.. 7671, 7678. 
7897.. 8370, 8304. .8651, 8661. 
8982.. 9020 



Seq. ID OJ000320_24 .0411.C15 
Strand 

11229 

TBLASTX : Soybean 
5139 
298 



End 

Method 
End 
Score 
.5139 



Seq. ID OJ000320_24 .0411.C15 
Strand 

End 11229 
Method TBLASTX : Mai ze 
End 9020 
Score 185 

.5187, 5133.. 5186, 5134.. 5187, 
.5826, 5735.. 5827, 7584.. 7652, 
.8631, 7683.. 7733, 7791.. 8222, 
.9017, 8,701.. 9018, 8926.. 9018, 



Seq. No. 42885 

Gene No. 89556 

Start 9749 

Name OJ000320_24 .0411. C15 . ol . tw 

Start 7786 

GI none 
Exons 



Seq. ID OJ000320_24.0411-C15 
Strand 

End 11229 

Method' TBLASTX : Wheat 

End 8211 

Score 80 



7786.. 7863, 7794.. 7925, 7930. .8211, 7933.. 8211 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Ex"ons 
Seq. No. 



42885 
89556 
9749 

OJ000320_24.0411.C15.o2.tw 

8272 

none 



Seq. ID OJ000320_24.0411.C15 
Strand 

End 11229 

Method TBLASTX : Wheat 

End 8589 

Score 190 



8272. .8367, 8284. .8484, 8478. .8588, 8479. .8589 

42885 Seq. ID OJ000320_24 . 04 11. C15 



43413 



Gene No. 8 9556 Strand 

Start 9749 End 11229 

Name' OJ000320_24 . 0411X15 .o4 .gp Method AAT/GAP 

Start 9530 End 9933 

GI 2317427 Score 733 

Exons 9530.. 9933 

GI Descrip. 5441896/dbj t BAA82394 . 1 | 4.0e-30 (AP000367) ESTs 

D23521(C2939) ,C22481 (C2939) correspond to a region of the 
predicted gene.; Similar to serine/threonine protein kinase like 
protein. (AL022140) [Oryza sativa] 



, Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



42885 
89556 
9749 

OJ000320_24. 0411. 015. o2.np 

9654 

5441896 



OJ000320_24.0411.C15 

11229 
AAT/NAP 
11229 
1198 

9654. .9933, 10039 10184 , 10420 .. 10600, 10668 .. 10807 , 
11202.. 11229 

(AP000367) ESTs D23521 (C2939) , 0224 81 (02939) correspond to a 
region of the predicted gene.; Similar to serine/threonine 
protein kinase like protein. (AL022140) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 


42885 


Seq. ID 


OJ000320_24. 0411. 015 


Gene No. 


89556 


Strand 




Start 


9749 


End 


11229 


Name 


OJ000320 24.0411.015.o3.gs 


Method 


GENSOAN 


Start 


9749 


End 


10827 


GI 


none 


Score 


.74 


Exons 


9749.-9855, 10016 10184 , 10444 10600, 


10668. .10827 


Seq. No. 


42885 


Seq. ID 


OJ000320_24. 0411. 015 


Gene No. 


89556 


Strand 




Start- 


9749 


End 


11229 


Name 


OJ000320 24.0411,015.o3.ts 


Method 


TBLASTX: Soybean 


Start 


10089 


End 


10792 


GI 


none 


Score 


113 


Exons 


10089. .10190, 10444. .10602, 


10670.. 10792 


Seq. No. 


42885 


Seq. ID 


OJ000320_24. 0411. 015 


Gene No. 


89556 


Strand 




Start 


9749 


End 


11229 


Name 


OJ000320 24.0411.015.o5.gp 


. Method 


AAT/GAP 


Start 


10388 


End 


10816 


GI 


uO-osroM202025h03bl 


Score 


469 


Exons 


10388. .10600, 10668.. 10816 






GI Descrip. 


'5441896/dbj IBAA82394.il 3. 


Oe-57 (AP000367) ESTs 




D23521 (02939) , 022481 (02939) 


correspond 


to a region of the 




predicted gene.-; Similar to 


serine/threonine protein kinase 




protein. {AL022140) [Oryza 


sativa] ' 




Seq. No. 


42885 


Seq. ID 


OJ000320_24. 0411. 015 


Gene No. 


89556 


Strand 




Start 


9749 


End 


11229 


Name 


OJ000320 24.0411.015.o3.tm 


Method 


TBLASTX: Maize 


Start 


10444 


End 


10825 


GI 


none 


Score 


111 



43414 



m 



Exons 


10444, .10608, 10670. .10825 








Seq. No. 


42886 


Seq. ID 


. OJ000320_24 


0411. C16 


Gene No. 


89557 


Strand 


+ 




Start 


8000 


End 


13412 




Name 


OJ000320 24 .0411.C16.o2.gs 


Method 


GENSCAN 




Start 


8000 


End 


13399 




GI 


none 


Score 


.72 




Exons 


8000.. 8293, 8523.. 8552, 10613 


. .13399 






Seq. No. 


42886 


Seq. ID 


OJ000320_24 


.0411. C16 


Gene No . 


89557 


Strand 


+ 




Start 


8000 


End 


13412 




Name 


OJ000320 24.0411.C16.o2.np 


Method 


AAT/NAP 




Start 


8000 


End 


13412 




GI 


5441895 


Score 


5235 




Exons 


8000.. 8293, 8523.-8552, 10613 


. .13412 






GI Descrip. 


(AP000367) EST C96716 (C10608 ) 


corresponds to a region of the 




predicted gene.; Similar to putative 


receptor protein kinase 




(AC002334) [Oryza s.ativa] 








Seq. No. 


42886 


Seq. ID 


OJ000320_24 


.0411. C16 


Gene No. 


89558 


Strand 






Start 


1 


End 


13255 




Name 


OJ000320 24.0411.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1205 




GI 


5441896 


Score 


911 





Exons 
13 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,C22481 (C2939) correspond to a 
; Similar to serine/threonine 
(AL022140) [Oryza sativa] 



1..167, 343. .614, 1044. .1205 
(AP000367) ESTs D23521 {C2939) 
region of the predicted gene. 
protein kinase like protein. 

42886 
89558 
1 

OJ000320_24.0411.C16.ol.gp 
21 

427455 
21. .167, 343. .500 

5441896/dbj IBAA82394.il 6.0e-29 (AP000367) ESTs 
D23521 (C2939) ,C22481 {C2939) correspond to a region of the 
predicted gene.; Similar to serine/threonine protein kinase like 
protein. (AL022140) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_24.0411.C16 

13255 
AAT/GAP 
500 
506 



42886 
89558 
1 

OJ000320_24.0411.C16.ol.ts 
47 

none 

47. .166, 333. .407, 423. .611, 
10808. .11206, 10814. .11353, 
10901. .11593, 10943. .11353, 
11087. .11494, 11104. .11349, 
11159. .11566, 11225. .11641, • 
11327. .11854, 11417. .11542, 
11759. .11872, 11870. .12061, 



Seq. ID OJ000320_24.0411.C16 
Strand 

End 13255 

Method TBLASTX : Soybean 

End 13255 

Score 165 
10805. .11269, 10808. .11281, 
10844. .11509, 10871. .11284, 
10967. .11692, 11012. .11425, 
11111. .11710, 11122. .11709, 
11284. .11514, 11303. .11710, 
11447. .11854, 11516. .11710, 
11888. .12067, 11894. .12064, 



43415 



12101. .12490, 12101. .12376, 12107. 

12107. .12490, 12107. .12307, 12179, 

12227. .12499, 12269 .. 12400, 12323, 

12509. .12721, 12560. .12697, 12560, 

12560. .12721, 12608. .12721, 12812. 

12836. .12961, 12851 12961, 12998. 

13010. .13252, 13019. .13189, 13022. 
13142. .13252 



12445, 12107. 

12490, 12197. 

12499, 12509. 

12721, 12560. 

12961, 12833. 

13255, 12998. 

1318-9, 13022. 



.12499, 
.12316, 
.12721, 
.12721, 
.12961, 
.13201, 
.13189, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42886 
89558 
1 

OJ000320_24.0411.C16.o2.tm 
50 

none 



Seq. ID OJ000320_24.0411.C16 



Strand 
End 

Method 

End 

Score 



13255 

TBLASTXiMaize 

1232 

136 



50.. 166, 333. .617, 334. ,615, 1041. .1232, 1042.. 1128 



42886 
89558 
1 

OJ000320_24.0411.C16.ol.tc 
56 

none 

56. .166, 423. 
10799. ,10969 



10838. ,11134 
10901. .11575 
11012. .11422 
11087. .11305 
11104. .11205 
11249. .11638 
11302. .11511 
11447. .11.692 
11528. .11689 
11867. .12064 
11879. .12064 
11942. .12064 
12107. .12499 
12509. .12721 
12542. .12673 
12574. .12732 
12833. .12961 
12833. .12961 
12998. .13240 
13022. .13189 



.536, 
10799 
10844 
10919 
11015 
11087 
11108 
11257 
11303 
11456 
11588 
11867 
11891 
12101 
12116 
12518 
12545 
12796 
12833 
12842 
12998 
13022 



10733. . 
, .11218 
, .11032 
. .11176 
. .11233 
. .11497 
. .11566 
, .11493 
. .11710 
. .11620 
, .11809 
. ,12064 
, ,12490 
. ,12355 
, .12502 
. .12721 
. .12721 
. .12831 
. ,12967 
. ,12979 
. .13195 
. .13243 



Seq. ID OJ000320_24.0411.C16 
Strand 

End 13255 
Method TBLASTX : Cress 
End 13255 
Score 38 
10762, 10793. .11275, 10796 .. 10990, 
10808. .11422, 10808. .11059, 
10844. .11464, 10871. .11299, 
10943. .11350, 10967. .11638, 
11039. .11710, 11051. .11185, 
11096. .11284, 11104. .11268, 
11111, ,11782, 11122, .11349, 
11275, ,11565, 11285, .11542, 
11327, ,11854, 11375, .11782, 



11513. .11854 
11620. .11709 



11867. 
11894. 
12104. 
12164. 
12530. 
12560. 



,12061 
,12064 
,12499 
,12493 
,12721 
,12721 



12809. .12850 
12833. .12961 
12982. .13167 
13007. .13189 
13046. .13237 



11519. .11710, 
11627. .11710, 



11870, 
11900. 
12107, 
12299, 
12530, 
12560, 
12827, 



,12061, 
,12064, 
,12430, 
,42499, 
,12721, 
,12721, 
,12961, 



12833. .12961, 
12998. .13240, 
13022. .13255, 



Seq. ID OJ000320__24.0411.C16 
Strand 

End 13255 
Method GENSCAN 
End 6779 
Score .72 
1842, 2303. .2374, 3066.. 3137, 
3237. .3342, 3641. .3733, 4174, .4477, 4524. .4626, 6041. .6141, 
6618.. 6779 



Seq- No. 42886 

Gene No. 89558 

Start 1 

Name OJ000320_24 .0411.C16.ol.gs 

Start 343 

GI none 

Exons 343.. 614, 1044.. 1297, 1529 



Seq. No, 



42886 



Seq. ID OJ000320_24.0411.C16 



43416 




Gene No. 


89558 








Strand 






Start 


1 








End 13255 




Name 


OJ000320 24.04X1.C16 


. ol . tw 


Method TBLASTX : Wheat 


Start 


10688 








End 13255 




GI 


none 








Score 63 






Exons 


10688. . 


10786, 


10799. 


.11113, 


10952. .11263, 


11030. 


.11335, 




11096. . 


11407, 


11107. 


. 11340, 


11119. .11268, 


11168. 


.11464, 




11194. . 


11436, 


11225. 


.11545, 


11227. .11556, 


11303. 


.11596, 




11384.. 


11692, 


11543. 


.11833, 


11545. .11709, 


11867. 


.12046, 




11870. . 


12058, 


11951. 


.12064, 


12107. .12331, 


12236. 


.12514, 




12518. . 


12721, 


12833. 


.12961, 


12839. .12961, 


12992. 


.13240, 




12998. . 


13171, 


12998. 


.13255, 


13000. .13179, 


13064. 


.13189 


Seq. No. 


42886 








Seq. ID OJ000320 


24.0411 


Gene No. 


89558 








Strand 






Start 


1 








End 13255 




Name 


OJ000320 24.0411.C16 


. ol . tm 


Method TBLASTX : Mai ze 


Start 


10805 








End 13240 




GI 


none 








Score 192 






Exons 


10805. . 


11275, 


10808. 


. 11074, 


10808. .11008, 


10880. 


.11350, 




10952. . 


11443, 


10952. 


. 11224, 


11021. .11275, 


11029. 


.11268, 




11063. . 


11368, 


11095. 


. 11613, 


11096. .11566, 


11108. 


.11440, 




11240. . 


11710, 


11312. 


. 11791, 


11410. .11637, 


11489. 


.11710, 




11528. . 


11854, 


11528. 


. 11791, 


11542. .11790, . 


11554. 


.11871, 


* 


11600. . 


11854, 


11759. 


. 11854, 


11846. .12061, 


11870. 


.12064, 




11891. . 


12061, 


11894. 


.12346, 


11894 . .12061, 


11894. 


.12064, 




11951. . 


12067, 


11965. 


. 12096,. 


12101. .12499, 


12107. 


.12490, 




12107. . 


12292, 


12164. 


.12436, 


12164. .12499, 


12190. 


.12417, 




12230.. 


12502, 


12236. 


.12490, 


12262. .12489, 


12509. 


.12688, 




12551. . 


12724, 


12560. 


.12682, 


12575. .12721, 


12833. 


.12961, 




12836. . 


12961, 


12839. 


.12982, 


12842. .12982, 


12998. 


.13201, 




13010. . 


13126, 


13019. 


.13189, 


13067. .13240 






Seq. No. 


42887 








Seq. ID OJ000320 


24.0411 


Gene No. 


89559 








Strand + 






Start 


1 








End 698 






Name 


OJ000320 24.0411.C17 


.ol.np 


Method AAT/NAP 




Start 


1 








End 695 






GI 


5441895 






Score 1206 





Exons 1. . 695 

GI Descrip. (AP000367) EST C96716 (C10608) corresponds to a region of the 
predicted gene.; Similar to putative receptor protein kinase. 
(AC002334) [Oryza sativa] 

Seq. No. 42887 

Gene No. 89559 

Start 1 

Name OJ000320_24 .0411. C17 . ol . gs 

Start 12 

GI none 

Exons 12.. 698 

Seq. No. 42887 

Gene No. 89560 

Start 3264 

Name OJ000320_24 . 0411 . C17 . ol . ts 

Start 3 



Seq. ID OJ000320_24.0411-C17 

Strand + 

End 698 

Method GENSCAN 

End 698 

Score .97 



Seq. ID OJ000320_24.0411.C17 

Strand + 

End 64 61 

Method TBLASTX : Soybean 

End 638 



43417 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 52 

3. .35, 69,., 257, 95. .256, 257 391, 258 .. 395, 432. .461, 534. .638 



42887 
89560 
3264 

OJ000320_24.0411.C17-.o2.tni 
3 

none 



Seq. ID OJ000320_24 .0411.C17 

Strand + 

End 6461 

Method TBLASTX : Mai ze 

End 611 

Score 45 



3. .35, 69. .257, 86.-256, 258. .395, 258. .365, 263. .391, 429. .461, 
549. .611 



Seq. No. 42887 

Gene No. 89560 

Start 3264 

Name OJ000320_24 . 04 11 , C17 . ol . tc 

Start 6 

GI none 

Exons 6. .377, 83. .364 

Seq. No. 42887 

Gene No. 89560 

Start 3264 

Name OJ000320_24 . 0411 . C17 . o2 . tw 

Start 69 

GI none 

Exons 69.. 383, 83.. 382 

Seq. No. 42887 

Gene No. 89560 

Start 3264 

Name OJ000320_24 ,0411. C17 . o2 . gs 

Start 3264 

GI none 
Exons 



Seq. ID OJ000320_24.0411.C17 

Strand + 

End 64 61 

Method TBLASTX :.Cress 

End 377 

Score 316 



Seq. ID OJ000320_24 .0411.C17 

Strand + 

End 64 61 

Method TBLASTX : Wheat 

End 383 

Score 315 



Seq. ID OJ000320_24.0411.C17 

Strand + 

End 6461 

Method GENSCAN 

End 6189 

Score . 66 



3264.. 3369, 3467.. 3586, 4449,-4675, 5146.. 5362, 5465.. 5556, 
5941. .6189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42887 
89560 
3264 

OJ000320_24.0411.C17.o2.np 

3264 

5441894 



Seq. ID OJ000320_24.0411.C17 

Strand + 

End 6461 

Method AAT/NAP 

End 6186 

Score 821 



3264. .3369, 3467. .3547, 5465.-5556, 5941. .6186 

(AP000367) EST AU030111 {E50640) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



42887 
89560 
3264 

OJ000320_24.0411.C17.ol.tm 

4255 

none 



Seq, ID OJ000320_24.0411.C17 

Strand + 

End 6461 

Method TBLASTX : Mai ze 

End 5256 

Score 290 



4255. ,4473, 4257 .. 4472, 4576 .. 4 680, 4579. .4671, 4583. .4681, 
5143.-5256, 5144.-5254, 5145-.5255 



Seq. No. 



42887 



Seq. ID OJ000320_24.0411.C17 



43418 



Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



89560 Strand 

3264 End 

OJ000320_24 . 04 11 . C17 . ol . tw . Method 

4627 End 

none Score 



+ 

6461 

TBLASTX: Wheat 

5559 

70 



4627. .4680, 4631. .4696, 5145. .5363, 5173. .5361, 5186. .5389, 
5467. .5559, 5499.-5552 



42887 
89560 
3264 

OJ000320_24.0411.C17.o3.tm 

5256 

none 



Seq. ID OJ000320_24 .0411.C17 

Strand + 

End 64 61 

Method TBLASTX: Maize 

End 6033 

Score 137 



5256.-5351, 5257. .5352, 5467. .5559, 5474. .5554, 5494. .5556, 
5499. .5558, 5935. .6027, 5938. .6033 



42887 Seq. ID 

89560 Strand 
3264 End 
OJ000320_24 .0411. C17 . ol . gp Method 
6037 End 
84850_1.R1084 Score 
6037.. 6461 

'5441894/dbj IBAA82392.il 6.0e-22 (AP000367) EST AU030111 (E50640 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] * 



OJ000320_24.0411.C17 
+ 

6461 
AAT/GAP 
6461 
785 



OJ000310_26.0406.C1 
+ 

5951 
AAT/NAP 
5700 
1437 



.4809, 4977. .5129, 5318. .5433, 



42888 Seq. ID 

89561 Strand 
3581 End 
OJ000310_26 . 0406 . CI . ol . np Method 
3581 End 
2129550 Score 
3581. .3663, 3698. .4313, 4666. 
5533.. 5700 

calciiam-dependent protein kinase (EC 2.7.1.-) CDPK6 - 
Arabidopsis thaliana gi 12129554 | pir M S71901 calcium-dependent 
protein kinase 6 - Arabidopsis thaliana gi | 7428013 | pir | | S71774 
calciiam-dependent protein kinase (EC 2.7.1.-) 6 - Arabidopsis 
thaliana gi | 836940 | gb | AAA67654 . 1 | (U20623) calcium-dependent 
protein kinase [Arabidopsis thaliana] gi | 836944 | gb | AAA67656. 1 | 
(U20625) ca 



42888 Seq. ID 

89561 Strand 

3581 End 

OJ000310_26.0406.Cl.o3.gp Method 

4 679 End 

18069 1.R1084 Score 



OJ000310_26.0406.C1 
+ 

5951 
AAT/GAP 
5951 
1047 



4679. .4809, 4977. .5129, 5318. .5433, 5533. .5713, 5903. .5951 
'2129550/pir MS71197 l.Oe-122 calcium-dependent protein kinase 
(EC 2.7.1.-) CDPK6 - Arabidopsis thaliana 

>gi_2129554_pir S71901 calcium-dependent protein kinase 6 - 

Arabidopsis thaliana >gi_836940 (U20623) calcium-dependent 
protein kinase [Arabidopsis thaliana] >gi_836944 (U20625) 
calcium-dependent protein kinase [Arabidopsis thaliana] 



43419 





>g i_4 4 5 4 0 3 4_emb_C AA2 3 0 3 1 . 1_ 


(AL035394) 


calcium- 




Seq. No. 


42888 


Seq. ID 


OJ000310 


_26.0406.C1 


Gene No. 


89561 


Strand 


+ 




Start 


3581 


End 


5951 




Name 


OJ000310 26. 0406.Cl.o3.gs 


Method 


GENSCAN 




Start 


4952 ~ 


End . 


5808 




GI 


none 


Score 


.77 




Exons 


4952.. 5129, 5318.. 5433, 5533 


. .5808 






Seq. No. 


42888 


Seq. ID 


OJ000310 


__26.0406.C1 


Gene No. 


89562 


Strand 






Start 


427 


End 


1100 




Name 


OJ000310 26.0406.Cl.ol.gs 


Method 


GENSCAN 




Start 


427 


End 


1100 




GI 


none 


Score 


.94 




Exons 


427. .602, 841. .936, 1026. .1100 






Seq. No. 


42888 


Seq. ID 


OJ000310 


_26.0406.C1 


Gene No . 


89563 


Strand 






Start 


1073 


End 


1405 




Name 


OJ000310 26.0406.Cl.ol,gp 


Method 


AAT/GAP 




Start 


1073 


End 


1405 




GI 


uC-osflcyp058e08bl 


Score 


643 




F.xons 


1073. .1405 








\J ^ kj> \_- X. -1- ki/ . 


'6006355/dbj | AP000559. 1 1 AP000559 1 . Oe- 


17 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0493C11 ' 






Seq. No. 


42888 


Seq. ID 


OJ000310 


_26.0406.C1 


Gene No. 


89564 


Strand 






Start 


3068 


End 


5758 




Name 


OJ000310 26.0406.Cl.o2.gs 


Method 


GENSCAN 




Start 


3068 


End 


4345 




GI 


none 


Score 


.94 




Exons 


3068. .4345 








cpa No 


42888 


Seq. ID 


OJ000310 


_26.0406.C1 




89564 


Strand 






Start 


3068 


End 


5758 




Name 


OJ000310 26.0406.Cl.ol.tm 


Method 


TBLASTX: 


Maize r- 


Start 


3802 


End 


5758 




GI 


none 


Score 


829 




Pvon 

i— 1 .*V w 1 Ik? 


3802. .4308, 3803. .4306, 4201 


..4308, 4659. .4808, 


4673. .4807, 




4682. .4810, 4969. .5127, 4975 


..5130, 4976.. 5131, 


4979. .5134, 




5299. .5442, 5317. .5439, 5532 


..5696, 5533.. 5700, 


5543. .5758 




42888 


Seq. ID 


OJ000310 


26. 0406. CI 




89564 


Strand 






Start 


3068 


End 


5758 




Name 


OJ000310 26.0406.Cl.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


3802 


End 


5702 




GI 


none 


Score 


761 




Exons 


3802. .4314, 3803.. 4315, 4664 


..4819, 4665. .4808, 


4678. .4809, 




4968. .5126, 4969. .5130, 4976 


..5131, 5308. .5433, 


5317. .5439, 




5322.. 5438, 5532.. 5696, 5533 


..5700, 5559.. 5702, 


5579. .5701 


Seq. No. 


42888 


Seq. ID 


OJ000310 


_26.0406.C1 



43420 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



89564 
3068 

OJ000310_26.0406.Cl.ol.tc 

3805 

none 

3805. .4314, 3806. .4315, 4664. 
4976.. 5131, 5305.. 5433, 5317. 
5533.. 5700, 5584.-5652 

42888 
89564 
3068 

OJ000310_26.0406.Cl.ol.tw 

3977 

none 

3977.. 4264, 3997.. 4263 

42888 
89564 
3068 

OJ000310_26.0406.Cl.o2.tw 

4265 

none 

4265. .4315, 4267. .4314, 4658. 
4969.. 5115, 4976.. 5128, 4991. 



Strand 

End 5758 

Method TBLASTX : Cress 

End 5700 

Score 742 

.4804, 4665. .4805, 4975. .5121, 
.5439, 5322.. 5438, 5532.. 5696, 



Seq. ID OJ000310_26.0406-C1 
Strand 

End 5758 

Method TBLASTX : Wheat 

End 4264 

Score 372 



Seq. ID OJ000310_26.0406.C1 
Strand 

End 5758 

Method TBLASTX : Wheat 

End 5143 

Score 82 

.4807, 4664. .4828, 4665. .4814, 
.5143 



OJ000310_26.0406.C2 
+ 

1108 
AAT/GAP 
1108 
988 



42889 . . Seq. ID 

89565 Strand 
1 End 
OJ000310_2 6.0406.C2.ol.gp Method 
1 End 
18069_1.R1084 Score 
1..23, 115. .214, 705. .1108 

'2129550/pir I IS71197 l,0e-122 calcium-dependent protein kinase 
(EC 2.7.1.-) CDPK6 - Arabidopsis thaliana 

>gi_2129554_pir S71901 calcium-dependent protein kinase 6 - 

Arabidopsis thaliana >gi_836940 (U20623) calcium-dependent 
protein kinase [Arabidopsis thaliana] >gi_836944 (U20625) _ 
calcium-dependent protein kinase [Arabidopsis thaliana] 
>gi_4454034_emb_CAA23031.1_ (AL035394) calcium-' 



42889 
89565 



OJ000310_26.0406.C2.ol.np 



Seq. ID OJ000310_26.0406.C2 

Strand + 

End 1108 

Method AAT/NAP 

End 785 

Score 206 



2129550 
1..23, 115. .214, 705. .785 

calciuin-dependent protein kinase (EC 2.7.1.-) CDPK6 - 
Arabidopsis thaliana gi | 2129554 | pir M S71901 calcium-dependent 
protein kinase 6 - Arabidopsis thaliana gi | 7428013 | pir | | S71774 
calcium-dependent protein kinase (EC 2.7.1.-) 6 - Arabidopsis 
thaliana gi | 836940 | gb | AAA67654 . 1 | {U20623) calcium-dependent 
protein kinase [Arabidopsis thaliana] gi | 836944 | gb | AAA67656 . 1 1 
(U20625) ca 



Seq. No. 



42889 



Seq. ID OJ000310_26.0406.C2 



43421 




Gene No.- 


89565 








Strand 


+ 




Start 


1 








End 


1108 




Name 


OJ000310 26 


.0406 


.C2.01. 


OS 


Method 


GENSCAN 




Start 


115 








End 


426 




GI 


none 








Score 


. 94 




Exons 


115. .214, 319. .426 










Seq. No. 


42889 








Seq. ID 


OJ000310 


26. 0406. C2 


Gene No. 


89566 








Strand 






Start 


1428 








End 


4718 




Name 


OJ000310 26 


.0406 


.C2.02. 


QS 


Method 


GENSCAN 




Start 


1428 








End 


4009 




GI 


none 








Score 


.93 




Exons 


1428. .1589, 


2032 


. .2120, 


2776. 


.2875, 2969.. 3119, 


3673. .3755, 




3890. .4009 














Seq. No. 


42889 








Seq. ID 


OJ000310 


_26.0406.C2 


Gene No. 


89566 








Strand 






Start 


1428 








End 


4718 




Name 


OJ000310 26 


.0406 


. C2 . o2 . 




Method 


AAT/GAP 




Start 


1443 








End 


2114 




GI 


none 








Score 


934 




Exons 


1443. .1864, 


2032 


. .2114 










Sea No. 


42889 








Seq. ID 


OJ000310 


26. 0406. C2 


fipnp No - 


89566 








Strand 






Start 


1428 








End 


4718 




Name 


OJ000310 26 


.0406 


.C2.o2. 


np 


Method 


AAT/NAP 




Start 


1712 








End 


4718 




GI 


3702327 








Score 


313 




Exons 


1712. .1875, 


2285 


. .2422, 


2454. 


.2691, 2776.. 2875, 


2925. .3119, 




3673. .3776, 


4455 


. .4718 










GI Descrip. 


(AC005397) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


42889 








Seq. ID 


OJ000310 


_26.0406.C2 


Gene No . 


89566 








Strand 






Start 


1428 








End 


4718 




Name 


OJ000310 26 


.0406 


.C2.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2474 








End 


4061 




GI 


none 








Score 


63 




Exons 


2474. .2524, 


2476 


. .2547, 


2574, 


.2660, 2600.. 2659, 


2777. .2875, 




2778. .2879, 


2779 


. .2877, 


2969, 


.3121, 2970.. 3059, 


3890. .4006, 




3891. .3947, 


4026 


. .4061 










Sea. No. 


42889 








Seq. ID 


OJ000310 


_26.0406.C2 


Gene No. 


89566 








Strand 






Start 


1428 








End 


4718 




Name 


OJ000310 26 


.0406 


.02. ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2777 








End 


3947 




GI 


none 








Score 


87 




Exons 


2777. .2875, 


2778 


. .2870, 


2969. 


.3118, 2973. .3059, 


2983. .3129, 




3672. .3761, 


3673 


. .3759, 


3888. 


.3914, 3912.. 3947 




Seq. No. 


42889 








Seq. ID 


OJ000310 


_26.0406.C2 


Gene No. 


89566 








Strand 






Start 


1428 








End 


4718 




Name 


OJ000310 26 


.0406 


.C2.01. 


tc 


Method 


TBLASTX: 


Cress 



43422 



start 
GI 

Exons 



2822 End 3947 

none - Score 7 9 

2822.. 2875, 2969.. 3118, 3672.. 3758, 3672.. 3761, 3673.. 3759, 

3863.. 3943, 3888.. 3947 



Seq. No. 42889 

Gene No. 89566 
Start " 1428 

Name OJ000310_26. 0406.C2 .o3.gp 

Start 3068 

GI none 
Exons 



Seq. ID OJ000310_26.0406.C2 
Strand 

End 4718 

Method AAT/GAP 

End 4152 • 

Score 726 



3068. .3119, 3673... 3755, 3890. .4152 



Seq. No. 42890 

Gene No. 89567 

Start 1 

Name OJ000310_26 . 0406 . C3 . ol . np 

Start 1 

GI 4680204 

Exons 1..102, 212.. 1333, 1429.. 2865 

GI Descrip. (AFII417I) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000310_26.0406.C3 
Strand 

End 2865 

Method AAT/NAP 

End 28 65 

Score 923 



Seq, No. 


42890 


Seq. ID 


OJ000310_26.0406 


,C3 


Gene No. 


• 89567 


Strand 






Start 


1 


End 


2865 ■ 




Name 


OJ000310 26.0406,C3.ol.gs 


Method 


GENSCAN 




Start 


236 


End 


2850 




GI 


none 


Score 


,71 




Exons 


236. ,512, 575. .991, 1192. .1333, 1429,, 


1548, 1594, ,1873, 






1889, ,2850 








Seq. No. 


42890 


Seq. ID 


OJ000310_26.0406 


.03 


Gene No. 


89567 


Strand 






Start 


1 


End 


2865 




Name 


OJ000310 26.0406.C3.o3.np 


Method 


AAT/NAP 




Start 


661 


End 


2865 




GI 


4680204 


Score 


922 




Exons 


661.. 1333, 1429,. 2865 








GI Descrip, 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


42890 


Seq. ID 


OJ000310_26.0406 


.C3 


Gene No. 


89568 


Strand 






Start 


3575 


End 


7459 




Name 


OJ000310 26.0406.C3.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1121 


End 


1818 




GI 


none 


Score 


54 




Exons 


1121. .1342, 1266. ,1340, 1423. 


.1497, 1738. .1818 




Seq. No. 


42890 


Seq. ID 


OJ000310_26.0406 


.C3 


Gene No. 


89568 


Strand 






Start 


3575 


End 


7459 




Name 


OJ000310 26.0406.C3.o4.tw 


Method 


TBLASTX: Wheat 




Start 


1819 


End 


2222 




GI 


none 


Score 


42 




Exons 


1819. .1914, 1819, .1989, 1952. 


.2119, 1984. .2220, 2071. ,2220, 



2082.. 2222, 2106.. 2222 



43423 




"Seq. No. 


42890 








Seq. ID 


OJ000310 


_26.0406.C3 


Gene No. 


89568 








Strand 






Start 


3575 








End 


7459 




Name 


OJ000310 26 


.0406. 


C3.o2. 


gs 


Method 


GENSCAN 




Start 


3575 








End 


7342 




GI 


none 








Score 


.45 




Exons 


3575. .4033, 


4110. 


.4208, 


5191. 


.5730, 6053.. 6234, 


6700. .7342 


Seq. No. 


42890 








Seq. ID 


OJ000310 


_26.0406.C3 


Gene No. 


89568 








Strand 






Start 


3575 








End 


7459 




Name 


OJ000310 26 


.0406. 


C3.01. 


gp 


Method 


AAT/GAP 




Start 


4437 








End 


7459 




GI 


342 1.R1084 








Score 


5547 




Exons 


4437. .7459 














GI Descrip. 


•4574406/gb|AAD24042.1| 


O.Oe+00 (AF121139) RIM2 


protein [0: 




c a +* 1 1 * 

O d L. J. V CI J 














Seq. No . 










Seq. ID 


OJ000310 


_26.0406.C3 


Gene No. 










Strand 






Start 


3575 








End 


7459 




Name 


OJ000310 26 


.0406. 


C3.01. 


tw - 


Method 


TBLASTX: 


Wheat 


Start 


5215 








End 


6533 




GI 










Score 


123 




Exons 


^Z.J.^. m -J J O A. f 


5296. 


.5373, 


5389. 


.5499, 5390.. 5530, 


'5477. .5572 






5575. 


.5616, 


5575. 


.5619, 5614.. 5826, 


5630. .5773 






5813. 


.5947, 


5832. 


.6533, 5841.. 6533 




Seq. No. 










Seq. ID 


OJ000310 


_26.0406.C3 


Gene No. 


89568 








Strand 






Start 


3575 








End 


7459 




Name 


n.Tnnmi n 9f; 

\JiJ \J\J\J J XKJ £.\J 


.0406. 


C3.04. 


np 


Method 


AAT/NAP 




Start 


D D J? -7 








End 


7459 




GI 


D 1 HZ, / ^ ^ 








Score 


2796 




Exons 
















GI Descrip. 


{AF121139) 


RIM2 protein [Oryza sativa] 






Seq. -No. 


42890 








Seq. ID 


OJ000310 


_26.0406.C3 


Gene No. 


89568 








Strand 






Start 


3575 








End 


7459 




Name 


OJ000310 26 


.0406. 


C3.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5801 








End 


6249 




GI 


none 








Score 


181 




Exons 


5801. .6241, 


5813. 


.6235, 


5832, 


.6245, 5832.. 6245, 


6067. .6249 


Seq. No, 


42890 








Seq. ID 


OJ000310 


_26.0406.C3 


Gene No. 


89568 








Strand 






Start 


3575 








End 


7459 




Name 


OJ000310 26 


.0406. 


C3.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6176 








End 


6556 




GI 


none 








Score 


65 




Exons 


6176. .6406, 


6176. 


.6490, 


6204. 


.6479, 6506.. 6556 




Seq. No. 


42890 








Seq. ID 


OJ'000310 


_2 6.0406.C3 


Gene No. 


89568 








Strand 






Start 


3575 








End 


7459 




Name - 


OJ000310 26 


.0406. 


C3.o3. 


tw 


Method 


TBLASTX: 


Wheat 



43424 




start 6534 End" 6944 

GI none Score 81 

Exons 6534.. 6620, 6536.. 6625, 6536.. 6619, 6653.. 6895, 6693.. 6875, 

6881. .6943, 6894. .6944 



Seq. No. 42890 Seq. ID 

Gene No. 89568 Strand 

Start 3575 End 

Name OJ000310_26. 0406.C3.ol .ts Method 

Start 6977 End 

GI none Score 

Exons 6977.. 7219 



OJ000310_26.0406.C3 
7459 

TBLASTX : Soybean 

7219 

206 



Seq. No. 42890 Seq. ID 

Gene No. 89568 Strand 

Start 3575 End 

Name OJ000310_26. 0406-C3.o2 . tm Method 

Start 704 9 End 

GI none Score 

Exons 7049.. 7243, 7253.. 7375, 7374.. 7442 



OJ000310_26.0406.C3 
7459 

TBLASTX: Maize 

7442 . 

70 



Seq. No. 42890 

Gene No. 89568 

Start 3575 

Name OJ000310_26 . 0406 .C3 . o2 . tw 

Start 7083 

GI none 

Exons 7083.. 7289, 
7292. .7375, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000310 26. 0406. C3 



7088.. 7291, 7088. 
7293.. 7376, 7392. 



7459 

TBLASTX: Wheat 
7452 
173 

7312, 7290.. 7373, 7291.. 7374, 
7451, 7396. .7452 



Seq. No. 


42891 




Seq. ID 


OJ000310_ 


_26.0406 


.C5 


Gene No. 


89569 




Strand 


+ 






Start 


487 




End 


1440 






Name 


OJ000310 26. 0406. C5. 


ol . gs 


Method 


GENSCAN 






Start 


487 




End 


1440 






GI 


none 




Score 


.6 






Exons 


487. .708, 823. .1074, 


1216. . 


1440 








Seq. No. 


42891 




Seq. ID 


OJ000310 


_26.0406 


.C5 


Gene No. 


89570 




Sttand 


+ 






Start 


11210 




End 


13947 






Name 


OJ000310 26. 0406. C5. 


o3. gs 


Method 


GENSCAN 






Start 


11210 




End 


13932 






GI 


none 




Score 


.87 






Exons 


11210. .11390, 11629. 


.11719, 


11721. .12057, 12468 


. .13109, 





13219. .13740, 13843.. 13932 



Seq. No. 42891 Seq. ID OJ000310_26 . 0406 . C5 

Gene No. 89570 Strand + 

Start 11210 End 13947 

Name OJ000310_26. 0406.C5 .o3.np Method AAT/NAP 

Start 11522 End 13947 

GI 7268189 Score 284 

Exons 11522. ,11657, 12958 .. 13109, 13219 .. 13459, 13565 .. 13743, 
13843. .13947 

GI Descrip. (AL161492) putative bHLH DNA-binding protein [Arabidopsis 
thaliana] 



43425 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



42891 
89571 
3827 

OJ000310_26.0406.C5.ol.tc 

310 

none 

310. .411, 310. .411, 502. .582, 
826. .864, 827. .862 

42891 
89571 
3827 

OJ000310_26.0406.C5.ol.ts 

310 

none 

310. .411, 319.. 405, 502.. 582, 
826. .861, 827. .868 

42891 
89571 
3827 

OJ000310_26.0406.C5.ol.gp 

2971 

none 

2971.. 3561 



Seq. ID OJ000310_26.0406,C5 
Strand 

End 17029 

Method TBLASTX : Cress 

End 864 

Score 60 

503. .589, 635. .736, 643. .735, 



Seq. ID OJ000310_26.0406.C5 
Strand 

End ■ 17029 

Method TBLASTX : Soybean 

End 868 

Score 72 

503. .586, 635. .736, 643. .735, 



Seq. ID OJ000310_26. 0406.05 
Strand 

End 17029 

Method AAT/GAP 

End , 3561 

Score 1073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42891 
89571 
3827 

OJ000310_26.0406.C5.ol.tm 

3441 

none 



Seq. ID OJ000310_26.0406.C5 
Strand 

End 17029 

Method TBLASTX : Mai ze 

End 7015 

Score 72 



3441.. 3524, 3464.. 3526, 5366.. 5629, 5400. .5624, 5435.. 5650, 
5702. .5761, 5703. .5762, 5708. .5764, 6603. .6866, 6605. .7015, 
6606.. .6863, 6608.. 7015 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42891 
89571 
3827 

OJ000310_26 . 04 06 . C5 . ol . np 

3476 

6850858 



Seq. ID OJ000310_26.0406.C5 
Strand 

End 17029 

Method AAT/NAP 

End 17029 

Score 470 



3476. .3527, 5400. .5623, 5702. .5762, 6609. .6783, 6811. .6894, 

7047. .7302, 7654. .7943, 16989. .17029 • 

{AL132959) putative protein [Arabidopsis thaliana] 



42891 
89571 
3827 

OJ000310_26 . 0406 . C5 . o2 . gs 

3827 

none 



Seq. ID OJ000310_26.0406.C5 
Strand 

End . 17029 

Method GENSCAN 

End 10759 

Score .83 



3827. .3929, 5400. .5665, 5702. .5762, 6609-.. 8671, 8685, .8770, 
8807. .9019, 10064. .10144, 10630. .10759 



Seq. No. 



42891 



Seq. ID OJ000310 26. 0406. C5 



43426 




Gene No. 


89571 








Strand 






Start 


3827 








End 


17029 




Name 


OJ000310 26. 


0406. 


C5. 


p2.tc 


Method 


TBLASTX: Cress 




Start 


5399 








End 


5762 




GI 


none 








Score 


89 




Exons 


5399. ,5629, 


5499. 


.5624, 5702 


..5761, 5703,. 5762 




Seq. No. 


42891 








Seq. ID 


OJ000310_26.0406 


.C5 


Gene No. 


89571 








Strand 






Start 


3827 








End 


17029 




Name 


OJ000310 26. 


0406, 


C5. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


5399 ■ 








End 


6664 




GI 


none 








Score 


130 




Exons 


5399. .5629, 


5400. 


.5624> 5702 


..5758, 5703. .5762, 6608. .6664 


Seq. No. 


42891 








Seq, ID 


OJQ00310 26.0406 


, Co 


Gene No. 


89571 








Strand 






Start 


3827 








End 


17029 




Name 


OJ000310 26. 


0406. 


C5. 


o2 .gp 


Method 


AAT/GAP 




Start 


6846 








End 


7277 




GI 


none 








Score 


798 




Exons 


6846. .7277 














Seq. No. 


42891 








Seq. ID 


OJ000310._26.0406 


. C5 


Gene No. 


89571 








Strand 






Start 


3827 








End 


17029 




Name 


OJ000310 26. 


0406. 


C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


7811 








End 


8093 




GI 


none 








Score 


273 




Exons 


7811. .8092, 


7827. 


.8093, 7833 


. .8093 






Seq. No- 


42891 








Seq, ID 


OJ000310_26.0406 


.C5 


Gene No. 


89571 








Strand 






Start 


3827 








End 


17029 




Name 


OJ000310 26. 


0406. 


C5. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


12918 








End 


13317 




GI 


none 








Score 


206 




Exons 


12918. .13109 


, 12971. 


.13108, 


13218. .13301, 13219.. 13317 




Seq. No. 


42891 








Seq. ID 


OJ000310_26.0406 


.C5 


Gene No. 


89571 








Strand 






Start 


3827 








End 


17029 




Name 


OJ000310 .26. 


0406. 


C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12971 








End 


13296 




GI 


none 








Score 


150 




Exons 


12971. .13090, 12972. 


.13109, 


13219. .13296 




Seq. No. 


42891 








Seq, ID 


OJ000310_26.0406 


.C5 


Gene No. 


89571 








Strand 






Start 


3827 








End 


17029 




Name 


OJ000310 26. 


0406. 


C5. 


o4 .gs 


Method 


GENSCAN 




Start 


15369 








End 


15728 




GI 


none 








Score 


.53 




Exons 


15369. .15383, 15483. 


,15599, 


15651, , 15728 




Seq. No. 


42891 








Seq. ID 


OJ000310_26.0406 


.C5 


Gene No. 


89571 








Strand 







43427 



start 3827 * . End 17029 

Name OJ000310_26 . 0406 . C5 . o4 . gp Method AAT/GAP 

Start 16834 End 17029 

GI 16452_2.R1084 Score 293 

Exons 16834.. 17029 

GI Descrip. M559380/gb | AAD23040 . 1 | AC006526_5 2.0e-26 (AC006526) 

auxin-responsive GH3 protein [Arabidopsis thaliana] ' 



putative 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42892 
89572 
1960 

OJ000310_26. 0406. Oil. ol.gp 
1960 

LIB3434-032-P1-K1-D5 
1960. .2098 

•2191150 3.0e-35 (AF007269) similar to mitochondrial carrier 
family [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_26.04 06.C11 

2098 
AAT/GAP 
2098 
264 



Seq. No. 42893 Seq. ID 

Gene No. 89573 Strand 

Start 3278 End 

Name OJ000310_26, 0406 .C12 . ol . np Method 

Start 1724 , End 

GI 58,03254 ~ Score 

Exons 17.24.. 2076 

GI Descrip." (AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 

AU078031 (E31854) ,D15683 {C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



OJ000310__26.0406.C12 
+ 

6009 
AAT/NAP 
2076 
227 



Seq. No. 


42893 


Seq. ID 


OJ000310_26.0406 


.C12 


Gene No. 


89573 


Strand 


+ 




Start 


3278 


End 


6009 




Name 


OJ000310 26.0406.C12.o2.gs 


Method 


GENSCAN 




Start 


3278 


End 


5377 




GI 


none 


Score 


1 




Exons 


3278.. 5377 








Seq. No. 


42893 


Seq. ID 


OJ000310 26.0406 


.012 


Gene No. 


89573 


Strand 


+ 




Start ' 


3278 


End 


6009 




Name 


OJ000310 26.0406.C12.o2.np 


Method 


AAT/NAP 




Start 


3278 


End 


6009 




GI 


2505884 


Score 


1068 




Exons 


3278.. 5136, 5890.. 6009 








GI Descrip. 


(Y12776) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


42893 


Seq. ID 


OJ000310_26.0406 


.C12 


Gene No. 


89574 


Strand 






Start 


248 


End 


847 




Name 


OJ000310 26.0406.C12.ol.gs 


Method 


GENSCAN 




Start 


248 


End 


822 




GI 


none 


Score 


.44 




Exons 


248.. 360, 411,. 461, 753.. 822 








Seq. No. 


42893 


Seq. ID 


OJ000310_26.0406 


.C12 


Gene No. 


89574 


Strand 






Start 


248 


End 


847 





43428 



Name OJ000310_26.0406.C12.ol.gp Method AAT/GAP ■ 

Start 661 End 847 

GI LIB3434-032-P1-K1-D5 Score 303 

Exons 661. . 847 

GI Descrip. '2191150 3.0e-35 (AF007269) similar to mitochondrial carrier 
family [Arabidopsis thaliana] * 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42893 
89575 

5666 . . 

OJ000310_2^ . 0406 . C12 . o2 . gp 
5666 
4716800 

5666.. 6029, 6130.. 6320 
2191150 3.0e-35 (AF007269) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000310_26.0406.C12 

10262 
AAT/GAP 
6320 
1059 



similar to mitochondrial carrier 



family [Arabidopsis thaliana] 

42893 Seq. ID 

89575 Strand 

5666 End 
OJ000310_26.0406.C12.o3.gs Method 

5946 End 

none Score 



5946.. 6029, 6130.. 6468, 6560... 6673, 6762 
8234.. 8397, 8665.. 8713, 9905.. 10071 



OJ000310 26.0406.C12 



10262 
GENSCAN 
10071 
.85 

6874, 



7969. .8006, 



42893 
89575 
5666 

OJ000310_26.0406.C12.o3.np 
5949 
7441719 

5949.. 6029, 6130.. 6468, 6560 
8234.. 8397, 8665.. 8713, 9905 
GI Descrip. mitochondrial solute carrier 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000310_26.0406.C12 

10262 
AAT/NAP 
10071 
1233 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6673, 6762. .6874, 7969. .8006, 
.10071 

protein homolog 



^ ^ Arabidopsis 

thaliana gi | 2191150 | gb|AAB61037 . 1 | (AF007269) similar to 
mitochondrial carrier family [Arabidopsis thaliana] 
gi|7267607|emb|CAB80919.1| (AL161491) putative carrier protein 
[Arabidopsis thaliana] 



OJ000310_26.0406.C12 

10262 
AAT/GAP 
10262 
1450 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8006, 8234. .8397, 8665. .8713, 



Seq. No. 42893 

Gene No. 89575 

Start 5666 

Name OJ000310_26.0406.C12.o3,gp 

Start 6606 

GI 26990_1.R1084 

Exons 6606.. 6673, 6762.. 6874, 7969. 
9905. .10262 

GI Descrip, '2191150 5.0e-77 {AF007269) similar to mitochondrial carrier 
family [Arabidopsis thaliana] * 

Seq. No. 42893 Seq. ID 

Gene No. 8 9576 Strand 

Start 17031 End 

Name ■ OJ000310_26.0406.C12.o2.tm Method 

Start 1753 End 

GI none Score 



OJ000310_26.0406,C12 
17275 

TBLASTX: Maize 

2065 

130 



43429 



Exons 



1753. .1899, 1765. .1887, 1954. .2064, 1995. .2063, 2012. .2065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42893 
89576 
17031 

OJ000310_26, 

5619 

none 

5619. .5711, 
5734. .5757, 
5859. .5891, . 
5946. .6032, 
6128. .6469,. 
6558. .6674, 
6797. .6880, 
8245. .8394, 



0406. C12.01. tin 



5649. 
5774. 
5860. 
5979. 
6277. 
6560. 
8206. 
8662, 



.5711, 
.5839, 
.5925, 
.6032, 
.6375, 
.6679, 
.8361, 
.8712, 



5697. 
5796. 
5881. 
6124. 
6283. 
6762. 
8215. 
9904. 



Seq. ID OJ000310_26.0406.C12 
Strand 

End 17275 
Method TBLASTX: Maize 
End 10080 
Score 60 

.5729, 5713. .5733, 5733.. 5759, 
.5840, 5809. .5841, 5857. .5883, 
.5952, 5942. .5974, 5943.. 6032, 
.6468, -6124. .6234, 6124. .6240, 
.6387, 6557.. 6679, 6557.. 6667, 
.6875, 6766. .6876, 6771. .6872, 
.8376, 8224. .8415, 8237. .8398, 
.10080, 9937.. 10074 



Seq. No. 


42893 








Seq. - ID 


OJ000310 


_26, 0406.012 


Gene No. 


89576 








Strand 






Start 


17031 








End 


17275 




Name 


OJ000310 26. 


0406. 


012. ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5946 








End 


10038 




GI 


none 








Score 


100 




Exons 


5946. .6032, 


5950. 


.6030, 


5955. 


.6038, 5979. .6032, 


6116. .6244, 




6124. .6243, 


6124. 


.6222, 


6124. 


.6225, 6129.. 6251, 


6129. .6251, 




6221. .6466, 


6232. 


.6468, 


6233. 


.6466, 6235.. 6468, 


6262. . 6357, 




6557. .6679, 


6557. 


.6667, 


6561. 


.6677, 6562.. 6681, 


6762. .6845, 




6762. ,6845, 


6763. 


,6846, 


6837. 


,6875, 6841,, 6876, 


8215. .8376, 




8224. .8415, 


8234. 


.8425, 


8245. 


.8379, 8662., 8712, 


9904. .9975, 




9937. .9975, 


9973, 


.10038, 


9973 


, .10038 






Seq. No. 


42893 








Seq. ID 


OJ000310 


_26. 0406. 012 


Gene No. 


89576 








Strand 






Start 


17031 








End 


17275 




Name . 


OJ000310 26. 


0406. 


012. ol. 


tc 


Method 


TBLASTX: 


Oress 


Start 


6187 








End 


6602 




GI 


none - " 








Score 


50 




Exons 


6187. .6243, 


6188. 


.6244, 


6230. 


.6466, 6232. .6468, 


6233. .6469, 




6557. .6601, 


6558, 


.6602 










Seq. No. 


42893 








Seq. ID 


OJ000310 


_26, 0406. 012 


Gene No. 


89576 








Strand 






Start 


17031 








End 


17275 




Name 


OJ000310 26. 


0406, 


012. o4. 


np 


Method 


AAT/NAP 




Start 


16846 








End 


17275 




GI 


7228450 








Score 


158 




Exons 


16846. .16961 


, 17064. ,17275 








GI • Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


42893 








Seq. ID 


OJ000310 


_26. 0406. 012 


Gene No. 


89576 








Strand 






Start 


17031 








End 


17275 




Name 


OJ000310 26, 


0406, 


012, o6. 


gs 


Method 


GENSOAN 




Start 


17031 








End 


17135 




GI 


none 








Score 


,54 




Exons 


17031. .17135 















43430 



Seq. No. 

"Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000320_15.0411.C2 
Strand 

End 2536 

Method AAT/GAP 

End 573 

Score 196 



42894 
89577 
1 

OJ000320_15.0411.C2.ol.gp 
1 

LIB3432-034-P2-K1-F9 
1..38, 486. .573 

•5916445/gb|AAD55956.1|AC007633_5 2.0e-47 (AC007633) putative 
protein [Arabidopsis thaliana] * 



42894 
89577 
1 

OJ000320_15.0411.C2.ol.np 
1 

3461817 



Seq. ID OJ000320_15.0411.C2 
Strand 

End 2536 

Method AAT/NAP 

End 1057 

Score 165 



1..38, 486. .685, 764. .847, 971. .1057 

(AC004138) unknown protein [Arabidopsis thaliana] 



42894 
89577 
1 

OJ000320_15.0411.C2.o2.ts 
3 

none 



Seq: ID OJ000320_15.0411.C2 
Strand 

End 2536 

Method TBLASTX : Soybean 

End 666 

Score 8 6 



3. .41, 474. .662, 480. .638, 481. .666 



Seq. No. 42894 

Gene No. 89577 

Start 1 

Name OJ000320_15.0411.C2.ol.tm 

Start 4 69 

GI none 
Exons 



Seq. ID OJ000320_15.0411.C2 
Strand 

End 2536 

Method TBLASTX : Mai ze 

End 999 

Score 135 



469. .576, 473. .577, 474. .578, 491. .577, 577. .684, 579. .686, 
586. .687, 588. .776, 759. .875, 759. .872, 794. .874, 970. .999, 
978. .998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



42894 
89577 
1 

OJ000320_15.0411.C2.ol.gs 

486 

none 



Seq. ID OJ000320_15.0411.C2 
Strand 

End 2536 

Method GENSCAN 

End 2536 

Score .68 



486. .685, 794. .873, 979. .1192, 1290. .1532, 2296. .2536 



42894 
89577 
1 

OJ000320_15 . 0411 . C2 . ol . ts 

759 

none 



Seq. ID OJ000320_15.0411.C2 
Strand 

End 2536 

Method TBLASTX : Soybean 

End 1354 

Score 65 



759. .872, 783.. 875, 966,. 1058, 970. .1209, 976. .1053, 978. .1199, 
1291-.1353, 1292.. 1354 



42894 
89577 
1 



Seq. ID OJ000320_15.0411.C2 
Strand 

End 2536 



43431 




Name 


OJ000320 15. 


0411 


.C2.02. 


tm 


Method 


TBLASTX: Maize 




Start 


1000 








End 


1453 




GI 


none 








Score 


245 




Exons 


1000. .1209, 


1001 


. .1111, 


1002. 


.1199, 1291.. 1353, 1292.. 1351 




1347. .1451, 


1354 


. .1452, 


1355. 


.1453 






Seq. No. 


42895 








Seq. ID 


OJ000320_15.0411 


.03 


Gene No. 


89578 








Strand 






Start 


642 








End 


1664 




Name 


OJ000320 15. 


0411 


.03. ol. 


gp 


Method 


AAT/GAP 




Start 


376 








End 


835 




GI 


3760676 








Score 


887 




Exons 


376. .835 














Seq. No. 


42895 








Seq. ID 


OJ000320_15.0411 


.03 


Gene No. 


89578 








Strand 






Start 


642 








End 


1664 




Name 


OJ000320 15. 


0411 


.C3.01. 


gs 


Method 


GENSCAN 




Start 


642 








End 


1664 




GI 


none 








Score 


. 96 




Exons 


642. .940, 1457.. 


1664 










Seq. No. 


42896 








Seq. ID 


OJ000320_15.0411 


.04 


Gene No. 


89579 








Strand 






Start 


470 








End 


1725 




Name 


OJ000320 15. 


0411 


.C4.01. 


gs 


Method 


GENSCAN 




Start 


470 








End 


1725 




GI 


none 








Score 


.77 




Exons 


470. .554, 798. .1191, 1297. .1422, 1683. 


.1725 




Seq. No. 


42896 








Seq. ID 


OJ000320_15.0411 


.04 


Gene No. 


89580 








Strand 






Start 


3093 








End 


4119 




Name 


OJ000320 15. 


0411 


.C4.02. 


gs 


Method 


GENSCAN 




Start 


3093 








End 


3982 




GI 


none 








Score 


.75 




Exons 


3093. .3439, 


3742 


. .3982 










Seq. No. 


42896 








Seq. ID 


OJ000320_15.0411 


.04 


Gene No. 


89580 








Strand 






Start 


3093 








End 


4119 




Name 


OJ000320 15. 


0411 


.C4.01. 


gp 


Method 


AAT/GAP 




Start 


3742 








End 


4119 




GI 


none 








Score 


717 




Exons 


3742. .4119 














Seq. No. 


42897 • 








Seq. ID 


OJ000320 15.0411 


.05 


Gene No. 


89581 








Strand 


+ 




Start 


5154 








End 


6634 




Name 


OJ000320 15. 


0411 


.C5.03. 


gs 


Method 


GENSCAN 




Start 


5154 








End 


6634 




GI 


none 








Score 


.67 




Exons 


5154. .5240, 


6229 


. .6463, 


6489. 


.6634 






Seq. No. 


42897 








Seq. ID 


OJ000320_15.0411 


.05 


Gene No. 


89582 








Strand 






Start 


872 








End 


2895 





43432 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000320_15 . 04 11 . C5 . ol . np Method AAT/NAP 

767 End 1361 

4773907 Score 93 

767. .1361 

(AF074021) hypothetical protein [Arabidopsis thaliana] 



42897 
89582 
872 

OJ000320_15.0411.C5.ol.tm 

870 

none 



Seq. ID OJ000320_15.0411.C5 
Strand 

End 2895 

. Method TBLASTX : Mai ze 

End 2895 

Score 81 



870. .998, 872. .1033, 872. .1000, 992. .1084, 2716. .2775, 
2872.. 2895 



Seq. No. 42897 

Gene No. 89582 

Start 872 

Name OJ000320_15.0411.C5.ol.gs 

Start 872 

GI none 

Exons 872.. 1393, 1540.. 1593 



Seq. ID OJ000320_15.0411-C5 
Strand 

End 28 95 

Method GENSCAN 
End . , 1593 
Score .87 



Seq. No. 


42898 


Seq. ID 


OJ000320_15.0411 


.C7 


Gene No. 


89583 


Strand 






Start 


93 


End 


7287 




Name 


OJ000320 15.0411,C7,ol.np 


Method 


AAT/NAP 




Start 


93 


End 


1898 




GI 


4512674 


Score 


984 




Exons 


93. .1427, 1830. .1898 








GI Descrip. 


(AC006931) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42898 


Seq. ID 


OJ000320_15.0411 


.C7 


Gene No. 


89583 


Strand 


+ 




Start 


93 


End 


7287 




Name 


OJ000320 15.0411.C7.ol.gp 


Method 


AAT/GAP 




Start 


97 


End 


483 




GI 


76034 1.R1084 


Score 


694 




Exons 


97. .483 








GI Descrip. 


M512674/gb|AAD21728.1| 3. 


Oe-14 (AC006931) hypothetical 


protein 




[Arabidopsis thaliana] ' 








Seq. No. 


42898 ^ 


Seq. ID 


OJ000320_15.0411 


.C7 


Gene No. 


89583 


Strand 


+ 




Start 


93 


End 


7287 




Name 


OJ000320 15.0411.C7.ol.gs 


Method 


GENSCAN 




Start 


114 


End 


1529 




GI 


none 


Score 


1 




Exons 


114. .1529 









Seq. No. 42898 Seq. ID OJ000320 

Gene No, 89583 Strand + 

Start 93 End 7287 

Name OJ000320_15 . 0411 .C7 .o2 .np Method AAT/NAP 

Start 634 End 7287 

GI 7484957 Score 239 

Exons • 634.. 1384, 4446.. 4521, 6469.. 6591, 6862.. 7287 



15. 0411. C7 



43433 



GI Descrip. extensin homolog F28A21. 80 - Arabidopsis thaliana 

gi I 4539386 I emb I CAB37452 . 1 1 (AL035526) * extensin-like protein 
[Arabidopsis thaliana] gi | 7268661 1 eirib | CAB788 69 . 1 1 {AL16154 9.) 
extensin-like protein [Arabidopsis thaliana] 



Seq. No. 


42898 




Seq. ID 


OJ000320_15.0411.C7 


Gene No. 


. 89583 




Strand 


+ 


Start 


93 




End 


7287 


Name 


OJ000320 15.0411.C7.o3. 


gs 


Method 


GENSCAN 


Start 


6498 




End 


7183 


GI 


none 




Score 


A Q 


Exons 


6498. .6587, 6607. .6717, 


7085. 


.7183 




Seq. No. 


42898 




Seq. ID 


OJ000320_15.0411,C7 


Gene No. 


89583 




Strand 


+ 


Start 


93 




End 


7287 


Name 


OJ000320 15. 0411. 07. o3. 


gp 


Method 


AAT/GAP 


Start 


7006 




End 


7183 


GI 


181 1.R1084 




Score 


336 


Exons 


7006. .7183 








GI Descrip. 


M107009/dbj |BAA36298| 


O.Oe+00 (D82039) 


OSKl [Oryza sativa] ' 


Seq. No. 


42898 




Seq. ID 


OJ000320_15.0411.C7 


Gene No. 


■ 89584 




Strand 




Start 


890 




End 


1451 


Name 


OJ000320 15.0411.C7.o2. 


gp 


Method 


AAT/GAP 


Start 


890 




End 


1451 


GI 


90998 1,R1084 




Score 


1082 


Exons 


890. .1451 








GI Descrip. 


M512674/gb|AAD21728.1 1 


l.Oe- 


•21 (AC006931) hypothetical protein 



[Arabidopsis thaliana] * 



Seq. No. 


42898 


Seq. ID 


OJ000320_15.0411.C7 


Gene No. 


89585 


Strand 




Start 


3804 


End 


4757 


Name 


OJ000320 15. 0411. C7. 


ol . tm Method 


TBLASTX: Maize 


Start 


555 


End 


1325 


GI 


none 


Score 


69 


Exons 


555. .641, 642. .947, 


666. .1046, 882. .1325, 882. .1085, 893. .1249 


Seq. No. 


42898 


Seq. ID 


OJ000320_15.0411.C7 


Gene No. 


89585 


Strand 




Start 


3804 


End 


4757 


Name 


OJ000320 15. 0411. C7. 


ol.tc Method 


. TBLASTX: Cress 


Start 


567 


End 


1301 


GI 


none 


Score 


43 


Exons 


567.. 662, 630.. 752, 


630. .1262, 633. .926, 642. .1232, 642. .923, 




642. .1103, 648. .947, 


681. .1019, 693.. 


1235, 753.. 1100, 765.. 124: 




966. .1235, 972. .1184 


, 1026. .1235, 1076. .1189, 1284, .1301 


Seq. No. 


42898 


Seq. ID 


OJ000320_15.0411.C7 


Gene No. ■ 


89585 


Strand 




Start 


3804 


End 


4757 


Name 


OJ000320 15. 0411. C7. 


ol.ts Method 


TBLASTX : Soybean 


Start 


567 


End 


1274 


GI 


none 


Score 


253 


Exons 


567. .1100, 633. .947, 


642. .1250, 705.. 


1235, '719. .964, 855. . 1241 



43434^ 



1014.. 1274, 1076.. 1240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42898 
89585 
3804 

OJ000320_15.0411.C7.ol.tw 

642 

none 



Seq. ID OJ000320_^15.0411.C7 
Strand 

End 4757 

Method TBLASTX : Wheat 

End 1369 

Score 150 



642. .860, 684. .1004, 756. .1070, 909. .1220, 1307. .1369 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42898 
89585 
3804 

OJ000320_15 . 0411 . C7 .o2 . gs 

3804 

none 



Seq. ID OJ000320_15.0411.C7 
Strand 

End ■ 4757 

Method GENSCAN 

End 4757 

Score . 67 



3804. .3963, 3989. .4024, 4240. .4404, 4744. .4757 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42899 
89586 
1 

OJ000320_15.0411.C9.ol.gp 
1 

181 1.R1084 



Seq. ID OJ000320_15.0411.C9 

Strand + 

End 2923 

Method AAT/GAP 

End 2923 

Score 3511 



1..173, 399. .581, 682. .813, 907. .1092, 1185. .1274, 1350. .1433, 
1560.. 1700, 1788.. 2015, 2302.. 2923 

M107009/dbj IBAA36298I O.Oe+00 (D82039) OSKl [Oryza sativa] * 



42899 
89586 
1 

OJ000320_15.0411.C9.ol.np 
1 

4107009 



Seq. ID OJ000320_15.0411.C9 

Strand + 

End 2923 

Method AAT/NAP 

End 2412 

Score 2099 



1..173, 399. .581, 682. .813, 907. .1092, 1185. .1274, 1350. .1433, 
1560.. 1700, 1788.. 2015, 2302.. 2412 
,(D82039) OSKl [Oryza sativa] 



Seq. No. , 42899 • 

Gene No. 89586 

Start 1 

Name OJ000320_15 . 04 11 . 09 . ol . gs 

Start 21 

GI none 
Exons 



Seq. ID* OJ000320_15.0411.C9 
Strand + 

2923 
GENSCAN 
2212 
.86 



End 

Method 
End 
Score 

21. .173, 399. .581, 682. .813, 907. .1092, 1350. .1433, 1560. .1700, 
1788. .2015, 2198. ,2212 



Seq. No. 42899 

Gene No. 89587 

Start 3286 

Name OJ000320_15 . 0411 . 09 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000320_15. 0411.09 
Strand 

End 9147 
Method TBLASTX : Mai ze 
End 2589 
Score 291 

1..168, 2. .172, 3. .176, 3. .173, 389.. 583, 398. .583, 399. .584, 
681. .812,- 682. .813, 904. .1092, 906. .1094, 906.. 1094, 907. .1095, 
1185. .1274, 1195. .1299, 1196. .1300, 1347. .1433, 1349. .1438, 
1349. .1435, 1535. .1642, 1536. .1643, 1649. .1705, 1650. .1700, 



43435 



Seq. No, 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



1776. .1913, 1785. .1931, 1834. .1938, 1846. .1938, 1962. .2018, 
2296. .2400, 2299. .2412, 2300. .2419, 2307. .2450, 2307. .2417, 
2500. .2589, 2507. .2539 



42899 
89587 
3286 

OJ000320_15.0411.C9.ol.ts 
2 

none 



Seq. ID OJ000320_15.0411.C9 
Strand 

End 9147 

Method TBLASTX : Soybean 

End 2417 

Score 270 



2. .172, 3. .176, 46. .183, 387. .569, 389. .583, 398. .583, 399. .584, 
681. .812, 682. .813, 906. .1091, 906. .1091, 907. .1095, 1181. .1225, 
1185. .1274, 1213. .1296, 1217. .1282, 1347. .1433, 1352. .1420, 
1363, .1434, 1535. .1705, 1536. .1700, 1633. .1722, 1785. .1880, 
1787. .1873, 1844. .1882, 1923. .1988, 2282. .2386, 2292. .2417, 
2296. .2400 



Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42899 
89587 
3286 

OJ000320_15,0411.C9.ol.tc 
2 

none 



Seq. ID OJ000320_15.0411.C9 
Strand 

9147 

TBLASTX: Cress 
2411 
272 



End 

Method 
End 
Score 

2. .172, 3. .176, 9. .176, 13. ,177, 17. .181, 397 .. 570,. 398 .. 583, 
399. .584, 681. .812, 682. ,813, 906. .1091, 906. .1091, 907. .1095, 
1181. .1225, 1185. .1274, 1210, .1293, 1352.. 1420, 1353. .1433, 
1363, .1440, 1583. .1705, 1584. .1700, 1785.. 1937, 1787.. 1873, 
1923, ,2018, 1940. .2014, 2296. .2400, 2307.. 2411 



42899 
89587 
3286 

OJ000320_15.0411.C9.ol.tw 

1386 

none 



Seq. ID OJ000320_15.0411.C9 
Strand 

End 9147 
Method . TBLASTX: Wheat 
End 2018 
Score 47 



1386. .1433, 1527. .1640, 1535. .1642, 1536. .1643, 1641. .1700, 
1652. .1705, 1653. ,1700, 1776. .1931, 1785. .1898, 1834. ,1902, 
1896. .1952, 1896.. 1961, 1929.. 2018 



42899 Seq. ID 

89587 Strand 

3286 End 

OJ000320_15 . 04 11 . C9 . o3 . tw Method 

2308 End 

none Score 



OJ000320_15.0411.C9 
9147 

TBLASTX: Wheat 

2589 

134 



2308, .2400, 2308. .2412, 2312. .2419, 2319. .2417, 2322. .2450, 
2500. ,2589, 2507. .2539 



42899 
89587 
3286 

OJ000320_15 . 04 11 . C9 . o2 . gs 

3286 

none 

3286.. 4428, 4666.. 4922, 5013. 
7291. .7566, 7766. ,7787, 8175. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000320 15.0411-C9 



9147 
GENSCAN 
8290 
.75 

.5134, 5378. .5429, 5781. .5853, 
.8290 



43436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42899 Seq. ID 

89587 Strand 

3286 End 

OJ000320_15 . 04 11 . C9 . o2 , np Method 

3634 End 

1362193 Score 



OJ000320_15.0411,C9 

9147 
AAT/NAP 
4869 
553 



3634. .3754, 3798. .4428, 4666. .4869 

heat shock factor - maize gi | 2130134 | pir | | S61448 heat shock 
transcription factor (clone hsfb) - maize 

. gi I 886742 I emb I CAA58117.il (X82943) heat shock factor [Zea mays] 



Seq. No. 42899 

Gene No. 89587 

Start 3286 

Name OJ000320_15. 0411 .C9.o3. tm 

Start 3679 

GI none 

Exons 3679.. 3798, 3681.. 3830, 3814, 
3968.. 4051 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3909, 



OJ000320 15. 0411. C9 



9147 

TBLASTX: Maize 
4083 
75 

3956. .4057, 3967. ,4083, 



Seq. No. 


42899 








Seq. ID 


OJ000320_15.0411.C9 


Gene No. 


89587 








Strand 




Start 


3286 








End 


9147 


Name 


OJ000320 15 


.0411 


.C9.o2, 


tc 


Method 


TBLASTX: Cress 


Start 


4090 








End 


4842 


GI 


none 








Score 


95 


Exons 


4090. . 4242, 


4318 


, .4428, 


4328. 


.4432, 4645.. 4842, 4662.. 4715 




4721. .4840 












Seq. No. 


' 42899 








Seq. ID 


OJ000320_15.0411.C9 


Gene No. 


89587 








Strand 




Start 


3286 








End 


9147 


Name 


OJ000320 15 


.0411 


.C9.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


4345 








End 


4843 


GI 


none 








Score 


72 


Exons 


4345. .4428, 


4645 


. .4842, 


4665. 


.4721, 4666. .4785, 4721. .4843 


Seq. No; 


42899 








Seq. ID 


OJ000320_15.0411.C9 


Gene No, 


89587 








Strand 




Start 


3286 








End 


9147 


Name 


OJ000320 15 


.0411 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4357 








End 


4842 


GI 


none 








Score 


67 


Exons 


4357. .4425, 


4645 


. .4842, 


4668. 


.4724, 4721. .4840 


Seq. No, 


42899 








Seq. ID 


OJ000320_15.0411.C9 


Gene No. 


89587 








■ Strand 




Start 


3286 








End 


9147 


Name 


OJ000320 15 


.0411 


.C9.02. 


tm 


Method 


TBLASTX: Maize 


Start 


4384 








End 


4843 


GI 


none 








Score 


73 


Exons 


4384. .4428, 


4645 


. .4842, 


4665. 


.4721, 4721.. 4843 


Seq. No. 


42899 








Seq. ID 


OJ000320_15.0411.C9 


Gene No. 


89587 








Strand 




Start 


3286 








End 


9147 


Name 


OJ000320 15 


.0411 


.C9.03. 


np 


Method 


AAT/NAP 



43437 



start 


.6051 


End 


9147 


GI 


7340868 


Score 


197 


Exons 


6051. .6235, 7248. ,7468, 


9120. .9147 




GI Descrip.- 


(AP001551) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


42900 


Seq. ID 


OJ000320_15. 0411. CIO 


Gene No. 


89588 


Strand 




Start 


2036 


End 


3315 


Name 


OJ000320 15. 0411. CIO. o2. 


gs Method 


GENSCAN 


Start 


2036 


End 


3315 


GI 


none 


Score 


.45 


Exons 


2036.. 2079, 3180.. 3315 * 






Seq. No. 


42901 


Seq. ID 


OJ000320_15.0411.C11 


Gene No. 


89589 


Strand 


+ 


Start 


15 


End 


3380 


Name 


OJ000320 15.0411.Cll.ol. 


gs Method 


GENSCAN 


Start 


15 


End 


2941 


GI 


none 


Score 


.94 


Exons 


15. .674, 1305. .1397, 2073.. 2222, 2816. 


.2941 


Seq. No. 


42901 


Seq. ID 


OJ000320_15.0411.C11 


Gene No. 


89589 


Strand 


+ 


Start 


15 


End 


3380 


Name 


OJ000320 15.0411.Cll.ol. 


gp Method 


AAT/GAP 


Start 


2164 


End 


3380 


GI 


none 


Score 


1615 


Exons 


2164.. 2222, 2330.. 2454, 


2589. .2718, 2816. .3380 


Seq. No. 


42901 


Seq. ID 


OJ000320_15.0411.C11 


Gene No. 


89590 


Strand 




Start 


4255 


End 


4810 


Name 


OJ000320 15.0411.Cll.o2. 


tm Method 


TBLASTX: Maize 


Start 


2 


End 


579 


GI 


none 


Score 


165 


Exons 


2. .34, 33. .146, -89. .148, 


113. .199, 263 


..322, 264. .344, 285. 




499. .579 






Seq. No. 


42901 


Seq. ID 


OJ000320_15.0411.C11 


Gene No. 


89590 


Strand 




Start 


4255 


End 


4810 


Name 


OJ000320 15.0411.Cll.ol. 


ts Method 


TBLASTX: Soybean 


Start 


273 


End 


2941 


GI 


none 


Score 


85 


Exons 


273.. 365, 1140.. 1397, 1154.. 1390, 1255 


..1398, 1287.. 1397, 




1581. .1670, 1582. .1671, 


2073. .2222, 2076. .2222, 2080. .2226, 




2090. .2242, 2315. .2452, 


2317. .2466, 2327. .2449, 2584. .2706, 




2586. .2717, 2587. .2721, 


2816. .2941, 2818. .2937 


Seq. No. 


42901 


Seq. ID 


OJ000320_15.0411.C11 


Gene No. 


89590 


Strand 




Start 


4255 


End 


4810 


Name 


OJ000320 15.0411.Cll.ol. 


tm Method 


TBLASTX: Maize 


Start 


636 


End 


2991 


GI 


none 


Score 


57 


Exons 


636.. 671, 734.. 769, 1157 


..1396, 1158.. 


1397, 1165.. 1398, 




1580.. 1660, 1582.. 1680, 


1593.. 1670, 2072.. 2257, 2073.. 2222, 



43438 



2078.. 2260, 2311.. 2466, 2312. 
2584. .2682, 2586. .2717, 2794. 
2818.. 2946, 2828.. 2959, 2956. 

Seq. No. 42901 

Gene No. 89590 

Start 4255 

Name OJ000320_15 . 04 11 .Cll .o2 . gs 

Start 4255 

GI none 

Exons 4255.. 4279, 4725.. 4810 

Seq. No. 42902 

Gene No. 89591 

Start 1221 

Name OJ000320_15. 0411.C12.ol.gs 

Start 1221 

GI none 

Exons 1221. .1730 

Seq. No. 42902 
Gene No. 89592 
Start 2157 

Name OJ000320_15 .0411. C12 . o2 . gs 

Start 2157 
GI none 

Exons 2157.. 2307, 2342.. 2544, 3977, 

6087. .6567, 6729. .6789, 7134, 
8674. .8974 



.2452, 2317. .2466, 2584. .2721,, 
.2883,' 2816.. 2941, 2817.. 2942, 
.2991, 2956. .2991 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_15. 0411. Cll 

4810 
GENSCAN 
4810 
.72 



Seq. ID OJ000320_15.0411.C12 

Strand + 

End 1730 

Method GENSCAN 

End 1730 

Score .99 



OJ000320_15.0411.C12 
+ 

9553 
GENSCAN 
8974 
.6 

4199. .4234, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4079, 
.7208, 7690. .7841, 



4942 
8505 



.5032, 
.8575, 



Seq. No. 42902 

Gene No. 89592 

Start 2157 

Name OJ000320_15 .0411. C12 . ol . np 

Start 6172 

GI 4585976 

Exons 6172.. 6203, 6734 
8509. .8575, 8674 



6789, 6949. .7007,- 7134 
8974, 9510,. 9553 



Seq. ID OJ000320_15.0411.C12 

Strand + 

End 9553 

Method AAT/NAP 

End 9553 

Score 545 

7208, 7734.. 7845, 



GI Descrip. {AC005287) Unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42902 Seq. ID 

89592 ' Strand 
2157 End 
OJ000320_15 . 0411 . C12 . ol . gp Method 
6545 End 
2428680 Score 
6545.. 6612, 6729.. 6789, 6949.. 7007, 
4585976/gb|AAD25612.1|AC005287_14 3.0e-21 (AC005287) 
protein [Arabidopsis thaliana] 



OJ000320_15.0411.C12 
+ 

9553 
AAT/GAP 
7858 
634 

7134. .7208, 7734 



.7858 
Unknown 



42902 Seq. ID 

89592 Strand 

2157 End 
OJ000320_15 . 04 11 . C12 . o3 . gp Method 

8287 End 

38012_1.R1084 Score 
8287.. 8366 



OJ000320_15.0411.C12 
+ 

9553 
AAT/GAP 
:'8366 
101 



43439 



GI Descrip. M097947/gb | U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds' 



Seq. No. 


42902 








Seq. ID 


OJ000320 


Gene No. 


89593 








Strand 




Start 


8055 








End 


8222 


Name - 


OJ000320 15. 


0411 


.C12.02. 


gp 


Method 


AAT/GAP 


Start 


8055 








End 


8222 


GI 


23897 1.R1084 






Score 


242 


Exons 


8055. .8222 












GI Descrip. 


•5441876/dbj 


IAP000367.1IAP000367 5 . Oe- 


58 Oryza 




DNA, chromosome' 


2, clone 


:P0437H03 (contig b) ' 


Seq. No. 


42902 








Seq. ID 


OJ000320 


Gene No. 


89594 








Strand 




Start 


8504 








End 


8998 


Name 


OJ000320_15 . 


0411 


,C12.ol. 


tc 


Method 


TBLASTX: 


Start 


8504 








End 


8998 


GI 


none 








Score 


126 


Exons 


8504. .8584, 


8505 


. .8591, 


8672. 


.8749, 8761. .8916, 




8867 . .8998 












Seq. No., 


42902 








Seq. ID 


OJ000320 


Gene No. 


89594 








Strand 




Start 


8504 








End 


8998 


Name 


OJ000320 15. 


0411 


.C12.01. 


tm 


Method 


TBLASTX : 


Start 


8505 








End 


8998 


GI 


none 








Score 


103 


Exons 


8505. .8591, 


8671 


. .8916, 


8672 . 


.8998 




Seq. No. 


42902 








Seq. ID 


OJ000320 


Gene No. 


89594 








Strand 




Start 


8504 








End 


8998 


Name 


OJ000320 15. 


0411 


.CI2.0I. 


ts 


Method 


TBLASTX: 


Start 


8535 








End 


8998 


GI 


none 








Score 


91 


Exons 


8535 . . 8591, 


8672 


. .8770., 


8749. 


.8916, 8765.. 8998, 


Seq. No- 


42903 








Seq. ID 


OJ000320 


Gene No. 


89595 








Strand 




Start 


1 








End 


135 


Name 


OJ000320 15. 


0411 


.CI3.0I. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


135 


GI 


5056031 








Score 


246 


Exons 


1. .135 












Seq. No. 


42903 








Seq. ID 


OJ000320 


Gene No. 


89596 








Strand 




Start 


1707 








End 


2106 


Name 


OJ000320 15. 


0411 


.CI3.0I. 


gs 


Method 


GENSCAN 


Start 


1707 








End 


2106 


GI 


none 








Score 


.81 


Exons 


1707. .2024, 


2065 


. .2106 








Seq. No. 


42904 








Seq. ID 


OJ000320 


Gene No. 


89597 








Strand 




Start 


4902 








End 


5939 



43440 



Name 


OJ000320 15 


.0411 


.014. o2 


.gs 


Method 


GENSOAN 


Start 


4902 








End 


5836 


GI 


none 








Score 


.87 


Exons 


4902. .5159, 


5458 


. .5586, 


5728 


. .5836 




Seq. No. 


42904 








Seq. ID 


OJ000320 


Gene No. 


89597 








Strand 


+ 


Start 


4 yuz 








End 


5939 


Name 


OJ000320 15 


.0411 


.014. o3 


.np 


Method 


AAT/NAP 


Start 


4902 








End 


5939 


GI 


4512678 








Score 


343 


Exons 


4902. .5159, 


5458 


. .5586, 


5707 


..5852, 5897. .5939 


GI Descrip. 


(AC006931) 


unknown protein [Arabidopsis thalian 


Seq. No. 


42904 








Seq. ID 


OJ000320 


Gene No. 


89598 








Strand 




brart: 


1 








End 


5838 


Name 


OJ000320 15 


.0411 


.014. ol 


. np 


Method 


AAT/NAP 


Start 


1 








End 


1958 


GI 


6907086 








Score 


424 


Exons 


1..319, 574 


. .637 


, 720.. 


894, 


1145. .1958 




GI. Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


42904 








Seq. ID 


OJ000320 


Gene No. 


o o c o o 

89598 








Strand 




Start 


1 








End 


5838 


Name 


OJ000320 15 


.0411.C14.ol 


.gs 


Method 


GENSOAN 


Start 


788 








End 


4204 


GI 


none 








Score 


.44 


Exons 


788. .1115, 


1528*. 


.1720, 


3257. 


.3360, 3670.. 3860, 


Seq. No. 


42904 








Seq. ID 


OJ000320 


Gene No. 


89598 








Strand 




ocart 


1 








End 


5838 


Name 


OJ000320 15 


.0411 


.014. o2 


. np 


Method 


AAT/NAP 


Start 


2294 








End 


5238 


GI 


4680186 








Score 


200 


Exons 


2294. .2322, 


3704 


. .3860, 


5192 


. .5238 




GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


42904 ^ 








Seq. ID 


OJ000320 


Gene No. 


89598 








Strand 




Start 


1 








End 


5838 


Name 


OJ000320 15 


.0411 


.014.01 


. tm 


Method 


TBLASTX: 


Start 


5094 








End 


5838 


GI 


none 








Score 


136 


Exons 


5094. .5162, 


5456 


. .5587, 


5457 


..5588, 5457. .5588, 




5458. .5589, 


5702 


, .5833, 


5706 


..5834, 5706.. 5837, 


Seq. No. 


42904 








Seq. ID 


OJ000320 


Gene No. 


89598 








Strand 




Start 


1 








End 


5838 


Name 


OJ000320 15 


.0411 


.014.01 


. tc 


Method 


TBLASTX: 


Start 


5458 








End 


5747 


GI 


none 








Score 


205 


Exons 


5458. .5589, 


5460 


. .5576, 


5461 


..5583, 5704. .5745, 



43441 



Seq. No. 


42904 


Seq. ID 


OJ000320_15.0411.C14 


Gene No. 


89598 


Strand 




Start 


1 


End 


5838 


Name 


OJ000320 15.0411.C14.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5458 


End 


5838 


GI 


none 


Score 


221 


Exons 


5458. .5589, 5460. .5588, 5461.. 


5589, 5706.. 5837, 5707.. 5838 


Seq. No. 


42905 


Seq. ID 




Gene No. 


-89599 


Strand 


+ 


Start 


56 


End 


1314 


Name 


OJ000320 15.0411.C15.ol.gs 


Method 


GENSCAN 


Start 


56 


End 




GI 


none 


Score 




Exons 


56. .181, 933. .1029, 1187. .1314 




Seq. No. 


42905 


Seq. ID 


OJ000ozU_lo . U4 11 . ClD 


Gene No. 


89599 


Strand 


+ 


start 


56 


End 


1314 


Name 


OJ000320 15.0411.C15.ol.np 


Method 


AAT/NAP 


Start 


100 


End 


1314 


GI 


4512678 


Score 


260 


Exons 


100. .200, 473. .531, 744. .782, 


933. .1044 


, 1187. .1314 


GI Descrip. 


(AC006931) unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


42905 


Seq. ID 


OJ000320_15.0411.C15 


Gene No. 


89600 


Strand 




Start 


1366 


End 


1567 


Name 


OJ000320 15.0411.C15.ol.gp 


Method 


AAT/GAP 


Start 


1366 


End 


1567 


GI 


46775 1.R1084 


Score 


342 


Exons 


1366. .1567 






GI Descrip. 


'4585976/gb|AAD25612,l|AC005287_14 3.0e 


!-21 {AC005287) Unknown 



protein [Arabidopsis thaliana] ' 



Seq. No. 


42906 


Seq. ID 


OJ000320_15.0411.C17 


Gene No. 


" 89601 


Strand 




Start 


163 


End 


1915 


Name 


OJ000320 15.0411.C17.ol.gs 


Method 


GENSCAN 


Start 


163 


End 


1108 


GI 


none 


Score 


.56 


Exons 


163.. 223, 505.. 1108 






Seq. No. 


42906 


Seq. ID 


OJ000320_15.0411.C17 


Gene No. 


89601 


Strand 




Start 


163 


End 


1915 


Name 


OJ000320 15.0411.C17.ol.np 


Method 


AAT/NAP 


Start 


504 


End 


1915 


GI 


7486273 


Score 


256 


Exons 


504. .702, 778, .1108, 1735.. 


1915 




GI Descrip. 


hypothetical protein F28A21 


.230 - Arabidopsis thaliana 




gi 1 4539401 lemb ICAB37467.il 


(AL035526) 


putative protein 




[Arabidopsis thaliana] gi | 7268676 | emb | CAB78884 . 1 | {AL161549 




putative protein [Arabidopsis thaliana] 


Seq. No. 


42906 


Seq. ID 


OJ000320_15.0411.C17 


Gene No. 


89601 


Strand 





43442 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



163 End 

OJ000320_15 .0411. C17 . ol . tm Method 

803 End 

none Score 



1915 

TBLASTX: Maize 

1861 

237 



803. .985, 804. .1106, 804. .1121, 805. .1110, 980. .1111, 
1736. .1861, 1737. .1859 



42907 ^ • Seq. ID 

89602 Strand 

2666 End . 

OJ000320_15 . 04 11 . C18 . o2 . gs Method 

2666 End 

none Score 



OJ000320_15.0411.C18 
+ 

6606 
GENSCAN 
6606 
.52 



2666. .2787, 4423. .4503, 5151. .5213, 6000. .6606 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42907 
89603 
10276 

OJ000320_15.0411.C18.ol.gp 
10194 

43289_1.R1084 
10194 . .10366, 10459. .10717 

'544250/sp|P35402|ERD2_ARATH 9.'0e-27 ER LUMEN PROTEIN RETAINING 

RECEPTOR (HDEL RECEPTOR) >gi_5418 60_pir A4 9677 endoplasmic 

reticulum retention receptor Erd2 - Arabidopsis thaliana' 



OJ000320 
+ 

12725 
AAT/GAP 
10717 
787 



15.0411.C18 



OJ000320_15.0411.C18 
+ 

12725 
AAT/NAP 
12725 
727 

11609. .11724, 12396. .12469, 



4290*7,^' • ' . Seq. ID 

89603 Strand 
10276 End 
OJ000320_15 .0411. C18 . o2 . np Method 
10276 End 
544250 Score 
10276. .10366, 10459 10724 , 
12554. .12617, 12692.. 12725 

ER LUMEN PROTEIN RETAINING RECEPTOR (HDEL RECEPTOR) 
gi|541860|pir| IA49677 endoplasmic reticulum retention receptor 
Erd2 - Arabidopsis thaliana 



42907 
89603 
10276 

OJ000320_15.0411.C18.o4 .gs 

10276. 

none 

10276. .10366, 10459. . 10724 , 
12554. .12617 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320 
+ 

12725 
GENSCAN 
12617 
. 65 



15.0411.C18 



11210. .11268, 12396. .124 69, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42907 
89604 
1 

OJ000320_15.0411.C18.ol.np 
1 

7486273 



OJ000320 15.0411.C18 



Seq. ID 
Strand 

End 3605 
Method AAT/NAP 
End 3605 
Score 989 

1..945, 976. .1111, 1278. .1441, 1681. .1709, 3572. .3605 
hypothetical protein F28A21.230 - Arabidopsis thaliana 
gi I 4539401 1 emb I CAB37467.il {AL035526) putative protein 
[Arabidopsis thaliana] gi | 7268676 | emb | CAB78884 . 1 | (AL161549) 



43443 




putative protein [Arabidopsis thaliana-L: , 



Seq. No. 


42907 






Seq. ID 


OJ000320_15.0411.C18 


Gene No. 


89604 






Strand 


- 


Start 


1 






End 


3605 


Name 


OJ000320 15. 


0411.C18.ol 


. gs 


Method 


GENSCAN 


Start 


78 






End 


1750 


GI 


none 






Score 


.96 


Exons 


78. .1750 










Seq. No. 


42907 






Seq. ID 


OJ000320_15.0411.C18 


Gene No. 


89605 






Strand 


- 


Start 


7672 






End 


9610 


Name 


OJ000320 15. 


0411.C18.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


223 


GI 


none 






Score 


110 


Exons 


2. .223, 12.. 


218 








Seq. No. 


42907 






Seq. ID 


OJ000320_15.0411.C18 


Gene No. 


89605 






Strand 


- 


Start 


7672 






End 


9610 


Name 


OJ000320 15. 


0411.C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


320 






End 


602 


GI 


none 






Score 


399 


Exons 


320.. 601, 321.. 602 


- 






Seq. No. 


42907 






Seq. ID 


OJ000320_15.0411.C18 


Gene No.^ 


89605 






Strand 


- 


Start 


7672 






End 


9610 


Name 


OJ000320 15. 


0411.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


401 






End 


707 


GI 


none 






Score 


319 


Exons 


401. .685, 402. .695, 417 


. .707 






Seq. No. 


42907 






Seq. ID 


OJ000320_15.0411.C18 


Gene No. 


89605 






Strand 


- 


Start 


7672 ' 






End 


9610 


Name 


OJ000320 15. 


0411.C18.o3 


. gs 


Method 


GENSCAN 


Start 


7672 






■End 


8386 


GI 


none 






Score 


.71 


Exons 


7672. .7736, 


7843. .7962, 


8338. 


.8386 




Seq. No. 


42907 






Seq. ID 


OJ000320_15.0411.C18 


Gene No. 


89605 






Strand 




Start 


7672 






End 


9610 


Name 


OJ000320 15. 


0411.C18.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7679 






End 


9610 


GI 


none 






Score 


85 


Exons 


7679. .7738, 


7681. .7737, 


7683. 


,7754, 7684. .7755, 7821. .7916, 




7841. .7975, 


7841. .7963, 


7866. 


.7964, 8333.-8485, 8333. .8422, 




9566. .9610, 


9570. .9608, 


9571. 


.9609 




Seq. No. 


42907 






Seq. ID 


OJ000320_15.0411.C18 


Gene No. 


89606 






Strand 




Start 


10270 






End 


12622 


Name 


OJ000320 15. 


0411.C18,ol 


.tc 


Method 


TBLASTX: Cress 


Start 


10270 






End 


12619 



43444 



GI 

Exons 



none Score 137 

10270. .10368, 10296. .10367, 10454 10654 , 10455 .. 10736, 

11606. .11725, 11614. .11724, 12385 124 68 , 12402 .. 12488, 

12552. .12608, 12553 .. 12594 , 12553 12609, 12554. ,12619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42907 
89606 
10270 

OJ000320_15.04li.C18.ol.tm 
10270 



OJ000320 15.0411.C18 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
10270. .10368, 10285. .10365, 10296 10370, 10455 .. 10736, 
10456. .10545, 10457 .. 10723, 10557 .. 10733, 11606 .. 11725, 
11608. .11724, 12388. .12468, 12395 .. 12472, 12395 .. 12475, 
12554.. 12622 



12622 

TBLASTX: Maize 

12622 

162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42907 Seq. ID 

89606 Strand 

10270 End 

OJ000320_15.0411.C18.ol.tw Method 

10270 End 

none Score 



OJ000320_15.0411.C18 
12622 

TBLASTX: Wheat 

10540 

151 



10270. .10368, 10285. .10350, 10296 .. 10370, 10455 .. 10538 , 
10456. .10539, 10457 .. 10540, 10457.. 10540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42907 . 

89606 

10270 

OJ000320_15.0411.C18.o2.ts 

10276 

none 



Seq. ID OJ000320_15.0411.C18 
Strand 

End 12622 

Method TBLASTX : Soybean 

End 12612 

Score 115 



10276. .10368, 10285 .. 10368 , 10296 .. 10370, 10454 .. 10657, 

10455. .10736, 10557 .. 10658, 11606 .. 11725, 11606 .. 11719, 

11620. .11724, 12397. .12468, 12414 .. 1244 6, 12550 .. 12612, 
12556. .12594 



" Seq." No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42908 Seq. ID OJ000320_15.0411.C22 

89607 Strand - ■ 

1 End 799 

OJ000320_15 . 0411 .C22 . ol . np Method AAT/NAP 

1 End 7 99 

7486273 Score 425 

1..145, 451. .672, 769. .799 

hypothetical protein F28A21.230 - Arabidopsis thaliana 
gi| 4539401 1 emb I CAB37467.il (AL035526) putative protein 
[Arabidopsis thaliana] gi | 7268676 | emb | CAB78884 . 1 | (AL161549) 
putative protein [Arabidopsis thaliana] 



42908 
89607 
1 

OJ000320_15.0411.C22.ol, 
1 

none 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000320_15.0411.C22 
799 

TBLASTX: Maize 

708 

187 



1..150, 3. .149, 437. .664, 450 , . 704 , 451 . . 708 , 452, .607, 592. .663 



Seq. No. 



42908 



Seq. ID OJ000320_15.0411.C22 



43445 




Gene No. 


89607 








Strand 




Start 


1 








End 


799 


Name 


OJ000320 15 


.0411 


.C22.01 


. ts 


Method 


TBLASTX : Soybean 


Start 


112 








End 


648 


GI 


none 








Score 


53 


Exons 


112. .144, 114. .146, 461 


. .610, 


465. .620, 


465. .647, 583. .648 


Seq. No. 


42908 








Seq. ID 


OJ000320_15.0411.C22 


Gene No. 


89607 








Strand 




Start 


1 








End 


799 


Name 


OJ000320 15 


.0411 


.C22.01 


. gs 


Method 


GENSCAN 


Start 


451 








End 


670 


GI 


none 








Score 


.98 


Exons 


451 . . 670 












Seq. No. 


42909 








Seq. ID 


OJ000310_17.0405.C2 


Gene No. 


89608 








Strand 




Start 


2057 








End 


7471 


Name 


OJ000310 17 


.0405 


.C2.ol. 


np 


. Method 


AAT/NAP 


Start 


1946 








End 


7471 


GI 


2429362 








Score 


102 


Exons 


1946. .2380, 


3252 


. .3415, 


3530. 


,3712, 6414. .6508, 7377. .7471 


GI Descrip. 


(AF020261) 


proline rich 


protein [Santalum album] 


Seq. No. 


42909 








Seq. ID 


OJ000310_17.0405.C2 


Gene No. 


89608 








Strand 




Start 


2057 








End 


7471 


Name 


OJ000310_17 


. 0405 


.C2.ol. 


gs 


Method 


GENSCAN 


Start 


2057 








End 


3430 


GI 


none 








Score 


.82 


Exons 


2057 . . 3194, 


3363 


. .3430 








Seq. No. 


42909 








Seq. ID 


OJ000310_17.0405.C2 


Gene No. 


89608 








Strand 




Start 


2057 








End 


7471 


Name 


OJ000310 17 


.0405 


.C2.01. 


gp 


Method 


AAT/GAP 


Start 


2791 








End 


3187 


GI 


5004947 








Score 


717 


Exons 


2791. .3187 












Seq. No. 


42909 








Seq. ID 


OJ000310_17.0405.C2 


Gene No. 


89609 








Strand 




Start 


8489 








End 


11592 


Name 


OJ000310_17 


.0405 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2336 








End 


2813 


GI 


none 








Score 


220 


Exons 


2336. .2446, 


2363 


. .2587, 


2470. 


.2592, 2705. .2758, 2705. .2761, 




2739. .2813 












Seq. No. 


42909 








Seq. ID 


OJ000310_17.0405.C2 


Gene No. 


89609 








Strand 




Start 


8489 








End 


11592 


Name 


OJ000310 17 


.0405 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8476 








End 


11579 


GI 


none 








Score 


81 


Exons 


8476. .8583, 


8481 


. . 8582 , 


8482. 


.8583, 8483. .8584, 9487. .9627, 




9491. .9628, 


9494 


. .9628, 


9495. 


.9632, 9710.. 9805, 9711.. 9797, 



43446 



11490. .11579 



Seq. No. 42909 

Gene No. 8 9609 

Start 8489 

Name OJ000310_17 . 04 05 . C2 . ol . tw 

Start 8476 

GI none 

Exons 8476.. 8583, 8482,. 8577, 
9494. .9628, 9495,. 9632, 



.Seq. ID 
Strand 
End 

Method 
End 
Score 
8483. .8584, 



OJ000310_17.0405.C2 
11592 

TBLASTX: Wheat 
9754 
148 

9487. .9627, 9491. .9628, 



9710. .9754, 9710. .9754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip- 



42909 
89609 
8489 

OJ000310_17 . 0405 , C2 . o2 , np 
8482 
7487679 

8482. .8584, 9494. .9627, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9710. ,9935, 



OJ000310_17.0405.C2 

11592 
AAT/NAP 
11592 
324 

11457. ,11592 



hypothetical protein T5C23.60 - Arabidopsis thaliana 
gi| 4539454 I emb I CAB39934 .il (AL049500) putative protein 
[Arabidopsis thaliana] gi | 7267863 | emb | CAB78206 , 1 1 (AL161532) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42909 
89609 
8489 

OJ000310_17 . 04 05 . C2 . o3 , gs 

8489 

none 



Seq, ID OJ000310_17.0405.C2 
Strand 

End 11592 

Method GENSCAN 

End 11563 

Score .58 



8489, .8584, 9770. .9796, 10060 .. 10171, 10355 ,. 10466, 
10912. ,11004, 11461. .11563 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42910 
89610 
898 

OJ000310_17.0405.C5.ol.gs 
898 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000310 17.0405-C5 



4557 
GENSCAN 
4557 
.7 

898. ,1167, 1199. .1241, 2095. .2270, 2386. .2538, 2676. .2725, 
2806. .2893, 3787. .3880, 3908. .4007, 4061. .4121, 4287, .4431, 
4463. .4557 



Seq. No. 42911 Seq. ID 

Gene No. 89611 Strand 

Start 249 End 

Name . OJ000310_17 . 0405 . C6. ol , gs Method 

Start 249 End 

GI none Score 

Exons 249.. 298 



OJ000310_17.0405-C6 
+ 

298 

GENSCAN 

298 

.71 



Seq. No. 42911 Seq. ID OJ000310 

Gene No. 89612 Strand + 

Start 2353 End 2823 

Name OJ000310_17. 0405..C6.o2.gs Method GENSCAN 

Start 2353 End- 2823 

GI none Score . 94 

Exons 2353.. 2823 



17. 0405. C6 



43447 




Seq, No. 


42911 




Seq. . ID 


OJ000310_17.0405. 


C6 


Gene No. 


89613 




Strand 


+ 




Start 


4086 




End 


8300 




Name 


OJ000310 17, 


0405.C6.o3.gs 


Method 


GENSCAN 




Start 


4086 




End 


8197 




GI 


none 




Score 


.71 




Exons 


4086. .4115, 


5567. .5722, 5792. 


.5832, 6193.. 6478, 6753.. 6942 




7773. .8197 










Seq. No. 


42911 




Seq. ID 


OJ000310_17 .0405. 


C6 


Gene No. 


89613 




Strand 


+ 




Start 


4086 




End 


8300 




Name 


OJ000310_17 . 


0405.C6.ol.gp 


Method 


AAT/GAP 




Start 


7333 




End 


8300 




GI 


none 




Score 


1048 




Exons 


7333 . . 7396, 


7823. .8300 








Seq. No. 


42911 




Seq. ID 


OJ000310_17.0405. 


C6 


Gene No. 


89614 




Strand 






Start 


7983 




End 


11549 




Name 


OJ000310 17. 


0405 .C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


7835 




. End 


8083 




GI 


none 




Score 


117 




Exons 


7835. .7930, 


7907.. 7963, 8012. 


.8083, 8017. .8076 




Seq. No. 


42911 




Seq. ID 


OJ000310_17.0405. 


06 


Gene No. 


89614 




Strand 






Start 


7983 




End 


11549 




Name 


OJ000310 17. 


0405.C6.ol.np 


Method 


AAT/NAP 




Start 


7983 




End 


11485 




GI 


7340909 




Score 


198 




Exons 


7983. .8215, 


11230. .11485 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42911 




Seq. ID 


OJ000310_17.0405. 


C6 


Gene No. 


89614 




Strand 






Start 


7983 




End 


11549 




Name 


OJ000310 17. 


0405.C6.o4.gs 


Method 


GENSCAN 




Start 


9690 




End 


11549 




GI 


none 




Score 


.58 




Exons 


9690. .9842, 


10179. .10256, 10677. .10968, 


11052. .11258, 






11414. .11549 








Seq. No. 


42912 




Seq. ID 


OJ000310_17,0405- 


07 


Gene No. 


89615 




Strand 






Start 


848 




End 


5145 




Name 


OJ000310 17. 


0405.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


835 




End 


1130 




GI 


none 




Score 


105 




Exons 


835. .972, 835. .993, 837. .986, 


839. .994, 


1010.. 1129, 1080 


. . ] 


Seq. No. 


42912 




Seq. ID 


OJ000310_17.0405. 


07 


Gene No. 


89615 




Strand 






Start 


848 




End 


5145 




Name 


OJ000310 17. 


0405.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


839 




End 


4926 





43448 



GI 

Exons 



none Score 80 

839. .985, "848. .997, 858. .1010, 1028. .1231, 1080. .1145, 
1081. .1170, 1688. .1798, 2623. .2745, 2624. .2746, 3259. .3369, 
3260. .3298, 3265. .3369, 3440. .3490, 3447. .3488, 3695. .3775, 
3702. .3773, 3836. .3940, 3856. .3939, 4042. .4143, 4070. .4132, 
4369. .4431, 4660. .4767, 4667. .4768, 4815. .4913, 4846.-4926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



42912 
89615 
848 

OJ000310_17.0405.C7.ol.gs 

848 

none 



Seq. ID OJ000310_17.0405.C7 
Strand 

End 5145 

Method GENSCAN 

End 5126 

Score .87 



848. .1234, 1679. .1798, 2626. .2744, 3258. .3366, 3449. .3487, 
3695. .3773, 3866. .3940, 4067. .4131, 4372. .4427, 4668. .4760, 
4847. .5126 





Seq. No. 


42912 




Seq. ID 


OJ000310_17.0405-C7 




•Gene No. 


89615 




Strand 






Start 


848 




End 


5145 




Name 


OJ000310 17.0405 


.C7.01. ts 


Method 


TBLASTX: Soybean 




Start 


848 




End 


1114 




GI 


none 




Score 


104 




Exons 


848. .1009, 849.. 


986, 1031.. 


1114 






Seq. No. 


42912 




Seq. ID 


OJ000310_17.0405.C7 




Gene No. 


89615 




Strand 






Start 


848 




End 


5145 




Name 


OJ000310 17.0405 


.C7.ol.np 


Method 


AAT/NAP 




Start 


851 




End 


5145 




GI 


4337040 




Score 


1107 




Exons 


851. .1230, 1684. 


.1798, 2626 


..2744, 3258 


i..3366, 3449. .3487, 



3695.-3773, 3866. .3940, 4067. .4131, 4372. .4427, 4668. .4760, 

4847.-4987, 5040.. 5145 
GI Descrip. (AF124159) molybdopterin synthase sulphurylase [Arabidopsis 
'-j thaliana] gi | 4337042 | gb IAAD18051 . 1 1 (AF124160) molybdopterin 

1^ synthase sulphurylase [Arabidopsis thaliana]" 



Seq- No. 


42912 








Seq. ID 


OJ000310_17.0405.C7 


Gene No. 


89615 








Strand 




Start 


848 








End 


5145 


Name 


OJ000310 17 


.0405. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1115 








End 


4941 


GI 


hone 








Score 


45 


Exons 


1115. .1222, 


1688. 


.1798, 


1693. 


.1764, 1740. .1805, 2590. .2745, 




2624. .2746, 


3259. 


.3369, 


3267. 


.3380, 3268.. 3369, 3440.. 3490, 




3447. .3488, 


3695. 


.3775, 


3707. 


.3772, 3708.. 3776, 3708.. 3785, 




3709. .3777, 


3856. 


.3939, 


4069- 


.4143, 4070.-4129, 4369. .4431, 




4660. .4767, 


4667. 


.4768, 


4815- 


.4934, 4846. .4941 


Seq. No. 


42912 








Seq. ID 


OJ000310_17.0405.C7 


Gene No. 


89615 








Strand 




Start 


848 








End 


5145 


Name 


OJ000310 17 


.0405- 


C7.04. 


tm 


Method 


TBLASTX: Maize 


Start 


1706 








End 


4431 


GI 


none 








Score 


65 


Exons 


1706. .1798, 


1708. 


.1791, 


1740. 


.1799, 2623.. 2709, 2624. .2710, 



43449 



3695. .3784, 3696. .3773, 3700. .3774, 3836. .3988, 3856. .3939, 
4066. .4134, 4067. .4132, 4369. .4428, 4369. .4431 



Seq. No. 


42912 






Seq. ID 


OJ000310 


Gene No. 


89615 






Strand 




Start 


848 






End 


5145 


Name 


OJ000310 17 


.0405 


.C7.o3.tm 


Method 


TBLASTX: 


Start 


2711 






End 


3496 


GI 


none 






Score 


63 


Exons 


2711. .2746, 


3227 


..3367, 3258. 


.3368, 3259.. 3369, 




3260. .3370, 


3440 


..3496, 3450. 


.3491 




Seq. No- 


42912 






Seq. ID 


OJ000310 


Gene No. 


89615 






Strand 




Start 


848 






End 


5145 


Name 


PJ000310 17 


.0405 


.C7.o2.tm 


Method 


TBLASTX : 


Start 


4643 






End 


5108 


GI 


none 






Score 


178 


Exons 


4643. .4768, 


4663 


..4767, 4845. 


.4943, 4846. .4944, 




5025. .5108 










Seq. No. 


42913 






Seq. ID 


OJ000310 


Gene No - 


89616 






Strand 


+ 


Start 


103 






End 


221 


Name 


OJ000310 17 


.0405 


.C8.ol.gs 


Method 


GENSCAN 


Start 


103 






End 


221 


GI 


none 






Score 


. 94 


Exons 


103. ,221 










Seq. No. 


42913 






Seq. ID 


OJ000310 


Gene No. 


89617 






Strand 


+ 


Start 


2310 






End 


2636 


Name 


OJ000310 17 


.0405 


.C8.o2.gs 


Method 


GENSCAN 


Start 


2310 






End 


2636 


GI 


none 






Score 


.99 


Exons 


2310. .2636 










Seq. No. 


42913 






Seq. ID 


OJ000310 


Gene No . 


89618 






Strand 


+ 


Start 


6317 






End 


9174 


Name 


OJ000310 17 


.0405 


. C8 . o3 . gs 


Method 


GENSCAN 


Start 


6317 






End 


9000 


GI 


none 






Score 


.71 


Exons 


6317. .6395, 


6641 


..6755, 7815. 


.7930, 8 


113. .8256, 


Seq. No. 


42913 






Seq. ID 


OJ000310 


Qei^e No. 


89618 






Strand 


+ 


Start 


6317 






End 


9174 


Name 


OJ000310 17 


.0405 


.C8.o2.np 


Method 


AAT/NAP 


Start 


6323 






End 


7631 


GI 


5777617 






Score 


83 


Exons 


6323. .6347, 


7534 


. .7631 






GI Descrip- 


(AJ245900) 


CAA30375.1 protein 


[Oryza 


sativa] 


Seq. No. 


42913 






Seq. ID 


OJ000310 


Gene No. 


89618 






Strand 


+ 


Start 


6317 






End 


9174 



,9000 



43450 



Name 


OJ000310 17.0405.C8.o3.np • 


Method 


AAT/NAP 


Start 


7939 


End 


9174 


GI 


5441881 


Score 


227 


Exons 


7939.. 8040, 8571. .8901, 9151 


. .9174 




GI Descrip. 


(AP000367) Similar to putative receptor kinase. (AC002332) 




[Oryza sativa] 






Seq. No.' 


42913 


Seq. ID 


OJ000310 17. 0405. C8 


Gene No. 


89619 


Strand 




Start 


6081 


End 


8179 


Name 


OJ000310 17.0405.C8.ol.np 


Method 


AAT/NAP 


Start 


6081 


End 


8179 


GI 


7242910 


Score 


95 


Exons 


6081.. 6188, 6255.. 6582, 7894 


. .8179 




GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42913 


Seq. ID 


OJ000310_17.0405.C8 


Gene No. 


89620 


Strand 




Start 


8569 


End 


9091 


Name 


OJ000310 17.0405.C8.o2.gp 


Method . 


AAT/GAP 


Start 


8569 


End 


9091 


GI 


5816568 


Score 


1037 


Exons 


8569. .9091 






GI Descrip. 


5441881/dbj |BAA82379.1,| .4..0e 


-10 (AP000367) Similar to putative 




receptor kinase. -(AG002332) 


[Oryza sativa] 


Seq. No. 


42914 


Seq. ID 


OJ000310_17.0405.C9 


Gene . No . 


89621 


Strand 


+ 


Start 


12 


End 


1598 


Name 


OJ000310 17.0405.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


3 


End 


209 


GI 


none 


Score 


40 


Exons 


3. .26, 56. .205, 57. .209 






Seq. No. 


42914 


Seq. ID 


OJ000310_17.0405.C9 


Gene No. 


89621 


Strand 


+ 


Start 


12 


End 


1598 


Name 


OJ000310 17.0405.C9.ol.np 


Method 


AAT/NAP 


Start 


12 


End 


1199 


GI 


2290528 


Score 


1312 


Exons 


12. .362, 429. .726, 769. .1023 


, 1072.. 1199 


GI Descrip. 


(U94746) ATANll [Arabidopsis 


thaliana] 




Seq. No. 


42914 


Seq. ID 


OJ000310_17.0405.C9 


Gene No. 


89621 


Strand 


+ 


Start 


12 


End 


1598 


Name 


OJ000310 17.0405.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


54 


End 


1209 


GI 


none 


Score 


238 


Exons 


54.. 221, 59.. 220, 221.. 331, 


225. .344, 


429. .722, 485. .721, 




564. .722, 779. .1015, 780. .1016, 1082.. 


1207, 1083.. 1202, 




1102. .1209, 1106. .1204 






Seq. No. 


42914 


Seq. ID 


OJ000310_17.0405.C9 


Gene No. 


89621 


■ Strand 


+ 


Start 


12 


End 


1598 


Name 


OJ000310 17.0405.C9.ol.ts 


Method 


TBLASTX : Soybean 



43451 



start 
GI 

Exons 



54 End 1250 

none Score 239 

54. .221, 59. .220, 221. .343, 225.-344, 429. .722, 485. .721, 

564. .722, 682. .741, 779. .820, 780. .821, 814. .858, 822. .890, 

825. .875, 876. .1016, 878. .1015, 1074. .1202, 1075. .1197, 

1083.. 1250, 10.85.. 1213 



Seq. No. 42914 

Gene No. 89621 

Start 12 

Name OJ000310_17 . 0405 , C9 . ol . gs 

Start 108 

GI none 

Exons 108.. 1202 



Seq. ID OJ000310_17.0405.C9 

Strand + 

End 1598 

Method GENSCAN 

End 1202 

Score . 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42914 
89621 
12 

OJ000310_17.0405.C9.ol.tm 

555 

none 



Seq. ID OJ000310_17.0405.C9 

Strand + 

End 1598 

Method TBLASTX:Maize 

End 1133 

Score 247 



555. .722, 557. .721, 564. .722, 779. .1000, 780. .1004, 825, .1004, 
838.. 1005, 1083.. 1133 



42914 
89621 
12 

OJ0003ld_17 . 0905 . C9 . ol . tw 

638 

none 



Seq. ID OJ000310_17.0405.C9 

Strand + 

End 1598 

Method TBLASTX : Wheat 

End 959 

Score 138 



638. .721, 639.-722, 639. .722, 682. .741, 779. .907, 780. .908, 
920. .946, 921,-959 



42914 
89621 
12 

OJ000310_17.0405.C9.ol. gp 
896 

5003488 
896. .1598 

2290528 5.0e-19 (U94746) ATANll [Arabidopsis thaliana] 



Seq. ID OJ000310_17.0405.C9 

Strand + 

End ' 1598 

Method AAT/GAP 

End 1598 

Score 1318 



42915 
89622 
1321 

OJ000310_17. 0405. CIO. ol.gp 

1321 

none 

1321. .1453 



Seq. ID OJ000310_17.0405-C10 
Strand 

End 1453 

Method AAT/GAP 

End 1453 

Score 240 



Seq. No. 42916 

Gene No. 89623 

Start 1 

Name OJ000350_10 . 04 06 . CI . ol . np 

Start 1 

GI 4378066 

Exons 1..20, 2524.-4035 



Seq. ID OJ000350_10.0406.C1 

Strand + 

End 4035 

Method AAT/NAP 

End 4035 

Score 873 



43452 



GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF098806) polyprotein [Sorghum bicolor] 

gi I 4 680208 | gb | AAD27571. 1 1 AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



42916 Seq. ID 

89623 Strand 

1 End 

OJ000350_10.0406.Cl.ol.gs Method 

604 End 

none Score 

604.. 700, 951.. 1232, 1310.. 1422 



OJ000350_10.0406.C1 
+ 

4035 
GENSCAN 
1422 
.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42916 Seq. ID OJ000350_10 . 0406 . CI 

89624 Strand + 

5072 End 5804 

OJ000350_10.0406.Cl.ol.gp Method AAT/GAP 

5072 End 5804 

101153_1.R1084 Score 425 

5072. .5110, 5578. .5804 

'5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 ' 



OJ000350_10.0406.C1 
+ 

7064 
AAT/GAP 
7064 
335 



42916 Seq. ID 

89625 Strand 
6789 End 
OJ000350__10.0406.Cl.o3.gp Method 
6789 End 
61605_3.R1084 Score 
6789. .7064 

'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 

42916 Seq. ID OJ000350_10 . 0406 . CI 

89626 Strand + 
11151 End 17483 
OJ000350_10.0406.Cl.o3.gs Method GENSCAN 
11151 End 16562 
none Score . 68 

11151. .11199, 11298. .11420, 11422 .. 11552 , 11605 .. 11856, 

11928. .12011, 12297. .12410, 12635 .. 12 925 , 12976 .. 13253, 

13274. .14027, 14061 .. 14192, 14244 .. 14 679, 15088 .. 15994 , 
16277. .16562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



42916 Seq. ID OJ000350_10 . 0406 . CI 

8 9626 Strand + 

11151 End 17483 

OJ000350_10.0406.Cl.o2.np Method AAT/NAP 

12603 End 17483 

7489805 Score 2492 

12603. .12648, 13255 .. 16640, 17446.. 17483 
polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



42916 Seq. ID 

89627 Strand 

1777 End 

OJ000350_10.0406.Cl.o2.gs Method 



OJ000350_10.0406.C1 

16619 
GENSCAN 



43453 




start 1777 " . v-'" End 10387 

GI none Score . 63 

Exons 1777,, 2228, 2356.. 2407, 2463.. 2564, 4707.. 4833, 5234.. 5339, 

6503. .6579, 7293. .7855, 7960. .8495, 9013. ,9057, 9150. ,9913, 
10329,-10387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42916 
89627 
1777 

OJ000350_10.0406.Cl.o3.tw 
2532 
none 

2532.. 2687, 15252 .. 15683, 15392.. 15604 



Seq. ID OJ000350_10.0406.C1 
Strand 
End ' 
Method 
End 
Score 



16619 

TBLASTX: Wheat 

15683 

92 



42916 
89627 
1777 

OJ000350_10 . 04 0 6 . CI . o4 . tm 

2946 

none 



Seq. ID OJ000350_10.0406.C1 
Strand 
End 

Method 
End 
Score 



16619 

TBLASTX: Maize 

16151 

210 



2946. ,3149, 2981. .3160, 15882 .. 16151, 15929. .16150 



Seq, No. 42916 Seq. ID 

Gene No. 89627 Strand 

Start - 1777 End 

.Name OJ000350_10 . 0406 . CI . o4 . tw Method 

Start 2991,, End 

GI none" ' Score 

Exons 2991.. 3278,. 15993.. 16382 



OJ000350_10.0406.C1 
16619 

TBLASTX: Wheat 

16382 

175 



Seq. No. 


42916 








Seq. ID 


OJ000350_10.0406.C1 


Gene No. 


89627 








Strand 




Start 


1777 








End 


16619 


Name 


OJ000350 10. 


0406, 


Cl,o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3150 








End 


16529 


GI 


none 








Score 


68 


Exons 


3150, ,3278, 


3292. 


,3486, 


16155 


. .16298, 


16305,, 16529 


Seq. No. 


42916 








Seq. ID 


OJ000350_10.0406.C1 


Gene No. 


89627 








Strand 




Start 


1777 








End 


16619 


Name 


OJ000350 10, 


0406, 


Cl,o2, 


tm 


Method 


TBLASTX: Maize 


Start 


3165 








End 


16514 


GI 


none 








Score 


64 


Exons 


3165, .3278, 


3276. 


,3464, 


3277. 


.3480, 16152. ,16514, 16244. .16513 


Seq, No, 


42916 








Seq. ID 


OJ000350_10.0406.C1 


Gene No, 


89627 








Strand 




Start 


1777 








End 


16619 


Name 


OJ000350 10. 


0406. 


Cl.o6, 


tw 


Method 


TBLASTX: Wheat 


Start 


3483 








End 


16619 


GI 


none 








Score 


93 


Exons 


3483. .3566, 


3485. 


.3580, 


3591. 


.3752, 3593.. 3724, 3901., 4026, 




16509.. 16619 












Seq,. No, 


42916 








Seq. ID 


OJ000350_10.0406-C1 


Gene No, 


89627 








Strand 





43454 



start 1777 End 16619 

Name OJ000350_10. 0406.Cl.o2.-gp Method AAT/GAP 

Start 5814 End 6327 

GI uC-osflM202048cl2bl Score 806 

Exons 5814.. 6327 

GI Descrip. ' 5257255/dbj | AP000364 . 1 t AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 42916 

Gene No. 8 9627 

Start 1777 

Name OJ000350_10 . 0406 . CI . o5 . tw 

Start 13437 

GI none 
Exons 



Seq. ID OJ000350_10.0406.C1 
Strand 
End 

Method 
End 
Score 



16619 

TBLASTX: Wheat 

13814 

76 



13437. .13586, 13625 .. 13813, 13638.. 13814 



Seq. No. 42916 Seq. ID 

Gene No. 8 9627 Strand 

Start 1777 End 

Name OJ000350_10. 0406.Cl.ol. tw Method 

Start 14069 End 

GI none Score 

Exons 14069. .14473, 14070.. 14474 

Seq. No. 42916 

Gene No. 89627 Strand 

Start 1777 End 

Name , OJ000350_10.0406.Cl.ol.tm Method 

Start 14147 End 

GI none Score 
Exons 



OJ000350_10.0406.C1 
16619 

TBLASTX: Wheat 

14474 

397 



Seq. ID OJ000350_10.0406.C1 



16619 

TBLASTX: Maize 

14504 

104 



14147. .14440, 14147. .14503, 14214.. 14504 



OJ000350 10. 0406. CI 



Seq. No. 42916 Seq. ID 

Gene No. 89627 Strand 

Start 1777 End 

Name OJ000350_10 . 0406.C1 .o3. tm Method 

Start 14508 End 

GI none Score 

Exons 14508. .14711, 14510 14533, 14547 .. 14669, 14 683 .. 14883, 
14684.. 14851 



16619 

TBLASTX: Maize 

14883 

139 



Seq- No, 


42916 




Seq. ID 


OJ000350_10,0406. 


CI 


Gene No, 


89627 




Strand 






Start 


1777 




End 


16619 




Name 


OJ000350 10. 0406. CI 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


14592 




End 


14977 




GI 


none 




Score 


67 




Exons 


14592. .14684, 14683 


. .14871, 


14684. .14977, 14684. .14875 




Seq. No. 


42916 




Seq. ID 


OJ000350_10.0406. 


CI 


Gene No. 


89627 




Strand 






Start 


1777 




End 


16619 




Name 


OJ000350 10. 0406. CI 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


14684 




End 


14986 




GI 


none 




Score 


209 




Exons 


14684, .14986 











43455 




Seq. No, 


42917- 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89628 








Strand 


+ 




Start 


185 








End 


11850 . 




Name 


OJ000350 10 


.0406 


.C2.01. 


gs 


Method 


GENSCAN 




Start 


185 








End 


2874 




GI 


none 








Score 


.7 




Exons 


185. ,1022, 


1239. 


.2086, 


2182. . 


2498, 2616. .2820, 2860. .2874 


Seq. No. 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89628 








Strand 


+ 




Start 


185 








End 


11850 




Name 


OJ000350 10 


.0406 


.C2.01. 


np 


Method 


AAT/NAP 




Start 


599 








End 


11850 




GI 


4680179 








Score 


5525 




Exons 


599.. 643, 7523.. 


8533, 8561.. 11850 






GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


42917 








Seq. ID 


OJ000350 10.0406 


.C2 


Gene No. 


89629 








Strand 






Start 


3622 








End 


4134 




Name 


OJ000350 10 


.0406 


.C2.o2. 


QS 


Method 


GENSCAN 




Start 


3622 








. End 


4134 




GI 


none 








Score 


.99 




Exons 


3622. .4134 














Seq. No. 


42917 








Seq. ID 


OJ000350 10.0406 


.C2 


Gene No. 


89630 








Strand 






Start 


7684 








End 


7882 ' 




Name 


OJ000350 10 


.0406 


.C2.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


7684 ~ 








End 


7882 




GI 


none 








Score 


215 




Exons 


7684 . .7881, 


7685 


. .7882 










Seq. No. 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89631 








Strand 






Start 


7933 








End 


8284 




Name 


OJ000350 10 


.0406 


.C2,o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


7933 








End 


8284 




GI 


none 








Score 


312 




Exons 


7933. .8106, 


7934 


. .8284, 


8082. 


.8150 






Seq. No. 


42917 








Seq. ID 


OJ000350_10,0406 


.C2 


Gene No. 


89631 








Strand 






Start 


7933 








End 


8284 




Name 


OJ000350 10 


.0406 


,C2.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


7934 








End 


8239 




GI 


none 








Score 


246 




Exons 


7934.-8239, 


7960 


. .8040, 


8013. 


.8090 






Seq. No. 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89632 








Strand 






Start 


8618 








End 


8971 




Name 


OJ000350 10 


.0406 


.C2.o8 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8618 








End 


8971 




GI 


Hone 








Score 


261 




Exons 


8618. .8971 















43456 




Seq. No. 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89633 








Strand 






Start 


8975 








End . 


9168 




Name 


OJ000350 10. 


0406. 


C2.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


8975 








End 


9168 




GI 


none 








Score 


188 




Exons 


8975. .9166, 


9013. 


,9168 










Seq. No. 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89634 








Strand 






Start 


9103 








End 


9616 




Name 


OJ000350 10. 


0406, 


C2.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


9103 








End 


9586 




GI 


none 








Score 


535 




Exons 


9103. .9543, 


9104. 


. 9586 










Seq, No. 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89634 








Strand 






Start 


9103 








End 


9616 




Name 


OJ000350 10, 


0406. 


C2.04. 


ts ' 


Method 


TBLASTX : Soybean 




Start 


9140 








End 


9454 




GI 


none 








Score 


198 




Exons 


9140. .9454 














Seq. No. 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89634 








Strand 






Start 


9103 








End 


9616 




Name 


OJ000350 10. 


0406. 


C2.04. 


tm 


Method 


TBLASTX: Maize 




Start 


9169 








End 


9616 




GI 


none 








Score 


373 




Exons 


9169. .9411, 


9173. 


.9616 










Seq. No. 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89635 








Strand 






Start 


9527 








End 


10003 




Name 


OJ000350 10. 


0406. 


C2.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


9527 








End 


9922 




GI 


none 








Score 


57 . 




Exons 


9527. .9559, 


9528. 


.9560, 


9529. 


.9558, 9563.. 9616, 9565.. 9606, 




9571. .9726, 


9662. 


.9706, 


9671. 


.9922, 9679.. 9912, 9770.. 9919 


Seq. No, 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89635 








Strand 






Start 


9527 








End 


10003 




Name 


OJ000350 10. 


0406. 


C2.05. 


tw 


Method 


TBLASTX: Wheat 




Start 


9649 








End 


9937 




GI 


none 








Score 


64 




Exons 


9649. .9741, 


9654. 


.9752, 


9673. 


.9936, 9674.-9937 




Seq. No. 


42917 








Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89635 








Strand 






Start 


9527 








End 


10003 




Name 


OJ000350 10. 


0406. 


C2.05. 


tm 


Method 


TBLASTX: Maize 




Start 


9671 








End 


10003 




GI 


none 








Score 


310 




Exons 


9671. .10003, 


9724 


. .10002 









43457 




Seq.' No. 


42917 




Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 






Strand 






-Start 


9938 




End 


10363 




Name 


OJ000350 10. 0406. C2 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


9938 




End 


10363 




GI 


none 




Score 


597 




Exons 


9938.. 10363, 9940.. 


10362, 10013.. 10363 






Seq. No. 


42917 




beq. iu 


OJ000350_10.0406 


.C2 


Gene No . 






Strand 






Start 


9938 




End 


10363 




Name 


OJ000350 10. 0406. 02 


. Oo . uS 


Method 


TBLASTX: Soybean 




Start 


9947 




End 


10192 




GI 


none 




Score 


204 




Exons 


9947. .10192 










Seq. No. 


42917 




Seq. ID 


OJ000350_10.0406 


.C2 


Gene No . 


yy D Jo 




Strand 






Start 


9938 




End 


10363 




Name 


OJ000350 10. 0406. C2 


. oz . tm 


Method 


TBLASTX: Maize 




Start 


10010 




End 


10363 




GI 


none 




Score 


457 




Exons 


10010. .10363, 10010 




10015.. 10362 




Seq. No. 


42917 




Seq. ID 


OJ000350_10.0406 


.02 


Gene No . 


byo J / 




Strand 






Start 


10391 




End 


11850 




Name 


OJ000350 10. 0406. C2 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


10391 




End 


10925 




GI 


none 




Score 


612 




Exons 


10391. .10918, 10573 


1 n ^ o o 
. . lOoz J, 


10650. .10925, 10675. .10917 




Seq. No. 


42917 




Seq. ID 


OJ000350_10.0406 


.02 


Gene No. 


89637 




Strand 






brart 






End 


11850 




Name 


OJ000350 10. 0406. C2 


.o2.ts 


. Method 


TBLASTX: Soybean 




Start 


10718 




End 


10977 




GI 


none 




Score 


205 - 




Exons 


10718. .10918, 10729 


. . 10917, 


10730. .10924, 10782. .10925, 






10920. .10976, 10921 


. . 10977 








Seq. No. 


42917 




Seq. ID 


OJ000350_10.0406 


.02 


Gene No. 


yyoo / 




Strand 






Start 


10391 




End 


11850 




Name 


OJ000350 10. 0406. C2 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10.777 




End 


11067 




GI 


none 




Score 


188 




Exons 


10777. .10917, 10778 


. .10915, 


10915. .11067, 10923. .11063 




Seq. No. 


42917 




Seq. ID 


OJ000350_10.0406 


.02 


Gene No. 


89637 




Strand 






Start 


10391 




End 


11850 




Name 


OJ000350 10. 0406. C2 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


10936 




End 


11562 




GI 


none 




Score 


722 




Exons 


10936. .11562, 10945 


. .11283, 


10995. .11441, 11308. .11520, 





11502. .11561 



43458 




Seq. No. 


42917 




Seq. ID 


OJ000350_10.0406 


.C2 


Gene No. 


89637 




Strand 






Start 


10391 




End 


11850 




Naiue 


OJ000350 10. 0406. C2 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11115 




End 


11700 




GI 


none 




Score 


229 




Exons 


11115. .11270, 11116 


.11277, 


11136. .11279, 11274. .11438, 






11275. .11700, 11434 


. 11676, 


11502. .11699 




Seq. No. 


42917 




Seq. ID 


OJ000350_10.0406 


.C2 


Gene No . 


89637 




Strand 






Start 


10391 




End 


11850 




Naitie 


OJ000350 10. 0406. C2 


o6 . tw 


Method 


TBLASTX: Wheat 




Start 


11563 




End 


11850 




GI 


none 




Score 


312 




Exons 


11563. . 11850, 11566 


.11670, 


11658. .11849 




Seq. No. 


42918 




Seq. ID 


OJ000350_10.0406 


.C3 


Gene No . 


89638 




Strand 


+ 




Start 


766 




End 


1019 




Naitie 


OJ000350 10. 0406. C3 


ol . gs 


Method 


GENSCAN 




Start 


766 ~ 




End 


1019 




GI 


none 




Score 


.62 




Exons 


766. .854, 873. .1019 










Seq. No. 


42918 




Seq. ID 


OJ000350_10.0406 


.C3 


Gene No. 


89639 




Strand 






Start 


1836 




End 


3253 




Name 


OJ000350 10. 0406. C3 


.ol .np 


Method 


AAT/NAP 




Start 


1836 




End 


3253 




GI 


7489805 




Score 


1005 




Exons 


1836.. 3253 










GI Descrip. 


polyprotein - maize 


retrotransposon Cinful-1 





gil 4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. No. 


42918 








Seq. ID 


OJ000350_10.0406 


,C3 


Gene No. 


89639 








Strand 






Start 


1836 








End 


3253 




Name 


OJ000350 10 


.0406 


C3.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


2412 








End 


2786 




GI 


none 








Score 


95 




Exons 


2412. .2636, 


2643 


.2786 










Seq. No. 


42918 








Seq. ID 


OJ000350_10.0406 


.C3 


Gene No. 


89639 








Strand 






Start 


1836 








End 


3253 




Name 


OJ000350 10 


.0406 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2427 








End 


2790 




GI 


none 








Score 


84 




Exons 


2427. .2549, 


2427 


.2789, 


2428. 


.2790 






Seq. No. 


42918 








Seq. ID 


OJ000350_10,0406 


.C3 


Gene No. 


89639 








Strand 






Start 


1836 








End 


3253 




Name 


OJ000350 10 


.0406 


C3.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


2559 








End 


2948 





43459 




GI 


hone 


Score 


243 








Exo'ns 


2559. .2948 












Seq. No. 


42919 


Seq. ID 


OJ000350_ 


10 


0406. 


C4 


Gene No. 


89640 


Strand 


+ 








Start 


135 


End 


2867 








Name 


OJ000350 10.0406.C4.ol.np 


Method 


AAT/NAP 








Start 


135 


End 


2867 








GI 


7340881 


Score 


395 








Exons 


135. .226, 373. .496, 589. .922, 


2811. .2867 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


42919 


Seq. ID ' 


OJ000350_ 


10 


0406. 


C4 


Gene No. 


89640 


Strand 


+ 








Start 


135 


End 


2867 








Name 


OJ000350 10.0406.C4.ol.gs 


Method 


GENSCAN 








Start 


303 


End 


971 








GI 


none 


Score 


86 








Exons 


303. .461, 589. .680, 725. .971 












Seq. No. 


42919 


Seq. ID 


OJ000350_ 


10 


0406. 


C4 


Gene No. 


89640 


Strand 


+ 








Start 


135 


End 


2867 








Name 


OJ000350 10.0406-C4.o3.np 


Method 


AAT/NAP 








Start 


1731 


End 


1837 








GI 


6721561 


Score 


78 








Exons 


1731. .1837 












GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a 


region 


of 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj I BAA90372.lt (AP001081) EST AU082058 {C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


42919 


Seq. ID 


OJ000350_ 


10.0406. 


C4 


Gene No. 


89641 


Strand 








Start 


1609 


End 


3636 






Name 


OJ000350 10.0406.C4.o2.np 


Method 


AAT/NAP 






Start 


1609 


End 


3636 






GI 


4680183 


Score 


114 






Exons 


1609.. 1698, 3602.. 3636 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No..... 


42919 


Seq. ID 


OJ000350_ 


10.0406. 


C4 


Gene No. 


89641 


Strand 








St^art 


1609 


End 


3636 






Name 


OJ000350 10.0406.C4.o4.np 


Method 


AAT/NAP 






Start 


3184 


End 


3636 






GI 


5852180 


Score 


266 






Exons 


3184. .3636 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 








Seq. No. 


42920 


Seq. ID 


OJ000350_ 


10.0406. 


C5 


Gene No. 


89642 


Strand 


+ 






Start 


2352 


End 


3467 






Name 


OJ000350 10.0406. C5.o2.gs 


Method 


GENSCAN 






Start 


2352 


End 


3467 






GI 


none 


Score 


.62 







43460 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2352. .3467 



Seq. ID OJ000350_10.0406.C5 
Strand + 

3467 
AAT/NAP 
3395 
947 



42920 
89642 
2352 

OJ000350_10.0406.C5.o2.np 
2352 
6983860 
2352. .3395 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



End 

Method 

End 

Score 



42920 
89643 
1 

OJ000350_10.0406.C5.ol.np 
1 

5852180 
1..193, 1194. ,1270 

(AL117265) zhbOOOlO.l [Oryza sativa] 



• Seq. ID OJ000350_10.0406.C5 
Strand 

End 1270 

Method AAT/NAP 

End 1270 

Score 217 



42920 
89643 
1 

OJ000350_10.0406.C5.ol.gs 
50 

none 

50. .273, 314. .467 



Seq. ID OJ000350_10.0406.C5 
Strand 

End 1270 

Method GENSCAN ■ 

End 4 67 

Score .84 



Seq. ID OJ000350_10.0406.C5 
Strand 

End 1863 

Method AAT/GAP 

End 1863 

Score 44 6 



42920 
89644 
1556 

OJ000350_10.0406.C5.ol.gp 
1556 

61605_3.R1084 
1556. .1863 

'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' . 



42920 
89645 
2514 

OJ000350__10.0406.C5.ol.tw 
.2514 
■ none 



Seq. ID OJ000350_10.0406.C5 
Strand 

End 3047 

Method TBLASTX : Wheat 

End 2870 

Score 287 



2514. .2870, 2522. .2614, 2550. .2687, 2720. .2794, 2729. .2869 



42920 
89645 
2514 

OJ000350_10 . 0406 . C5 . ol . tm 

2751 

none 



Seq. ID OJ000350_10.0406.C5 
Strand 

End 3047 

Method TBLASTX : Maize 

End 3047 

Score 244 



2751. .3047, -2754. .2930, 2774. .2938, 2979. .3047 



42920 
89645 



Seq. ID OJ000350_10.0406.C5 
Strand 



43461 




start 


'2514 






. End 


3047 




Name 


OJ000350 10.0406. 


05. o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2870 






End 


3047 




GI 


none 






Score 


177 




Exons 


2870. .2944, 2871. 


,3047 










Seq; No. 


42921 






Seq. ID 


OJ000350_10. 


0406. C6 


Gene No. 


89646 






Strand 


+ 




Start 


43 






End 


1087 




Name 


OJ000350 10.0406. 


C6.01. 


gs 


Method 


GENSCAN 




Start 


43 






End 


1087 




GI 


none 






Score 


.88 




Exons 


43. .65, 590. .713, 


902. . 


1087 








Seq. No. 


42921 






Seq. ID 


OJ000350_10. 


0406. C6 


Gene No. 


89646 






Strand 


+ 




Start 


43 






End 


1087 




Name 


OJ000350 10.0406. 


C6.01. 


gp 


Method 


AAT/GAP 




Start 


256 






End 


566 




GI 


61605 3.R1084 






Score 


447 




Exons 


256. .566 












GI Descrip. 


•1402920/emb|CAA66965| 


2.0e- 


20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] ' 












Seq. No. 


.42921 






Seq. ID 


OJ000350_10. 


0406. C6 


Gene No. 


89647 






Strand 






Start 


2611 






End 


6868 




Name 


OJ000350 10.0406. 


C6.01. 


np 


Method 


AAT/NAP 




Start 


2281 






End 


6759 




GI 


4378066 






Score 


1871 




Exons 


2281.. 5826, 6143. 


.6256, 


6445 


. .6759 







GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 



gi I 4680208 |gb|AAD27571. II AF114171_12 (AF114171) polyprotein 
[Sorghiim bicolor] 



Seq. No. 


42921 








Seq. ID 


OJ000350_10.0406.C6 


Gene No. 


89647 








Strand 




Start 


2611 








End 


6868 


Name 


OJ000350 10. 


0406. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2318 








End 


2749 


GI 


none 








Score 


82 


Exons 


2318. .2602, 


2629. 


.2748, 


2633. 


.2749 




Seq, No, 


42921 








Seq. ID 


OJ000350_10.0406,C6 


Gene No. 


89647 








Strand 




Start 


2611 








End 


6868 


Name 


OJ000350 10. 


0406. 


C6. o2. 


gs 


Method 


GENSCAN 


Start 


2611 








End 


6868 


GI 


none 








Score 


.55 


Exons 


2611. .4194, 


4248. 


,4574, 


4592. 


.4757, 4778, .4970, 4975, .5566, 




5622. .5923, 


5979. 


.6175, 


6272. 


.6442, 6498. .6597, 6599. .6721, 




6820. .6868 












Seq. No. 


42921 








Seq. ID 


OJ000350_10.0406.C6 


Gene No. 


89647 








Strand 




Start 


2611 








End 


6868 


Name 


OJ000350 10. 


0406. 


C6.04. 


tw 


Method 


TBLASTX: Wheat 



43462 




start 


2752 








End 


2958 




GI 


none 








Score 


75 




Exons 


2752. .2955, 


2803 


. .2958, 


2808. 


.2957 






Seq. No. 


42921 








Seq. ID 


OJ000350_10.0406 


.C6 


Gene No. 


89647 








Strand 






Start 


2611 








- End 


6868 




Name 


OJ000350. 10 


.0406 


.C6.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


3016 








End 


3399 




GI 


none 








Score 


72 . 




Exons 


3016. .3399, 


3127 


• .3333, 


3206. 


.3349 






Seq. No. 


42921 








Seq'. ID 


OJ000350_10.0406 


.C6 


Gene No. 


89647 








Strand 






Start 


2611 








End 


6868 




Name 


GJ000350 10 


.0406 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3025 








End 


3444 




GI 


none 








Score 


122 




Exons 


3025. .3444, 


3127 


. .3342, 


3131. 


.3391 






Seq. No. 


42921 








Seq. ID 


OJ000350_10.0406 


.C6 


Gene No. 


89647 








Strand 






Start 


2611 








End 


6868 




Name 


OJ000350 10 


:0406 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3118 








End 


3501 




GI 


none 








Score 


192 




Exons 


3118. .3501, 


3131 


. .3391 










Seq. No. 


42921 








Seq. ID 


OJ000350_10.0406 


.C6 


Gene No. 


89647 








Strand 






Start 


2611 








End 


6868 




Name 


OJ000350 10 


.0406 


.C6.01. 


tm 


Method 


TBLASTX: Maize 




Start 


3529 








End 


3886 




GI 


none 








Score 


253 




Exons 


3529. .3885, 


3530 


. .3886 










Seq. No. 


42921 








Seq. ID 


OJ000350_10.0406 


.C6 


Gene No . 


89647 








Strand 






Start 


2611 








End 


6868 




Name 


OJ000350 10 


.0406 


.06. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3559 








End 


4014 




GI 


none 








Score 


289 




Exons 


3559. ,4014, 


3560 


. .3988, 


3583. 


.3990 






Seq. No. 


42921 








Seq. ID 


OJ000350_10.0406 


-C6 


Gene No. 


89647 








Strand 






Start 


2611 








End 


6868 




Name 


OJ000350 10 


.0406 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5508 








End 


5777 




GI 


none 








Score 


193 




Exons 


5508. .5777 














Seq. No. 


42922 








Seq. ID 


OJ000350_10.0406 


.C7 


Gene No. 


89648 








Strand 






Start 


1 








End 


725 




Name 


OJ000350 10 


.0406 


.C7.01. 


np 


Method 


AAT/NAP 




Start 


1 








End 


725 





43463 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



6815062 . Score 753 

1. .725 

{AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



42922 
89648 
1 

OJ000350_10.0406.C7.ol.gs 

39 

none 

39. .590 - 

42922 
89648 
1 

OJ000350_10.0406.C7.ol.tm 

321 

none 

321. .710, 343. .711, 364. .711 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_10.0406.C7 
725 

GENSCAN 

590 

.55 



OJ000350_10.0406.C7 
725 

TBLASTX: Maize 

711 

253 



OJ000350 10. 0406. C8 



42923 Seq. ID 

89649 Strand 

1 End 1246 

OJ000350_10.0406.C8.ol.np Method AAT/NAP 

1 End 1246 

6523547 Score 264 
1..235, 598. .1246 

(AJ24254 0) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



42923 
89649 
1 

OJ000350_10.0406.C8.ol.gs 

537 

none 

537.. 623, 672.. 763, 849.. 960 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_10.0406.C8 

1246 
GENSCAN 
960 
.96 



Seq. ID OJ000350_10. 0406. CIO 



42924 

89650 Strand 
214 End 5367 

OJ000350_10. 0406. CIO. ol.np Method AAT/NAP 
214 End 5140 

6069646 Score 667 

214. .1178, 1467. .2234, 5120. .5140 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



42924 
89650 
214 

OJ000350 



10.0406.C10.o3.tw 



Seq. ID 

Strand 

End 

Method 



OJ000350_10.0406.C10 
5367 

TBLASTX: Wheat 



43464 



start 


1158 








End 


1601 




GI 


none 








Score 


201 




Exons 


1158. .1208, 


1308. 


.1601 










Seq. No. 


42924 








Seq. ID 


OJ000350_10.0406 


.CIO 


Gene No. 


89650 








Strand 






Start 


214 








End 


5367 




Name 


OJ000350 10 


.0406. 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1245 








End 


1899 




GI 


none 








Score 


82 




Exons 


1245. .1898, 


1777. 


.1899 










Seq. No. 


42924 








Seq. ID 


OJ000350_10.0406 


.CIO 


Gene No. 


89650 








Strand 






Start 


214 








End 


5367 




Name 


OJ000350 10 


.0406. 


C10.O4 


. tm 


Method 


TBLASTX: Maize 




Start 


1901 








End 


2401 




GI 


none 








Score 


91 




Exons 


1901. .2008, 


1979. 


.2215, 


2201. 


.2236, 2264.. 2401 




Seq. No. 


42924 








Seq. ID 


OJ000350_10.0406 


.CIO 


Gene No. 


89650 








Strand 






Start 


214 








End 


5367 




Name 


OJ000350 10 


.0406. 


ClO.ol 


.gs 


Method 


GENSCAN 




Start 


1940 






End 


5168 




GI 


none 








Score 


.62 




Exons 


1940. .2541, 


3499. 


.3541, 


3993. 


.5168 






Seq. No. 


42924 








Seq. ID 


OJ000350_10.0406 


.CIO 


Gene No. 


89650 








Strand 






Start 


214 








End 


5367 




Name 


OJ000350 10 


.0406. 


C10.O5 


.tm 


Method 


TBLASTX: Maize 




Start 


2444 








End 


2847 




GI 


none 








Score 


72 




Exons 


2444. .2704, 


2499. 


.2666, 


2701. 


.2847, 2732.. 2839 




Seq. No. 


42924 








Seq. ID 


OJ000350_10.0406 


.CIO 


Gene No. 


89650 








Strand 






Start 


214 








End 


5367 




Name 


OJ000350 10 


.0406. 


C10.O4 


. np 


Method 


AAT/NAP 




Start 


3966 








End 


5367 




GI 


5295971 








Score 


1385 




Exons 


3966. .5367 














GI Descrip. 


(AB026295) 


EST D2.4315(R1718) 


corresponds to a region of 


the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



42924 
89650 
214 

OJ000350_10. 0406. CIO. ol.tc 

3996 

none 



Seq. ID OJ000350_10. 0406. CIO 
Strand 

End 5367 

Method TBLASTX : Cress 

End 4661 

Score 104 



3996. .4229, 4039. .4215, 4248. .4367, 4273. .4368, 4365. .4661, 
4380.. 4661 



Seq. No. 



42924 



Seq. ID OJ000350_10. 0406. CIO 



43465 






Gene No. 


89650 








Strand 






Start 


214 








End 


5367 




Name 


OJ000350 10 


.0406. 


C10.O7 


.tm 


Method 


TBLASTX: Maize 




Start 


4002 








End 


4220 




GI 


none 








Score 


92 




Exons 


4002. .4220, 


4026. 


.4211, 


4039, 


.4212 






Seq. No. 


42924- 








Seq. ID 


OJ000350_10. 0406, CIO 




Gene No. 


89650 








Strand 






Start 


214 








End 


5367 




Name 


OJ000350 10 


.0406. 


C10.O2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4035 








End 


4470 




GI 


none 








Score 


62 




Exons 


4035. .4220, 


4036, 


.4215, 


4245. 


.4448, 4257. .4445, 4270. .4470 




Seq. No. 


42924 








Seq. ID 


OJUUUooU lL).U4UD.CiU 




Gene No. 


89650 








Strand 






Start 


214 








End 


5367 . 




Name 


OJ000350 10 


.0406. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4152 








End 


4592 




GI 


none 








Score 


70 




Exons 


4152. .4592, 


4164. 


.4529 








r — I 


Seq. - No. 


42924 








Seq, ID 


OJ000350 10. 0406. CIO 


% ~ 


Gene No. 


89650 








, Strand 






Start 


214 








' End 


5367 


^ •■ • 


Name 


OJ000350 10 


.0406. 


C10.O2 


. tm 


Method 


TBLASTX: Maize 


I y 


Start 


4248 








End 


4697 


L J 


GI 


none 








Score 


268 


1 J 


Exons 


4248. .4697, 


4270. 


.4695 








=.1 

m 


Seq. No. 


42924 








Seq. ID 


/-\taaa'5ca ta AytA^ ^^*'^ r\ 

OJ000350 10. 0406. CIO 




Gene No. 


89650 








Strand 






Start 


214 








End 


5367 


% J 


Name 


OJ000350 10 


.0406. 


C10.O3 


.ts 


Method 


TBLASTX: Soybean 




Start 


4596 








End 


4859 


hi 


GI 


none 








Score 


52 


=1. 


Exons 


4596. .4859, 


4600. 


.4674, 


4731. 


.4859 




E. ~; 


Seq. No. 


42924 








Seq, ID 


OJ000350_10. 0406. CIO 




Gene No. 


89650 








Strand 






Start 


214 








End 


5367 




Name 


OJ000350 10 


.0406. 


C10.O6 


. tm 


Method 


TBLASTX: Maize 




Start 


4704 








End 


4916 




GI 


none 








Score 


101 




Exons 


4704. .4916, 


4705. 


.4914 










Seq. No. 


42924 








Seq. ID 


OJ000350_10. 0406. CIO 




Gene No. 


89650 








Strand 






Start 


214 








End 


5367 




Name 


OJ000350 10 


.0406. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4809 








End 


5350 




GI 


none 








Score 


54 




Exons 


4809. .5012, 


5004. 


.5126, 


5122, 


.5349, 5126. ,5194, 5219. .5350 




Seq. No. 


42924 








Seq, ID 


OJ000350_10. 0406. CIO 




Gene No. 


89650 








Strand 





43466 




start 


214 








End 


5367 


Name 


OJ000350 10. 


0406. 


.C10.O3 


. tm 


Method 


TBLASTX: Maize 


Start 


4917 








End 


. 5350 


GI 


none 








Score 


64 


Exons 


4917. .5129, 


5038, 


. .5130, 


5122. 


.5349, 5126.. 5350, 5132.. 5350 


Seq. No. 


42924 








Seq. ID 


OJ000350_10. 0406. CIO 


Gene No. 


89650 








Strand 




Start 


214 








End 


5367 


Name 


OJ000350 10. 


0406. 


,C10.o2 


.ts 


Method 


TBLASTX: Soybean 


Start . 


5016 








End 


5365 


GI 


5509260 








Score 


40 


Exons 


5016. .5129, 


5038. 


. .5130, 


5122. 


.5364, 5126.. 5194, 5228.. 5365 


GI Descrip, 














Seq. No. 


42924 








Seq. ID 


OJ000350_10. 0406. CIO 


Gene No. 


89650 








Strand 




Start 


214 








End 


5367 


Name 


OJ000350 10. 


0406. 


.C10.O2 


.tc 


Method 


TBLASTX: Cress 


Start 


5131 








End 


5367 


GI 


none 








Score 


73 


Exons 


5131. .5367, 


5219. 


. .5356 








Seq. No. 


42925 








Seq. ID 


OJ000350 10^0406. Cll 


Gene No. 


89651 








Strand 


+ • 


Start 


8422 








End 


11920 


Name 


OJ000350 10. 


0406. 


.C11.03 


.gs 


Method 


GENSCAN 


Start 


8422 








End 


11920 


GI 


none 








Score 


.53 


Exons 


8422. .8452, 


8549. 


, .10634 


, 11473. .11592, 


11878. .11920 



Seq. No. 42925 Seq. ID OJ000350_10 . 0406 .Cll 

Gene No. 89652 Strand + 

Start 15919 End 17580 

Name OJ000350_10 . 0406 . Cll . o4 . gs Method GENSCAN 

Start 15919 End 17580 

GI none Score .73 

Exons 15919. .15993, 16650 .. 16761, 16795 .. 16936, 1704 6 .. 17191 , 
17489.. 17580 



Seq. No. 42925 Seq. ID OJ000350_10 . 0406 .Cll 

Gene No. 89653 Strand 

Start 1 End 2571 

Name OJ000350_10 . 0406 . Cll . ol .np Method AAT/NAP 

Start 1 End 2379 

GI 7228446 Score 1823 

Exons 1..2379 

GI Descrip. (AP001366) Similar to Arabidopsis thaliana chromosome II BAC 

F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



Seq. No. 42925 Seq. ID 

Gene No. 89653 Strand 

Start 1 End 

Name OJ000350_10 . 0406 . Cll . ol . gs Method 

Start 7 End 

GI none Score 



OJ000350_10.0406-C11 

2571 
GENSCAN 
2571 
.68 



43467- 



Exons 



7. .123, 177. .406, 412. .1943, 2038. .2571 



Seq. No. 42925 

Gene No. 89653 

Start 1 

Name OJ000350_10. 0406.Cll.ol . ts 

Start 187 

GI none 

Exons 187.. 330, 357.. 665, 370.. 660 

Seq. No. 42925 

Gene No. 89653 

Start 1 

Name OJ000350_10 . 0406.Cll.ol . tc 

Start 208 

GI none 

Exons 208.. 330, 348.. 650 

Seq. No. 42925 

Gene No. 89653 

Start 1 

Name OJ000350_10 . 0406.C11 .ol . tm 

Start 268 

GI none 
Exons 



Seq. ID OJ000350_10.0406.C11 
Strand 

End 2571 

Method TBLASTX : Soybean 

End 665 

Score 14 9 



Seq. ID OJ000350_10.0406-C11 
Strand 

End 2571 

Method TBLASTX : Cress 

End 650 

Score 205 



Seq. ID OJ000350_10,0406.C11 
Strand 

End 2571 

Method TBLASTX : Maize 

End 680 

Score 282.' 



268". .339, 337.. 678, 337.. 615, 339.. 677, 540.. 680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42925 
89653 
1 

OJ000350_10.0406.Cll.ol.tw 

357 

none 

357. .437, 444. .899, 451. .693 

42925 
89653 
1 

OJ000350_10.0406.Cll.o2.ts 

705 

none 

705. .1034, 858. .938 

42925 
89653 
1 

OJ000350_10.0406.Cll.o2.tw 

978 

none 



Seq. ID OJ000350_10.0406.C11 
Strand 

End 2571 

Method TBLASTX : Wheat 

End 899 

Score 85 



Seq. ID OJ000350_10.0406.C11 
Strand 

End 2571 

Method TBLASTX: Soybean 

End 1034 

Score 209 



Seq. ID OJ000350_10.0406-C11 
Strand 

End 2571 

Method TBLASTX : Wheat 

End 1425 

Score 4 6 



978. .1058, 1057. .1104, 1059. .1409, 1132. .1425 

42925 Seq. ID OJ000350_10 . 0406.C11 

89653 Strand 

1 End 2571 

OJ000350_10 . 0406 . Cll . o3 . tm Method TBLASTX : Maize 

1038 - - * End 14 4 6 

none Score 45 

1038. .1187, 1045. .1137, 1215. .1436, 1227. .1445, 1228. .1446 



43468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42925 
89653 
1 

OJ000350_10, 

1975 

none 

1975. .2343, 



0406. Oil. o3.tw 



2006.. 2122, 2159 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2353 



OJ000350_10.0406.C11 
2571 

TBLASTX: Wheat 

2353 

42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42925 
89653 
1 

OJ000350_10.0406.Cll,o5.tm 

2170 

none 

2170. .2457, 2174. .2458 



42925 
89654 
8795 

OJ000350_10. 
8795 



0406.Cll.o2.tm 



none 

8795. .8842, 
8896. .9381, 
9117. .9326, 
9515. .9607, 
9719. .9889, 
9935. .10039, 
10151. .10312 
10157. .10273 



8857.^.8937, 885 
8899.. 9384, 892 
9127.. 9456, 933 
9552.. 9641, 955 
9730.. 10050, 97 
9946.. 10092, 9 
, 10153. .10488, 
, 10227. .10436, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_10.0406.C11 
2571 

TBLASTX: Maize 

2458 

122 



OJ000350 10.0406.C11 



10488 

TBLASTX: Maize 
10488 
53 

7. .9150, 8869. .8940, 8878. .9162, 
7. .9163, 9068. .9163, 9115. .9606, 
7. .9828, 9338. .9445, 9343. .9510, 
9. .9828, 9571. .9876, 9716. .9898, 
81. .10272, 9785. .9889, 9929. .10072, 
946. .10050, 10053. .10268, 
10153. .10482, 10153. .10272, 
10234. .10488, 10237.. 10482 



Seq. No. 42925 

Gene No. 89655 

Start 10612 

Name OJ000350_10 . 0406 . Cll . o4 . tm 

Start 10612 

GI none 

Exons 10612 
10693 



OJ000350 10. 0406. Cll 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10917, 10618. .10647, 10622 10921, 10622 .. 10921, 
10926, 10925. .10975, 10926.. 10952 



10975 

TBLASTX: Maize 

10975 

246 



Seq. No. 42926 

Gene No. 89656 

Start 4117 

Name OJ000350_10 . 0406 . C12 . ol . gs 

Start 4117 

GI none 

Exons 4117.. 4215, 4276.. 4443 

Seq. No. 42926 

Gene No. 89657 

Start 5863 

Name OJ000350_10 . 04 06 . C12 . o2 . gs 

Start 5863 

GI none 

Exons 5863.. 5899, 6230.. 6526, 6903. 

7844.. 8227, 10538.. 10855 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_10.0406.C12 
+ 

4443 
GENSCAN 
4443 
.55 



OJ000350_10.0406.C12 
+ 

10855 
GENSCAN 
10855 
.57 



,7002, 7364. .7410, 7648. .7823, 



43469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42926 Seq. ID OJ000350_10 . 0406 . C12 

89658 Strand + 

13013 End 19752 

OJ000350_10 .0406, C12 . ol . gp Method AAT/GAP 

12908 End 13293 

uC-osflcyp033a04bl Score 637 

12908.. 13293 

•6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa- genomic 
DNA, chromosome 1, clone : P0711E10 ' 



42926 Seq. ID 

89658 Strand 

13013 End 

OJ000350_10.0406.C12.o4.gs Method 

13013 End 

none Score 



OJ000350_10.0406.C12 
+ 

19752 
GENSCAN 
19752 
.53 



13013. .13078, 14177. .14942, 14 981 ;vl5009, 15236 .. 18829, 
18871. .19752 



Seq. No. 42926 Seq. ID 

Gene No. 89658 Strand 

Start 13013 End • 

Name OJ000350_10. 0406.C12.o3.gp Method 

Start 14452 End 

GI 95437_1.R1084 Score 
Exons 14452.. 14906 

GI Descrip. ' 4512226/dbj | AB014738 . 1 | AB014738 1 . Oe- 

gypsy-type retrotransposon RIRE3 DNA, 
sequence ' 



10.0406.C12 



OJ000350_ 
+ 

19752 
AAT/GAP 
14906 
782 



■134 Oryza sativa 
internal region, complete 



Seq. No. 


42926 




Seq. ID 


OJ000350_10.0406.C12 


Gene No. 


89658 




Strand 


+ 


Start 


13013 




End 


19752 


Name 


OJ000350 10.0406.C12.ol 


.np 


Method 


AAT/NAP 


Start 


15233 




End 


19749 


GI 


4680179 




Score 


5416 


Exons 


15233. .16315, 16349.. 19749 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


42926 




Seq. ID 


OJ000350_10.0406,C12 


Gene No. 


89659 




Strand 




Start 


11516 




End 


12467 


Name 


OJ000350 10.0406.C12.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


4075 




End 


4457 


GI 


none 




Score 


117 


Exons 


4075. .4230, 4144. .4230, 


4234. 


,4365, 4240. .4386, 4251, .4382, 




4382, .4456, 4386. .4457, 


4389. 


. 4457 




Seq. No. 


42926 




Seq. ID 


OJ000350_10.0406.C12 


Gene No. 


89659 




Strand 




Start 


11516 




End 


12467 


Name 


OJ000350 10,0406,C12.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


4171 




End 


4490 


GI 


5509260 




Score 


62 


Exons 


4171, .4221, 4249. .4383, 


4365, 


. 4490 




GI Descrip. 











43470 




C7 vJ • LV U • 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 


Gene No. 


89659 




Strand 






Start 


11516 




End 


12467 




Name 


OJ000350 10.0406.C12 


.o3.gs 


Method 


GENSCAN 




Start 


11516 




End 


12467 




GI 


none 




Score 


.73 




Exons 


11516. .11983, 12048. 


.12152, 


12390. .12467 




Cfarr Mo 

O ^ • LN U • 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 


Gene No. 


89660 




Strand 






Start 


15467 




End 


16015 




Name 


OJ000350 10.0406.C12 


. o7 . tw 


Method 


TBLASTX : Wheat 




Start 


15467 




End 


15829 




GI 


none 




Score 


296 




Exons 


15467. .15829, 15469. 


.15828 








■J C \ J . IN W • 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 


Gene No. ■ 


89660 




Strand 






Start 


15467 




End 


16015 




Name 


OJ000350 10.0406.C12 


.o7.tm 


Mpt hod 


TBLASTX : Maize 




Start 


15710 




End 


16015 




GI 


none 




Score 


232 




Exons 


15710. .16015, 15724. 


.15840 










42926 




Seq. ID 


OJ000350_10.0406 


.C12 


Gene No. 


89661 




Strand 






Start 


16340 




End 


16798 




Name 


OJ000350 10.0406.C12 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


16340 




End 


16693 




GI 


none 




Score 


189 




Exons 


16340. .16693 










O C . LN ^ . 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 


Gene No. 


89661 




Strand 






Start 


16340 




End 


16798 




Name 


OJ000350 10.0406.C12 


.08 .tw 


Method 


TBLASTX: Wheat 




Start 


16376 




End 


16798 




GI 


none 




Score 


163 




Exons 


16376. .16585, 16432. 


.16584, 


16630. .16743, 16631.. 16798 




kJ C ^ • • 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 


Gene No. 


89662 




Strand 






Start 


16913 




End 


17782 




Name 


OJ000350 10.0406.C12 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16913 




End 


17395 




GI 


none 




Score 


52 




Exons 


16913. .16963, 17017. 


.17352, 


17018. .17395 




Seq. No. 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 


Gene No. 


89662 




Strand 






Start 


16913 




End 


17782 




Name 


OJ000350 10.0406.C12 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


16925 




End- 


17214 




GI 


none 




Score 


276 




Exons 


16925. .17212, 17021. 


.17212, 


17023. .17214 





43471 




Seq. No. 


42926- 




Seq. ID 


OJ000350_10.0406 


.C12 








Strand 






Start 


16913 




End 


•17782 




Name 


OJ000350 10,0406.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


17282 




End 


17782 




GI 


none 




Score 


167 




Exons 


17282. .17461, 17290. 


.17436, 


17468. .17782, 17533. .17661 




Seq. No. 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 


Gene No. 


89662 




Strand 






o t ar t. 


16913 




End 


17782 




Name 


OJ000350 10.0406.C12 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


17336 




End 


17731 




GI 


none 




Score 


57 




Exons 


17336. .17368, 17338. 


.17367, 


17372. .17731, 17374 174 12, 






17440. .17730 










Seq. No. 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 








Strand 






Start 


16913 




End 


17782 




Name 


OJ000350 10.0406.C12 


. o5.tw 


Method 


TBLASTX: Wheat 




Start 


17444 




End 


17746 




GI 


none 




Score 


379 




Exons 


17444. .17746, 17445. 


.17525, 


17446. .17730 




Seq. No. 


42926 




Seq. ID 


OJ000350_10.0406 


.012 




O -7 D D J 




Strand 






Start 


17747 




End 


18181 




Name 


OJ000350 10.0406.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


17747 




End 


18169 




GI 


none 




Score 


598 




Exons 


17747. .18169, 17779. 


.18168 








Seq. No. 


42926 




Seq. ID 


OJ000350_10,0406 


.C12 








Strand 






Start 


17747 




End 


18181 




Name 


OJ000350 10.0406.C12 


.o3-ts 


Method 


TBLASTX : Soybean 




Start 


17753 




End 


17998 




GI 


none 




Score 


207 




Exons 


17753. .17998, 17770. 


.17898 








Seq. No. 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 




O Z/D DO 




Strand 






Start 


17747 




End 


18181 




Name 


OJ000350 10.0406.C12 


.o2.tm 


Method 


TBLASTX : Maize- 




Start 


17818 




End 


18181 




GI 


none 




Score 


482 




Exons 


17818. .18168, 17819. 


.18172, 


17819. .18181 




Seq. No. 


42926 




Seq. ID 


OJ000350_10.0406 


.C12 


Gene No. 


89664 




Strand 






Start 


18172 




End 


19758 




Name 


OJ000350 10.0406.C12 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


18172 




End 


18739 




GI 


none 




Score 


647 




Exons 


18172. .18735, 18203. 


.18739 









43472 




oecj, NO. 






beq. lu 


UJUUUJOU iU.U4Ub 


/^1 o 

. biz 


Gene No. 


89664 




Strand 






Start 


18172 




End 


19758 




Name 




. Oi . LC 


Method 


TBLASTX: Cress 




o raru 






End 


18763 






; none 




Score 


90 




Exons 




1 Q T 
,10/ D J , 


18622. .18762 




oe<5» NO. 






Seq. ID 


OJ000350_10.0406 


. biz 


Gene No. 


89664 




Strand 






Start 


18172 




End 


19758 




Name 




. OZ . uS 


Method 


TBLASTX : Soybean 






T Q c O T 




End 


18787 






none 




Score 


297 




Exons 


IQQO'7 1QTQT 1 Q c; T n 


1 Q T T Q 

. io / /o. 


18532. .18786 




beq. NO. 






Seq. ID 


OJ000350_10.0406 


r'l 0 

. biz 


Gene No. 


89664 




Strand 






Start 


18172 




End 


19758 




Name 


riTnnmRn in n>inc r^i o 


. o4 . tm 


Method 


TBLASTX: Maize 






T Q C Q C 




End 


18877 






none 




Score 


92 




Exons 


IQRQt; IQTTi IQQQC 


1 Q Q T O 

. icf O / J, 


18587.. 18877 




beq. NO. 






Seq. ID 


OJ000350_10.0406 


/^1 o 

• biz 


bene no. 


o n ^ ^ y| 




Strand 






Start 


18172 




End 


19758 




Name 


OJ000350_10.0406.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




b rar u 


io / 4 D 




End 


19371 




bi 


none 




Score 


338 




Exons 


iQT/i^; lomQ iQonc 
io /4 D . . lyUoy , iooUb. 


1 Qn 1 Q 

. 1 yulo , 


19047. .19259, 19048 19371, 






1 yz4 D . . 1 yobo 










beq. NO. 


4zyzD 




Seq. ID 


OJ000350_10.0406 


. biz 


Gene No . 


o y dd4 




Strand 






Start 


18172 




. ^ End 


. 19758 




Name 


OJ000350_10.0406.C12 


. ol . tm 


Method 


TBLASTX: Maize 




btar u 


1 QQ1 n 
ioy lu 




End 


■19473 




bl 


none 




Score 


172 




Exons 


IQQin IQnRQ 1QQ11 

ioyiu . . lyuoo, loyii. 


. iyuo4 , 


19036. .19077, 19041 .. 19076, 






lyu /z . . lyzy J, lyu/z. 


1 QO Q 1 

. lyzoi , 


19311. .19469, 19312. .19473 




Seq. No. 


4zy^ D 




Seq. ID 


OJ000350_10.0406 


. blz 


Gene No. 


89664 




Strand 






Start 


18172 




End 


19758 




Name 


UJUUUJDU iU.U4UD.blZ 


. Ob . XM 


Method 


TBLASTX: Wheat 




start 


1 QO T 1 

lyj /I 




End 


19704 




bi 


none 




Score 


367 




Exons 


1QQT1 1QC/in IQ'^TO 

lyj / i . . iyD4 u, lyj/z. 


. ly /U4 , 


19375. .19683 




beq. NO. 


4zyzD 




Seq. ID 


OJ000350_10.0406 


. biz 




O ^DD*± 




Strand • 






Start 


18172 




End 


19758 




Name 


OJ000350 10.0406.C12 


. o8 . tm 


Method 


TBLASTX: Maize 




Start 


19479 




End 


19758 




GI 


none 




Score 


41 




Exons 


19479. .19499, 19480. 


.19503, 


19501. .19725, 19503. .19634, 





43473 



19628. .19756,. 19726. .19758 



Seq. No. 42927 Seq. ID 

Gene No. 8 9665 Strand 

Start 257 End 

Name 0 J000350_10 .0406. C13 . ol , np Method 

Start 257 End 

GI 4512231 Score 

Exons 257.. 756 

GI Descrip. (AB014741) ORFO protein [Oryza sativa] 



OJ000350_10.04 06.C13 
+ 

759 

AAT/NAP 

756 

794 



Seq. No. 42927 Seq. ID 

Gene No. 89665 Strand 

Start 257 End 

Name OJ000350_10. 0406.C13.ol.gs Method 

Start 280 End 

GI none Score 

Exons 280.. 759 



OJ000350_10.0406.C13 
+ 

759 

GENSCAN 

759 

.97 



Seq. No. 42927 Seq. ID 

Gene No. 89666 Strand 

Start 986 End 

Name OJ000350_10 . 0406 . C13 . o2 . np Method 

Start 986 ..: . End 

GI 4680179 * Score 

Exons 986.. 2038, 2066.. 5446 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ000350_10.0406.C13 
+ 

5446 
AAT/NAP 
5446 
5682 



Seq. No. 42927 Seq. ID 

Gene No. 89666 Strand 

Start 986 End 

Name OJ000350_10. 0406.C13.o9.tw Method 

Start 1189 End 

GI none Score 

Exons 1189.. 1386, 1190.. 1387 



OJ000350_10.0406.C13 
+ 

5446 

TBLASTX: Wheat 

1387 

208 



Seq. No. 42927 Seq. ID 

Gene No. 89666 Strand 

Start 986 End 

Name OJ000350_10. 0406.C13.o6. tw Method 

Start 1436 End 

GI none Score 

Exons 1436.. 1684, 1439.. 1783 



OJ000350_10.0406.C13 
+ 

5446 

TBLASTX: Wheat 

1783 

316 



Seq. No. 42927 Seq. ID 

Gene No. 89666 Strand 

Start 986 ^ End 

Name OJ000350_10 . 0406.C13.o6.tm Method 

Start 1439 End 

GI none Score 

Exons 1439.. 1744, 1439.. 1684 



OJ000350_10.0406.C13 
+ 

5446 

TBLASTX: Maize 

1744 

248 



Seq. No. 42927 Seq. ID 

Gene No. 89666 Strand 

Start 986 End 

Name OJ000350_10 . 0406 . C13 . o8 . tw Method 

Start 2123 End 



OJ000350_10.0406.C13 
-f 

5446 

TBLASTX: Wheat 
2476 



43474 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 



none 

2123. .2476, 

42927 
89666 
986 

OJ000350_10, 

2480 

none 

2480. .2671, 

42927 
89666 
986 

OJ000350_10. 

2608 

none 

2608. .3048, 

42927 
89666 
986 

OJ000350_10. 

2645 

none 

2645. .2959 

42927 
89666 
986 

OJ000350_10, 

2674 

none 

2674. .2916, 

42927 
89666 
986 

OJ000350_10. 

3032 

none 

3032. .3064, 
3184. .3417 

42927 
89666 
986 

OJ000350_10. 

3159 

none 

3159. .3233, 

42927 
89666 
986 

OJ000350_10, 
3176 



2213. .2401 

0406.C13.o7.tm 
2518.. 2625 

0406.C13.o4.tw 
2609. .3091 

0406.C13.o4.ts 



0406.C13.o4.tm 



2678. .3121 



0406.C13.ol.ts 



Score 253 



Seq. ID OJ000350_10.0406-C13 

Strand + 

End 5446 

Method TBLASTX: Maize 

End 2671 

Score 190 



Seq. ID OJ000350_10.0406.C13 

Strand + 

End 5446 

Method TBLASTX : Wheat 

End 3091 

Score 518 



Seq. ID OJ000350_10.0406.C13 

Strand + 

End 544 6 

Method TBLASTX : Soybean 

End 2959 

Score 193 



Seq. ID OJ000350_10.0406.C13 

Strand + 

End 54 4 6 

Method TBLASTX: Maize 

End 3121 

Score 373 



Seq. ID OJ000350_10.0406.C13 

Strand + 

End - 5446 

Method TBLASTX : Soybean 

End 3427 

Score 57 



3034. .3063, 3068. .3121, 3070. .3111, 3176. .3427, 



0406.C13.o5.tw 
3178. .3441, 3179, 

0406.C13.o5.tm 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3442 

Seq. ID 

Strand 

End 

Method 
End 



OJ000350_10.0406.C13 
+ 

5446 

TBLASTX: Wheat 

3442 

52 



OJ000350_10.0406.C13 
+ 

5446 

TBLASTX: Maize 
3508 



43475 




GI 


'none 






Score 


310 




Exons 


3176, .3508, 


3229. .3507 










Seq. No. 


42927 






Seq. ID 


OJ000350_10.0406 


.C13 


Gene No. 


yy ODD 






ourana 


+ 




Start 


986 






End 


5446 




Name 


OJ000350 10. 


0406.C13.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3443 






End 


3868 




GI 


none 






Score 


596 




Exons 


3443. .3868, 


3445. .3861, 


3518. 


.3868 






Seq. No. 


42927 






Seq. ID 


OJ000350_10.0406 


.C13 


Gene No . 


y y bbb 






o urana 






Start 


986 






End 


5446 




Name 


OJ000350 10. 


0406.C13.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


3449 






End 


3697 




GI 


none 






Score 


207 




Exons 


3449. .3697 












Seq. No. 


42927 






Seq. ID 


OJ000350_10.0406 


.C13 


Gene No. 


d r\ c c c 

89666 






btrana 


+ 




Start 


986 






End 


5446 




Name 


OJ000350 10. 


0406.C13.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3515 






End 


3868 




GI 


none 






Score 


461 




Exons 


3515. .3868, 


3520. .3861 










Seq. No. 


42927 






Seq. ID 


OJ000350_10.0406 


.C13 


Gene No. 


89666 






Strand 


+ 




Start 


986 






End 


5446 




Name 


OJ000350 10. 


0406.C13,o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3896 






End 


4436 




GI 


none 






Score 


631 




Exons 


3896. .4435, 


4078. .4431, 


4182. 


.4436 






Seq. No. 


42927 






Seq. ID 


OJ000350_10.0406 


.C13 


Gene No. 


89666 






Strand 


+ 




Start 


986 






End 


5446 




Name 


OJ000350 10. 


0406.C13.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4133 






End 


4459 




GI 


none 






Score 


86 




Exons 


4133. .4315, 


4316. .4459, 


4318. 


.4458 






Seq. No. 


42927 






Seq. ID 


OJ000350_10,0406 


.C13 


Gene No. 


89666 






Strand 


+ 




Start 


986 






End 


5446 




Name 


OJ000350 10. 


0406.C13.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


4234 






End 


4483 




GI 


none 






Score 


298 




Exons 


.4234. .4482, 


4235. .4483 










Seq. No. 


42927 






Seq. ID 


OJ000350_10.0406 


.C13 


Gene No. 


89666 






Strand 


+ 




Start 


986 






End 


5446 




Name 


OJ000350 10. 


0406.C13.o3 


. tm 


Method 


'TBLASTX:Maize 




Start 


4281 






End 


4573 




GI 


none 






Score 


97 





43476 




Exons-. 


4281. .4469, 


4282. 


.4569, 


428'3. 


.4573 




Seq. No. 


42927 








Seq. ID 


OJ000350_10.0406.C13 


OCiiC LNvJ. 


O _7 D O D 








Strand 


+ 


start 


986 








End 


5446 


Name 


OJ000350 10. 


0406. 


C13.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


4442 








End 


5068 


GI 


none 








. Score 


719 


Exons 


4442. .5068, 


4445. 


.4477, 


4522. 


.4950, 5008.. 5067 


Seq. No. 


42927 








Seq. ID 


OJ000350_10.0406.C13 


Gene No. 


89666 








Strand 


+ 


O Ua.r L. 


^ o D 








End 


5446 


Name 


OJ000350 10. 


0406. 


C13.01 


.tm 


Method 


TBLASTX: Maize 


Start 


4621 








End 


5206 


GI 


none 








Score 


229 


Exons 


4621. .4776, 


4622. 


.4783, 


4642. 


.4785, 4780. .4953, 4781. .5206, 




4901. .5185, 


5008. 


.5205 








Seq. No. 


42927 








Seq. ID 


OJ000350_10.0406.C13 




O J? D D O 








Strand 


+ 


Start 


986 








End 


5446 


Name 


OJ000350 10. 


0406. 


C13.07 


.tw 


Method 


TBLASTX: Wheat 


Start 


5068 








End 


5401 


GI 


none 








Score 


312 


Exons ^ 


5068. .5349, 


5069. 


.5401 








Seq. No. 


42928 








Seq. ID 


OJ000350_10.0406.C20 


Gene No. 


89667 








Strand 




Start 


1 








End 


1070 


Name 


OJ000350 10. 


0406. 


C20.O1 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1070 


GI 


6815062 








Score 


657 


Exons 


1..668, 760. 


.830, 


1002. 


.1070 







GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 



F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 


42928 




Seq. ID 


OJ000350_10.0406 


.C20 


Gene No. 


89667 




Strand 






Start 


1 




End 


1070 




Name 


OJ000350 10.0406.C20.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


468 




GI 


none 




Score 


64 




Exons 


1..117, 5. .94, 102. .302, 


103. 


.273, 333 


..467, 343. .468 




Seq. No. 


42928 




Seq. ID 


OJ000350_10.0406 


.C20 


Gene No. 


89667 




Strand 






Start 


1 




End 


1070 




Name 


OJ000350 10.0406.C20.ol. 


gs 


Method 


GENSCAN 




Start 


42 




End 


850 




GI 


none 




Score 


.79 




Exons 


42. .668, 760. .850 










Seq. No. 


42929 . 




Seq. ID 


OJ000210_14.0404 


.C2 


Gene No. 


89668 




Strand 






Start 


1 




End 


62 





43477 




Name 


OJ000210 14 .0404.C2.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


62 








GI 


2427871 


Score 


102 








Exons 


1. .62 












Seq. No. 


42930 


Seq. ID 


OJ000210_ 


14 


.0404 


.C3 


Gene No. 


89669 


Strand 


+ 








Start 


6734 


End 


8114 








Name 


OJ000210 14.0404.C3.o2.gs 


Method 


GENSCAN 








Start 


6734 


End 


8114 








GI 


none 


Score 


.77 








Exons 


6734. .6964, 7153.. 7266, 7704 


..7891, 7991. .8114 








Seq. No. 


42930 


Seq. ID 


OJ000210_ 


14 


.0404 


.C3 


Gene No. 




Strand 










Start 


1310 


End 


3196 








Name 


OJ000210 14.0404.C3.ol.gs 


Method 


GENSCAN 








Start 


1310 


End 


3196 








GI 


none 


Score 


.59 








Exons 


1310. .1411, 2038. .2254, 2642 


..2914, 3066. .3196 








Seq. No. 


42930 


Seq. ID 


OJ000210_ 


14 


.0404 


.C3 


Gene No. 


89671 


Strand 










Start 


6939 


End 


7958 








Name 


OJ000210 14.0404.C3.ol.gp 


Method 


AAT/GAP 








Start 


6939 


End 


7958 








GI 


4881008 


Score 


613 








Exons 


6939. .6999, 7691. .7958 












Seq. No. 


42931 


Seq. ID 


OJ000210_ 


14 


.0404 


.C4 


Gene No. 


89672 


Strand 


+ 








Start 


820 


End 


877 








Name 


OJ000210 14.0404.C4.ol.gs 


Method 


GENSCAN 








Start 


820 


End 


877 








GI 


none 


Score 


.43 








Exons 


820. .877 












Seq, . No. 


42932 


Seq. ID 


OJ000210_ 


14 


.0404 


.C5 


Gene No. 


89673 


Strand 


+ 








Start 


426 


End 


2692 








Name 


OJ000210 14.0404.C5.ol.gs 


Method 


GENSCAN 








Start 


426 


End 


2692 








GI 


none 


Score 


.62 








Exons 


426. .612, 2571. .2692 












Seq. No. 


42932 


Seq. ID 


OJ000210_ 


14 


.0404 


.C5 


Gene No. 


89674 


Strand 


+ 








Start 


10605 


End 


16787 








Name 


OJ000210 14.0404.C5.o2,np 


Method 


AAT/NAP 








Start 


10605 


End 


14855 








GI 


7484961 


Score 


173 








Exons 


10605. .11161, 12169. .12423, 


13630. .13891, 14764. 


.14855 




GI Descrip. 


extensin homolog T9E8.80 - Arabidopsis 


thaliana 









gi| 4584539|emb|CAB40769.1| (AL049608) extensin-like protein 
[Arabidopsis thaliana] gi | 7268037 | emb | CAB78376 . 1 | (AL161536) 
.extensin-like protein [Arabidopsis thaliana] 



43478 



Seq. No. 


42932 


Seq. ID 


OJ000210_ 


_14.0404.C5 


Gene No. 


89674 


Strand 


+ 




Start 


10605 


End 


16787 




Name 


OJ000210 14.0404.C5.o3.np 


Method 


AAT/NAP 




Start 


13688 


End 


16787 




GI 


6642652 


Score 


590 




Exons 


13688. .13725, 15102 .. 15824 , 


15919. ,16246, 16735. 


.16787, 


GI Descrip. 


(AC012395) putative purple acid phosphatase [Arabidopsis 




thaliana] 








Seq. No. 


42932 


Seq. ID 


OJ000210_ 


14. 0404. C5 


Gene No. 


89674 


Strand 


+ 




Start 


10605 


End 


16787 




Name 


OJ000210 14.0404.C5.o5.gs 


Method 


GENS CAN 




Start 


14361 


End 


16329 




GI 


none 


Score 


.81 




Exons 


14361. .14512, 14764. .14860, 


14952. .15824, 15919. 


.16007, 




16095. .16329 








Seq. No. 


42932 


Seq. ID 


OJ000210_ 


14. 0404. C5 


Gene No . 


89675 


Strand 


+ 




Start 


17123 


End 


17856 




Name 


OJ000210 14.0404.C5,o6.gs 


Method 


GENSCAN 




Start 


17123 


End 


17856 




GI 


none 


Score 


.61 




Exons 


17123. .17242, 17259 .. 17466, 


17606. .17856 




Seq. No. 


42932 


Seq. ID 


OJ000210_ 


14. 0404. C5 


Gene No. 


89676 


Strand 






Start 


3670 


End 


9180 




Name 


OJ000210 14.0404.C5.o2,gs 


Method 


GENSCAN 




Start 


3670 


End 


7678 




GI 


none 


Score 


.51 




Exons 


3670.. 3906, 3912.. 3994, 4094 


..4252, 4538. .4645, 


4765. .4933, 




5427.. 5531, 7245.. 7376, 7562 


. .7678 






Seq. No. 


42932 


Seq. ID 


OJ000210_ 


14. 0404. C5 


Gene No. 


89676 


Strand 






Start 


3670 


End 


9180 




Name 


OJ000210 14.0404.C5.ol.np 


Method 


AAT/NAP 




Start 


7245 


End 


8951 




GI 


6721512 


Score 


47 




Exons 


7245.. 7374, 8929. .8951 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42932 


Seq. ID 


OJ000210_ 


14. 0404. C5 


Gene No . 


89676 


Strand 






Start 


3670 


End 


9180 




Name 


OJ000210 14.0404.C5.o3.gs 


Method 


GENSCAN 




Start 


8676 


End 


9180 




GI 


none 


Score 


.54 




Exons 


8676.. 8813, 8824.. 9180 








Seq. No. 


42932 


Seq. ID 


OJ000210_ 


14 .0404. C5 


Gene No. 


89677 


Strand 






Start 


10394 


End 


13754 




Name 


OJ000210 14.0404.C5.o4.gs 


Method 


GENSCAN 





43479 



start 


10394 




End 


13754 






GI 


none 




Score 


.48 






Exons 


10394 . . 10507, 10509. 


.10645, 


10861. .11154, 11635. 


.11712, 






12387 . . 12588, 12995 . 


. 13565, 


13672. .13754 






Seq. No. 


42932 




Seq. ID 


OJ000210 


14.0404 


.05 


Gene No. 


89678 




Strand 








Start 


18421 




End 


19624 






Name 


OJ000210 14.0404,05. 


o7 .gs 


Method 


GENSOAN 






Start 


18421 




End 


19624 






GI 


none 




Score 


.86 






Exons 


18421. . 19205, 19294 . 


.19624 










Seq. No. 


42932 




Seq. ID 


OJ000210_ 


14.0404 


.05 


Gene No. 


89678 




Strand 








Start 


18421 




End 


19624 






Name 


OJ000210_14.0404.C5. 


o4 , np 


Method 


AAT/NAP 






Start 


18466 




End 


19618 






GI 


4514635 




Score 


704 






Exons 


18466. . 19205, 19342. 


.19618 










GI Descrip- 


(AB021175) root cap 


protein 


1 [Zea mays] 






Seq. No. 


42932 




Seq. ID 


OJ000210_ 


14.0404 


.05 


Gene No. 


89679 




Strand 








Start 


20285 




End 


23916 






Name 


OJ000210 14,0404.05. 


o8 , gs 


Method 


GENSOAN 






Start 


20285 




End 


23601 






GI 


none 




Score 


.69 






Exons 


20285. .20375, 20988, 


.21089, 


21811. .21894, 22569. 


.22687, 






22773.-22846, 22935, 


.23084, 


23595. .23601 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



42932 
89679 
20285 

OJ000210_14. 0404 .05.05. np 

20987 

7487460 



OJ000210 14. 0404. 05 



Seq. ID _ 
Strand 

End 23916 
Method AAT/NAP 
End 23067 
Score 402 

20987. .21089, 22569. .22687, 22773 .. 22866, 22931.. 23067 
hypothetical protein T27D20. 12 - Arabidopsis thaliana 
gi|3377842|gb|AA028224.1| (AF076274) T27D20.12 gene product 
[Arabidopsis thaliana] gi | 7267175 | emb | OAB77887 . 1 | (AL161499) 
hypothetical protein [Arabidopsis thaliana] 



OJ000210 14. 0404. 05 



42932 
89679 
20285 

OJ000210_14.04 04 .C5.ol.gp 
22661 

17194_1.R1084 

22661. .22687, 22772 .. 2284 6, 
23762. .23916 

M510348/gb| AAD21437.il 4.0e-27 (AO006921) unknown protein 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



23916 
AAT/GAP 
23916 
786 



22935. .23084, 23595 .. 23659, 



42932 
89680 
25173 



Seq. ID 

Strand 

End 



OJ000210 14.0404.05 



27543 



43480 



Naine 


OJUUUzlU 14.U4U4.LO. 


oi . tm 


Method ' 


TBLASTX: Maize 




Start 


14952 




End 


16257 




GI 


none 




Score 


526 




Exons 


14952. .15440, 14969. 


.15439, 


15453. .15569, 154 88 15559, 






15570. .15821, 15578. 


.15835, 


15922. .16002, 15945 .. 16010, 






16126. .16257, 16134. 


.16238 








Seq, No. 


42932 




Seq. ID 


OJ000210_14.0404 


.C5 


Gene No. 


oyboU 




Strand 


- 




Start 


25173 




End 


27543 




Name 


OJ000210 14. 0404. C5. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


14952 




End 


15397 




GI 


none 




Score 


463 




Exons 


14952. .15395, 14969. 


.15397 








Seq. No. 


42932 




Seq. ID 


OJ000210_14.0404 


.C5 


Gene No. 


89680 




Strand 






Start 


ZdI / O 




End 


27543 




Name 


OJ000210 14. 0404. C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


14988 




End 


16254 




GI 


none 




Score 


138 




Exons 


14988. .15170, 15243. 


.15353, 


15360. .15440, 15447 ., 15578 , 






15564. .15821, 15617. 


.15817, 


15955. .16002, 16126.. 16254 




SeqT'No . 


42932 




' Seq. ID 


' OJ000210_14.0404 


.C5 


Gene No . 


0 yboU 




Strand 






Start 


25173 




End 


27543 




Name 


OJ000210 14. 0404. C5. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


15569 




End 


15815 




GI 


none 




Score 


346 




Exons 


15569. .15811, 15570. 


.15815 








Seq. No. 


42932 




Seq. ID 


OJ000210_14.0404 


.05 


Gene No . 


oyooU 




Strand 






Start 


25173 




End 


27543 




Name 


OJ000210 14. 0404. C5. 


o4 , ts 


Method 


TBLASTX: Soybean 




Start 


15889 




End 


16218 




GI 


none 




Score 


121 




Exons 


15889. .16002, 15948. 


,16004, 


16117. .16218, 16119. .16217 




Seq. No, 


42932 




Seq. ID 


OJ000210_14.0404 


.C5 


Gene No. 


89680 




Strand 






Start 






End 


27543 




Name'' 


OJ000210 14. 0404. C5. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


18634 




End 


19363 




GI 


none 




Score 


82 




Exons 


18634. .18846, 18638. 


.18787, 


18919. .19041, 19150. .19203, 






19334. .19363 










Seq. No. 


42932 




Seq. ID 


OJ000210_14.0404 


.C5 


Gene No. 


89680 




Strand 






Start 


25173 




End 


27543 




Name 


OJ000210 14. 0404. C5. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


18943 




End 


19363 




GI . 


none 




Score 


68 




Exons 


18943, .19143, 18944. 


.19174, 


19138. .19203, 19334.. 19363 





43481 




Seq. No. 


42932 




Seq. ID 


OJ000210_14.0404 


.C5 


Gen8 No . 


O y DOU 




Strand 






Start 


25173 




End 


27543 




Name 


OJ000210 14. 0404. C5 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


18994 




End 


19171 




GI 


none 




Score 


197 




Exons 


18994. .19035, 19025 


. .19171, 


19048.. 19170 




Seq. No. 


42932 




Seq. ID 


OJ000210_14 .0404 


.C5 


Gene No. 


89680 




Strand 






Start 


25173 




End 


27543 




Name 


CMC\c\c\o^c\ ^A c\ac\a pr 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


20886 




End 


22690 




GI 


none 




Score 


101 




Exons 


20886. .21092, 20978 


. .21091, 


21808. .21897, 21809 .. 21898 , 






21810. .21896, 22564 


. .22686, 


22568. .22690, 22569 .. 22643, 






22625. .22687, 22636 


. .22689 








Seq. No. 


42932 




Seq. ID 


OJ000210_14.0404 


.C5 


oene no . 


o y DO u 




Strand 






Start 


25173 




End 


27543 




Name 


OJ000210 14. 0404. C5 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


22789 




End 


23086 




GI 


hone 




Score 


104 




Exons 


22789. .22845, 22791 


. .22844, 


22933. .23085, 22934.. 23086 




Seq. No. 


42932 




Seq. ID 


OJ000210_14.0404 


.C5 


Gene No. 






Strand 






Start 


25173 




End 


27543 




Name 


OJ000210 14. 0404. C5 


, o9.gs 


Method 


GENSCAN 




Start 


25173 




End 


27543 




GI 


none 




Score 


.45 




Exons 


25173. .25411, 25803 


. .25938, 


26376. .26575, 27354.. 27543 




Seq. No. 


42933 




Seq. ID 


OJ000210_14.0404 


.C6 


C*^ ^s. XT ^\ 

osne wo • 


0 y Do J. 




Strand 


+ 




Start 


103 




End 


1152 




Name 


OJ000210 14, 0404. C6 


.ol . gs 


Method 


GENSCAN 




Start 


103 . 




End 


1152 




GI 


none 




Score 


.78 




Exons 


103. .1152 










Seq. No. 


42934 




Seq. ID 


OJ000210 14.0404 


.C7 


Gene No . 






Strand 


+ 




Start 


752 




End 


1107 




Name 


OJ000210 14. 0404. C7 


. ol .gs 


Method 


GENSCAN 




Start 


752 




End 


1107 




GI 


none 




Score 


.62 




Exons 


752. .847, 979. .1107 










Seq. No. 


42935 




Seq. ID 


OJ000210 14. 0404. 08 


Gene No. 


89683 




Strand 


+ 




Start 


1305 




End 


2723 




Name 


OJ0.00210 14. 0404. C8 


.ol.np 


Method 


AAT/NAP 




Start 


1305 




End 


2717 




GI 


7433237 




Score 


334 




Exons 


1305. .1367, 1743. .1981, 2147 


. .2717 







43482 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein F7J7.140 r Arabidopsis thaliana 
gi|2911077|emb|CAA17539.1t (AL021960) gibberellin " 
20-oxidase-like protein [Arabidopsis thaliana] 
gi|7268917|emb|CAB79120.1| (AL161554) gibberellin 
20-oxidase-liJce protein [Arabidopsis thaliana] 



42935 , Seq. ID 

89683 Strand 

1305 End 

OJ000210_14 . 04 04 . C8 . ol . gs Method 

1713 End 

none Score 
1713. .2723 



OJ000210_14.0404.C8 
+ 

2723 
GENSCAN 
2723 
.4 



Seq. No. 42935 Seq. ID 

Gene No. 89683 Strand 

Start 1305 End 

Name OJ000210_14 . 0404 . C8 . ol . gp Method 

Start 2072 End 

GI LIB3431-060-P1-K1-A2 Score 

Exons 2072.. 2480 

GI Descrip. '3201632 3.0e-18 (AC004669) putative 2A6 protein [Arabidopsis 
thaliana] * 



OJ000210_14.0404.C8 
+ 

2723 
AAT/GAP 
2480 
786 



Seq. No. 42935 Seq. ID 

Gene No. 89684 Strand 

Start 2633 End 

Name OJ000210_14 . 0404 . C8 . ol . ts Method 

Start 2250 End 

GI none Score 

Exons 2250.. 2525 



OJ000210_14.0404.C8 
3056 

TBLASTX: Soybean 

2525 

202 



Seq. No. 42935 Seq. ID 

Gene No. 89684 Strand 

Start 2633 End 

Name OJ000210_14 . 0404 . C8 . ol . tc Method 

Start 2277 End 

GI none Score 

Exons 2277.. 2585, 2288.. 2515 



OJ000210_14.0404.C8 
3056 

TBLASTX: Cress 

2585 

219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42935 Seq. ID 

89684 Strand 

2633 End 

OJ000210_14 . 0404 . C8 . ol . tm Method 

2277 End 

none Score 

2277. .2522, 2288. .2485, 2334. .2513 



OJ000210_14.0404-C8 
3056 

TBLASTX: Maize 

2522 

201 



Seq. No. 42935 Seq. ID 

Gene No. 89684 Strand 

Start 2633 End 

Name OJ000210_14 . 04 04 . C8 . ol . tw Method 

Start 2288 End 

GI none Score 

Exons 2288.. 2524, 2289.-2525 



OJ000210_14.0404.C8 
3056 

TBLASTX: Wheat 

2525 

189 



Seq. No. 



42935 



Seq. ID OJ000210_14.0404.C8 



43483 



Gene No. 


89684 Strand 










Start 


2633 End 


3056 








Name 


OJ000210 14.0404.C8.o2.gp Method 


AAT/GAP 








Start 


2633 End 


3056 








GI 


none Score 


836 








Exons 


2633.. 3056 










Seq, No. 


42936 Seq. ID 


OJ000210_ 


14 


.0404 


,C15 


Gene No. 


89685 Strand 


+ 








Start 


194 6 End 


4438 








Name 


OJ000210 14.0404.C15.ol.gs Method 


GENSCAN 








Start 


1946 End 


4438 








GI 


none Score 


.84 








Exons 


1946. .2353, 2392 .. 2431, 3172 3324 , 3774 . .4438 








Seq. No. 


42936 Seq. ID 


OJ000210_ 


14 


,0404 


.C15 


Gene No. 


8968 6 Strand 


— 








Start 


84 9 End 


4087 








Name 


OJ000210 14.0404.C15.ol.np Method 


AAT/NAP 








Start 


849 End 


4087 








GI 


5852093 Score 


90 








Exons 


849.. 890, 2516.. 2700, 3902.. 4087 










GI Descrip. 


{AL117264) zwhie.l [Oryza sativa] 










Seq. No. 


42936 Seq. ID 


OJ000210_ 


14 


.0404 


.C15 


Gene No. 


89687 Strand 










Start 


5089 End 


5393 








Name 


OJ000210 14.0404.C15.o2.gs Method 


GENSCAN 








Start 


5089 End 


5393 








GI 


none Score 


.6 








Exons 


5089., 5243, 5286.. 5393 










Seq. No. 


42937 Seq. ID 


OJ000210 


14 


.0404 


.C17 


Gene No. 


89688 Strand 


+ 








Start 


85 End 


1488 








Name 


OJ000210 14,0404.C17.ol.np Method 


AAT/NAP 








Start 


85 End 


1485 








GI 


5360178 Score 


432 








Exons 


85. .285, 340. .401, 1015. .1055, 1271. .1485 








GI Descrip. 


(AF159882) Cen-like protein FDR2 [Oryza sativa] 








Seq. No. 


42937 Seq. ID 


OJ000210_ 


14 


.0404 


.C17 


Gene No.- 


89688 Strand 


+ 








Start 


85 End 


1488 








Name 


OJ000210 14.0404.C17,ol.gs Method 


GENSCAN 








Start 


313 End 


1488 








GI 


none Score 


1 








Exons 


313. .401, 1015, ,1055, 1271. .1488 










Seq. No, 


42937 Seq. ID 


OJ000210_ 


14 


.0404 


.C17 


Gene No, 


89689 Strand 










Start 


380 End 


1512 








Name 


OJ000210 14.0404.C17.ol.tm Method 


TBLASTX: Maize 




Start 


339 End 


1496 








GI 


none Score 


124 








Exons 


339. .401, 340, ,402, 1015, .1059, 1016.. 


1060, 1214 




1324, 





1270.. 1380, 1273.. 1371, 1296.. 1382, 1301.. 1372, 1308.. 1379, 



43484 



1378. .1488, 1380. .1496 

Seq. No. 42937 Seq. ID 

Gene No. 89689 Strand 

Start 380 End 

Name OJ000210_14 . 0404 . C17 . ol . ts Method 

Start 340 End 

GI none Score 

Exons 340. .402, 342. .401, 1015. .1056, 1016. .1060, 1261. .1512, 

1276. .1374, 1308. .1475 



OJ000210_14.0404.C17 
1512 

TBLASTX : Soybean 
1512 
106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42937 Seq. ID 

89689 Strand 
380 End 
OJ000210_14 . 0404 . C17 . ol . gp Method 
380 End 
2427871 Score 
380. .459, 853. .897 

42938 Seq. ID 

89690 Strand 
477 End 
OJ000210_14 . 0404 . C20 . ol . gs Method 
477 End 
none Score 
477. .558, 2070. .2251 



OJ000210_14.0404.C17 

1512 
AAT/GAP 
897 
182 



OJ000210_14.0404.C20 
+ 

2251 
GENSCAN 
2251 
.42 



OJ000210_14.0404.C20 
+ 

7230 
AAT/GAP 
6014 
830 



42938 Seq. ID 

89691 Strand 
5644 End 
OJ000210_14 .0404. C20 . ol . gp Method 
5600 End 
5004776 Score 
5600.. 6014 

584867/sp|P37124 |C772_SOLME l.Oe-15 CYTOCHROME P450 77A2 

(CYPLXXVIIA2) {P-450EG5) >gi_481959_pir S40266 gene CYP77A2 

protein - eggplant >gi_542071_pir S41598 cytochrome P450 77A2 

eggplant >gi_438241_emb_CAA506^4 6_ (X71655) CYP77A2 [Solanum 
melongena] ' ■ 



42938 Seq. ID 

89691 Strand 

5644 End 
OJ000210_14 .0404 .C20.o2.gs Method 

5644 End 

none Score 
5644. .7230 



OJ000210_14 . 0404 . C20 
+ 

7230 
GENSCAN 
7230 
.99 



42938 Seq. ID 

89691 Strand 

5644 End 

OJ000210_14 . 0404 . C20 . ol . np Method 

5650 End 

584867 - Score 
5650.. 7218 

CYTOCHROME P450 77A2 (CYPLXXVIIA2 ) (P-450EG5) 

gi| 481959|pir| IS40266 gene CYP77A2 protein - eggplant 



OJ000210_14.0404.C20 
+ 

7230 
AAT/NAP 
7218 
1397 



43485 



git 542071 Ipir I I S41598 cytochrome P450 77A2 - eggplant 
gi|438241|einb|CAA50646.1| (X71655) CYP77A2 [Solanum melongena] 



Seg. No. 42938 Seq. ID 

Gene No. 89691 Strand 

Start 5644 End 

Name OJ000210_14 . 0404 .C20 .o2 .gp Method 

Start 6560 End 

GI 39319_1.R1084 Score 

Exons 6560.. 7184 

GI Descrip. ' 5915821/sp 1 048928 | C773_SOYBN 4.0e-62 CYTOCHROME P450 77A3 
>gi_2739010_gb_AAB94593_ (AF022464) CYP77A3p [Glycine max]' 



OJ000210_14.0404.C20 
+ 

7230 
AAT/GAP 
7184 
1147 



Seq. No. 


42938 








Seq. ID 


OJ000210_14 .0404.C20 


Gene No. 


89692 








Strand 




Start 


6735 








End 


8186 


Name 


OJ000210 14 


.0404 


.C20.O2 


. tm 


Method 


TBLASTX: Maize 


Start 


5746 








End 


6101 


GI 


none 








Score 


294 


Exons 


5746. .6093, 


5821 


. .6093, 


5841, 


.6101 




Seq. No. 


42938 








Seq. ID 


OJ000210_14.0404.C20 


Gene No. 


89692 








Strand 




Start 


6735 








End 


8186 


Name 


OJ000210 14 


.0404 


.C20.O1 


. ts 


Method 


TBLASTX: Soybean 


Start 


5770 








End 


7215 


GI 


none 








Score 


344 


Exons 


5770. .6183, 


5821 


. .6138, 


6059. 


.6160, 6208.. 6270, 6346.. 6474, 




6490. .6735, 


6615 


. .6728, 


6706. 


.6849, 6738. .6848, 6783. .7211, 



6838. .7215 



Seq. No. 42938 Seq. ID 

Gene No. 89692 Strand 

Start 6735 End 

Name OJ000210_14 . 0404 . C20 - o2 . tc Method 

Start 5794 End 

GI none Score 

Exons 5794.. 6009, 5821.. 6045, 5856.. 6047 



OJ000210_14 . 0404 .C20 
8186 

TBLASTX: Cress 

6047 

219 



Seq. No. 


42938 








Seq. ID 


OJ000210_14.0404.C20 


Gene No. 


89692 








Strand 




Start 


6735 








End 


8186 


Name 


OJ000210 14 


.0404. 


C20.O1 


.tc 


Method 


TBLASTX: Cress 


Start 


6646 








End 


7215 


GI 


none 








Score 


42 


Exons 


6646. .6687, 


6729. 


.6848, 


6733. 


.6849, 6838. .7215, 6840. .7211 


Seq. No. 


42938 








Seq. ID 


OJ000210_14 . 0404 .C20 


Gene No. 


89692 








Strand 




Start 


6735 








End 


8186 


Name 


OJ000210 14 


.0404. 


C20.O1 


. tm 


Method 


TBLASTX: Maize 


Start 


6724 








End 


7017 


GI 


none 








Score 


448 


Exons 


6724. .6783, 


6726. 


.7016, 


6727. 


.7017, 6835.. 7017 


Seq. No. 


42938 








Seq. ID 


OJ000210_14.0404.C20 


Gene No. 


89692 








Strand 





43486 



start 


6735 




End 


8186 






Name 


OJ000210 14.0404.C20.o2, 


np 


Method 


AAT/NAP 






Start 


6735 


End 


8186 






GI 


6523547 




Score 


310 






Exons 


6735. .7218, 7791. .8186 












GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvox 




carteri f. nagariensis] 












Seq. No. 


42938 




Seq. ID 


OJ000210 


_14.0404. 


C20 


Gene No . 


89692 




Strand 








Start 


6735 




End 


8186 






Name 


OJG00210 14 0404 C20 ol 


tw 


Method 


TBLASTX: 


Wheat 




Start 


6853 




End 


7218 






GI 


none 




Score 


108 






Exons 


6853.. 6981, 6855.. 6983, 


6978, 


.7211, 6979.. 7122, 


7144. .7218 


Seq. No. 


42938 




Seq. ID 


OJ000210 


_14.0404. 


C20 


Gene No. 


89692 




Strand 








Start 


6735 




End 


8186 






Name 


OJ000210 14 0404 C20 o3 


tm 


Method 


TBLASTX: 


Maize 




Start 


7074 




End 


7271 






GI 


none 




Score 


161 






Exons 


7074.. 7172, 7075.. 7173, 


7173. 


.7229, 7174.. 7230, 


7230. .7271 


Seq. No. 


42939 




Seq. ID 


OJ000210 


_14.0404. 


C21 


Gene No . 


89693 




Strand 


+ 






Start 


152 




End 


1576 






Name 


OJ000210 14.0404.C21.ol. 


gs 


Method 


GENSCAN 






Start 


152 




End 


1576 






GI 


none 




Score 


.53 






Exons 


152. .448, 1377. .1576 












Seq. No. 


42939 




Seq. ID 


OJ000210 


_14.0404. 


C21 


Gene No. 


89694 




Strand 








Start 


123 




End 


1660 






Name 


OJ000210 14.0404.C21.ol. 


np 


Method 


AAT/NAP 






Start 


123 




End 


1660 






GI 


7340909 




Score 


163 






Exons 


123.. 339, 381.. 655, 1622 


. .1660 








GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 






Seq. No- 


42940 




Seq. ID 


OJ000210 


_14.0404. 


C22 


Gene No . 


89695 




Strand 








Start 


278 




End 


2859 






Name 


OJ000210 14.0404.C22.ol. 


gs 


Method 


GENSCAN 






Start 


278 




End 


2859 






GI 


none 




Score 


.93 






Exons 


278. .382, 880. .1143, 1179. .1400, 1590. 


.1705, 2787. .2859 




Seq. No. 


42941 




Seq. ID 


OJ000210 


_14.0404. 


C23 


Gene No. 


89696 




Strand 


+ 






Start 


127 




End 


887 






Name 


OJ000210 14.0404.C23.ol. 


gs 


Method 


GENSCAN 






Start 


127 




End 


887 






GI 


none 




Score 


.72 






Exons 


127. .181, 760. .887 













43487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42942 Seq. ID 

89697 Strand 
15299 End . 

OJ000210_14 . 0404 . C24 . o2 . np Method 
15299 End 
130582 Score 
15299. .16347, 19991.. 20031 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir I I S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORE [Nicotiana tabacum] 



OJ000210_14.0404.C24 
+ 

20031 
AAT/NAP 
20031 
540 



42942 Seq. ID 

89698 Strand 

2579 End 

OJ000210_14 . 0404 . C24 . ol . gp Method 

2377 End 

67484 1.R1084 Score 



OJ000210_14.0404.C24 

14615 
AAT/GAP 
4017 
1401 



2377.. 2653, 2743.. 2823, 3069.. 3179, 3709.. 4017 

•3860258 8.0e-41 (AC005824) unknown protein [Arabidopsis 

thaliana] ' 



Seq. No. 


42942 




Seq. ID 


OJ000210_ 




89698 




Strand 




Start 


2579 




End 


14615 


Name 


OJ000210 14.0404. 


C24.ol.gs 


Method 


GENSCAN 


Start 


2579 




End 


14615 


GI 


none 




Score 


.52 


Exons 


2579., 2653, 2743. 


.2823, 3069 


..3179, 3709. .3945, 




5854. .6046, 7027. 


.7071, 7188 


..7278, 7961. .8140, 




10196. .10390, 11752. ,11812, 


12450. .12496, 14281. 




14610. .14615 








Seq. No. 


42942 




Seq. ID 


OJ000210_ 


Gene No. 


89698 




Strand 




Start 


2579 - 




End 


14615 


Name 


OJ000210 14.0404. 


C24 .ol.np 


Method 


AAT/NAP 


Start 


2585 




End 


14498 


GI 


4581141 




Score 


334 


Exons 


2585.. 2658, 2739. 


.2850, 3057 


..3218, 3709. .3861, 


GI Descrip. 


(AC006919) unknown protein [Arabidopsis thaliana 


Seq. No. 


42942 




Seq. ID 


OJ000210_ 


Gene No. 


89698 




Strand 




Start 


2579 




End 


14615 


Name 


OJ000210 14,0404. 


C24,o2.gp 


Method 


AAT/GAP 


Start 


5862 


End 


7375 


GI 


572321 




Score 


699 


Exons 


5862.. 6046, 6993. 


.7047, 7156 


. .7375 




Seq. No. 


42942 




Seq. ID 


OJ000210_ 


Gene No. 


89698 




Strand 




Start 


2579 




End 


14615 


Name 


OJ000210 14.0404. 


C24.o3.gp 


Method 


AAT/GAP 


Start 


9915 




End 


12042 


GI 


24179 1.R1084 




Score 


1111 


Exons 


9915.. 10390, 11752. .11812, 11931.. 12042 



43488 



GI Descrip. ' 1173350/sp | P42553 | S1FA_0RYSA 3.0e-12 DNA BINDING PROTEIN SIFA* 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42942 
89699 
17493 

OJ000210_14 . 0404 . C24 . o3 . gs 

17493 

none 



Seq. ID OJ000210_14.0404.C24 
Strand 

End 19156 

Method GENSCAN 

End 19078 

Score .82 



17493. .17876, 17987 .. 18127 , 18218.. 19078 



42942 
89699 
17493 

OJ000210_14.0404.C24.o3.np 

17505 

6505722 

17505. .17851, 17980. .18108, 



OJ000210 14.0404.C24 



Seq. ID _ 
Strand 

End 19156 
Method AAT/NAP 
End 19156 
Score 265 
18193. .18814, 18893. .19156 
(AB032123) ribosomal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 6513849 | dbj | BAA87876 . 1 1 (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



42942 Seq. ID 

89700 Strand 

20835 End 

OJ000210_14 . 0404 . C24 . o2 . tm Method 

2609 End 

none Score 



OJ000210_14 .0404.C24 
21205 

TBLASTX: Maize 

3946 

64 



2609. .2656, 2609. .2656, 2740. .2796, 2745. .2825, 2747. .2827, 
3040, .3180, 3061. .3108, 3063. .3170, 3676. .3756, 3707. .3826, 
3709. .3825, 3899. .3946, 3900. .3929 



42942 
89700 
20835 

OJ000210_14.0404.C24.ol.tw 

5611 

none 



Seq. ID OJ000210_14.0404.C24 
Strand 

End 21205 

Method TBLASTX : Wheat 

End 10394 

Score 44 



5611. .5688, 5645. .5704, 5765. .6046, 5781. .6050, 5816. .6073, 
9991.-10044, 10046. .10075, 10050 .. 1007 6, 10051 .. 10074 , 
10143. .10193, 10160. .10201, 10164 .. 10391, 10262 .. 10390, 
10272. .10394 

42942 Seq. ID OJ000210_14 . 0404 . C24 

89700 Strand 

20835 End 21205 

OJ000210_14 , 0404 , C24 . ol . ts Method TBLASTX : Soybean 

5814 End 10387 

none Score 111 

5814. .5951, 5829. .6041, 5831. .6043, 10111 .. 10146, 10175 .. 10201 , 
10262. .10387 



42942 
89700 
20835 

OJ000210_14 .0404.C24 .ol.tm 

5825 

none 



Seq. ID OJ000210_14.0404.C24 
Strand 

End 21205 

Method TBLASTX: Maize 

End 10391 

Score 212 



43489 




'Exons 5825.. 6073, 5826.. 6047, 5831., 6067, 10169 10201 , 10170 .. 10391, 

10262. .10390, 10275.. 10391 



Sea No 


42942 




Seq, ID 


OJ000210_14.0404.C24 


Gene No. 


89700 




Strand 




Start 


20835 




End 


21205 


Name 


OJ000210 14.0404.C24.o4. 


gp 


Method 


AAT/GAP 


Start 


20835 


End 


21205 


GI 


95 2.R1084 




Score 


718 


Exons 


20835. .21205 








GI Descrip. 


'5689138/dbj IBAA82828.il 


O.Oe+00 (AB0234 98) starch branching 




enzyme rbe4 [Oryza sativa] ' 






Seq. No. 


42943 




Seq. ID 


OJ000210_14.0404.C25 


Gene No. 


89701 




Strand 




Start 


z y D 




End 


2368 


Name 


UJUUU^lU 14 , U4 U4 . U^o . Oi . 


tc 


Method 


TBLASTX: Cress 


Start 






End 


818 


GI 


none 




Score 


143 


Exons 


AOA 9PQ AOfi 9QR 


AAA 
.444, 


297. .443, 


696. .818, 714. .806, 












Seq. No. 


42943 




Seq. ID 


OJ000210_14.0404.C25 








Strand 




Start 


9 Q^^ 

z y D 




End 


2368 


Name 


UJUUUZiU 14 . U4 U4 . LZO - OX . 


tm 


Method 


TBLASTX: Maize 


Start 


z y D 




End 


2272 


GI 


none 




Score 


206 


Exons 


9QR AAA 9Q'7 A A CQA 

zyD.-444, zy/..44J, by4. 




702, .818, 


722, ,817, 1173. .1247 




IIT/l ITHQ IITC^ ITTC^ 
11/4. -UUo, 11/D..1J10, 


1178. 


.1315, 1511,, 1633, 1512, .1646, 




iCTC; I^TQI IRIT 1^>10 
lOlO-.lDJl, 101/..1d4o, 


1713. 


,1880, 1718, .1852, 1719, .1865, 




91 "^1 99R'^ 91 '^7 99^Q 


2147. 


.2272 




Seq. No. 


42943 




Seq. ID 


OJ000210_14 .0404.C25 


Gene No. 


89701 




Strand 




Start 


296 




End 


2368 


Name 


OJ000210 14.0404.C25.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


295 




End 


423 


GI 


none 




Score 


176 


Exons 


295. .423, 297. .422 








Seq. No. 


42943 




Seq. ID 


OJ000'210_14 . 0404 . C25 




89701 




Strand 




Start 


296 




End 


2368 


Name 


OJ000210 14.0404,C25.ol. 


gp 


Method 


AAT/GAP 


Start 


296 


End 


2254 


GI 


95 2.R1084 




Score 


1344 


Exons 


296. .441, 714. .817, 1180 


.,1308, 1520. .1630, 1721. .1850, 




2135. .2254 








GI Descrip. 


'5689138/dbj |BAA82828.1| 


O.Oe+00 {AB023498) starch branching 




enzyme rbe4 [Oryza sativa] ' 






Seq. No. 


42943 




Seq. ID 


OJ000210_14.0404.C25 


Gene No. 


89701 




Strand 




Start 


296 




End 


2368 


Name 


OJ000210 14.0404.C25.ol. 


gs 


Method 


GENSCAN 


Start 


297 


End 


2254 



43490 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq.. No, 
^ Gene No. 
z Start 
i1 Name 
If Start 
i GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none Score 1 ^ 

297. .441, 714. .817, 1180. .1308, 1520, .1630, 1721. .1850, 

2135. .2254 



42943 
89701 
296 

OJ000210_14 ,04 04.C25.ol.np 
297 

5689138 



Seq. ID OJ000210_14.0404.C25 
Strand 

End 2368 

Method AAT/NAP 

End 2368 

Score 1180 



297, .441, 714. .817, 1180. .1308, 1520-.1630, 1721. .1850, 
2135. .2368 

(AB023498) starch branching enzyme rbe4 [Oryza sativa] 



42943 
89701 
296 

OJ000210_14. 0404. 025. o3.ts 
696 
none 



Seq. ID OJ000210_14.0404,C25 
Strand 

End 2368 

Method TBLASTX : Soybean 

End 1315 

Score 145 



696. .818, 722. .817, 1157. .1303, 1171. .1311, 1174. .1308, 
1175. .1315 



42943 
89701 
296 

OJ000210_14.0404 ,C25.ol,ts 

1563 

none 



Seq. ID OJ000210_14.0404.C25 
Strand 

End 2368 

Method TBLASTX : Soybean 

End 2187 

Score 92 



1563. .1628, 1565. .1633, 1568. .1645, 1704. .1847, 1720. .1887, 
1721. .1852, 1722. .1865, 2137,. 2187 



42943 
89701 
296 

OJ000210_14,0404 .C25.o2.tc 

1799 

none 



Seq. ID OJ000210_14.0404.C25 
Strand 

End 2368 

Method TBLASTX : Cress 

End 2259 

Score 54 



1799,-1852, 1800. .1865, 1801,-1884, 2099.,2254, 2131. .2256, 
2137. .2259 



42944 
89702 
1 

OJ000210_14,0404.C26,ol. np 
1 

5689138 



Seq. ID OJ000210_14.0404.C26 
Strand 

End 2912 
Method ■ AAT/NAP 
End 2912 
Score 1287 



1..188, 374. .490, 586. .666, 1250. .1309, 1449. .1491, 1586. .1684, 
1947.-2218, 2452. .2573, 2888. .2912 

(AB023498) starch branching enzyme rbe4 [Oryza sativa] 



42944 
89702 
1 

OJ000210_14 .0404 .C26.ol.tm 
92 

none 



Seq. ID OJ000210_14.0404.C26 
Strand 

End 2912 

Method TBLASTX : Mai ze 

End 1650 

Score 82 



43491 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



A3i 

92. .190, 96. .203, 105. .185, 371. .490, 372. .482, 373. .501, 
376. .483, 581. .667, 589. .669, 1214. .1279, 1281. .1310, 
1452. .1493, 1453. .1494, 1586. .1645, 1588. .1650 



42944 
89702 
1 

OJ000210_14.0404.C26.ol.gp 
104 

95 2.R1084 



Seq. ID OJ000210_14.0404.C26 
Strand 

End 2912 

Method AAT/GAP 

End 2575 

Score 1584 



104, .188, 374. .490, 586. .666, 1250. .1309, 1449. .1491, 
1586. .1684, 1947. .2218, 2452. .2575 

'5689138/dbj IBAA82828.il O.Oe+00 (AB023498) starch branching 
enzyme rbe4 [Oryza sativa] ' 



Seq. No. 42944 

Gene No. 89702 

Start 1 

Name OJ000210_14 . 0404 .C26 . ol . gs 

Start 105 

GI none 
Exons 



Seq. ID OJ000210_14.0404.C26 
Strand 

End 2912 

Method GENSCAN 

End 2573 

Score .92 



105. .188, 374. .490, 586. .666, 1250. .1309, 1449. .1491, 
1586. .1684, 1947. .2218, 2452. .2573 



Seq. No. 42944 

Gene No. 89702 

Start 1 

Name OJ000210_14 . 0404 .C26 . ol , ts 

Start 416 

GI none 
Exons 



Seq. ID OJ000210_14.0404.C26. 
Strand 

End 2912 

Method TBLASTX : Soybean 

End 1641 

Score 94 



416. .508, 417. .482, 421. .492, 583.-669, 590. .667, 1241. .1306, 
1250. .1312, 1251. .1310, 1252. .1311, 1449. .1508, 1453. .1494, 
1585. .1641, 1588. .1641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42944 
89702 
1 

OJ000210_14 . 0404 . C26 . o2 . tm 

1944 

none 



Seq. ID OJ000210_14.0404.C26 
Strand 

End 2912 

Method TBLASTX : Maize 

End 2569 

Score 154 



1944. .2093, 1946. .2107, 1973. .2053, 2105. .2167, 2105. .2167, 
2467. .2568, 2495. .2569 



Seq. No. 42945 

Gene No. 89703 

Start 1216 

Name OJ000210_14 . 0404 .C27 .ol .gs 

Start 1216 

GI none 

Exons 1216.. 1393, 1509.. 1649 



Seq. ID OJ000210_14.0404.C27 

Strand + 

End 1649 

Method GENSCAN 

End 164 9 

Score .88 



Seq. No. 42946 

Gene No. 8 9704 

Start 155 

Name OJ000210_14 . 0404 . C28 . ol . gs 

Start 155 

GI none 



Seq. ID OJ000210_14.0404.C28 

Strand + 

End 264 

Method GENSCAN 

End 264 

Score .99 



43492 



Exons 



155. .264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42946 
89705 
4661 

OJ000210_14.0404.C28.o2.np 

4 661 

6967116 



Seq. ID OJ000210_14.0404.C28 

Strand + 

End 9312 

Method AAT/NAP 

End 8972 

Score 1547 



4661. .4801, 4895,-5012, 5704. .5778, 5844. .6063, 6256. 



7042. .7134, 7225. .7321, 7607. 
8374. .8472, 8636. .8702, 8902. 



.7656, 7730.. 7820, 8055. 
.8972 



.6319, 
.8125, 



GI Descrip. (AL138652) putative protein [Arabidopsis thaliana] 



Seq. No. 42946 
Gene No. 89705 
Start 4661 

Name OJ000210_14 . 0404 . C28 . o3 . gs 

Start 4889 
GI none 

Exons 4889.. 5012, 5704.. 5778, 5844 

7213. .7321, 7607.. 7656, 7730 
8636. .8702, 8902.. 8987 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6063, 



OJ000210_ 
+ 

9312 
GENSCAN 
8987 
.85 

6256. .6319, 



14.0404.C28 



.7820, 8055.. 8125, 



7042. 
8374, 



.7134, 
.8472, 



Seq. -No. 42946 , ... Seq. ID OJ000210_14 . 0404 . C28 

Gene No. 89705 Strand + 

Start 4 661 End 9312 

Name OJ000210_14 . 04 04 . C28 . o3 . gp Method AAT/GAP 

Start 5691 End 7664 

GI 6051_1.R1084 Score 1098 

Exons 5691.. 5778, 5844.. 6063, 6256.. 6319, 7042.. 7134, 7213.. 7321, 

7607. .7664 

GI Descrip. ' 3023945/sp | 02244 6 | HDAC_ARATH 2.0e-86 HISTONE DEACETYLASE (HD) 
>gi_2318131 (AF014824) histone deacetylase [Arabidopsis 
thaliana] ' 



Seq. No. 42946 

Gene No. 89705 

Start 4661 

Name OJ000210_14 . 0404 .C28 . o4 . gp 

Start 8074 

GI 25884_1.R1084 

Exons 8074.. 8125, 8374.. 8472, 
GI Descrip. 



Seq. ID OJ000210_14.0404.C28 

Strand + 

End 9312 

Method AAT/GAP 

End 9312 

Score 1149 



8636. 



8702, 8902.. 9312 
M545130/gb|AAD22407.1|AF091326_l 2.0e-09 (AF091326) histone 
deacetylase [Plasmodium falciparum] * 



Seq. No. 42946 

Gene No. 89706 

Start 1889 

Name OJ000210_14 . 0404 . C28 . o2 . gs 

Start 1889 

GI none 

Exons 1889.. 1951, 1979.. 2158, 2243. 
3857. .3974 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2310, 



OJ000210 14.0404.C28 



3974 
GENSCAN 
3974 
.72 

3004. ,3566, 



3639. .3735, 



Seq, No. 
Gene No. 
Start 



42946 
89706 
1889 



Seq. ID OJ000210_14.0404;C28 
Strand 

End 3974 



43493 




Name 


OJ000210 14 


.0404. 


C28.03 


.tm 


Method 


TBLASTX: Maize 


Start 


1977 








End 


2313 


GI 


none 








Score 


202 


Exons 


1977, ,2159, 


1978. 


.2160, 


1979. 


.2182, 1983. .2159, 1988. .2161, 




2186. .2311, 


2231, 


,2311, 


2232, 


.2312, 2242. .2313, 2242. .2313 


Seq. No. 


42946 








Seq, ID 


OJ000210_14.0404.C28 


Gene No. 


89706 








Strand 




Start 


1889 








End 


3974 


Name 


OJ000210 14 


.0404. 


C28.01 


.np 


Method 


AAT/NAP 


Start 


1979 








End 


3514 


GI 


6143879 








Score 


783 


Exons 


1979. .2158, 


2243. 


.2310, 


3004. 


.3514 




GI Descrip. 


(AC010927) 


unknown protein [Arabidopsis thaliana] 


Seq, No. 


42946 








Seq. ID 


OJ000210_14.0404.C28 


Gene No. 


89706 








Strand 




Start 


1889 








End 


3974 


Name 


OJ000210 14 


.0404. 


C28.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2243 








End 


3500 


GI 


none 








Score 


324 


Exons 


2243. ,2314, 


3011. 


.3049, 


3099. 


.3500, 3101.. 3499 


Seq, No. 


42946 








Seq. ID 


OJ000210_14.0404-C28 


Gene No. 


89706 








Strand 




Start 


1889 








End 


3974 


Name 


OJ000210 14 


, 0404 . 


C28.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


2997 








End 


3499 


GI 


none 








Score 


89 


Exons 


2997. .3083, 


2999. 


.3103, 


3071. 


.3286, 3078.. 3287, 3293.-3499, 




3300. .3494 












Seq. No. 


42946 








Seq. ID 


OJ000210_14.0404.C28 


Gene No. 


89706 








Strand 




Start 


1889 








End 


3974 


Name 


OJ000210 14 


.0404. 


C28.01 


. tm 


Method 


TBLASTX: Maize 


Start 


3083 








End 


3500 


GI 


none 








Score 


66 


Exons 


3083. .3139, 


3083. 


.3169, 


3114. 


.3500, 3140.. 3499 


Seq. No. 


42946 








Seq. ID 


OJ000210_14.0404.C28 


Gene No. 


89706 








Strand 




Start 


1889 








End 


3974 


Name 


OJ000210 14 


.0404, 


C28.01 


.gp 


Method 


AAT/GAP 


Start 


3152 






End 


3552 


GI 


702530 








Score 


634 


Exons 


3152. .3552 












Seq. No, 


42946 








Seq. ID 


OJ000210_14.0404.C28 


Gene No , 


89707 








Strand 




Start 


3915 








End 


8125 


Name 


OJ000210 14 


.0404. 


C28,o2 


,tm 


Method 


TBLASTX: Maize 


Start 


3915 








End 


7792 


GI 


none 








Score 


80 


Exons 


3915. .3962, 


3918. 


.3962, 


4670. 


.4801, 4687. .4800, 4692, .4802, 




4703. .4801, 


4871. 


.4987, 


4885. 


.5016, 4895. .5011, 4897. .5013, 




4947. .5042, 


5676, 


.5798, 


5701. 


.5781, 5705,, 5797, 5838.. 6062, 



43494 




5840.-6070, 6249. .6320, 6:253. .6324, 6254. .6319, 6254. .6349, 

7033. .7134, 7036. .7137, 7040. .7135, 7047 .. 7139, . 7213 .. 7323, 

7213. .7320, 7214. .7321, 7215. .7328, 7215. .7358, 7604.. 7660, 

7605. .7658, 7605. .7661, 7606. .7659, 7726. .7761, 7729. .7791, 
7754. .7792 



Seq. No. 42946 

Gene No. 89707 

Start 3915 

Name OJ000210_14 . 0404 . C28 . o2 . tc 

Start 4691 

GI none 
Exons 



Seq. ID OJ000210_14.0404.C28 
Strand 

End 8125 

Method TBLASTX : Cress 

End 8125 

Score 112 



4691. .4798, 4862. .5011, 5705. .5779, 5706. .5798, 5855. .6070, 

5875.. 6069, 5876.. 6070, 5877.. 6071, 6254.. 6295, 6293.. 6319, 

7033. .7137, 7059. .7106, 7213. .7323, 7224. .7358, 7602. .7658, 

7606. .7659, 7735. .7857, 7736. .7813, 8054. .8125 



Seq. No. 42946 

Gene No. 89707 

Start 3915 

Name OJ000210_14 . 0404 .C28 .ol . ts 

Start 5705 

GI none 
Exons 



Seq. ID OJ000210_14.0404.C28 
Strand 

End 8125 

Method TBLASTX : Soybean 

End 7125 

Score 139 



5705.. 5773, 5706.. 5798, 5707.. 5781, 5839.. 6063, 5840.. 6070, 
5842. .6069, 5843. .6070, 6253. .6330, 6254. .6319, 6850. ,6927, 
7047. .7121, 7048. .7125 



Seq. No. 42946 

Gene No. 89707 

Start 3915 

Name OJ000210_14 . 0404 . C28 . ol . tw 

Start 7063 

GI none 
Exons 



Seq. ID OJ000210_14.0404.C28 
Strand 

End 8125 

Method TBLASTX: Wheat 

End 7801 

Score 78 



7063. .7137, 7213. .7323, 7215. .7322, 7606. .7659, 7724. .7801, 
7735. .7794 



Seq. No. 42947 Seq. ID OJ000210_14 . 0404 . C2 9 

Gene No. 89708 Strand + . 

Start 1 End 3174 

Name OJ000210_14 . 0404 . C29. ol . np Method AAT/NAP 

Start 1 End 2647 

GI 2832717 Score 2080 

Exons 1..383, 851. .1016, 1093. .1304, 1553. .2046, 2131. .2179, 
2321. .2647 

GI Descrip. (AJ003114) alkaline/neutral invertase [Lolium temulentiam] 

Seq. No. 42947 Seq. ID OJ000210_14 . 0404 . C29 

Gene No. 89708 Strand + 

Start - 1 End 3174 

Name OJ000210_14 . 0404 . C29 . ol . gs Method GENSCAN 

Start 103 End 3174 

GI none Score . 69 

Exons 103.. 383, 851.. 1016, 1093.. 1304, 1553.. 1888, 2321.. 2646, 
2940. .3174 



Seq. No. 
Gene No. 



42947 
89709 



Seq. ID OJ000210_14.0404.C29 
Strand 



43495 



start 
Name 
Start 
GI 

Exons 



34 93 End 

OJ000210_14.0404.C29.o3.ts Method 

138 End 

none Score 



7770 

TBLASTX: Soybean 

1268 

102 



138. .245, 212. .235, 219. .377, 284. .358, 824. .1012, 851. . 1018, 
985. .1017, 1085. .1222, 1089. .1220, 1098. .1229, 1221.. 1250, 
1248.. 1268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42947 
89709 
3493 

OJ000210_14.0404.C29.o2.tc 
165 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 14.0404.C29 



7770 

TBLASTX: Cress 
1663 
276 

165. ,383, 284. .364,. 824, .1018, 845. .1018, 846. .1022, 1085.. 
1089,-1304, 1092. .1304, 1549, .1656, 1551. .1595, 1577. .1663 



,1300, 



Seq. No. 


42947 


Seq. ID 


OJ000210_14.0404 


.C29 


Gene No. 


89709 


Strand 






Start 


3493 


End 


7770 




Name 


OJ000210 14.0404,C29,o5.tm 


Method 


TBLASTX: Maize 




Start 


165 


End 


383 




GI 


none 


Score 


261 




Exons 


165. .383, 212. .379, 288. .383 








Seq. No. 


42947 


Seq. ID 


OJ000210_14,0404 


.C29 


Gene No. 


89709 


Strand 






Start 


3493 


End 


7770 




Name 


OJ000210 14.0404.C29.o4.tm 


Method 


TBLASTX: Maize 




Start 


836 


End 


1175 




GI 


none 


Score 


130 




Exons 


836, .1018, 844, ,1014, 845. .1018, 1085. 


.1174, 1088. .1174 





1089. .1175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



42947 Seq. ID 

89709 Strand 

34 93 End 

OJ000210_14 . 0404 .C29.02. tw Method 

862 End 

none Score 



OJ000210_14.0404.C29 
7770 

TBLASTX: Wheat 

1300 

45 



862. .912, 884. ,916, 956. ,1018, 971, ,1018, 1085. .1141, 
1089. .1298, 1187. ,1300 



42947 
89709 
3493 

OJ000210_14.0404.C29.o3.tm 
1175 



none 

1175. 

1557. 



Seq. ID OJ000210_14.0404.C29 
Strand 

7770 

TBLASTX: Maize 
2566 
218 



End 

_ Method 

End 
Score 

1300, 1176. .1304, 1176. .1304, 1426. .1470, 1541. .2044, 
1883, 1577. .2047, 1714. .2046, 2135. .2179, 2146. .2178, 



2317., 2523, 2318, ,2566, 2399.. 2566 

42947 Seq. ID 

8 9709 Strand 

34 93 End 

OJ000210 14.0404.C29.o2.ts Method 



OJ000210_14.0404.C29 
7770 

TBLASTX : Soybean 



43496 




start 


. 1269 








End 


1935 


GI 


none 








Score 


67 


Exons 


1269. .1304, 


1550 


. .1933, 


1551. 


.1616, 1577. .1933, 171.1. ,1935 


Seq. No. 


42947 








oeq. ±u 




bene no. 


by t\J^ 








Strand 




Start 


3493 








tjna 


/ / / u 


Name 


OJ000210'14 


,0404 


.C29.03. 


tw 


irie cnou 




Start 


1577 








tina 


±0\J L 


GI 


none 








Score 


220 


Exons 


1577. .1801, 


1673 


. .1786, 


1711, 


,1794 




Seq. No. 


42947 








Seq. ID 


OJ000210_14,0404.C29 


Gene No. 


by /uy 








Strand 




Start 


3493 








End 


7770 


Name 


OJ000210 14 


.0404 


,C29.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1711 








End 


2179 


GI 


none 








Score 


437 


Exons 


1711. .1878, 


1712 


. .2047, 


1712. 


.2047, 2128, .2178, 2135. .2179 


Seq. No. 


42947 








Seq. ID 


OJ000210_14.0404.C29 


Gene No. 


b970y 








Strand 




Start 


3493 








End 


7770 


Name 


OJ000210 14 


.0404 


.C29.06. 


ts 


Method 


TBLASTX : Soybean 


Start 


1937 








End 


2179 


GI 


none 








Score 


160 


Exons 


1937. .2047, 


1939 


. .2046, 


2128, 


,2178, 2135. .2179 


Seq. No. 


42947 








Seq. ID 


OJ000210_14.0404.C29 


Gene No. 


by /oy 








Strand 




Start 


3493 








End 


7770 


Name 


OJ000210 14 


.0404 


.C29.04. 


tc 


Method 


TBLASTX: Cress 


Start 


2327 








End 


2569 


GI 


none 








Score 


263 


Exons 


2327.-2569, 


2329 


. .2526 








Seq. No. 


42947 








Seq. ID 


OJ000210_14.0404.C29 


Gene No. 


by/uy 








Strand 




Start 


3493 








End 


7770 


Name 


OJ000210 14 


.0404 


.C29.05. 


ts 


Method 


TBLASTX : Soybean 


Start 


2339 








End 


2575 


GI 


none 








Score 


285 


Exons 


2339. .2575, 


2339 


. .2569, 


2356. 


.2571 




Seq. No. 


42947 








Seq. ID 


OJ000210_14,0404.C29 


Gene No. 


89709 








Strand 




Start 


3493 








End 


7770 


Name 


OJ000210 14 


.0404 


.C29.01. 


tm 


Method 


TBLASTX: Maize 


Start 


3308 








End 


5267 


GI 


none 








Score 


35 


Exons 


3308. .3331, 


3309 


. .3332, 


3332. 


.3382, 3398. ,3427, 3398, .3436, 




3493. .3570, 


3493 


. .3585, 


3550. 


.4344, 3581. ,4345, 4046. .4393, 




4065. .4424, 


40.65 


. .4415, 


4525, 


,5166, 4560, ,4868, 4562. .4954, 




5001. .5141, 


5033 


. .5170, 


5147. 


,5212, 5149. .5265, 5169. .5267, 




5170. .5265 












Seq. No. 


42947 








Seq. ID 


OJ000210_14,0404.C29 



43497 



• m 



Gene No. 


89709 








Strand 




Start 


3493 








End 


7770 


Name 


OJ000210 14 


.0404 


.C29.02 


, gs 


Method 


GENSOAN 


Start 


3493 








End 


7595 


GI 


none 








Score 


.79 


Exons 


3493. .4036, 


4562 


. .6047, 


6128 


..6194, 6750. .6831, 7324. ,7595 


Seq. No. 


42947 








Seq. ID 


OJ000210_14.0404.C29 


Gene No. 


89709 








Strand 




Start 


34 93 








End 


7770 


Name 


OJ000210 14 


.0404 


.C29,o2 


.np 


Method 


AAT/NAP 


Start 


3496 








End 


7770 


GI 


4510342 








Score 


1497 


Exons 


3496. .4342, 


4562 


. .5065, 


7747 


. .7770 




GI Descrip. 


(AC006921) 


putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


42947 








Seq. ID 


OJ000210_14.0404.C29 


Gene No. 


89709 








Strand 




Start 


34 yj 








End 


7770 


Name 


OJ000210 14 


.0404 


.C29.03 


. np 


Method 


AAT/NAP 


Start 


3496 








End 


7144 


GI 


7529713 








Score 


1454 


Exons 


3496. .4342, 


4562 


. .5065, 


7123 


, .7144 




GI Descrip. 


(AL132969) 


protein kinase-like [Arabidopsis thaliana] 


Seq. No. 


42947 








Seq. ID 


OJ000210_14.0404,C29 


Gene No. 


89709 








Strand 




Start 


3493 








End 


7770 


Name 


.OJ000210 14 


,0404 


.029. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3508 








End 


3933 


GI 


none 








Score 


157 


Exons 


3508. .3924, 


3540 


. .3923, 


3581 


..3931, 3583. .3933 


Seq. No, 


■ 42947 








Seq. ID 


OJ000210_14.0404.C29 


Gene No. 


89709 








Strand 




Start 


3493 








End 


7770 


Name 


OJ000210 14 


.0404 


.C29.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


354 4 








End 


4641 


GI 


none 








Score 


395 


Exons 


3544. .3996, 


3587 


. .3997, 


4090 


..4122, 4123. .4344, 4139, ,4342, 




4525. .4641, 


4568 


. .4639 








Seq. No. 


42947 








Seq. ID 


OJ000210_14.0404.C29 


Gene No. 


89709 








Strand • 




Start 


3493 








End 


7770 


Name 


OJ000210 14 


.0404 


.029. ol 


,tc 


Method 


TBLASTX: Cress 


Start 


3581 








End 


' 4954 


GI 


none 








Score 


394 


Exons 


3581. .3997, 


3595 


. .3996, 


4072 


..4119, 4156. .4344, 4181. ,4342, 




4558. .4953, 


4568 


. .4954 








Seq. No. 


42947 








Seq, ID 


OJ000210_14.0404.C29 


Gene No. 


89709 








Strand 




Start 


3493 








End 


7770 


Name 


OJ000210 14 


.0404 


.029.04 


. ts 


Method 


TBLASTX : Soybean 


Start 


4642 








End 


4959 


GI 


none 








Score 


258 



43498 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



4642. .4959, 4643. .4954 

42947 . Seq. ID 

89709 Strand 

34 93 End 
OJ000210_14.0404 .C29.o2.tm Method 

5277 End 

none Score 



OJ000210_14 . 0404 .C29 
7770 

TBLASTX: Maize 

6067 

65 



5277.. 5327, 5279.. 5326, 5326.. 5376, 5327.. 5377, 5362.. 5478, 
5378.. 5479, 5497.. 5571, 5513.. 6061, 5551.. 6045, 5564.. 6067 



42948 Seq. ID 

89710 Strand 
205 End 
OJ000210_14.0404 .C31.ol.gs Method 
205 End 
none Score 
205. .308, 557. .633 

42949 Seq. ID 

89711 Strand 
368 End 

0 JO 00450_19.0410.C2.ol.np Met hod 

368 End 

7433571 - Score 



OJ000210_14 .0404 .C31 
+ 

633 

GENSCAN 

633 

.63 



OJ000450_19.0410.C2 
+ 

4072 
AAT/NAP 
3845 
2038 
1496, 1678. 



,1855, 



368. .499, 891. .987, 1153. .1255, 1366, 
1951. .2108, 2338. .2547, 2624. .2971, 3053. .3179, 3697.. 3845 
probable phosphor ibosylaminoimidazolecarboxamide 
formyltransferase (EC 2.1.2.3) - Arabidopsis thaliana 
gi|3033398|gb|AAC12842.1| (AC004238) putative 
phosphor ibosylaminoimidazolecarboxamide formyltransferase 
[Arabidopsis thaliana] 



42949 
89711 
368 

OJ000450_19.0410.C2.ol.gs 

1366 

none 



Seq. ID OJ000450_19.0410.C2 



Strand 
End 

Method 

End 

Score 



+ 

4072 
GENSCAN 
3853 . 
.97 



1366. .1496, 1678. .1855, 1951. .2108, 2338.-2547, 2624. ,2971, 
3053. .3179, 3537. .3642, 3697. .3853 



42949 Seq. ID 

89711 Strand 

368 End 

OJ000450_19 . 0410 . C2 . ol . gp Method 

1669 End 

LIB3475-002-P1-K2-A6 Score 



OJ000450_19.0410.C2 
+ 

4072 
AAT/GAP 
2401 
723 



1669. .1855, 1951. .2108, 2338. .2401 
'3033398 5.0e-59 {AC004238) putative 

phosphoribosylaminoimida zolecarboxamide f ormyltrans f erase 
[Arabidopsis thaliana] ' 



42949 . 

89711 

368 

OJ000450 19.0410.C2.o2.gp 



Seq. ID OJ000450_19.0410.C2 

Strand + 

End 4072 

Method AAT/GAP 



43499 



• 



start 2472 End 4072 

GI 30332_1.R1084 Score 1692 

Exons 2472.. 2547, 2624,. 2971, 3053.. 3179, 3697.. 4072 

GI Descrip. ' 5922603/cibj | AP000492 . 1 1 AP0004 92 9.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 ' 



Seq. No. 42949 Seq. ID 

Gene No. 89712 Strand 

Start 4454 End 

Name OJ0004 50_19 . 0410 . C2 . o2 . np Method 

Start 4454 End 

GI 6815099 Score 

Exons 4454.. 4631, 5175.. 5301 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ000450_19.0410.C2 
+ 

5301 
AAT/NAP 
5301 
84 





Seq. No. 


42949 




Seq. ID 


OJ000450 


_19.0410.C2 




Gene No. 


89713 




Strand 


+ 






Start 


8380 




End 


13182 






Name 


OJ000450 19. 0410. C2. 


o3.gs 


Method 


GENSCAN 






Start 


8380 




End 


13135 






GI 


none 




Score 


.79 






Exons 


8380. .8634, 8730. .8828, 8912. .9007, 9141. .9239, 


9320. .9418 






10899. .11045, 11564. 


.13135 








SC. 


Seq. No. 


42949 




Seq. ID 


OJ000450_ 


_19.0410.C2 




Gene No. 


89713 




Strand 


+ 




r rj 


Start 


8380 




End 


13182 




SI 3 


Name 


OJ000450 19. 0410. C2. 


o3.gp 


Method 


AAT/GAP 




I LJ 
r "1 


Start 


12942 




End 


13182 






GI 


2797252 




Score 


448 




iij 


Exons 


12942. .13182 












Seq. No. 


42949 




Seq. ID 


OJ000450 


_19.0410.C2 


B 


Gene No. 


89714 




Strand 


+ 






Start 


17608 




End 


22121 




IS =r 


Name 


OJ000450 19. 0410. C2. 


o3 . np 


Method 


AAT/NAP 






Start 


17581 




End 


21790 






GI 


6136087 




Score 


1590 






Exons 


17581. .17778, 18288. 


.18342, 


18431. .18582, 18684 


. .18723, 


i3 




19096. .19185, 19261. 


.19376, 


19497. .19571, 19754 


. .19793, 






19883. .19965, 20075. 


.20152, 


20256.-20399, 20481 


. .20548, 






21216. .21330, 21430. 


.21586, 


21696. .21790 





GI Descrip. PROBABLE UDP-N-ACETYLGLUCOSAMINE PYROPHOSPHORYLASE 
gi|3033397|gb|AAC12841.1| {AC004238) putative 

UDP-N-acetylglucosamine pyrophosphorylase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42949 
89714 
17608 

OJ000450_19.0410.C2.o4.gs 
17608 



Seq. ID OJ000450_19.0410.C2 
Strand + 

22121 
GENSCAN 
21793 
.8 



End 

Method 
End 

none Score 
17608. .17778, 18288 .. 18342, 18365 .. 18582, 18684 
19096. .19185, 19273. .19376, 194 97 .. 19515, 19883 
20075. .20152, 20256. .20399, 2048 1 .. 20548 , 21216 
21430. .21586, 21696.. 21793 



.18723, 
.19965, 
.21330, 



43500 



Seq. No. 


42949 


Seq. ID 




Gene No. 


89714 


Strand 


+ 


Start 


17608. 


End 


22121 


Name 


OJ000450 19.0410,C2.o4 .gp 


Method 


AAT/GAP 


Start 


18100 


End 


18163 


GI 


2310474 


Score 


80 


Exons 


18100. .18163 






GI Descrip. 


5922603/dbj IAP0Q0492.il AP000492 9.0e-15 Oryza sativa genomic 




DNA, chromosome 1, clone : P0705D01 




Seq. No. 


42949 


Seq. ID 


OJ000450_19.0410.C2 


Gene No. 


89714 


Strand 


+ 


Start 


17608 


End 


22121 


Name 


OJ000450 19.0410.C2.o5.gp 


Method 


AAT/GAP 


Start 


18283 


End 


18582 


GI 


64392_1 .R1084 


Score 


371 


Exons 


18283.. 18342, 18431.. 18 582 






GI Descrip. 


'3033397 7.0e-28 {AC004238) 


unknown protein [Arabidopsis 




thaliana] ' 






Seq, No. 


42949 


Seq. ID 


OJ000450_19.0410.C2 


Gene No. 


89714 


Strand 


+ 


Start 


17608 


End 


22121 


Name 


OJ000450 19.0410.C2 . o6.gp 


Method 


AAT/GAP 


Start 


18288 


End 


18788 


GI 


64392 1.R1084 


Score 


393 


Exons 


18288. .18342, 18431 .. 18582 , 


18684. .18788 


GI Descrip. 


'3033397 7.0e-28 (AC004238) 


unknown protein [Arabidopsis 




thaliana] ' 






Seq. No. 


42949 


Seq. ID 


OJ000450_19.0410.C2 


Gene No. 


89714 


Strand 


+ 


Start 


17608 


End 


22121 


Name 


OJ000450 19.0410.C2.o7.gp 


Method 


AAT/GAP 


Start 


20329 


End 


22121 


GI 


24450 1.R1084 


Score 


1568 


Exons 


20329. .20399, 20481 .. 20548 , 


21216. .21330, 21430. .21586, 




21696. .22121 






GI Descrip. 


'2388565 2.0e-18 (AC000098) 


Similar to 


Prunus pectinesterase 




(gb_X95991) . [Arabidopsis thaliana] ' 




Seq. No. 


42949 


Seq. ID 


OJ000450_19.0410.C2 


Gene No. 


89715 


Strand 


+ 


Start 


30458 


End 


32256 


Name 


OJ000450 19.0410.C2.o6.gs 


Method 


GENSCAN 


Start 


30458 


End 


32256 


GI 


none 


Score 


.85 


Exons 


30458. .30752, 31113 .. 31207 , 


31451. .31888, 32116.. 32256 


Seq. No. 


42949 


Seq. ID 


OJ000450_19.0410.C2 


Gene No . 


89716 


Strand 


+ 


Start 


35952 


End 


38141 


Name 


OJ000450 19.0410.C2.o8.gs 


Method 


GENSCAN 


Start 


35952 


End 


38141 


GI 


none 


Score 


.81 


Exons 


35952. .36257, 36505 36657 , 


37992. .38141 



43501 




Seq. No. 


42949 


Seq. ID 


OJ000450_19. 


0410 


.C2 


Gene No. 


89716 


Strand 


+ 






Start 


O C Q c o 


Cino 


OO 1 4 1 






Name 


OJ000450 19.0410.C2.o8,np 


Method 


AAT/NAP 






Start 


36477 


End 


37909 






GI 


3738309 


Score 


135 






Exons 


36477. .36657, 37805.. 37909 










GI Descrip. 


{AC005309) unknown protein 


[Arabidopsis 


► thaliana] 






Seq. No. 


42949 


Seq. ID 


OJ000450_19. 


0410 


.C2 


Gene No. 


89717 


Strand 








Start 


4180 


End 


6931 






Name 


OJ000450 19.0410.C2.o2.gs 


Method 


GENSCAN 






Start 


4180 


End 


6931. 






GI 


none 


Score 


.87 






Exons 


4180. .4323, 6305. .6341, 6498. .6931 









Seq. No. 42949 Seq. ID 

Gene No. 8 9718 Strand 

Start 22202 End 30058 

Name OJ000450_19.0410.C2.o5.gs Method GENSCAN 

Start 22202 End 30058 

GI none Score .73 

Exons 22202. .22373, 224 13 .. 22723, 22806 .. 22992, 23092 

23379.-23678, 25076 .. 25165, 25252 .. 25396, 25981 

26164. .26341, 27073 .. 27159, 28946. . 29300, 29305 
29925. .30058 



OJ000450 19. 0410. C2 



.23274, 
.26081, 
.29416, 



Seq. No. 42949 
Gene No. 89718 
Start 22202 

Name OJ000450_19 . 0410 .02 . o4 .np 

Start 22209 
GI 2388565 
Exons , 22209. .22373, 

23385. .23767 

GI Descrip. (AC000098) Similar to Prunus pectinesterase 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450 19. 0410. C2 



30058 
AAT/NAP 
23767 
1107 



22464. .22723, 22806 .. 23012 , 23103 .. 23274 , 



(gb 1X95991) . 



Seq. No. 42949 

Gene No. 89718 

Start 22202 

Name OJ0004 50_1 9 . 04 10 . C2 . o8 . gp 

Start 23207 

GI 701877 ■ 

Exons 23207. .23274, 23379.. 23766 
GI Descrip. 2388565 2.0e-18 (AC000098) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_19.0410.C2 

30058 
AAT/GAP 
23766 
846 



Similar to Prunus pectinesterase 



{gb_X95991). [Arabidopsis thaliana] 



Seq. No. 42949 

Gene No, 89718 

Start 22202 

Name 0 J000450_l 9. 0410.02 .o5.np 

Start 24371 

GI 133867 

Exons 24371. .24457, 25076 25165, 
26164. .26216 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_19.0410.C2 

30058 
AAT/NAP 
26216 
644 



25252. .25396, 25981 .. 26081, 



43502 



GI Descrip. 40S RIBOSOMAL PROTEIN Sll gij 82722 | pir M S16577 ribosomal protein 
Sll - maize gi | 22470 | emb | CAA39438 I (X55967) ribosomal protein 
Sll [Zea mays] 



Seq. No. 42949 Seq. ID OJ000450_19 . 0410 . C2 

Gene No. 89718 Strand 

Start 22202 End 30058 

Name OJ000450_19. 0410 .C2 . o9 . gp Method AAT/GAP 

Start 25085 End 27164 

GI 27379_1.R1084 Score 828 

Exons 25085. .25165, 25252 .. 25396, 2598 1 .. 26081 , 26164 26204 , 

27073. .27164 

GI Descrip. ' 133867/sp | P25460 | RS11_MAIZE 4.0e-59 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ (X55967) ribosomal protein Sll [Zea 
mays] * 



Seq. No. 


42949 


Seq. ID 


OJ000450_19.0410. 


Gene No. 


89718 


Strand 




Start 


22202 


End 


o o n c Q 


Name 


OJ000450 19.0410.C2.o6.np 


Method 


AAT/NAP 


Start 


28630 


End 


28737 


GI 


6815099 


Score 


128 


Exons 


28630. .28737 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42949 


Seq. ID 


OJ000450_19,0410. 


Gene No. 


89718 


Strand 




Start 


22202 


End 


oUUDo 


Name 


OJ000450 19.0410.C2.o7.np 


Method 


AAT/NAP 


Start 


28630 


End 


28934 


GI 


6815099 


Score 


102 


Exons 


28630. .28934 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42949 


Seq, ID 


OJ000450_19.0410. 


Gene No. 


89719 


Strand 




Start 


-34903^ 


End 


35171 


Name 


OJ000450 19^0410. C2.o7.gs 


Method 


GENSCAN 


Start 


34903 


End 


35171 


GI 


none 


Score 


.98 


Exons 


34903. ,34954, 35002.. 35171 






Seq. No. 


42949 


Seq. ID 


OJ000450_19.0410. 


Gene No. 


89720 


Strand 




Start 


36494 


End 


36670 


Name 


OJ000450 19.0410.C2.o8.tc 


Method 


TBLASTX: Cress 


Start 


417 


End 


1415 


GI 


none 


Score 


104 


Exons 


417. .521, 422, .505, 892. .990, 


897. .989, 


1149.. 1256, 1152 




1153.. 1257, 1358.. 1402, 1359, 


.1415 




Seq. No. 


42949 


Seq. ID 


OJ000450_19.0410. 


Gene No. 


89720 


Strand 




Start 


36494 


End 


36670 


Name 


OJ000450 19.0410.C2.o7.ts 


Method 


TBLASTX: Soybean 


Start 


422 


End 


1466 



43503 



GI none Score 102 

Exons 422. .502, 423. .500, 570. .617, 892. .990, 894. .989, 1152. .1256, 

1153. .1257, 1358. .1420, 1359. .1421, 1416. .1466 



Seq. No. 42949 
Gene No. 89720 
Start 36494 

Name OJ000450_19 . 0410 .C2 . o3 . tm 

Start 1216 

GI none 

Exons 1216. .1257, 1216. .1254, 1218. .1256, 

1365. .1496, 1366. .1497, 1630. .1857, 
1944. .2108, 1949. .2113, 2048. .2110, 
2337. .2561 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 19. 0410. C2 



36670 

TBLASTX: Maize 
2561 
69 - 

1358.. 1495, 1359, 
1657.. 1857, 1941, 
2335.-2547, 2335, 



.1496, 
.2108, 
.2547, 



Seq. No. 


42949 








Seq. ID 


OJ000450 


_19.0410.C2 


Gene No. 


89720 








Strand 






Start 


36494 








End 


36670 




Name 


OJ000450 19 


.0410. 


C2.01. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1421 








End 


2386 




GI 


none 








Score 


113 




Exons 


1421. .1495, 


1422. 


.1496, 


1422. 


.1496, 1657. .1848, 


1722. .1844, 




1952. .2113, 


1959. 


.2108, 


2335. 


.2385, 2336.. 2386 




Seq. No. 


42949 








Seq- ID 


OJ000450 


_19.0410.C2 


Gene No. 


89720 








Strand 






Start 


36494 








End 


36670 




Name 


OJ000450 19 


.0410. 


C2.06. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1657 








End 


1848 




GI 


none 








Score 


262 




Exons 


1657. .1848, 


1668. 


.1844 










Seq. No. 


42949 








Seq. ID 


OJ000450 


_19.0410.C2 


Gene No. 


89720 








Strand 






Start 


36494 








End 


36670 




Name 


OJ000450 19 


.0410. 


C2.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1945 








End 


3854 




GI 


none 








Score 


247 




Exons 


1945. .2058, 


1946. 


.2113, 


1947. 


.2108, 2048. .2119, 


2335. .2559, 




' 2335.. 2547, 


2337. 


.2561, 


2621. 


.2971, 2623. .2892, 


2627. .2971, 




2629. .2976, 


3032. 


.3178, 


3032. 


.3178, 3052. .3186, 


3695. .3844, 



3696. .3854 



Seq. No. 42949 

Gene No. 89720 

Start 36494 

Name OJ000450_19. 0410.C2 .ol . tm 

Start 2635 

GI none 

Exons 2635.. 2976, 2636.. 2971, 3032. 
3695.. 3844, 3696.. 3860 



OJ000450_19.0410.C2 
36670 

TBLASTX: Maize 

3860 

529 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3187, 3050.. 3172, 3052.. 3186, 



Seq. No. 42949 Seq. ID 

Gene No. 89720 Strand 

Start 36494 End 

Name OJ0004 50_19 . 04 10 . C2 . o6 . tc Method 

Start 3695 End 



OJ000450_19.0410.C2 
36670 

TBLASTX: Cress 
3860 



43504 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Sjeq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3695.. 3838, 3696.. 3860 



42949 

89720 

36494 

OJ0004 

11901 

none 

11901. 

11939. 

12029. 

12094. 

12165. 

12262. 

12297. 

12336. 

12355. 

12473. 

12484. 

12559. 

12595. 

12615. 

12671. 

12711. 

12791. 

12811. 

12868. 

12886. 

12996. 

13140. 

13141. 

13247. 



Score 



236 



50 19.0410.C2.o5.tm 



.12221 
,12256 
,12262 
,12207 
,12263 
,12453 
,12449 
12401 
12447 
12730 
12720 
12822 
12969 
12662 
12916 
12974 
13054 
12861 
13089 
13086 
13049 
13262 
13182 
13357 



Seq. ID OJ000450_19.0410.C2 
Strand 

End 36670 

Method TBLASTX : Mai ze 

End 13433 

Score 160 



11913. 


. 12239, 


11915. 


. 12238, 


11935. 


. 12246, 


11941. 


.12249, 


11948. 


.12241, 


11949. 


. 12191, 


12044 . 


.12259, 


12071. 


.12259, 


12090. 


. 12266, 


12101. 


.12253, 


12109. 


.12258, 


12121. 


. 12288, 


12259. 


.12453, 


12259. 


.12366, 


12261. 


. 12470, 


12276. 


.12452, 


12287. 


.12463, 


12294 . 


. 12449, 


12298. 


.12402, 


12322. 


.12474, 


12328. 


.12450, 


12341. 


.12463, 


12354. 


.12425, 


12355. 


.12426, 


12446. 


.12721, 


12464. 


.12706, 


12468. 


.12641, 


12479. 


. 12838, 


12479. 


.12838, 


12482 . 


. 12652, 


12493. 


.12597, 


12527. 


.12973, 


12529. 


. 12723, 




1 o o o o 


T o c n o 


.12894, 


12593. 


. 1 JU4 o , 


12600. 


.12779, 


12611. 


.12919, 


12613. 


.12804, 


12661. 


.13026, 


12670. 


.12921, 


12671. 


.13090, 


12685. 


.12918, 


. 12688. 


.12921, 


12698. 


.12790, 


12714. 


.12932, 


12753. 


.13040, 


12754. 


.13002, 


12797. 


.13087, 


12809. 


.12853, 


12809. 


.12853, 


12813. 


.12860, 


12814. 


.13047, 


12862. 


.13086, 


12869. 


.13042, 


12875. 


.13087, 


12883. 


.13068, 


12896. 


.12988, 


12940. 


.13089, 


12955. 


.13086, 


13007. 


.13051, 


13069. 


.13098, 


13128. 


.13211, 


13140. 


.13235, 


13140. 


.13184, 


13141. 


.13182, 


13145. 


.13186, 


13160. 


.13273, 


13244. 


.13360, 


13258. 


.13371, 


13258. 


.13374, 


13398. 


.13433 






Seq. 


ID OJ000450_ 


19.0410-C2 



42949 

89720 Strand 
36494 End 

OJ000450_19.0410.C2.o7.tc ■ Method 
17674 End 
none Score 



36670 

TBLASTX: Cress 

19361 

152 



17674. .17778, 18285 .. 18347, 18290 .. 18343, 18429 .. 18578 , 
18490. .18552, 18677 .. 18727 , 18678 .. 18725, 19089 .. 19175, 
19097. .19174, 19283. .19360, 19284. .19361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



42949 Seq. ID 

89720 Strand 

36494 End 

OJ0004 50_1 9 . 0410 . C2 . o7 . tm Method 

17680 End 

none Score 

17680. .17778, 17686 .. 17778 , 18285 .. 18347 , 18287 

18420. .18581, 18440. .18583, 18501 .. 18584 , 18665 

18678. .18725, 19066. . 19176, 19067 .. 19177 , 19080 

19089. .19184, 19097. .19183, 19275 .. 19328 , 19283 



OJ000450 19. 0410. C2 



36670 

TBLASTX: Maize 
19328 
146 



,18343, 
,18727, 
,19175, 
,19327 



42949 
89720 



Seq. ID OJ000450_19.0410.C2 
Strand 



43505 



start 
Name 
Start 
GI 

Exons 



36494 

OJ0004 

18468 

none 

18468. 

19089. 

19274. 

19497. 

19880. 

20075. 

20481. 

21421. 

21694. 



50 19.0410.C2.o2.ts 



.18575, 
.19190, 
.19366, 
.19574, 
,19966, 
,20152, 
,20549, 
,21588, 
,21798 



18487, 
19097. 
19280, 
19743, 
19881, 
20246, 
21217, 
21424. 



.18552, 
.19180, 
.19381, 
.19790, 
.19967, 
.20437, 
.21333, 
.21459, 



End 36670 
Method TBLASTX: 
End 21798 
Score 93 
18681. .18725, 18683 
19104. .19190, 19105 
19281. .19379, 19496 
19754. .19792, 19879 
20058. .20138, 20074 
20253. .20417, 20480 
21222. .21332, 21228 
21438. .21587, 21692 



Soybean 



. .18727, 
. .19191, 
. .19573, 
. .19968, 
. .20145, 
. .20569, 
. .21350, 
. .21793, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42949 

89720 

36494 

OJ0004 

19334 

none 

19334. 

19752. 

19882. 

20074. 

20253. 

21216. 

21421. 

21723. 

21962. 



50 19.0410.C2.o2.tm 



.19369, 
.19793, 
.19971, 
.20157, 
.20417, 
.21332, 
.21588, 
.21839, 
.22012 



19335. 
19754, 
20069. 
20074. 
20481. 
21217. 
21432. 
21897. 



.19379, 
.19792, 
.20152, 
.20157, 
.20597, 
.21333, 
.21587, 
.21938, 



Seq. I 
Strand 
End 

Method 
End 
Score 
19496. .1 
19881. .1 
20069. .2 
20224. .2 
20484. .2 
21217. .2 
21688. .2 
21913. .2 



D OJ000450 19. 0410. C2 



36670 

TBLASTX: Mai 
22012 
76 

9573, 19497.. 1 
9967, 19882.. 1 
0152, 20070.. 2 
0400, 20252.. 2 
0552, 21213.. 2 
1342, 21218.. 2 
1816, 21692.. 2 
1936, 21914. .2 



ze 



9574, 
9968, 
0156, 
0437, 
1335, 
1334, 
1814, 
1949, 



Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42949 Seq. ID 

89720 Strand 

36494 End 

OJ000450_19.0410.C2.o4.tc Method 

20080 End 

none Score 



OJ000450_19.0410.C2 
36670 

TBLASTX: Cress 

20417. 

103 



20080. .20145, 20081 .. 20152, 2024 6 .. 20395, 20246 .. 20413, 
20253.. 20417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42949 Seq. ID 

89720 Strand 

36494 End 

OJ000450_19 . 0410 . C2 . o2 . tc Method 

2124 6 End 

none Score 



OJ000450_19.0410-C2 
36670 

TBLASTX: Cress 

21793 

109 



21246. .21332, 21247 21333, 21421 .. 21588 , 21435 .. 21587, 
21692. .21793, 21694.. 21792 



42949 Seq. ID 

89720 Strand 

36494 End 

OJ000450_19.0410.C2.ol.tw Method 

21453 End 

none Score 



OJ000450_19.041D-C2 
36670 

TBLASTX: Wheat 

21819 

203 . 



21453. .21587, 21454 .. 21588 , 214 55 21592 , 21692 .. 217 93, 
21694. .21795, 21706,. 21819 



43506 



Seq. No. 42949 

Gene No. 89720 

Start 36494 

Name OJ000450_19 . 04 10 . C2 . o6 . tm 

Start 22227 

GI none 

Exons 22227. .22367, 22232 .. 22372, 

Seq. No. 42949 

Gene No. 89720 

Start 36494 

Name OJ000450_19.0410.C2.o3.ts 

Start 22232 

GI none 

Exons 22232. .22375, 22236 .. 22364 , 
22467. .22595 



Seq. ID OJ000450_19.0410.C2 
Strand 

End 36670 

Method TBLASTX : Maize 

End 22658 

Score 72 
22466. .22657, 22476.. 22658 

Seq. ID OJ000450_19.0410.C2 
Strand 

End 36670 

Method TBLASTX : Soybean 

End 22595 

Score 94 
22463. .22585, 22463 .. 22594 , 



Seq. No. 42949 

Gene No. 89720 

Start 36494 

Name OJ000450_19.0410.C2.o5.tc 

Start 22505 

GI none 

Exons 22505. .22621, 22595 22666, 
22828. .23013 



Seq. ID OJ000450_19.0410.C2 
Strand 

End 36670 

Method TBLASTX : Cress 

End 23013 

Score 85 
22800. .22973, 22806 .. 23012, 



Seq. No. 42949 

Gene No. 89720 

Start 36494 

Name OJ000450_19. 0410.C2.o8 .tm 

Start 22797 

GI none 

Exons 22797. .23012, 22822.. 23013 



Seq. ID OJ000450_19.0410.C2 
Strand 

End 36670 

Method TBLASTX : Maize 

End 23013 

Score 147 



Seq. No. 42949 

Gene No. 89720 

Start 36494 

Name OJ000450_19 . 0410 . C2 . o5 . ts 

Start 22800 

GI none 

Exons 22800. .23003, 22806 .. 23015, 
23178. .23273 



Seq. ID OJ000450_19.0410.C2 
Strand 

End 36670 

Method TBLASTX : Soybean 

End 23273 

Score 94 
22822. .23013, 23106 .. 23171, 



Seq, No. 42949 

Gene No. 89720 

Start 36494 

Name OJ000450_19. 0410.C2 .o3 . tw 

Start 22806 

GI none 

Exons 22806. .23015, 22816 23013, 
23503. .23535 



Seq. ID OJ000450_19.0410.C2 
Strand 

End 36670 

Method TBLASTX : Wheat 

End 23535 

Score 123 
23184. .23273, 23381 .. 234 94 , 



Seq. No. 42949 

Gene No. 89720 

Start 36494 

Name OJ0004 50_19 . 0410. C2 . o4 . ts 

Start 24380 



Seq. ID OJ000450_19.0410.C2 
Strand 

End 36670 

Method TBLASTX : Soybean 

End 26207 



43507 




GI 


none 




Score 


81 




Exons 


24380. .24463, 24385 


. .24462, 


25075. .25158, 25076 .. 25153, 






25077. .25160, 25242 


. .25394, 


25243.-25395, 25.24 9.-25398, 






25251. .25406, 25982 


. .26038, 


25986. .26084, 26166. .26207 




Seq. No. 


42949 




Seq. ID 


OJ000450_19.0410. 


C2 


Gene No. 


89720 




Strand 






Start 


36494 




End 


36670 




Name 


OJ000450_19.0410.C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24380 




End 


26207 




GI 


none 




Score 


110 




Exons 


24380. -.24463, 24385 


. .24462, 


24386.-24463, 25075 .. 25167, 






25076. .25168, 25218 


. .25406, 


25242. .25397, 25243 .. 25398, 






25250. .25402, 25977 


. .26036, 


25979. .26038, 25980 .. 26084 , 






25982. .26086, 26044 


. .26091, 


26166. .26207, 26167.. 26205 




Seq. No. 


42949 




Seq. ID 


OJ000450_19.0410. 


C2 


Gene No. 


89720 




Strand 






Start 


36494 




End 


36670 




Name 


OJ000450 19. 0410. C2 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


24385 




End 


26207 




GI 


none 




Score 


86 




Exons 


24385. .24462, 24386 


. .24463, 


25070. .25165, 25075 .. 25167, 






25076. .25165, 25218 


. .25406, 


25243. .25398, 25979 .. 26038, 






25980. .26036, 25983 


. .26078, 


26166, .26207 




Seq. No. 


42949 




Seq. ID 


OJ000450_19.0410. 


C2 


Gene No. 


89720 




Strand 






Start 


36494 




End 


36670 




Name 


OJ000450 19. 0410. C2 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


36454 




End 


36655 




GI 


none 




Score 


258 




Exons 


36454. .36654, 36489 


. .36653, 


36503. .36655 




Seq. No. 


42949 




Seq. ID 


OJ000450_19.0410. 


C2 


Gene No. 


89720 




Strand 






Start 


36494 




End 


36670 




Name 


OJ000450 19. 0410. C2 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


36454 




End 


36657 




GI 


none 




Score 


247 




Exons 


36454 . .36657, 36489 


. .36650 








Seq. No. 


42949 




Seq. ID 


OJ000450_19.0410. 


C2 


Gene No. 


89720 




Strand 






Start 


36494 




End 


36670 




Name 


OJ000450 19. 0410. C2 


.08 .ts 


Method 


TBLASTX : Soybean 




Start 


36457 




End 


36670 




GI 


none 




Score 


201 




Exons 


36457. .36657, 36489 


. .36653, 


36527. .36670 




Seq. No. 


42949 




Seq. ID 


OJ000450_19.0410. 


C2 


Gene No. 


89720 




Strand 






Start 


36494 




End 


36670 




Name 


OJ000450 19. 0410. C2 


. oil . gp 


Method 


AAT/GAP 




Start 


36494 




End 


36658 




GI 


15861 1.R1084 




Score 


262 




Exons 


36494. .36658 











43508 



GI Descrip. '3738309 2.0e-72 (AC005309) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 42950 
Gene No. 89721 
Start 1 

Name OJ000450_19 . 0410 . C6 . ol . np 

Start 1 
GI 130582 
Exons 1 . . 661 

GI Descrip. RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi| 100342 Ipir I I S04273 hypothetical protein - common tobacco 



Seq. ID OJ000450_19.0410.C6 

Strand + 

End. 661 

Method AAT/NAP 

End 661 

Score 622 





gi|20045| 


emb|CAA32025| 


{X13777) ORE [Nicotiana tabacum] 




Seq. No. 


42950 






Seq. ID 


OJ000450 19 0410 


.C6 


Gene No. 


89722 






St rand 






Start 


5215 






End 


6231 




Name 


OJ000450 


19.0410.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


177 




GI 


none 








^ VJ o 




Exons 


2. .169, 4 


..177, 4, .159 










Seq. No. 


42950 






Sea ID 


OJ000450 19 0410 


.06 


Gene No. 


89722 












Start 


5215 






End 


6231 




Name 


OJ000450 


19.0410.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


53 






End 


u ^ ^ 




GI 


none 






Score 


'J ^ 




Exons 


53. .181, 


176. .280, 290. 


. 427, 


^XTXJ. . \J ■J ^ 






Seq. No. 


42950 






^e^n TV) 




.C6 


Gene No. 


89722 












Start 


5215 






End 


6231 




Name 


OJ000450 


19.0410.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


175 






FnH 






GI 


none 












Exons 


175. .396, 


206.. 409, 260 


. .412, 


428. .628 


,. 439. .606 




Seq. No. 


42950 






Seq. ID 


OJ000450_19.0410 


.C6 


Gene No. 


89722 






Strand 






Start 


5215 






End 


6231 




Name 


OJ000450 


19.0410.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


233 






End 


655 




GI 


none 






Score 


547 




Exons 


233. .655, 


250. . 651 










Seq. No. 


42950 






Seq. ID 


OJ000450_19.0410 


.06 


Gene No. 


89722 






Strand 






Start 


5215 






End 


6231 




Name 


OJ000450 


19.0410.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


254 






End 


652 




GI 


none 






Score 


302 




Exons 


254. .529, 


257.. 526, 539 


. .652, 


547. .645 






Seq. No. 


42950 






Seq. ID 


OJ000450_19.0410 


-06 


Gene No. 


89722 






Strand 







43509 



start . 


5215 




End 


6231 




Name 


OJ000450 19.0410. 


C6.o2.gs 


Method 


GENSCAN 




Start 


5215 




End 


6231 




GI 


none 




Score 


.62 




Exons 


5215.. 5307, 5356. 


.5618, 6009. 


.6231 






Seq. No. 


42951 




. Seq. ID 


OJ000450 


_19.0410.C7 


Gene No . 






C-(- KiH 

o rrana 






Start 


94 




End 


246 




Name 


OJ000450 19.0410. 


C7 . ol . gs 


Method 


GENSCAN 




Start 


94 




End 


246 




GI 


none 




Score 


.7 




Exons 


94. .246 










Seq. No. 


42951 




Seq. ID 


OJ000450 


_19.0410.C7 


Gene No . 






o urano 


r 




Start 


1152 




End 


1812 




Name 


OJ000450 19.0410. 


C7.o2.gs 


Method 


GENSCAN 




Start 


1152 




End 


1812 




GI 


none 




Score 


.74 




Exons 


1152.. 1230, 1736. 


.1812 








Seq. No. 


42951 




Seq. ID 


OJ000450 


_19.0410,C7 


Gene No. 


89725 




Strand 


+ ■ 




Start 


5853 




End 


5958 




Name 


OJ000450 19.0410. 


C7.o2.gp 


Method 


AAT/GAP 




Start 


5853 




End 


5958 




GI 


5867 1.R1084 




Score 


135 




Exons 


5853.-5958 










GI Descrip. 


'464986/sp|P35132 


IUBC9 ARATH 


5.0e-58 


□BIQUITIN- 


CONJUGATING 




ENZYME E2-17 KD 9 


(UBIQUITIN- 


PROTEIN 


LIGASE 9) 


(UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' > 



Seq. No. 42951 Seq. ID OJ0004 50_19 . 0410 . C7 

Gene No. 89726 Strand + 

Start 7512 End 11289 

Name OJ000450_19.0410.C7.o2.np Method AAT/NAP 

Start 7512 End 11289 

GI 6016874 Score 229 

Exons 7512.. 7539, 9688.-9895, 11266.. 11289 

GI Descrip. (AP000570)' ESTs C19143 (E10020) , D25076 (R3116) correspond to a 

region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 42951 

Gene No. 89727 

Start 18888 

Name 0 J000450_19 . 04 10 . C7 . o5 . gs 

Start 18888 

GI none 

Exons 18888. .20237 



Seq. ID OJ000450_19.0410.C7 

Strand + 

End 20237 

Method GENSCAN 

End 20237 

Score .88 



Seq. No. 



42951 



Seq. ID OJ000450_19.041O.C7 



43510 



Gene No. 


89728 


Strand 


+ 


Start 


22577 . 


End 


24928 


Name 


OJ0004 50_1.9. 0410 .C7 . 06 . gs 


Method 


GENSCAN 


Start 


22577 


End 


24723 


GI 


none 


Score 


.7 


Exons 


22511 . .23146, 23311. .23472, 


23863. .24723 


Seq. No. 


42951 


Seq. ID 


OJ000450 19 


Gene No. 


89728 


Strand 


+ 


Start 


22577 


End 


24928 


Name 


OJ000450 19.0410.C7.o3.np 


Method 


AAT/NAP 


Start 


23018 


End 


24928 


GI 


479357 


Score 


1543 


Exons 


23018. .23221, 23311. .24928 






GI Descrip. 


hypothetical protein 612 - 


maize transposon MuA2 




gil 22375 |emb|CAA44165| (X62251) ORF [Zea mays] 


Seq. No. 


42951 


Seq. ID 


OJ000450_19 


Gene No. 


89729 


Strand 




Start 


304 


End 


15186 


Name 


OJ000450 19.0410.C7.ol.gp 


Method 


AAT/GAP 


Start 


304 


End 


1183 


GI 


4107138 


Score 


1233 


Exons 


304. .1183 







19. 0410. C7 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852170/emb|AL117265.1|OST17804 l.Oe-149 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :tl7804 



42951 
89729 
304 

OJ000450_19.0410.C7.ol.np 
965 

6063554 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 19. 0410. C7 



15186 
AAT/NAP 
15186 
316 

965. .1135, 2500. .2729, 3805. .3836, 7614. .7749, 15100. .15186 
(AP000615) ESTs AU075609 (063344 ), C71850 (E0464 ), C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



42951 Seq. ID 

89729 Strand 

304 End 

OJ0004 50_19 . 04 10 . 07 . o3 . gs Method 

2120 End 

none Score 



OJ000450_19.0410.C7 

15186 
GENSOAN 
5341 
.63 



2120. .2387, 2393. .2779, 3016. .3133, 3180. .3371, 3693. .4004, 
4778. .4908, 4955. .5001, 5080. .5233, 5238. .5341 



Seq. No. 42951 

Gene No. 89730 

Start 25959 

Name OJ000450_19 . 0410 .07 .o7 .gs 

Start 25959 

GI none 

Exons 25959. .26084, 26232 .. 26339, 
26886. .27031, 27502 .. 27591, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 19. 0410. 07 



29436 
GENSOAN 
29339 
.79 

26448. .26514, 26596 .. 26754 , 
28836. .29339 



Seq. No. 



42951 



Seq. ID OJ000450_19.0410.O7 



43511 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



89730 
25959 

OJ000450_19.0410.C7.o3.gp 
26977 
2311027 

26977. .27031, 27502 .. 27591, 
6015116/sp I 082653 | ERG_ARATH 



Strand 
End 

Method 
End 
Score 



29436 
AAT/GAP 
28974 
516 

28836. .28974 

3.0e-34 GTP-BINDING PROTEIN ERG 
>gi_3676071_emb_CAA76979_ (Y17969) ERG protein [Arabidopsis 
thaliana] 

42951 Seq. ID OJ000450_19 . 04 10 . C7 

89730 Strand 

25959 End 29436 

OJ000450_19.0410.C7.o4.np Method AAT/NAP 

28836 End 29436 

7508879 Score 147 

28836. .29436 

hypothetical protein W03D2.1 - Caenorhabditis elegans 
gi|1947160|gb|AAC48255.1| (AF000298) weak similarity to 
collagens; glycine- and proline-rich [Caenorhabditis elegans] 



42951 
89731 
31223 

OJ0004 50_19 . 0410 . C7 . o6 . tm 

21345 

none 



Seq. ID OJ000450_19.0410.C7 
Strand 

End 32553 

Method . TBLASTX: Maize 

End 21791 

Score 153 



21345. .21452, 21347 .. 21454 , 21347 .. 21451, 2164 8 21791 , 
21649. .21789 



Seq. No. 42951 Seq. ID 

Gene No. 89731 Strand 

Start 31223 End 

Name OJ000450_1 9 . 0410 . C7 , o3 . tm Method 

Start 23293 End 

GI none Score 

Exons 23293. .23706, 23295.. 23705 



OJ000450_19.0410.C7 
32553 

TBLASTX: Maize 

23706 

321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42951 
89731 
31223 
OJ000450 
23766 
none 
23766. 
24076. 



19.0410.C7,ol.tm 



24014, 
24468, 



23767. .24024, 
24144, .24275, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24019 

24363 



OJ000450 19. 0410. C7 



32553 

TBLASTX: Maize 
24531 
276 

24078, 24031. .24078, 
24461, 24480. .24515, 



24481. .24531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42951 
89731 
31223 
OJ000450 
24611 
none 
24611 
24747 
24967 



19.0410.C7.o7.tm 



24715-, 24613. .24711, 
24872, 24771. .24866, 
25035, 24996. .25040, 



Seq. ID OJ000450_19.0410.C7 
Strand 

End 32553 

Method TBLASTX : Mai ze 

End 25076 

Score 103 
24647. .24712, 24714 24755, 
24788. .24877, 24811 .. 24882, 
25050. .25076 



43512 




Seq. No. 


42951 




Seq. ID 


OJ000450_19.0410 


.07 


Gene No, 


89731 




Strand 






Start 


31223 




End 


32553 




Name 


OJ000450 19. 0410. C7 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


26235 




End 


26733 




GI 


none 




Score 


146 




Exons 


26235. .26342, 26235 


. .26339, 


26237. .26341, 26444 .. 26521, 






26446. .26514, 26448 


. .26516, 


26449.-26523, 26583 .. 2 6732, 






26594 . .26731, 26595 


. .26732, 


26596. .26733 




Seq. No. 


42951 




Seq. ID 


OJ000450_19.0410 


-C7 


Gene No . 


89731 




Strand 






Start 


31223 




End 


32553 




Name 


OJ000450 19. 0410. C7 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


26271 




End 


26917 




GI 


none 




Score 


88 




Exons 


26271. .26339, 26440 


. .26523, 


26448. .26516, 26583.-267 62, 






26595.-26753, 26596 


. .26757, 


26891. .26917 




Seq. No. 


42951 




Seq. ID 


OJ000450_19.0410 


.07 


Gene No. 


89731 




Strand 






Start 


31223 




End 


32553 




Name 


OJ000450 19. 0410. C7 


.o5 . tm 


Method 


TBLASTX: Maize 




Start 


26889 




End 


29108 




GI' 


none 




Score 


221 




Exons 


26889. .27032, 26890 


. .27039, 


26891. .27031, 27474 .. 27590, 






27487. .27591, 27502 


. .27591, 


28833. .28925, 28834,-28905, 






28836.-28949, 29022 


. .29108, 


29031. .29093 




Seq. No. 


42951 




Seq. ID 


OJ000450_19.0410 


.07 


Gene No. 


89731 




Strand 






Start 


31223 




End 


32553 




Name 


OJ000450 19-0410. C7 


.o4 -gp 


Method 


AAT/GAP 




Start 


30784 




End 


30997 




GI 


5005105 




Score 


364 




Exons 


30784 . .30997 










Seq. No. 


42951 




Seq. ID 


OJ000450_19-0410 


.07 


Gene No . 


89731 




Strand 






Start 


31223 




End 


32553 




Name 


OJ000450 19. 0410. C7 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


31217 




End 


32531 




GI 


none 




Score 


118 




Exons 


31217. .31408, 31223 


. .31537, 


31317. .31415, 32358. .32531, 






32361. -32519, 32363 


. .32524 








Seq. No. 


42951 




Seq. ID 


OJ000450_19.0410 


.07 


Qene No. 


89731 




Strand 






Start 


31223 




End 


32553 




Name 


OJ000450 19. 0410. C7 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


31220 




End 


32516 




GI 


none 




Score 


89 




Exons 


31220. .31474, 31220 


. .31537, 


31227. .31529, 32358 .. 3251 6, 






32363. .32515 










Seq. No. 


42951 




Seq. ID 


OJ000450_19.0410 


,07 



43513 




Gene No.* 


89731 


Strand 






Start 


31223 


End 


32553 




Name 


OJ000450 19.0410.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


31223 


End 


32416 




GI 


none 


Score 


43 




Exons 


31223. .31537, 31227. .31262, 


31229. .31504, 31317 .. 31529, 






32363. .32416, 32364.. 32414 








Seq. No. 


42951 


Seq. ID 


OJ000450_19.0410, 


.C7 


Gene No. 


89731 


Strand 


- 




Start 


31223 


End 


32553 




Name 


OJ000450 19.0410.C7.o8.gs 


Method 


GENSCAN 




Start 


31223 


End 


31498 




GI 


none 


Score 


.72 




Exons 


31223. .31498 








Seq. No. 


42951 


Seq. ID 


OJ000450_19.0410 


.C7 


Gene No. 


89731 


Strand 






Start 


31223 


End 


32553 




Name 


OJ000450 19.0410.C7.o5.np 


Method 


AAT/NAP 




Start 


31226 


End 


32553 




GI 


3252866 


Score 


467 




Exons 


31226. .31528, 32363.. 32553 








GI Descrip. 


(AF033535) putative zinc transporter 


[Arabidopsis thaliana] 


Seq. No. 


42952 


Seq. ID 


OJ000450_19.0410 


. C9 


Gene No. 


89732 


Strand 






Start 


201 


End 


824 




Name 


OJ000450 19.0410.C9.ol.gs 


Method 


GENSCAN 




Start 


201 


End 


767 




GI 


none 


Score 


.59 




Exons 


201.. 767 








Seq. No. 


42952 


Seq. ID 


OJ000450_19.0410 


.C9 


Gene No. 


89732 


Strand 






Start 


201 


End 


824 




Name 


OJ000450 19,0410.C9.ol.np 


Method 


AAT/NAP 




Start 


230 


End 


824 




GI 


7487366 


Score 


192 




Exons 


230.. 646, 683.. 824 








GI Descrip. 


hypothetical protein T23J7. 


150 - Arabidopsis thaliana 




gi 1 4741199 lemb ICAB41865.il 


(AL049746) 


putative protein 






[Arabidopsis thaliana] 








Seq, No. 


42952 


Seq. ID 


OJ000450_19.0410 


.C9 


Gene No. 


89732 


Strand 






Start 


201 


End 


824 




Name 


OJ000450 19.0410.C9.ol. tm 


Method 


TBLASTX: Maize 




Start 


270 


End 


641 




GI 


none 


Score 


60 


641 


Exons 


270. .314, 348. .425, 351. .425, 397. .546, 405. .518, 558.. 


Seq. No. 


42953 


Seq. ID 


OJ000450_19.0410 


.Cll 


Gene No, 


89733 


Strand 






Start 


528 


End 


557 




Name 


OJ000450 19.0410.Cll.ol,gs 


Method 


GENSCAN 




Start 


528 


End 


557 





43514 




GI 


none 


Score 


.96 






Exons 


528. .557 










Seq. No. 


42954 


Seq. ID 


OJ000450_19. 


0410 


.C13 


Gene No. 


89734 


Strand 


+ 






Start 


502 


End 


617 






Name 


OJ0004 50_19. 0410.C13.ol .gs 


Method 


GEN SCAN 






Start 


502 


End 


617 






GI 


none 


Score 


.84 






Exons 


502. , 617 










Seq. No. 


42954 


Seq. ID 


OJ000450_19. 


0410 


.C13 


Gene No. 


89735 


Strand 








Start 


1 


End 


638 






Name 


OJ000450 19.0410.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


638 






GI 


5091543 


Score 


231 






Exons 


1..102, 250. .308, 427. .638 










GI Descrip. 


{AC007067) T10O24.12 [Arabidopsis thaliana] 






Seq. No. 


42955 


Seq. ID 


OJ000450_19. 


0410 


.C16 


Gene No. 


89736 


Strand 


+ 






Start 


3196 


End 


4272 






Name 


OJ000450 19.0410.C16.o2,np 


. Method 


AAT / NAP 






Start 


3196 


End 


4272 






GI 


6069647 


Score 


297 






Exons 


3196.. 3255, 3919.. 4272 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sat ival 








gi| 6907113 Idbj | BAA90640.il 


(AP001129) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


42955 


Seq. ID 


OJ000450 19. 


0410 


.C16 


Gene No . 


89737 


Strand 


+ 






Start 


6335 


End 


7936 






Name 


OJ000450 19.0410.C16.o2.gs 


Method 


GENSCAN 






Start 


6335 


End 


7654 






GI 


none 


Score 


.97 






Exons 


6335.. 7654 










Seq. No. 


42955 


Seq. ID 


OJ000450 19. 


0410 


.C16 


Gene No . 


89737 


Strand 


+ 






Start 


6335 


End 


7936 






Name 


OJ000450 19.0410.C16.o3.gp 


Method 


AAT /GAP ' 






Start 


7397 


End 


7936 






GI 


none 


Score 


1028 






Exons 


7397. .7936 










Seq. No. 


42955 


Seq. ID 


OJ000450_19. 


0410 


.C16 


Gene No , 


89738 


Strand 


+ 






Start 


10493 


End 


13090 






Name 


OJ000450 19.0410.C16.o4.gs 


Method 


GENSCAN 






Start • 


10493 


End 


12940 






GI 


none 


Score 


.57 






Exons 


10493. .11939, 12096. .12412, 


12775. .12940 






Seq. No. 


42955 


Seq. ID 


OJ000450_19. 


0410 


.C16 


Gene No. 


89738 


Strand 


+ 







43515 



start 10493 End 13090 

Name OJ000450_19 . 0410 .C16 .o3 .np Method AAT/NAP 

Start 10523 End 13090 

GI 4388818 Score 1159 

Exons 10523. . 13090 

GI Descrip. (AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 42955 
Gene No. 8 9738 

Start 10493 

Name . ■OJ000450_19.0410.C16,o4 .np 

Start 10662 
GI 6623973 
Exons 10662. .13090 

GI Descrip. (AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000450_19.0410.C16 

Strand + 

End 13090 

Method AAT/NAP 

End 13090 

Score 1173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42955 
89739 
1 

OJ000450_19.0410.C16.ol.np 
1 

100484 
1. .1505, '1548. .1862 

hypothetical protein - garden snapdragon 



Seq. ID OJ000450_19.0410.C16 
Strand 

End 1862 

Method AAT/NAP 

End - 1-862 

Score 1054 



Seq. ID OJ000450_19.0410.C16 
Strand 

End 2598 

Method AAT/GAP 

End 2598 

Score 808 



42955 
89740 
2140 

OJ000450_19.0410.C16.ol.gp 
2140 

LIB3432-044-P1-K1-F5 
2140. .2598 

'4959460/gb|AF126053.1|AF126053 6.0e-10 Zea mays RACB small GTP 
binding protein mRNA, complete cds * 



Seq. No. 42955 
Gene No. 89741 
Start 3533 

Name OJ000450_19. 0410.C16.o2 .gp 

Start 3533 

GI LIB3477-003-P1-K1-E9 
Exons 3533.. 3602 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_0RYSA 2,0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 {U31771) Ory s 1 [Oryza 
sativa] * 



Seq. ID OJ000450_19.0410.C16 
Strand 

End 3602 

Method AAT/GAP 

End 3602 

Score 96 



Seq. No. 42955 

Gene No. 89742 

Start 8306 

Name OJ000450_19.0410.C16,ol . tm 

Start 168 

GI none 

Exons 168.. 626, 171.. 623 



Seq. ID OJ000450_19.0410.C16 
Strand 

End 8524 

Method TBLASTX : Maize 

End 626 

Score 428 



Seq. No. 



42955 



Seq. ID OJ000450_19.0410,C16 



43516 






Gene No . 


89742 




Strand 






Start 


8306 




End 


8524 




Name 


OJ000450 19.0410.C16. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


741 




End 


1043 




GI 


none 




Score 


131 




Exons 


741. .1043, 741. .1043 










Seq. No. 


42955 




Seq. ID 


OJ000450_19.0410.C16 




Gene No. 


89742 




Strand 






Start 


8306 




End 


8524 




Name 


OJ000450 19.0410.C16. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


783 




End 


1251 




GI 


none 




Score 


307 




Exons 


783. .1085, 783. .1091, 


784. . 


1092, 1095. 


.1250, 1095. .1250, 






1102. .1251 










Seq. No. 


42955 . 




Seq. ID 


OJ000450_19.0410.C16 




Gene No. 


89742 




Strand 






Start 


8306 




End 


8524 




Name 


OJ000450 19.0410.C16. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


828 




End 


1178 




GI 


none 




Score 


82 




Exons 


828. .1049, 850. .984, 


1071. . 


1178, 1072. 


.1164 




Seq. No. 


42955 




Seq. ID 


- OJ000450_19.041O.C16 




(ipnp No 


89742 




Strand 






Start 


8306 




End 


8524 


f i ^ 


Name 


OJ000450 19.0410.C16. 


o3 . gs 


Method 


GENSCAN 




Start 


8306 




End 


8524 




GI 


none 




Score 


.84 


•■^ 


Exons 


8306. .8524 










Seq. No. 


42955 




Seq. ID 


OJ000450_19.0410.C16 


= 


Gene No. 


89743 




Strand 






Start 


10840 




End 


11210 




Name 


OJ000450 19.0410.C16. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10840 




End 


11210 




GI 


none 




Score 


111 




Exons 


10840. .10986, 10841.. 


10987, 


10860. .10988, 10973. . 11083, . 


E U 




11015. . 11071, 11075.. 


11143, 


11169. .11210 




Seq. No. 


42955 




Seq. ID 


OJ000450_19,0410.C16 




Gene No . 


89744 




Strand 






start 


11921 




" End 


12493 




Name 


OJ000450 19.0410.C16. 


o3. tm 


Method 


TBLASTX: Maize 




start 


11921 




End 


12415 




GI 


none 




Score 


318 




Exons 


11921. . 12415, 12055.. 


12357 








Seq. No. 


42955 




Seq. ID 


OJ000450_19.0410.C16 




Gene No. 


89744 




Strand 






Start 


11921 




End 


12493 




Name 


OJ000450 19.0410.C16. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11929 




End 


12474 




GI 


none 




Score 


319 




Exons 


11929. .12354, 11930.. 


12382, 


12415. .12474 



43517 



Seq. No. 


.42955 


Seq. ID 


OJ000450_19.0410, 


.C16 


Gene No. 


89744 


Strand 






Start 


11921 


End 


12493 




Name 


OJ000450 19.0410.C16.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12164 


End 


12493 




GI 


none 


Score 


266 




Exons 


12164. .12493, 12172, .12492 








Seq. No. 


42955 


Seq. ID 


OJ000450_19.0410 


.C16 


Gene No. 


89745 


Strand 






Start 


12825 


End 


13085 




Name 


OJ000450 19.0410.C16.o3.tw 


Method 


TBLASTX: Wheat 




Start 


12825 


End 


13085 




GI 


none 


Score 


169 




Exons 


12825. .12980, 12826, . 12984 , 


12986. .13084, 12987.. 13085 




Seq. No. 


42956 


Seq, ID 


OJ000450_18.0412 


.CI 


Gene No. 


89746 


Strand 


+ 




Start 


3187 


End" 


3495 




Name 


OJ000450 18 , 0412 .Cl,ol .gp 


Method 


AAT/GAP 




Start 


3187 


End 


3495 




GI 


61605 3.R1084 


Score 


450 




Exons 


3187. .3495 








GI Descrip. 


*1402920/emb|CAA66965| 2.0e- 


•20 (X98321) 


peroxidase [Arabidopsis 




thaliana] ' 








Seq. No. 


42956 


Seq. ID 


OJ000450_18.0412 


.CI 


Gene No. 


89747 


Strand 


+ 




Start 


9540 


End 


16728 




Name 


OJ000450 18.0412.Cl.o3.np 


Method 


AAT/NAP 




Start 


9540 


End 


16728 




GI 


6729346 


Score 


1970 




Exons 


9540.. 9597, 11466, . 12395, 12430 . ,12811 , 


12876, .12998, 






13142, ,13314, 13478. .13718, 


14077. .14169, 14238. .14378, 






14504, .14596, 14779 ,. 14 983, 


15139. .15224, 15678 .. 15766, 






15915. .15966, 16044 16100, 


16192. .16321, 16442. .16545, 






16628, .16728 








GI Descrip. 


(AB037133) IRE [Arabidopsis 


thaliana] 






Seq. No. 


42956 


Seq. ID 


OJ000450_18.0412 


.CI 


Gene No. . 


89747 


Strand 


+ 




Start 


9540 


End 


16728 




Name 


OJ000450 18.0412.Cl.o3.gs 


Method 


GENSCAN 




Start 


11459 


End 


16708 




GI 


none 


Score 


,82 




Exons 


11459. .12595, 12876 .. 12998 , 


13142. .13314, 13478. .13718, 






14077. .14169, 14238. .14378, 


14504. .14596, 14779 ,. 14983, 






15139. .15224, 15678 .. 15766, 


15915. ,15966, 16192 ,. 16359, 






16465. .16545, 16628.. 16708 









Seq. No. 42956 

Gene No. 89748 

Start 256 

Name , OJ000450_18.0412.Cl.ol.gs 

Start 256 

GI none 

Exons 256.. 422, 526., 575, 2664.. 3051 



Seq. ID OJ000450_18,0412.C1 
Strand 

End 10885 

Method GENSCAN 

End 3051 

Score .54 



43518 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42956 Seq. ID 

89748 Strand. - 

256 End 10885 

OJ000450_18 . 0412 . CI . ol . np Method AAT/NAP 

2209 End 7021 

479357 Score 876 

2209. .3234, 6166. .6721, 6798. .7021 
hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



OJ000450 18. 0412. CI 



42956 
89748 
256 

OJ000450_18.0412.Cl.o2.gs 

4588 

none 

4588. .4685, 
6812'. .7602, 



5049.. 5152, 5218.. 
8226. .8281, 10240, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5424, 5429. .5546, 
10799 



OJ000450_18.0412.C1 

10885 
GENSCAN 
10799 
.53 

6291. .6732, 



42956 
89748 
256 

OJ000450_18.0412.Cl.o2.np 

8129 

5922635 

8129.. 8273, 10238 .. 10523, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
10557. .10836 



OJ000450_18.0412.C1 

10885 
AAT/NAP 
10836 
431 



(AP000492) hypothetical protein [Oryza sativa] 



gi| 6016868 Idbj | BAA85211.il 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 42956 Seq. ID OJ000450_18 . 04 12 . CI 

Gene No. 89748 Strand 

Start 256 End 10885 

Name OJ000450_18 . 0412 .CI .o2 .gp ' Method AAT/GAP 

Start 9986 End 10373 

GI uC-os'flM2020114f03al Score 764 

Exons 9986.. 10373 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-177 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 ' 

Seq. No. 42956 Seq. ID OJ000450_18 . 04 12 . CI 

Gene No. 89748 Strand 

Start 256 End 10885 

Name OJ000450_18 . 0412 . CI . o3 . gp Method "AAT/GAP 

Start 10383 End 10885 

GI 96420_1.R1084 Score 991 

Exons 10383. . 10885 

GI Descrip. ' 5922603/dbj | AP0004 92 . 1 | AP0004 92 3.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 • 



Seq. No. 42956 Seq. ID 

Gene No. 89749 Strand 

Start 17745 End 

Name * OJ000450_18 . 04 12 . CI . ol . tm Method 

Start 2366 End 

GI none Score 



OJ000450_18.0412.C1 
18859 

TBLASTX: Maize 

3150 

69 



43519 




Exons - 2366.. 2515, 2428.. 2559, 2567.. 2665, 2569...2721, 2728.. 3078, 
2729. .2890, 2737. .3000, 2945. .3007, 3091. .3150, 3092. .3142 



Seq. No. 


42956 




Seq. ID 


OJ000450_18.0412 


.CI 


Gene No. 


89749 




Strand 






Start 


17745 




End 


18859 




Name 


OJ000450 18.0412. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


6154 




End 


6337 




GI 


none 




Score 


98 




Exons 


6154.. 6336, 6191.. 6337 








Seq. No. 


42956 




Seq. ID 


OJ000450_18.0412 


.CI 


Gene No. 


89749 




Strand 


- 




Start 


17745 




End 


18859 




Name 


OJ000450 18. 0412. CI. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


6337 




End 


6735 




GI 


none 




Score 


174 




Exons 


6337.. 6735, 6338.. 6727 








Seq. No. 


42956 




Seq. ID 


OJ000450_18.0412 


.CI 


Gene No. 


89749 




Strand 


_ 




Start 


17745 




End 


18859 




Name 


OJ000450 18. 0412. CI. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


11777 




End 


11953 




GI 


none 




Score 


207 




Exons 


11777.. 11953 










Seq. No. 


42956 




Seq. ID 


OJ000450_18.0412 


.CI 


Gene No. 


89749 




Strand 






Start 


17745 




End 


18859 




Name 


OJ000450 18. 0412. CI. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


13506 




End 


15221 




GI 


none 




Score 


87 




Exons 


13506. .13718, 14080. 


.14172, 


14238. .14381, 144 86 .. 14599, 






14932. .14988, 15138. 


.15221 








Seq. No. 


42956 




Seq. ID 


OJ000450_18.0412 


. CI 


Gene No. 


89749 




Strand 






Start 


17745 




End 


18859 




Name 


OJ000450 18. 0412. CI. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


13604 




End 


14381 




GI 


none 




Score 


184 




Exons 


13604. .13720, 13605. 


.13724, 


14070. .14171, 14070. .14171, 






14071. .14172, 14074. 


.14184, 


14236. .14346, 14237 .. 14347 , 






14237. .14380, 14238. 


.14381 








Seq. No. 


42956 




Seq. ID 


OJ000450_18.0412 


,C1 


Gene No. 


89749 




Strand 






Start 


17745 




End 


18859 




Name 


OJ000450 18. 0412, CI. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


14528 . 




End 


16720 




GI 


none 




Score 


103 




Exons 


14528. .14599, 14773. 


.15000, 


14778. .14e 


U6, 14931. .14999, 





15137. .15220, 15138. .15233, 15518 .. 15538 , 15660 157 67 , 

15677. .15727, 15708 .*. 15764, 15913 .. 15984 , 1604 1 .. 16100, 

16041. .16103, 16188. .16256, 16192 .. 16308 , 16510 .. 16545, 
16625. .16720 



43520 



Seq. No, 


42956 




Gene No. 


89749 




Start 


17745 




Name 


OJ000450 18, 0412. CI. 


o4 . gs 


Start 


17745 




GI 


none 




Exons 


17745. , 17808/ 17939, 


.18068 


Seq. No, 


42956 




Gene No, 


89749 




Start 


17745 




Name 


OJ000450 18. 0412. CI. 


o4 . gp 


Start 


17835 




GI 


2797189 




Exons 


17835. .18070 




Seq. No. 


42957 




Gene No. 


89750 




Start 


435 




Name 


OJ000450 18, 0412. C2. 


ol . gs 


Start 


435 




GI 


none 




Exons 


435. ,449, 539, .2917, 


2981, 




4719.. 5581, 5699.. 6515 



Seq. ID OJ000450_18.0412.C1 
Strand 

End 18859 

Method GENSCAN 

End 18859 

Score ,65 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_18.0412.C1 

18859 
AAT/GAP 
18070 
415 



Seq, ID OJ000450_18.0412.C2 
Strand 
End 

Method 
End 
Score 
.3163, 3182, 



+ 

6515 
GENSCAN 
6515 
.46 

.3830, 4219. .4568, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42957 Seq, ID OJ000450_18 . 04 12 .C2 

89750 Strand + 

435 End 6515 

OJ000450_18,0412.C2.ol.np Method AAT/NAP 

557 End 6512 

7228457 Score 8507 

557. .923, 985. .2917, 2981. .3815, 3938. .4895, 4962, .6512 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



42957 Seq. ID 

89751 Strand 

10480 End 

OJ000450_18 . 04 12 . C2 . o3 . np Method 

10480 End 

5042454 Score 



OJ000450_18,0412.C2 
+ 

16765 
AAT/NAP 
12056 
220 



10480. .10609, 10708. .10776, 11468 .. 11633, 11996. .12056 
(AC007789) putative polyprotein [Oryza sativa] 



42957 
89751 
10480 

OJ000450_18 . 04 12 . C2 . o3 . gs 
11380 



Seq. ID OJ000450_18.0412.C2 
Strand + 

16765 
GENSCAN 
16696 
.69 



End 

Method 
End 

none Score 
11380. .11516, 11597. .11639, 12102 ., 12173, 12398 ,, 12440, 
13141, ,13185, 13216. ,13371, 13588 .. 13621 , 14 518 ,. 14 635, 
14710. .14792, 14879. .15044, 15251 .. 15319, 15843 ,. 15868.>^- 
15973. .16054, 16578.. 16696 



43521 



,Seq. No. 


42957 


Seq. ID 


OJ000450_18 . 0412 


.C2 


Gene No. 


89751 


• Strand 


+ 




Start 


10480 


End 


16765 




Name 


OJ000450 18.0412.C2.o4.np 


Method 


AAT/NAP 




Start 


13724 


End 


16765 




GI 


7258379 


Score 


149 




Exons 


13724 13865, 14360 . . 14'468, 


14480. .14711, 14847. .15059, 






15124. .15323, 15838. .16061, 


16135. .16181, 16578.. 16765 




GI Descrip. 


{AL138650) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


42957 


Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ0004 50_18 . 0412 . C2 . o7 . tw 


Method 


TBLASTX: Wheat 




Start 


1211 


End 


1600 




GI 


none 


Score 


54 




Exons 


1211.. 1255, 1262.. 1360, 1279 


..1359, 1327. .1563, 1343. .1600 


Seq. No. 


42957 


Seq. ID 


OJ0'00450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450 18 .0412.C2.o6.tm 


Method 


TBLASTX: Maize 




Start 


1250 


End 


1498 




GI 


none 


Score 


192 




Exons 


1250. , 1498, 1252. .1497 








Seq. No. 


42957 


Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450_18 . 0412 .C2 .o3 . tw 


Method 


TBLASTX: Wheat 




Start 


2338 


End 


2824 




GI 


none 


Score 


398 




Exons 


2338.. 2511, 2339.. 2824, 2533 


. .2793 






Seq. No. 


42957 


Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450_18 . 0412 , C2 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


2988 


End 


3451 




GI 


none 


Score 


215 




Exons 


2988.. 3431, 2989.-3444, 2990 


..3451, 2990. .3445 




Seq. No.. 


42957 


Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450_18 . 0412 .C2.o3.ts 


Method 


TBLASTX : Soybean 




Start 


3029 


End 


3394 




GI 


none 


Score 


111 




Exons 


3029. .3253, 3260. .3394 








Seq. No. 


42957 


Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450 18.0412.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


3119 


End 


3475 




GI 


none 


Score 


383 




Exons 


3119.. 3475, 3154. .3465, 3359 


, .3475 







43522 




O n XT y-v 

becj. ino. 


4^: yo / 








beq. lu 




• 


Gene. No. 


89752 








Strand 






Start 


7150 








End 


10388 




Name 


OJ000450 18. 


0412 


.C2.02. 


tm 


Method 


TBLASTX: Maize 




Start 


3502 








End 


3886 




GI 


none 








Score 


361 




Exons 


3502. .3867, 


3503 


. .3886 










beq. No. 










beq. Lu 


UJUUUfiOU IO.UhIZ 


no 


Gene No. 


89752 








Strand 






Start 


7150 








End 


10388 




Name 


OJ000450 18. 


0412 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3559 








End 


3979 




GI 


none 








Score 


478 




Exons 


3559. .3954, 


3560 


. .3979 










Seq. No. 


4z yo / 








beq. Lu 


UJUUU410U 10.U41Z 


. uz 


Gene No. 


89752 








Strand 






Start 


7150 








End 


10388 




Name 


OJ000450 18. 


0412 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3638 








End 


4009 




GI 


none 








Score 


263 




Exons 


3638. .4009, 


3655 


. .3798 










beq. NO- 


4z yo / 








Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 








Strand 






Start 


7150 








End 


10388 




Name 


OJ000450 18. 


0412 


. C2 . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4416 








End 


4874 




GI 


none 








Score 


237 




Exons 


4416. .4670, 


4440 


. .4691, 


4505. 


.4690, 4725. .4874, 4736. .4873 


Seq. No. 


42957 








Seq. ID 


OJ000450_18.0412 


.C2 


uene no . 


0 y / DZ 








Strand 






Start 


7150 








End 


10388 




Name 


OJ000450 18. 


0412 


. C2 . o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


4563 








End 


5129 




GI 


5666795 








Score 


68 




Exons 


4563. .4661, 


4737 


. .4874, 


4929. 


.5129 






GI Descrip. 


4206306 2.0e 


1-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


4z yo / 








Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 








Strand 






Start 


7150 








End 


10388 




Name 


OJ000450 18. 


0412 


.C2.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


4877 








End 


5189 




GI 


none 








Score 


191 




Exons 


4877. .5053, 


4890 


. .5078, 


4929. 


.5189 






Seq. No. 


42957 








Seq. ID 


OJ000450_18.0412 


.02 


Gene No. 


89752 








Strand 






Start 


7150 








End 


10388 




Name 


OJ000450 18. 


0412 


. C2 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


5391 








End 


5705 




GI 


none 








Score 


360 




Exons 


5391. .5705, 


5399 


. .5692 











43523 




Seq. No- 


42957 


Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450 18.0412.C2.o4.tw 


Method 


TBLASTX: Wheat 




Start 


5519 


End 


5900 




GI 


none 


Score 


371 




Exons 


5519. .5575, 5520. .5900, 5617. 


.5796, 5621.. 5869 




Seq. No. 


42957 


Seq, ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450 18.0412.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


5901 


End 


6503 




GI 


none 


Score 


267 




Exons 


5901.. 6197, 5906.. 6184, 6273. 


.6347, 6377.. 6496, 6378.. 6503 


Seq. No. 


42957 


Seq. ID 


OJ000450_18,0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450 18.0412.C2.o5.tm 


Method 


TBLASTX: Maize 




Start 


6372 


End 


6515 




GI 


none 


Score 


192 




Exons 


6372. .6515, 6377. .6511 








Seq, No. 


42957 


Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450 18.0412.C2.o2.gs 


Method 


GENSCAN 




Start 


7150 


End 


10388 




GI 


none 


Score 


.83 




Exons 


7150.. 7342, 7351.. 9023, 9154, 


.9271, 9286.. 10388 




Seq. No. 


42957 


Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89752 


Strand 






Start 


7150 


End 


10388 




Name 


OJ000450 18.0412.C2.o2.np 


Method 


AAT/NAP 




Start 


7153 


End 


10388 




GI 


6907089 


Score 


4168 




Exons 


7153,. 9023, 9127.. 10388 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42957 


Seq. ID 


OJ000450_18.0412 


.C2 


Gene No. 


89753 


Strand 






Start 


14920 


End 


15341 




Name 


OJ000450 18.0412.C2,o4.tm 


Method 


TBLASTX: Maize 




Start 


14920 


End 


15341 




GI 


none 


Score 


119 




Exons 


14920. ,15045, 14 920 .. 15045, 14928 .. 15050, 14928 .. 15047, 






15102. ,15260, 15103. .15225, 15119 .. 15277, 15251 .. 15328, 






15253. .15324, 15258.. 15341 








Seq. No. 


42958 


Seq, ID 


OJ000450 18.0412 


.C3 


Gene No. 


89754 


Strand 


+ 




Start 


1 


End 


1365 




Name 


OJ000450 18,0412,C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1070 





43524 




GI 7258379 Score 199 

Exons 1..203, 290. .380, 651 .. 784 , 866, . 1070 

GI Descrip. (AL138650) putative protein [Arabidopsis thaliana] 



Seq. No. 


42958 


Seq. ID 


OJ000450_18.0412 


-C3 


Gene No. 


89754 


Strand 


+ 




Start 


1 


End 


1365 




Name 


OJ000450 18;0412.C3.ol.gs 


Method 


GENSCAN 




Start 


94 


End 


1064 




GI 


none 


Score 


.04 




Exons 


94. .203, 290. .377, 585. .784, 


866. .1064 






Seq. No. 


42958 


Seq. ID 


OJ000450_18.0412 


.C3 


Gene No. 


89754 . 


Strand 


+ 




Start 


1 


End 


1365 




Name 


OJ000450 18.0412.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


624 


End 


1073 




GI 


none 


Score 






Exons 


624. .809, 626.. 784, 851.. 907, 


867. .941 


, 972.. 1073, 974* 


.1072 


Seq. No. 


42958 


Seq. ID 


OJ000450_18.0412 


.C3 


Gene No. 


89754 


Strand 


+ 




Start 


1 


End 


1365 




Name 


OJ000450 18.0412.C3.ol.gp 


Method 


AAT/GAP 




Start 


964 


End 


1365 




GI 


2442423 


Score 


T o 

70 J 




Exons 


964. .1365 








Seq. No. 


42959 


Seq. ID 


OJ000450_18.0412 


.C4 


Gene No. 


89755 


Strand 


+ 




Start 


408 


End 


4771 




Name 


OJ000450 18.0412.C4.ol.gs 


Method 


GENSCAN 




Start 


408 


End 


3643 




GI 


none 


Score 


.67 




Exons 


408. .488, 655. .742, 2713. .2849, 3389.. 


3448, 3635.. 3643 




Seq. No. 


42959 


Seq. ID 


OJ000450_18.0412 


.C4 


Gene No. 


89755 


Strand 


+ 




Start 


408 


End 


4771 




Name 


OJ000450 18.0412.C4.ol.np 


Method 


AAT/NAP 




Start 


2713 


End 


4771 




GI 


5295955 


Score 


294 




Exons 


2713.. 2781, 3325.. 3439, 4121. 


.4771 






GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (VO 155 5) 




[Oryza sativa] 








Seq. No. 


42959 


Seq. ID 


OJ000450_18.0412 


.C4 


Gene No. 


89756 


Strand 






Start 


4399 


End 


4658 




Name 


OJ000450 18.0412.C4.o2.gs 


Method 


GENSCAN 




Start 


4399 


End 


4658 




GI 


none 


Score 


.91 




Exons 


4399. .4485, 4578. .4658 








Seq. No. 


42960 


Seq. ID 


OJ000450_18.0412 


.05 


Gene No. 


89757 


Strand 


+ 




Start 


1508 


End 


2035 





43525 



Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ0004 50_18 . 04 12 . C5 . o2 . gp Method AAT/GAP 

1508 End 2035 

21466_1.R1084 Score 983 

1508. .2035 

'6006355/dbj IAP000559.1IAP000559 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0493C11 ' 



Seq. ID OJ000450_18.0412.C5 
Strand 

End . 1336 

Method AAT/GAP 

End 1336 

Score 147 



42960 
89758 
1238 

OJ000450_18.0412.C5.ol.gp 
1238 

LIB3477-003-P1-K1-E9 
1238. .1336 

•2498586/sptQ40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLER:gEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



42960 
89759 
2377 

OJ000450_18.0412.C5.o2.gs 

2377 

none 

2377. .2919, 3204. .4768 



Seq. ID • OJ000450__18.0412.C5 
Strand 

End ■ 4768 
Method GENSCAN 
End 4 7 68 

Score . 55 



Seq. ID OJ000450_18.0412.C5 
Strand 

4768 

AAT/NAP - 
4448 
2993 



42960 
89759 
2377 

OJ000450_18.0412.C5.ol.np 
2380 
6006375 
2380.. 2919, 3204.. 4448 

{AP000559) Similar to 0RF3 protein - rice tungro bacilliform 
virus &RTUORFS 2 (C40785) [Oryza sativa] 



End 

Method 

End 

Score 



Seq. No. 


' 42960 




■ Seq. ID 


OJ000450_18.0412 


.C5 


Gene No. 


89759 . 




Strand 






Start 


2377 ■^'^'■^ 




End 


4768 




Name 


OJ000450 18.0412.C5.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4062 




End 


4346 




GI 


none 




Score 


194 




Exons 


4062. .4346 










Seq. No. 


42961 




Seq. ID 


OJ000450_18.d412 


.C7 


Gene No. 


89760 




Strand 


+ 




Start 


56 




End 


825 




Name 


OJ000450 18.0412.C7.ol 


.gs 


Method 


GENSCAN 




Start 


56 




End 


825 




GI 


none 




Score 


.94 




Exons 


56.. .355, 386.. 468, 546 


. .657, 


709. .825 






Seq. No. 


42961 




Seq. ID 


OJ000450_18.0412 


.C7 


Gene No. 


89761 




Strand 


+ 




Start 


2860 




End 


10131 




Name 


OJ000450 18.0412.C7.o2 


. gs 


Method 


GENSCAN 




Start 


2860 




End 


10131 





43526 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



none Score . 8 

2860. .3457, 3536.-3624, 4205. .4298, 4651. .4687, 4809. .4917, 

5168. .5332, 6181. .6357, 6836. .7000, 7085. .7342, 8517. .8648, 

8690.. 8977, 9994.. 10131 



42961 
89761 
2860 

OJ000450_18.0412.C7.ol.np 
3145 
7486780 
3145. .3457, 



3536. 



Seq. ID OJ000450_18.0412.C7 

Strand + 

End 10131 

Method AAT/NAP 

End 6537 

Score 213 

.4336, 4573.. 4646, 6500.. 6537 



3624, 4205. 

hypothetical protein M3E9.140 - Arabidopsis thaliana 
gi I 29824631 embi CAA18227.il (AL022223) putative protein 
[Arabidopsis thaliana] gi | 72694 95 | emb | CAB7 94 98 . 1 I (AL161565) 
putative protein [Arabidopsis thaliana] 

42961 Seq. ID OJ000450_18 . 04 12 . C7 

89761 Strand + 

2860 End 10131 

OJ000450_18.0412.C7.ol.gp Method AAT/GAP - 

4634 End 6282 

LIB3431-021-P1-K1-G2 Score 744 

4634.-4687, 4809. .4917, 5026. .5067, 5168. .5332, 6181. .6282 
'6015437/dbj I AB008112.il AB008112 6.0e-10 Homo sapiens PEXl mRNA, 
complete cds' 



42961 Seq. ID OJ000450_18 

89761 Strand + 

2860 End 10131 

OJ000450_18 . 0412 .C7 . o2 . gp Method AAT/GAP 

6289 End 7450 

none Score 838 

6289.. 6357, 7085.. 7450 



.0412. C7 



Seq. No. 42961 Seq. ID OJ000450 

Gene No. 89762 Strand + 

Start 10553 End 10653 

Name OJ000450_18 . 0412 .C7 . o3 . gs Method GENSCAN 

Start 10553 End 10653 

GI none Score .57 

Exons 10553. .10653 



18. 0412. C7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



42961 Seq. ID OJ000450_18 . 04 12 . C7 

89763 Strand 

9760 End 10722 

OJ000450_18 . 0412 .C7 . o2 . np Method AAT/NAP 

9760 End 10722 

5922628 Score 122 

9760.. 9804, 9929.. 10059, 10536.. 10722 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6016861 1 dbj IBAA85204.il {AP000570) hypothetical protein 

[Oryza sativa] 



42962 
89764 
8 



Seq. ID OJ000450_18.0412-C8 
Strand + 
End 3269 



43527 



Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method GENSCAN 

End 3269 

none Score .61 

8. .96, 2617. .2731, 3126. .3269 



OJ000450_18.0412.C8.ol.gs 
8 



42962 
89765 
8536 

OJ000450_18.0412.C8.o3.gs 

8536 

none 

8536.. 8587, 9546.-9593 



Seq. ID OJ000450_18.0412.C8 

Strand + 

End 9593 

Method GENSCAN 

End 9593 

Score .58 



42962 
89766 
3045 

OJ000450_18 . 0412 . C8 . ol . np 
3045 
6016874 



Seq. ID OJ000450_18.0412.C8 
Strand 

5358 
AAT/NAP 
5358 
1687 



End 

Method 
End 
Score 

3045. .3275, 3725. .4081, 4199. .4378, 4772. .5196, 5280.. 5358 
(AP000570) ESTs. C19143(E10020) ,D25076(R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 


42962 








Seq, ID 


OJ000450_18,0412. 


.C8 


Gene No. 


89766 








Strand 






Start 


3045 








End 


5358 




Name 


OJ000450 18 


,0412 


.C8.o2. 


gs 


Method 


GENSCAN 




Start 


3738 








End 


5358 




GI 


none 








Score 


.61 




Exons 


3738. .4198, 


4772 


. .4931, 


5209. 


.5358 






Seq. No. 


42962 








Seq. ID 


OJ000450_18.0412 


.C8 


Gene No. 


89766 








Strand 






Start 


3045 








End 


5358 




Name 


OJ000450 18 


.0412 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3804 








End 


4025 




GI 


none 








Score 


81 




Exons 


3804. .4025, 


3889 


. .4014 










Seq . No . 


42962 








Seq. ID 


OJ000450_18.0412 


.08 


Gene No. . 


89766 








Strand 






Start 


3045 








End 


5358 




Name 


OJ000450 18 


.0412 


.08. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4027 








End 


4511 




GI 


none 








Score 


48 




Exons 


4027. .4116, 


4159 


. .4500, 


4230, 


.4511 






Seq. No. 


42962 








Seq. ID 


OJ000450_18.0412 


,08 


Gene No. 


89766 








Strand 






Start 


3045 








End 


5358 




Name 


OJ000450 18 


,0412 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4716 








End 


4943 




GI 


none 








Score 


100 




Exons 


4716. .4943, 


4717 


, .4935 










Seq. No. 


42963 








Seq. ID 


OJ000450_18.0412 


.09 



43528 



Gene No. 


89767 


Strand 


+ 






Start ' 


1476 


End 


1817 






Name 


OJ000450 18 .0412 .C9.ol .as 


Method 


GENSCAN 






Start 


1476 


End 


1817 






GI 


none 


Score 


.87 








1476 1572, 1684 1817 










Seq. No. 


42963 


Seq, ID 


OJ000450_18. 


0412 


.C9 


Cfinp No 


89768 


Strand 


+ 






Start 


.3613 


End 


6976 






Name 


OJ000450 18.0412.C9.ol.np 


Method 


AAT/NAP 






Start 


3613 


End 


6976 






GI 


5922620 


Score 


205 






Exons 


3613.. 3660, 3813.. 3975, 4687 


.4822, 5267. .5304, 5348. .5531, 




6771. .6976 










\J -L J—/ \^ O w •^f' * 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gil 6016853 Idbj | BAA85196.il (AP000570) 


EST D15357 (C0514) 






corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 










Seq. No. 


42963 


Seq. ID 


0,70004 SO 1ft 


0412 


.C9 


Gene No. 


89768 


Strand 


4. 






Start 


3613 


End 


D ^ / D 






Name 


OJ000450 18.0412.C9.o2.gs 


Method 










3613 


End 








GI 


none 


Score 










3613. .3834 










Seq. No. 


42963 


Seq. ID 


n.TOOOA so 1 ft 


0412 


.C9 


Gene No. 


89769 


Strand 


T 






Start 


8509 


End 


1 1 4 Q*^ 

J. X 4 !7 J 






Name 


OJ000450 18.0412.C9.ol.gp 


Method 


AAT/GAP 






Start 


8509 


End 


9861 






GI 


none 


Score 


798 






ill Ai\.>fi 1^ 


8509.. 8598, 9494,. 9861 










Sea No 


42963 


Seq. ID 


OJ000450_18. 


0412 


.C9 


Gene No. 


89769 


Strand 


+ 






Start 


8509 


End 


11493 






Name 


OJ000450 18.0412.C9.o2.np 


Method 


AAT/NAP 






Start 


8841 


End 


10917 








7270975 


Score 


254 






ill A Wi 1 o 


8841. .8864, 10090. .10917 












(AJ251989) putative topoisomerase VIA 


[Arabidopsis 


thaliana] 


Seq. No. 


42963 


Seq. ID 


OJ000450_18. 


0412 


.C9 


Gene No. 


89769 


Strand 


+ 






Start 


8509 


End 


11493 






Name 


OJ000450 18.0412.C9.o2.gp 


Method 


AAT/GAP 








10621 


End 


11493 






GI 


none 


Score 


1426 






Exons 


10621. .10923, 11032.. 11493 










Seq. No; 


42963 


Seq. ID 


OJ000450_18. 


0412 


.C9 


Gene No. 


89770 


Strand 








Start 


4233 


End 


5555 







43529 




Nains 


OJ000450 18 


. 0412 


. C9 . o3 . gs 


Method 


GENSCAN 




Start 


4233 ~ 






End 


5555 




GI 


none 






.Score 


.65 




Exons 


4233. . 4397, 


4402 


..4445, 4668 


..4937, 4951.. 5147, 5434.-5555 


Seq. No. 


42963 






Seq. ID 


OJ000450_18.0412 


.C9 


Gene No. 


89771 






Strand 






Start 


7242 






End 


7775 




Name 


OJ000450 18 


. 0412 


. C9 . ol . tm 


Method 


TBLASTX: Maize 




Start 


7242 ~ 






End 


7700 




GI 


none 






Score 


82 




F von 


7242 . . 7337, 


7338 


. .7601, 7614 


. .7700 






Seq. No. 


42963 






Seq. ID 


OJ000450_18 . 0412 


.C9 


Gene No. 


89771 






Strand 






Start 


7242 






End 


7775 




Name 


OJ000450 18 


. 0412 


.C9.ol .tw 


Method 


TBLASTX: Wheat 




Start 


7425 ~ 






End 


777,^5 . . 




GI 


none 






Score 


287" ' 




R von 


7425 7775, 


7428 


. . 7718 








Seq. No. 


42963 






Seq. ID 


OJ000450_18.0412 


.C9 


Gene No. 


89772 






Strand 






Start 


7856 






End 


8134 




Name 


OJ000450 18 


. 0412 


C9 o2 tm 


Method 


TBLASTX: Maize 




Start 


7856 ~ 






End 


8134 




GI 


none 






Score 


167 




Rvon<? 

ill AV/llO 


7856 8038, 


8048 


. .8134 








Seq. No. 


42963 






Seq. ID 


OJ000450_18.0412 


.C9 


Gene No. 


89773 






Strand 






Start 


10144 






End 


10575 




Name 


OJ000450 18 


.0412 


.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


10144 






End 


10575 




GI 


none 






Score 


114 




Exons 


10144. .10278, 10393.. 10575 








Seq. No. 


42964 






Seq. ID 


OJ000450_15.0411 


.CI 


Gene No. 


89774 






Strand 


+ 




Start 


711 






End 


4510 




Name 


OJ000450 15 


.0411 


.Cl.ol.gs 


Method 


GENSCAN 




Start 


711 






End 


4510 




GI 


none 






Score 


.45 




Evon <? 


711.. 772, 2882.. 


3788, 3887.. 


4510 






Seq. No. 


42964 






Seq. ID 


OJ000450_15.0411 


.CI 


Gene No. 


89774 






Strand 


+ 




Start 


711 






End 


4510 




Name 


OJ000450 15 


.0411 


.Cl.ol.np 


Method 


AAT/NAP 




Start 


1858 






End 


4495 




GI 


584861 






Score 


815 




Exons 


1858. .1903, 


2947 


..3788, 3887 


. .4495 







GI Descrip. CYTOCHROME P450 71A2 {CYPLXXIA2) (P-450EG4) 

gi| 480396|pir I IS36806 cytochrome P450 71A2 - eggplant 
gi|408140|emb|CAA50645|- (X71654) P450 hydroxylase [Solanum 
melongena] gi | 441185 | dbj t BAA03635 | {D14990) Cytochrome P-450EG4 
[Solanum melongena] 



43530 




Seq. No. 


42964 


Seq. ID 


OJ000450_ 


15. 0411. CI 


Gene No. 


89774 


Strand 


+ 






711 


End 






Name 


OJ000450 15.0411.Cl.ol.gp 


Method 


AAT/GAP 




Start 


3679 


End 


4229 




GI 


LIB3432-037^P1-K1-A12 


Score 


855 




Exons 


3679. .3788, 3887. .4229 








GI Descrip. 


'166949 3.0e-36 (M32885) cytochrome P- 


450LXXIA1 


(cyp71Al) 




[Persea americana] * 








Seq. No. 


42964 


Seq. ID 


OJ000450 


15. 0411. CI 


Gene No. 


89775 


Strand 


+ 




ocaru 


7031 


End 


15027 




Name 


OJ000450 15.0411.Cl.o3.gs 


Method 


GENSCAN 




Start 


7031 


End 


15002 




GI 


none 


Score 


.78 




Exons 


7031.. 8502, 8598.. 8677, 9094 


,.9281, 10119. .11154 


, 11628. .11 




12269. .12424, 12516 .. 12785, 


12945. .13115, 13798. 


.13857, 




14016. .15002 








Seq. No. 


42964 


Seq. ID 


OJ000450_ 


15. 0411. CI 


Gene No. 


89775 


Strand 


+ 




Start 


7031 


End 


15027 






OJ000450 15 . 0411 .CI .o2 .np 


Method 


AAT/NAP 




Start 


7859 


End 


15027 




GI 


6562264 


Score 


1307 




Exons 


7859.. 8021, 8411.. 8502, 8598 


..8677, 9094. .9284, 


10119. .1022 




10262. .10440, 10564. .11154, 


11230. .11357, 11628. 


.11715, 




12221. .12424, 12685 .. 13092, 


14567. .14646, 14972. 


.15027 


GI Descrip. 


(AL132980) putative protein 


[Arabidopsis thaliana] 


oeq • INO . 


42964 


Seq. ID 


OJ000450_ 


15. 0411. CI 


Gene No. 


89775 


Strand 


+ 




Start 


7031 


End 


15027 




Name 


OJ000450 15.0411.Cl.o2.gp 


Method 


AAT/GAP 




Start 


14159 


End 


14613 




GI 


none 


Score 


834 




Exons 


14159. .14613 








Seq. No. 


42964 


Seq. ID 


OJ000450_ 


15. 0411. CI 


uene wo . 


89776 


Strand 






Start 


5102 


End 


5612 




Name 


OJ000450 15.0411.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


2946 


End 


4486 




GI 


none 


Score 


45 




Exons 


2946.. 3002, 3123.. 3302, 3878 


..4012, 3937. .4005, 


4009. .4245, 




4010.. 4249, 4265.. 4399, 4276 


..4428, 4421. .4486 




Seq. No. 


42964 


Seq. ID 


OJ000450_ 


15. 0411. CI 


Gene No. 


89776 


Strand 






Start 


5102 


End 


5612 




Name 


OJ000450 15.0411.Cl.o5.tm 


Method 


TBLASTX: Maize 


Start 


3485 


End 


4113 




GI 


none 


Score 


40 




Exons 


3485.. 3661, 3486.. 3515, 3519 


..3692, 3705.. 3755, 


3881. .3997, 




3884.. 4006, 3886.. 3999, 4018 


..4113, 4019. .4111 





43531 




Seq. No. 


42964 








Seq. ID 


OJ000450_15,0411.C1 


Gene No. 


89776 








Strand 




Start 


5102 








End 


5612 


Name 


OJ000450 15. 


0411 


,Cl.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3878 








End 


4501 


GI 


none 








Score 


335 


Exons 


3878. .4249, 


3917 


. .3997, 


4048. 


.4248, 4262. .4501, 4267. .4446 


Seq. No. 


42964 








Seq. ID 


OJ000450 15. 04 11. CI 


Gene No. 


89776 








Strand 




Start 


5102 








End 


5612 


Name 


OJ000450 15. 


0411 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3878 








End 


4195 


GI 


none 








Score 


286 


Exons 


3878. .4018, 


3887 


. .4195, 


3943. 


.4194 




Seq. No, 


42964 








Seq. ID 


OJ000450_15.0411.C1 


Gene No. 


89776 








Strand 




Start 


5102 








End 


5612 


Name 


OJ000450 15. 


0411 


.Cl,o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4114 








End 


4513 


GI 


none 








Score 


522 


Exons 


4114 , .4446, 


4115 


. .4489, 


4253, 


.4513 




Seq. No. 


42964 








Seq. ID 


OJ000450_15.0411.C1 


Gene No . 


89776 








Strand 




Start 


5102 , 








End 


5612 


Name 


OJ000450 15. 


0411 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4219 








End 


4486 


GI 


none 








Score 


48 


Exons 


4219. .4245, 


4220 


, .4246, 


4264. 


.4446, 4265. .4486, 4355.-4453 


Seq. No. 


42964 








Seq. ID 


OJ000450_15.0411.C1 


Gene No. 


89776 








Strand 




Start 


5102 








End 


5612 


Name 


OJ000450 15. 


0411 


,Cl.o2. 


as 


Method 


GENSCAN. 


Start 


5102 








End 


5612 


GI 


none 








Score 


.65 


Exons 


5102, .5168, 


5277 


. .5418, 


5465. 


.5612 




Seq. No, 


42964 








Seq, ID 


OJ000450_15.0411.C1 


Gene No, . 


89777 








Strand 




Start 


8444 








End 


9137 


Name 


OJ000450 15. 


0411 


.C1-04 . 


ts 


Method 


TBLASTX: Soybean 


Start 


8444 








End 


9137 


GI 


none 








Score 


96 


Exons 


8444. .8503, 


8455 


, . 8505, 


8596. 


.8679, 8598.. 8678, 9093.. 9137 


Seq. No, 


42964 








Seq. ID 


OJ000450_15.0411.C1 


Gene No, 


89778 








Strand 




Start 


10118 








End 


10781 


Name 


OJ000450 15. 


0411 


.Cl,o6. 


tm 


Method 


TBLASTX: Maize 


Start 


10118 








End 


10261 


GI 


none 








Score 


184 


Exons 


10118. .10261 


, 10119.. 10241 







43532 





Seq. No. 


42964 








Seq. ID 


OJ000450_i5.0411 


.CI 




Gene No. 


89778 








Strand 








Start 


10118 








End 


10781 






Name 


OJ000450 15. 0411. CI. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


10121 








End 


10781 






GI 


none 








Score 


116 






Exons 


10121. 


.10210, 


10122. 


.10229, 


10568. .10666, 10578. .10781, 








10593. 


.10781 














Seq. No. 


42964 








Seq. ID 


OJ000450_15.0411 


.CI 




Gene No. 


•89778 








Strand 








Start 


10118 








End 


10781 






Name 


OJ000450 15. 0411. CI. 


65. ts 


Method 


TBLASTX : Soybean 






Start 


10550 








End 


10733 






GI 


none 








Score 


70 






Exons 


10550. 


.10666, 


10574. 


.10678, 


10578. .10730, 10593.. 10733 






Seq. No. 


42964 








Seq. ID 


OJ000450_15,0411 


.CI 




Gene No. 


89779 








Strand 








Start 


10766 








End 


11364 






_ Name 


OJ000450 15. 0411. CI. 


„ •-) 1 

o3 . tm 


Method 


TBLASTX: Maize 






Start 


10766 








End 


11364 






GI 


none 








Score 


285 






Exons 


10766. 


.10948, 


10767. 


.10949, 


10769. .10963, 10771 .. 10962, 




, U 




10908. 


.11156, 


10970. 


.11164, 


10972. .11166, 11038. .11181, 




1 i i 




11228. 


.11362, 


11229. 


.11357, 


11230. .11364 




= y 


Seq. No. 


42964 








Seq. ID 


OJ000450_15.0411 


.CI 




Gene No. 


89779 








Strand 








Start 


10766 








End 


11364 






Name 


OJ000450 15. 0411. CI. 


o2.ts 


Method 


TBLASTX : Soybean 




IT. 


Start 


10940 








End 


11362 




[y 


GI 


none 








Score 


276 




B 


Exons 


10940. 


.11014, 


10947. 


.11156, 


10947. ,11156, 11075. .11194, 




1 -i 




11228. 


.11362, 


11229. 


.11357 








"■J 


Seq. No. 


42964 








Seq. ID 


OJ000450_15.0411 


.CI 


* — 


Gene No. 


89780 








Strand 








Start 


11938 








End 


12660 




r H 


Name 


OJ000450 15. 0411. CI. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


11938 








End 


12660 






GI 


none 








Score 


98 






Exons 


11938. 


.11994, 


11939. 


.11995, 


11940,-11996, 12275. .12427, 








12276. 


.12425, 


12277. 


.12429, 


12477. .12653, 12518 .. 12658, 








12518. 


.12658, 


12520. 


.12660 










Seq. No. 


42964 








Seq. ID 


OJ000450_15.0411 


.CI 




Gene No. 


89781 








Strand 








Start 


12766 








End 


14895 






Name 


OJ000450 15. 0411. CI. 


ol. tm 


Method 


TBLASTX: Maize 






Start 


12766 








End 


14895 






GI 


none 








Score 


173 






Exons 


12766. 


.12948, 


12767. 


.12946, 


12767. .12973, 12927 .. 13091, 








12928. 


.13092, 


12949. 


.13098, 


12950. .13141, 13135. .13191, 








13208. 


.1335.4, 


13239. 


.13343, 


13240, .13347, 13348 .. 13617 , 








13349. 


,13591, 


13802. 


.13861, 


14028. .14156, 14035. .14166, 








14036. 


.14152, 


14143. 


.14181, 


14180. .14368, 14184. .14363, 





43533 






14?fiS 14*^70 1 440? 


14 371. .14 409, 14371. .14 409, 






14'^Rfi 14SP0 144nft 14SP1 


14408. .14542, 14410 .. 14538, 






14^'^4 14SQ'^ 14R'^S 14SQ4 


14536. .14595, 14 613 .. 14798 , 






14fi14 14fiftS 14618 147?? 


14848. .14£ 


t95, 14849. .14890 




Seq. No. 


42964 


Sea ID 


OJ000450 15.0411 


.CI 


Gene No. 


89781 


o i« X a 1 








X^ f 0 D 


End 


14895 




Nsine 


n.TonndRn i^ 0411 n he: 

XJ.\/*lXX.k.^X.^JJ.L.O 


Mf^t hod 


TBLASTX: Soybean 






1 9ft 4 4 ~ 

XZ 0 T fx 


End 


13069 






none 


Score 


262 




Sxons 


1?ft44 I^Ofifl 1?fl4S 13069 








Seq. No. 


42964 


Seq. ID 


OJ000450_15.0411 


.CI 


Gene No. 


89781 


Strand 










End 


14895 




Name 


nTnnn4'=\0 i^ 0411 n -ho 

WU UvJU4^U X^.U'3XX.V../X.vJO. 


Method 


TBLASTX: Cress 






1 9ft7ft ~ 


End 


13066 






none 


Score 


244 






1?a78 13066 12879 13064 


12880. .13065 




Seq, No. 


42965 


Seq. ID 


OJ000450_15.0411 


.C2 


Gene No. 


89782 


Strand 


+ 




O UalT U 


1 01 P 

X U X 0 


End 


1557 




Name 


nTnnn4'=\n ir 0411 r? oi rr<5 

\JKJ \j\J\JHu\J XJ.UMXX.^^.vJX.^O 


Method 


GENSCAN 




ouaru 


1 m ft ~ 

J.U xO 


End 


1557 






none 


Score 


1 




Exons 


inift 1 1 Qft i^p^ 1 SS7 








Seq. No. 


42965 


Seq. ID 


OJ000450_15.0411 


.C2 


Gene No. 


89783 


Strand 






0 udl. U 


1 

X 


End 


213 




Name 


0.70004^^0 1^ 0411 CO nl rrn 


Method 


AAT/GAP 




0 uart 


1 ~ 

X 


End 


213 






none 


Score 


328 




EiXons 


1 913 

X • • ^ X 0 








oeq. wo. 




Seq. ID 


OJ000450_15.0411 


.C2 


Gene No. 


89784 


Strand 






Start 


1078 


End 


1560 




Name 


n.T0004'^0 IS 0411 P? nl -f-Tn 

\J\J \J\J\J rx XJ.U*3XX* • U X • L.1LI 


Method 


TBLASTX: Maize 






1 07P ~ 

xu / 0 


End 


1560 






none 


Score 


183 






107ft 1 1 Q7 1 0ft3 1 1 Q6 1 0Q4 


..1198, 1384. .1485, 1393. .1485, 




14?ft 1487 1486 1^60 1487 


. .1555, 1527. .1556 




Seq. No. 


42966 


Seq. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89785 


Strand 


+ 




0 UalT u 


9609 


End 


13181 




Name 


OJ000450 15.0411.C3.o2.gs 


Method 


GENSCAN 




oT,ari- 


9609 


End 


13181 




GI 


none 


Score 


.66 




Exons 


9609.. 9676, 12169 .. 12296, 12756 .. 12900, 13007.. 13181 




Seq. No. 


42966 


Seq. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89786 


Strand 






Start 


349 


End 


6909 





43534 



Name 

Start 

GI 

Exons 



OJ000450_15 . 04 11 . C3 . ol . gs Method GENSCAN 

349 End 6909 

none Score .81 

349.. 960, 1659.. 2093, 2165.. 2587, 3339.. 3626, 3961.. 4236, 

4352. .4513, 5762. .5854, 6059. ,6445, 6514. .6909 



Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42966 
89786 
349 

OJ000450_15.0411.C3.ol.np 
352 

166949 
352. .960, 1659. .2544 

(M32885) cytochrome P-450LXXIA1 (cyp71Al) [Persea americana] 



Seq. ID OJ000450_15.0411.C3 
Strand 

End 6909 

Method AAT/NAP 

End 2544 • 

Score 870 



42966 
89786 
349 

OJ000450_15.0411.C3.o2.np 

3297 

7484850 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_15.0411.C3 
6909 

AAT/NAP . 
6807 
1517 

3297. .3626, .3961. .4236, 4352. .4513, 6059,-6358, 6451. .6807 
cellulase (EC 3.2.1.4) F19H22.110 - Arabidopsis thaliana 
gi I 4539320 I emb I CAB38821.il (AL035679) putative endo-1, 
4-beta-glucanase [Arabidopsis thaliana] 
gi|7270884 |emb|CAB80564.1| {AL161594) putative endo-1, 
4-beta-glucanase [Arabidopsis thaliana] 



Seq. No. 


42966 




Seq, ID 


OJ000450_15.0411 


.C3 


Gene No. 


89787 




Strand 






Start 


13788 




End 


14228 




Name 


OJ000450 15. 0411. C3 


.o3.gs 


Method 


GENSCAN 




Start 


13788 




End 


14228 




GI 


none 




Score 


.92 




Exons 


13788. .14228 










Seq. No. 


42966 




Seq. ID 


OJ000450_15.0411 


.03 


Gene No. 


89788 




Strand 






Start 


16577 




End 


17751 




Name 


OJ000450 15. 0411. C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


344 




End 


628 




GI 


none 




Score 


195 




Exons 


344. .628, 358. .627 










Seq, No. 


42966 




Seq. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89788 




Strand 






Start 


16577 




End 


17751 




Name 


OJ000450 15. 0411. C3 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


361 




End 


2343 




GI 


none 




Score 


320 




Exons 


361. .711, 362. .946, 


.775. .966, 


2122. .2343 




Seq, No. 


42966 




Seq. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89788 




Strand 






Start 


16577 




End 


17751 




Name 


OJ000450 15. 0411. C3 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


367 




End 


966 





43535 




GI 


none 




Score 


200 




Exons 


367. .711, 521. .949, 775 


. .966 








Seq, No. 


42966 




Seq. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89788 




Strand 






Start 


16577 




•End 


17751 




Nbicis 


OJ000450 15 . 0411 .C3.o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


374 ~~ 




End 


964 




V7.L 


none 




Score 


289 




Exons 


374. .964, 379. .717, 516 


. .782, 


775. .963 






Seq. No. 


42966 - 




Seq. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89788 




Strand 






Start 


16577 




End 


17751 




Name 


OJ000450 15 . 0411 .C3.o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


652 ~ 




End 


960 




GI 


none 




Score 


142 




Exons 


652.. 711, 653.. 952, 775 


. . 960 








Seq. No. 


42966 




Seq. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89788 




Strand 






Start 


16577 




End 


17751 




Name 


OJ000450 15. 0411 .C3.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1911 ~ 




End 


2418 




GI 


none 




Score 


65 




Rvnn*? 


1911 2030, 2122.. 2343. 


2350. 


.2418 






Seq. No. 


42966 




Seq. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89788 




Strand 






Start 


16577 




End 


17751 




Name 


OJ000450 15 . 0411 .C3 .o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


2227 ~ 




End 


2418 




GI 


none 




Score 


76 




Exons 


2227. .2418, 2239. .2304, 


2363. 


.2416 






Sea No 


42966 




Seq. ID 


OJ000450_15.0411 


,C3 


Gene No. 


89788 




Strand . 






Start 


16577 




End 


17751 




Name 


OJ000450 15.0411.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3000 ~ 




End 


3428 




GI 


none 




Score 


38 




F.vnn ^ 


3000 3065, 3001.. 3060, 


3049. 


.3294, 3075.. 3095, 3110.. 3301, 




3154 3300, 3295.. 3390, 


3297 . 


.3428 






Qpa No 


42966 




Seq. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89788 




Strand 






Start 


16577 




End 


17751 




Name 


OJ000450 15 . 0411 .C3.ol . 


tm 


Method 


TBLASTX: Maize 




Start 


3297 ~ 




End 


4033 




GI 


none 




Score 


122 




Exons 


3297. .3629, 3298. .3390, 


3303. 


.3392, 3464.. 3628, 3481.. 3630, 




3956. .4033, 3958. .4032 










Seq. No. 


42966 




Seq.. ID 


OJ000450_15.0411 


.C3 


Gene No. 


89788 




Strand 






Start 


16577 




End 


17751 




Name 


OJ000450 15.0411.C3.o3. 


ts 


Method 


TBLASTX : Soybean 





43536 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3303 End 3557 

none Score 99 

3303.. 3557, 3307.. 3390, 3484.. 3555 



42966 
89788 
16577 

OJ000450_15.0411.C3.ol.tc 

3318 

none 

3318.. 3629, 3319 
4135.. 4239, 4268 
6059. . 
6547. . 



.3372, 3484. 

.4459, 4337. 

6091, 6119.. 6364, 6213. 

6714, 6548.. 6625, 6724. 



42966 
89788 
16577 

OJ000450_15.0411.C3.o4.ts 

3985 

none 

3985.-4239, 3986.. 4237, 4350. 

42966 
89788 
16577 

OJ000450_15.0411.C3.o3.tm 

4073 

none 

4073. .4117, 4074. .4121, 4075. 
4147. .4239, 4148. .4237, 4171. 
4352. .4495 

42966 
89788 
16577 

OJ000450_15.0411,C3.o2.ts 

6110 

none 

6110.. 6358, 6213.. 6359, 6484, 
6712. .6789 

42966 
89788 
16577 

OJ000450_15 . 04 11 . C3 . o4 . tm 

6306 

none 

6306.. 6359, 6306.. 6347, 6308. 
6536.. 6625, 6547.. 6714, 6718, 

42966 
89788 
16577 

OJ000450_15.0411.C3.ol.gp 
16577 

1214 1,R1084 



Seq. ID OJ000450_15.0411.C3 
Strand 

End 17751 
Method TBLASTX : Cress 
End 6792 
Score 65 

.3630, 3956.. 4090, 3958.. 4134, 
.4525, 4344. .4514, 6057. .6092, 
.6359, 6451.. 6540, 6461.. 6538, 
.6792 



OJ000450_15.0411.C3 
17751 

TBLASTX : Soybean 

4415 

131 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4415, 4352. .4414 

Seq. ID OJ000450_15.0411-C3 
Strand 

End 17751 
Method TBLASTX : Mai ze 
End 4 4 96 

Score 8 6 

.4128, 4075. .4155, 4130. .4156, 
.4239, 4347. .4496, 4350. .4493, 



Seq. ID OJ000450_15,0411.C3 
Strand 

End 17751 

Method TBLASTX: Soybean 

End 6789 

Score 108 

.6525, 6485.. 6526, 6541.. 6714, 



Seq. ID OJ000450_15.0411.C3 
Strand 

End 17751 

Method TBLASTX : Mai ze 

End 67 92 

Score 79 

.6364, 6421. .6540, 6461. .6538, 
.6792, 6725.. 6769 

Seq. ID OJ000450_15.0411.C3 
Strand 

End 17751 

Method AAT/GAP 

End 17747 

Score 1064 



43537 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16577. :i7026, 17645.. 17747 

'4469021/emb|CAB38282| 3.0e-68 (AL035602) hypothetical protein 
[Arabidopsis thaliana] ' 



42966 
89788 
16577 

OJ000450_15 . 04 11 . C3 . o6 . tm 

16904 

none 

16904. .17026, 16905 17027 , 
17643. .17750, 17644 .. 17751 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 15. 0411. C3 



17751 

TBLASTX: Maize 
17751 
173 

16909. .17028, 17642 .. 1774 6, 
17648. .17746 



OJ000450 15. 0411. C3 



42966 Seq. ID 

89788 Strand 
16577 End 17751 

OJ000450_15 . 04 11 . C3 . o3 . np Method AAT/NAP 

16909 End 17747 

7487511 ' Score 233 

16909. .17026, 17645.. 17747 ' 

hypothetical protein T29A15.190 - Arabidopsis thaliana 
gi 14469021 1 emb I CAB38282.il (AL035602) hypothetical protein 
[Arabidopsis thaliana] gi | 7269624 | emb | CAB81420 . 1 | (AL161571) 
hypothetical protein [Arabidopsis thaliana] 



42967 Seq. ID 

89789 Strand 
1901 End 
OJ000450_15.0411.C4.o5.np Method 
1901 End 
2708709 Score 

1901. .1940, 4113. .4219, 9677. .9980, 10454 .. 11112, 15471 
{AF038575) WisJcott-Aldrich Syndrome protein homolog 
[Schizosaccharomyces pombe] 



OJ000450_15.0411.C4 
+ 

21553 
AAT/NAP 
15545 
226 

15545 



42967 
89789 
1901 

OJ000450_15 . 0411 . C4 . o2 . gs 

3576 

none 



Seq. ID OJ000450_15.0411.C4 

Strand + 

End 21553 

Method GENSCAN 

End 8154 

Score . 65 . 



3576. .3751, 3869. .4004, 4711. .4904, 5000. .5061, 5230. .5351, 
6045. .6155, 7270. .7377, 7668. .7757, 8047. .8154 



42967 Seq, ID 

89789 Strand 
1901 End 
OJ000450_15 . 04 11 , C4 . o4 . np Method 
6756 End 
7488343 Score 
6756. .6846, 6951. .7105, 7270. .7377, 7668. .7757, 8047. .8145 
SNF8 protein homolog F10M23.380 - Arabidopsis thaliana 
gi I 4455227 I emb I CAB36550.il (AL035440) SNF8 like protein 
[Arabidopsis thaliana] gi | 7269557 | emb | CAB79559 . 1 | (AL161566) 
SNF8 like protein [Arabidopsis thaliana] 



OJ000450_15.0411.C4 
+ 

21553 
AAT/NAP 
8145 
572 



Seq. No. 



42967 



Seq. ID OJ000450_15.0411.C4 



43538 



Gene No. 

Start 

Name 

Start 

GI 

Exons, 

GI Descrip. 



89789 Strand + 

1901 End 21553 

OJ000450_15 .0411. C4 . o4 . gp Method AAT/GA.P 

7021 End 8237 

26378_1.R1084 Score 838 

7021. .7105, 7270. .7377, 7668. .7757, 8047.. 8237 



M455227/emb I CAB36550.il 2.0e-42 
[Arabidopsis' thaliana] ' 



(AL035440) SNF8 like protein 



Seq. No. 


42967 




Seq. ID 


OJ000450_ 


15.0411 


.C4 


Gene No. 


89789 




Strand 


+ 






Start 


1901 




End 


21553 






Name 


'OJOOO'450 15. 0411. C4. 


o4 .gs 


Method 


GENSCAN 






Start 


10459 




End 


12381 






GI 


none 




Score 


.54 






Exons 


10459. .11443, 12281. 


.12381 










Seq. No. 


42967 




Seq. ID 


OJ000450_ 


15.0411 


.C4 


Gene No. 


89789 




Strand 


+ 






Start 


1901 




End 


21553 






Name 


OJ000450 15. 0411. C4. 


o5.gs 


Method 


GENSCAN 






Start 


13581 




End 


21553 






GI 


none 




Score 


.46 


.18798, 




Exons 


13581. .13981, 15479. 


.15765, 


15855. .15931, 18732. 





18902. .19518, 21434. .21553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



42967 
89789 
1901 

OJ000450_15.0411.C4.o6.np 
13597 
7487177 

13597, .13976, 15423 .. 15765, 15855.. 16030 

hypothetical protein T19F6.80 - Arabidopsis thaliana 

gi I 5668637 |emb|CAB51652. 11 {AL109619) hypothetical protein 

[Arabidopsis thaliana] gi t 7269258 | emb | CAB81327 . 1 1 (AL161560) 

hypothetical protein [Arabidopsis thaliana] 



OJ000450 
+ 

21553 
AAT/NAP 
16030 
481 



15. 0411. C4 



Seq. No. 


42967 




Seq. ID 


OJ000450_ 


15.0411, 


C4 


Gene No. 


89789 




Strand 


+ 






Start 


1901 




End 


21553 






Name 


OJ000450 15. 0411. C4. 


o5.gp 


Method 


AAT/GAP 






Start 


14204 




End 


14405 






GI 


4878384 




Score 


385 






Exons 


14204. .14405 












Seq. No. 


42967 




Seq. ID 


OJ000450_ 


15.0411 


C4 


Gene No. 


89790 




Strand 


+ 






Start 


25260 




End 


29775 






Name 


OJ000450 15. 0411. C4. 


o7 .gs 


Method 


GENSCAN 






Start 


25260 




End 


29775 






GI 


none 




Score 


.41 






Exons 


25260. .25618, 25736. 


.25871, 


27532. .27634, 27731. 


.27877, 






28670. .28805, 29409. 


.29775 










Seq. No. 


42967 




Seq. ID 


OJ000450_ 


15.0411 


.C4 


Gene No. 


89790 




Strand 


+ 







43539 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25260 End 29775 ' 

OJ000450_15 . 04 11 . C4 . o7 . np Method AAT/NAP 

25467 End. 28023 

6553917 Score 595 

25467. .25610, 25728 .. 25871, 27532.. 28023 

(AC012329) putative 6-phosphogluconolactonase [Arabidopsis 
thaliana] gi | 6723406 I emb I CAB66415 . 1 1 (AL132956) 
6-phosphogluconolactonase-like protein [Arabidopsis thaliana] 



42967 Seq. ID 

89790 Strand 
25260 End 
6J000450_i5 . 04 11 . C4 . o6 . gp Method 
25508 End 
30106_1.R1084 Score 
25508. .25618, 25736 .. 25871, 27532.. 27873 
•6018458/emb|CAB57866.1| 2.0e-35 (AJ243972) 
6-phosphogluconolactonase [Homo sapiens] ' 



OJ000450_15.0411.C4 
+ 

29775 
AAT/GAP 
27873 
1118 



42967 Seq. ID 

89790 Strand 

25260 End 

OJ000450_15 . 04 11 . C4 . o7 . gp Method 

27891 End 

none Score 
27891. .28271 



OJ000450_15.0411.C4 
+ 

29775 
AAT/GAP 
28271 
750 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42967 
89791 
32164 

OJ000450_15.0411.C4.o8.np 
32164 
6553916 

32164. .32312, 34034 34 175, 34351 .. 34400, 34 929 .. 35020, 
35237. .36489 

(AC012329) putative GTPase activator protein of Rab-like small 
GTPases [Arabidopsis thaliana] gi | 6723405 I emb I CAB66414 . 1| 
(AL132956) GTPase activating-like protein [Arabidopsis thaliana] 



OJ000450 
+ 

36559 
AAT/NAP 
36489 
1359 



15. 0411. C4 



42967 
89791 
32164 

OJ000450_15.0411.C4.o9.gs 
33612 
none 

33612. .33628, 34040 34 175, 
35244. .36477 

42967 
89791 
32164 

OJ000450_15.0411.C4.o8,gp 
36060 

LIB3434-058-P1-K1-G5 
36060. .36559 

'83635/pirl IB26955 3.0e-09 
(Yarrowia lipolytica) (fragment) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 
+ 

36559 
GENSCAN 
36477 
.93. 



15. 0411. C4 



34351. .34400, 34 929 .. 34 982, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 
+ 

36559 
AAT/GAP 
36559 
956 



15. 0411. C4 



hypothetical protein - yeast 



43540 



Seq. No. 42967 Seq. ID OJ000450_15 . 04 11 . C4 

Gene No. 89792 Strand 

Start 127 End 5607 

Name OJ000450_15 . 0411 .C4 .ol .np Method AAT/NAP 

Start 127 End 1351 

GI 7487511 Score , 314 

Exons 127, .270, 659.. 751, 1034. .1117, 1178. .1351 

GI Descrip. hypothetical protein T29A15.190 - Arabidopsis thaliana 

gil4469021|emb|CAB38282.1| (AL035602) hypothetical protein 
[Arabidopsis thaliana] gi | 7269624 | emb | CAB81420 . 1 1 (AL161571) 
hypothetical protein [Arabidopsis thaliana] 



oeq. iNo . 


42967 


Seq. ID 


OJ000450 


O ^n. ■n a. M /'\ 


89792 


Strand 




O UalTl, 


127 


End 


5607 


Name 


OJ000450 15.0411.C4.o2.gp 


Method 


AAT/GAP 




127 


End 


1424 


n 


1214 1.R1084 


Score 


885 


Exons 


127. .270, 659. .751, 1034. .1080, 1180., 


1424 


GI Descrip. 


•4469021/emb|CAB38282| 3.0e 


-68 (AL035602) hypot 




[Arabidopsis thaliana] ' 






Seq. No. 


42967 


Seq. ID 


OJ000450 


Gene No. 


89792 


Strand 




Start 


127 


End 


5607 


Name 


OJ000450 15.0411.C4.ol,gs 


Method 


GENSCAN 


Start 


659 


End 


3048 


GI 


none 


Score 


.89 


Exons 


659, .751, 1034. .1080, 1180. 


.1350, 2010 


. .3048 


Seq. No. 


42967 


Seq. ID 


OJ000450 


Gene No. 


89792 


Strand 




Start 


127 


End 


5607 


Name 


OJ000450 15.0411.C4,o3.gp 


Method 


AAT/GAP 


Start 


1823 


End 


2576 


GI 


17748 1.R1084 


Score 


1433 


Exons 


1823. .2576 






GI Descrip. 


•3600031 2.0e-33 (AF080119) 


similar to 





2, 4-dihydroxyhept-2-ene-l, 7-dioic acid aldolases [Arabidopsis 
thaliana] ' 



OJ000450_15.0411.C4 

5607 
AAT/NAP 
5607 
178 



(AF155121) apoplastic invertase [Oryza sativa subsp. indica] 



Seq. No, 42967 Seq. ID 

Gene No. 897 92 Strand 

Start 127 End 

Name OJ000450_15 . 0411 .C4 .o3,np Method 

Start 1834 End 

GI 5052007 Score 

Exons 1834.. 1863, 3725.. 4015, 5533.. 5607 
GI Descrip. 



Seq.. No. 42967 Seq. ID 

Gene No. 89792 Strand 

Start 127 End 

Name OJ000450_15 . 0411 , C4 . o2 .np Method 

Start 2005 End 

GI 7486898 Score 



OJ000450_15.0411.C4 

5607 
AAT/NAP 
3748 
903 



43541 



Exons 2005.. 2875, 3518.. 3748 

GI Descrip. hypothetical protein T12H20.10 - Arabidopsis thaliana 
gi I 3600031 |.gb|AAC35519. II (AF080119) similar to 
2, 4-dihydroxyhept-2-ene-l, 7-dioic acid aldolases [Arabidopsis 
thaliana] gi I 7267773 1 emb I CAB81176. 1 1 (AL161518) putative 
aldolase [Arabidopsis thaliana] 



Seq. No. 


42967 


Seq. ID 


OJ000450_15.0411.C4 


Gene No. 


89793 


Strand 




Start 


8896 


End 


10077 


Name 


OJ000450 15.0411.C4.o3.gs 


Method 


GENSCAN 


Start 


8896 


End 


10077 


GI 


none 


Score 


.86 


Exons 


8896. .9624, 9651. .10002, 10076.. 10077 




Seq. No. 


42967 


Seq. ID 


OJ000450_15.0411.C4 


Gene No. 


89794 


Strand 




Start 


21968 


End 


24837 


Name 


OJ000450 15.0411.C4.o6.gs 


Method 


GENSCAN 


Start 


21968 


End 


24837 


GI 


none 


Score 


.42 


Exons 


21968. .22223, 2244 6 .. 22647 , 22659 22840, 23264 .. 23451, 




24428. .24507, 24633. .24837 






Seq. No. 


42967 


' Seq. ID 


OJ000450_15.0411.C4 


Gene No. 


89795 


Strand 




Start 


31956 


End 


32342 


Name 


OJ000450 15.0411.C4;o8.gs 


Method 


GENSCAN 


Start 


31956 


End 


32342 


GI 


none 


Score 


.86 


Exons 


31956. .32009, 32190.. 32342 






Seq. No. 


42967 


Seq. ID 


OJ000450_15.0411,C4 


Gene No. 


89796 


Strand 




Start 


40965 


End 


41126 


Name 


OJ000450 15.0411.C4.o9.gp 


Method 


AAT/GAP 


Start 


40965 


End 


41126 


GI 


uC-osflcypl54c08al 


Score 


289 


Exons 


40965. .41126 






GI Descrip. 


'5701799/emb|CAB52175.1t 3.0e 


-29 (AJ245408) putative syntaxin 




protein [Arabidopsis thaliana] ' 




Seq. No. 


42967 


Seq. ID 


OJ000450_15.0411.C4 


Gene No. 


89797 


Strand 




Start 


51897 


End 


53496 


Name 


OJ000450 15.0411.C4.o8.tm 


Method 


TBLASTX: Maize 


Start 


114 


End 


1390 


GI 


none 


Score 


144 


Exons 


114. .272, 127. .273, 129. .278, 


131. .277 


, 220. .279, 658. .744, 




659. .748, 659. .754, 679.-756, 


1028. .1081, 1031. .1081, 




1181.. 1390, 1182.. 1388 






Seq', No. 


42967 


Seq. ID 


OJ000450_15.0411.C4 


Gene No. 


89797 


Strand 




Start 


51897 


End 


53496 


Name 


OJ000450 15.0411.C4.o8.ts 


Method 


TBLASTX: Soybean 


Start 


127 


End 


1201 



43542 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq* No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

127. .273, 137. .277, 659. .748, 

42967 
89797 
51897 

OJ0004 50_15 . 04 11 . C4 . o4 . tw 

1867 

none 

1867. .1890, 1871, .1894, 1918. 
2000. .2020, 2071. .2202, 2071. 

42967 
89797 
51897 

OJ000450_15 . 04 11 . C4 . ol . tc 

2089 

none 

2089.. 2223, 2090.. 2218, 2266. 
2798,-2857 

42967 
89797 
51897 

OJ000450_15,0411.C4.o4.ts 

2333 

none 

2333., 2554, 2335., 2742, 2603. 

42967 
89797 
51897 

OJ000450_15.0411,C4.o6.ts 

5730 

none 

5730. ,5774, 5903,-5947, 5904, 
6655.. 6843, 6708,, 6848, 6710, 

42967 
89797 
51897 

OJ000450_15.0411.C4.olO,tm 

5897 

none 

5897. ,5956, 5898.. 5954, 6042, 
6708, ,6848, 6708. .6845, 6713, 

42967 
89797 
51897 

OJ000450_15.0411,C4.o8.tc 

5904 

none 

5904. .5954, 5912. .5947, 6041. 
6710. .6775 



Score 192 

659.-754, 1031. .1081, 1181-.1201 

Seq. ID OJ000450_15.0411,C4 
Strand 

End 53496 
Method TBLASTX : Wheat 
End 2313 
Score 35 

.1962, 1931.. 1969, 1996,. 2016, 
.2313, 2084,. 2311 

Seq. ID OJ000450_15.0411,C4 
Strand 

End 534 96 

Method TBLASTX : Cress 

End 2859 

Score -103 

.2367, 2267, .2683, 2425. .2859, . 



Seq. ID OJ000450_15.0411.C4 
Strand 

End 53496 

Method TBLASTX : Soybean 

End 2742 

Score 125 
.2683, 2617. .2742 

Seq. ID OJ000450_15.0411.C4 
Strand 

End 53496 

Method TBLASTX : Soybean 

End 7101 

Score 39 

.5954, 6041.. 6154, 6042.;'6155, 
.6847, 6961. .7101, 6962. ,7099 

Seq. ID OJ000450_15.0411.C4 
Strand 

End 53496 
Method TBLASTX : Mai ze 
End 6973 
Score 94 

.6155, 6044. .6154, 6655, .6843, 
.6847, 6943. .6972, 6947, .6973 

Seq. ID OJ000450_15.0411-C4 
Strand 

End 53496 

Method TBLASTX : Cress 

End 6776 

Score 69 

.6154, 6042. .6155, 6708- -6776, 



Seq. No. 



42967 



Seq. ID OJ000450_15.0411.C4 



43543 



Gene No. 


89797 




oi-a.ru 


0 lo y / 




N.ame 


OJ000450 15. 0411. C4. 


,o9. tm 


Start 


10456 




GI 


none 




Exons 


10456. ,10497, 10560. 


.10622, 




10698. .10859 




Seq. No. 


42967 




Gene No. 


89797 










Name 


OJ000450 15. 0411. C4. 


o5.tm 


Start 


11014 




GI 


none 




Exons 


11014. .11115, 11014. 


.11112, 




11115. .11426, 11116. 


.11424 


Seq. No. 


42967 




Gene No. 


89797 




oX-.ar C 


0 Loy f 




Name 


OJ000450 15. 0411. C4. 


o3 . tm 


Start 


15483 




GI 


none 




Exons 


15483. .15767, 15492. 


.15725, 




15853. .16065, 1585.4. 


.16084, 


Seq. No. 


42967 




Gene No . 


o y / y / 




Start 


51897 




Name 


OJ000450 15. 0411. C4. 


o6. tc 


Start 


15540 




GI 


none 




Exons 


15540. .15767, 15629. 


.15766, 


Seq. No. 


42967 




Gene No. 


89797 




Start 


51897 




Name 


UJUUU4DU ±D.U411.04. 


o4 . tm 


Start 


18729 




GI 


none 




Exons 


18729. .18821, 18730. 


.18804, 




18920. .19087, 18921. 


.19088, 




19222. .19401 




Seq. No. 


42967 




Gene No. 


89797 




Start 


51897 




Name 


OJ000450_15.0411.C4. 


o2.tm 


o tar u 






GI 


none 




Exons 


25311. .25367, 25473. 


.25619, 




25704. .25874, .25734. 


.25874, 




27530. .28015, 27531. 


.28016, 




28147. .28212, 28207. 


.28227 


Seq. No. 


42967 




Gene No. 


89797 





Strand 
End 

Method 

End 

Score 



53496 

TBLASTX: Maize 

10881 

34 



10622, 10566. .10628, 10603 .. 10881, 



Seq. ID OJ000450_15.0411.C4 
Strand 
End 

Method 
End 
Score 



53496 

TBLASTX: Maize 

11426 

135 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15592. .15759, 15853 
15882. .16097 



OJ000450_15.0411.C4 
53496 

TBLASTX: Maize 

16097 

318 

16053, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_15.0411.C4 
53496 

TBLASTX: Cress 

16086 

173 



OJ000450_15.0411.C4 
53496 

TBLASTX: Maize 

19402 

87 



19166. .19402, 19173. .19382, 



Seq. ID OJ000450_15.0411.C4 
Strand 

End 53496 

Method TBLASTX : Maize 

End 28227 

Score 4 6 



Seq. ID 
Strand 



OJ000450 15.0'411.C4 



43544 



start 


51897 






End 


53496 






Name 


OJ000450 15. 0411. C4. 


o7 . tc 


Method 


TBLASTX: 


Cress 




Start 


25473 






End 


25874 






GI 


none 






Score 


119 






Exons 


25473. 


.25607, 25523. 


.25606, 


25728. .25874 






Seq. No. 


42967 






Seq. ID 


OJ000450 


_15.0411 


.C4 


Gene No. 


89797 






Strand 








Start 


51897 






End 


53496 






Name 


OJ000450 15. 0411. C4. 


o2 . ts 


Method 


TBLASTX: 


S n vln p PI n 




Start 


25500 






End 


27924 






GI 


none 






Score 


137 






Exons 


25500. 


.25619, 25508; 


.25609, 


25701. .25874, 25734 


. .25874, 






27529. 


.27639, 27531. 


-27887, 


27531. .27884, 27532 


. .27924, 






27673. 


-27888 












Seq. No. 


42967 






Seq. ID 


OJ000450 


_15.0411 


.C4 


Gene No. 


89797 






Strand 








Start 


51897 






' End 


53496 






Name 


OJ000450 15. 0411. C4. 


o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


25509 






End 


27816 






GI 


none 






Score 


134 






Exons 


25509. 


.25619, 25511. 


.25606, 


25566. .25619, 25734 


. .25874, 






25734. 


.25874, 25735. 


.25884, 


27529. .27801, 27530 


. .27790, 






27531. 


.27815, 27531. 


.27815, 


27532.. 27816 






Seq. No- 


42967 






Seq. ID 


OJ000450 


_15.0411 


.C4 


Gene No • 


89797 






Strand 








Start 


51897 






End 


53496 






Name 


OJ000450 15. 0411. C4. 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


27532 






End 


27915 






GI 


none 






Score 


69 






Exons 


27532. 


.27633, 27577. 


.27915, 


27612. .27851, 27616 


- .27852 




Seq. No. 


42967 






Seq. ID 


OJ000450 


_15.0411 


.C4 


Gene . No. 


89797 






Strand 








Start 


51897 






End 


53496 






Name 


OJ000450 15. 0411. C4. 


o6. tw 


. Method 


TBLASTX: Wheat 




Start 


27843 






End 


28045 






GI 


none 






Score 


257 






Exons 


27843. 


.28010, 27844. 


.28011, 


27848. .28045, 27850 


. .28014, 






27896. 


.28015 












Seq. No. 


42967 






Seq. ID 


OJ000450 


_15.0411 


.C4 


Gene No. 


89797 






Strand 








Start 


51897 






End 


53496 






Name 


OJ000450 15. 0411. C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


34031 






End 


36429 






GI 


none 






Score 


222 






Exons 


34031. 


-34120, 34032. 


.34175, 


34032. .34172, 34350 


. .34409, 






34918. 


-34983, 35241. 


.35333, 


35241.-35405, 35242 


. .35337, 






35314. 


.35439, 35326. 


.35439, 


35327. .35440, 35327 


. .35440, 






35437. 


.36429, 35447- 


.36406, 


35472. .36410, 35575 


. .36426 




Seq. No. 


42967 






Seq. ID 


OJ000450 


_15.0411 


.C4 


Gene No. 


89797 






Strand 








Start 


51897 






End 


53496 







43545 




Name 


OJ000450 15.0411.04. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


35242 ~ 




End 


36132 


GI 


none 




Score 


73 


Exons 


35242. .35304, 35676. 


. 35903, 


35677. .35904, 35896. . 36132, 




35896. .36090, 35898. 


.36131 






Seq. No. 


42967 




Seq. ID 


OJ000450 15. 0411. 04 


Gene No. 


89797 




Strand 




Start 


51897 




End 


53496 


Name 


OJ000450 15. 0411.C4 . 


o2 , tc 


Method 


TBLASTX: Cress 


Start 


35764 ~ 




End 


36162 


GI 


none 




Score 


539 


Exons 


35764 . . 36162, 35766. 


. 36161 






Seq. No. 


42967 




Seq. ID 


OJ000450_15. 0411.04 


Gene No. 


89797 




Strand 




Start 


51897 




End 


53496 


Name 


OJ000450 15 0411 C4 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


36168 ~ 




End . 


36498 


GI 


none 




Score 


145 




36168 36437. 36168 


. 36473, 


36169.. 36498 


Sea No 


42967 




Seq. ID 


OJ000450_15. 0411.04 


Gene No . 


89797. 




Strand 




Start 


51897 




End 


534 96 ■ 


Name 


OJ000450 15. 0411. C4. 


o9.np 


Method 


AAT/NAP 


Start 


51897 




End 


53496 


GI 


6539553 




Score 


2726 


Exons 


51897. .53496 










(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 




(D85597) [Oryza sativa] gi | 6539590 | dbj 


IBAA88206.il (AP000837) 




Similar to Oryza australiensis retrotransposon RIREl (D85597) 




[Oryza sativa] 








Seq. No. 


42967 




Seq, ID 


OJ000450_15.0411.C4 


Gene No. 


89797 




Strand 




Start 


51897 




End 


53496 


Name 


OJ000450 15. 0411. C4. 


ol.tw 


Method 


TBLASTX: Wheat 


Start 


52033 




End 


52509 


GI 


none 




Score 


356 


Exons 


52033. .52419, 52071. 


.52418, 


52434. .52508, 52438. .52509 


Seq. No, 


42967 




Seq. ID 


OJ000450_15. 0411.04 


Gene No. 


89797 




Strand 




Start 


51897 




End 


53496 


Name 


OJ000450 15. 0411. 04. 


o7. ts 


Method 


TBLASTX : Soybean 


Start 


52161 




End 


52502 


GI 


none 




Score 


79 


Exnn <5 

i— 1 W 1 1 o 


52161. .52370, 52240, 


.52365, 


52389. .52502, 52396. .52476 


Seq. No. 


42967 




Seq. ID 


OJ000450_15. 0411.04 


Gene No. 


89797 




Strand 




Start 


51897 




End 


53496 


Name 


OJ000450 15.0411.04. 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


52365 




End 


52704 


GI 


none 




Score 


206 


Exons 


52365, ,52703, 52366, 


.52704 







43546 




Seq. No. 


42967 




Seq. ID 


OJ000450_15.0411 


.04 




89797 




Strand 








51897 




End 


53496 






OJ000450 15 0411 C4 


. o5 . t s 


Method 


TBLASTX : Sovbean 






52515 ~ 




End 


52860 




GI 


none 




Score 


124 




P von Q 


52515 52859. 52660 


52860 








Seq. No. 


42967 




Seq. ID 


OJ000450_15.0411 


.C4 


ripfip No 


89797 




Strand 






O UCli. L- 


51897 




End 


53496 






OJ000450 15 0411 C4 


• o3 . tw 


Method 


TBLASTX: Wheat 






52713 ~ 




End 


53258 






none 




Score 


48 




F von ^ 


52713 52919 52723 


52845. 


52914. .53258, 52938.. 53111 




Seq. No. 


42967 




Seq. ID 


OJ000450_15.0411 


.C4 


ripnf* No 


89797 




Strand 








51897 




End 


53496 




Ndine 


OiT000450 15 0411 C4 




Method 


TBLASTX: Maize 




O L.CI J- L. 


52794 ~ 




End 


53259 






none 




Score 


51 




F* von Q 


52794 53258 52897 


53007 


52941. .53123, 53077.. 53259 




Seq. No. 


42967 




Seq. ID 


OJ000450_15.0411 


.04 


Gene No. 


89797 




• Strand 






Start 


51897 




End 


53496 




Name 


OJ000450 15 0411 G4 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


52929 ~ 




End 


53393 




ox 


SS09260 




Score 


54 




p. von c 


52929 53393- 52948 


53007, 


53080. .53175, 53224.. 53292 




W J. 1-^ ^ O X. -L. k_/ • 












Seq. No. 


42967 




Seq. ID 


OJ000450_15.0411 


.04 




89797 




Strand 






9ta rt 


51897 




End 


53496 




Name 


OJ000450 15 0411 

yJyjyjyJyJ^-JyJ X<J.VJ^XX*^^ 


.o5.tc 


Method 


TBLASTX: Cress 




O U di. I. 


J *i \J 




End 


53300 




GI 


none 




Score 


286 




F von Q 












Seq. No. 


42967 




Seq. ID 


OJ000450_15.0411 


.04 




89797 




Strand 








51897 




End 


53496 






0.7000450 IS 0411 r4 

WCUWUIJL/ X^.U*xXX.V^*3 




Method 


TBLASTX: Wheat 






53313 ~ 




End 


53496 




ox 


none 




Score 


165 




P von Q 


53313 53495 53313 


53495 


53314. .53496 




Seq. No. 


42968 




Seq. ID 


OJ000450_15.0411 


.05 


Gene No. 


89798 




Strand 






Start 


1 




End 


2222 




Name 


OJ000450. 15. 0411. C5 


.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


2216 




GI 


6539553 




Score 


3862 




Exons 


1. .2216 











43547 



GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon- RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597). 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42968 
89798 
1 

OJ000450_15.0411.C5,ol.tw 
2 

none 



Seq. ID OJ000450_15.0411.C5 
Strand 

End 2222 

Method TBLASTX : Wheat 

End 482 

Score 273 



2. .358, 3. .296, 5. . 361, . 31 . . 360, 345. .482, 357. .473, 358. ,474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42968 
89798 
1 

OJ0004 50_15.0411.C5.ol.ts 

131 

none 



Seq. ID OJ000450_15.0411.C5 
Strand' 

End 2222 

Method TBLASTX : Soybean 

End 530 

Score 38 



131. .304, 258. .296, 348. .530, 360. .521, 364. .522 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42968 
89798 
1 

OJ000450_15.0411-.C5.o3.tm 

131 

none 



Seq. ID OJ000450_15.0411.C5 
Strand 

End 2222 

Method TBLASTX : Mai ze 

End 626 

Score 66 



131. .298, 348. .626, 387. .497, 388. .537 



Seq. No. 42968 

Gene No. 89798 

Start 1 

Name OJ000450_15 . 0411 . C5 . o3 . tw 

Start 483 

GI none 

Exons 483. .674, 483. .674, 604. .675 



Seq. ID OJ000450_15.0411.C5 
Strand 

End 2222 

Method TBLASTX : Wheat 

End 675 

Score 186 



Seq. No. 42968 

Gene' No. 89798' 

Start 1 

Name OJ000450_15 . 0411 .C5 . o2 . ts 

Start 546 

GI none 

Exons 546.. 788, 771.. 926 



Seq. ID OJ000450_15.04I1.C5 
Strand 

End 2222 

Method TBLASTX : Soybean 

End 926 

Score 88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42968 
89798 
1 

OJ000450_15.0411.C5.ol.tm 

953 

none 



Seq. ID OJ000450_15.0411-C5 
Strand 

End 2222 

Method TBLASTX : Mai ze 

End 1275 

Score 395 



953. .1120, 954. .1268, 955. .1248, 1021. .1275 



,,,^-.Seq. No. 4 2968 

^Gene No. 897 98 

Start 1 

Name OJ000450 15 . 0411 .C5 . o2 . tm 



Seq. ID OJ000450_15.0411.C5 
Strand 

End 2222 

Method TBLASTX : Maize 



43548 







1774 ^ - 

X / f I 


End 


2087 








nono 


Score 


297 






TI* von Q 


1774 2079, 1776.. 2087 










Seq. No. 


42968 


Seq. ID 


OJ000450_15.0411. 


,C5 




Gene No. 


89798 


Strand 








O L. di. L. 


1 


End 


2222 






Nsitie 


OJ000450 15 0411.C5.o2.tw 


Method 


TBLASTX: Wheat 








1835 ~ 

X Q <^ 


End 


2222 








non^ 


Score 


263 






V von Q 


1835 2098, 1836.. 2222, 1837.. 


,2211 








Seq. No. 


42969 


Seq. ID 


OJ000450_15.0411, 


.C6 




Gene No. 


89799 


Strand 


+ 






O L.CIX. L. 


64 6 


End 


988 








OJ000450 15. 0411 .C6.ol.gs 


Method 


GENSCAN 






Q-h a -rl- 


646 ~" 


End 


988 






ol 


n on o 


Score 


.78 






TI* von c; 


646 898 . 903 . . 988 










Q^o Mo 


*x ^ ^ U ^ 


Seq. ID 


OJ000450 15.0411, 


.06 






89800 


Strand 


+ 






Start 


2960 


End 


3275 






Name 


OJ000450 15.0411.C6.ol.gp 


Method 


AAT/GAP 








2960 


End 


'3275 








LIB3431-024-P1-N1-D8 


Score 


616 




f \ I 


Exons 


2960. .3275 












M176420/dbj IBAA37167 1 2.0e-ll (AB008097) cytochrome P450 


; , 3 




[Arabidopsis thaliana] ' 










Qorr Mo 


42969 


Seq. ID 


OJ000450_15.0411 


.06 




Gene No. 


89801 


Strand 


+ 






Start 


5074 


End 


16827 








OJ000450 15.0411.C6.o2.np 


Method 


AAT/NAP 




; 5 




5074 


End 


7133 








7339719 


Score 


110 






Exons 


5074. .5112, 7023. .7133 








'"I 




(AP001539) hypothetical protein [Oryza 


sativa] 




L J 


Qq/^ Mo 

oeq • iNo • 


42969 


Seq. ID 


OJ000450_15.0411 


.06 




^ono Mo 


89801 


Strand 


+ 






Start 


5074 


End 


16827 






Name 


OJ000450 15.0411.C6.o3.gs 


Method 


GENSCAN 






O Lax L 


5799 


End 


16827 






ox 


none 


Score 


.55 






Exons 


5799.. 5903, 7310.. 7387, 7453. 


.7530, 7943. .7964, 8215. .8324. 






8909.. 8948, 9557.. 9697, 10481 


..10522, 


12168. .12220, 








14484. .14518, 15456 .. 16033, 16694.. 16827 






Cl^rr Mo 
O e q • LN U . 


42969 


Seq. ID 


OJ000450_15.0411 


.06 




Gene No. 


89802 


Strand 


+ 






Start 


17948 


End 


23267 






Name 


OJ000450 15.0411.C6.o2.gp 


Method 


AAT/GAP 






Start 


17927 


End 


18485 . 






GI 


uC-osrocyp009f01bl 


Score 


670 






Exons 


17927. .18174, 18276 .. 18356, 18456. .18485 






GI Descrip. 


' 3914470/sp 1 Q40070 1 PSBR_HORVU 


3.0e-16 


PHOTOS YSTEM II 10 


KD 



43549 



POLYPEPTIDE PRECURSOR >gi_1321868_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] ' 



Seq. No. 42969 

Gene No. 89802 

Start 17948 

Name OJ000450_15. 0411.C6.o4 .gs 

Start 17948 

GI none 

Exons 17948. .18174, 18276 .. 18356, 
20060. .20102, 22152. .22297, 



Seq. ID OJ000450_15. 0411. C6 

Strand + 

End 23267 

Method GENSCAN 

End 23267 

Score .75 
18456. .18558, 19761 .. 19850, 
22637. .22668, 23162.. 23267 





Seq. No. 


42969 




Seq. ID 


OJ000450_15.0411.C6 




oene lno . 


89803 




Strand 






o cari: 


3417 




End 


5164 




Name 


OJ000450 15. 0411. 06. ol. 


np 


Method 


AAT/NAP 




btar u 


3414 




End 


5164 






6633989 




. Score 


1470 




Exons 


3414. .4037, 4124. .5164 










GI Descrip. 


(AB036059) cytochrome P450 


[Arabidopsis thaliana] 






gi 1 6899886 |emb|CAB71895 


.11 


(AL138642) 


cytochrome p450 (OyP7 






[Arabidopsis thaliana] 










Seq. No. 


42969 




Seq. ID 


OJ000450_15.0411.C6 




Gene No. 


89S03 




Strand 






Start 


3417 




End 


5164 




Name 


OJ000450 15. 0411. 06. o2. 


gs 


Method 


GENSOAN 




Start 


3417 




End 


5164 




GI 


none 




Score 


.84 




Exons 


3417.. 4037, 4124.. 5164 










Seq. No. 


42969 




Seq. ID 


OJ000450_15.0411.C6 




Gene No. 


89804 




Strand 






Start 


7158 




End 


7750 




Name 


OJ000450 15. 0411. 06. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3391 




End 


4393 




GI 


none 




Score 


104 




Exons 


3391. .3513', 3417. .3512, 


3519. .3650, 3522. .3650, 3523.-3672, 


^ IS? 




3660.. 3920, 3661.. 3903, 


3917.. 3964, 3918., 4037, 3918.. 4037, 






3988.. 4038, 4124.. 4198, 


4124. .4198, 4173. .4343, 4223. .4393, 






4301. .4393 









Seq. No. 


42969 








Seq. ID 


OJ000450_15.0411.C6 


Gene No. 


89804 








Strand 




Start 


7158 








End 


7750 


Name 


OJ000450 15 


.0411. 


06. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3411 








End 


3671 


GI 


none 








Score 


68 


Exons 


3411. .3503, 


3426. 


.3521, 


3433. 


.3519, 3519. .3671, 3534. .3671 


Seq. No. 


42969 








Seq. ID 


OJ000450_15.0411.C6 


Gene No. 


89804 








Strand 




Start 


7158 








End 


7750 


Name 


OJ000450 15 


.0411. 


06. ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3429 








End 


^■4717 


GI 


none 








Score 


77 


Exons 


3429. .3518, 


3433. 


.3519, 


3513. 


.3905, 3514. .3903, 3918. .4034, 



43550 



3921. .4037, 3991. .4038, 4122. .4199, 4124. .4207, 4124. .4198, 
4223.-4393, 4233. .4346, 4430. .4477, 4437. .4478, 4553. .4717, 
4569. .4703, 4625. .4714 



Seq. No. 42969 

Gene No. 89804 

Start 7158 

Name OJ000450_15 . 0411 .C6 . ol . tc 

Start 3534 

GI none 
Exons 



Seq, ID OJ000450_15.0411.C6 
Strand 

End 7750 

Method TBLASTX : Cress 

End 4393 

Score 56 



3534. .3644, 3541. .3648, 3672. .3794, 3677. .3739, 3819. ,4043, 
3820. .3900, 3985. .4038, 4151. .4393 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42969 Seq. ID 

89804 Strand 

7158 End 

OJ000450_15 . 04 11 . C6 . o3 . tm Method 

4688 End 

none Score 



OJ000450_15.0411.C6 
7750 

TBLASTX: Maize 

5134 

131 



4688. .4816, 4689. .4805, 4883. .4933, 4883. .4939, 4995. ,5057, 
5006.. 5089, 5105.. 5134 



42969 
89804 
7158 

OJ006450_15 . 04 11 . C6 . o3 , np 
7158 
4539658 
7158. .7368, 7694. .7750 

{AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ000450_15. 0411. C6 
Strand 

End 7750 

Method AAT/NAP 

End 7750 

Score 119 



Seq. No. 42969 

Gene No. 89805 

Start 18035 

Name OJ000450_15.0411.C6.o2.tm 

Start 18035 

GI none 
Exons 



Seq. ID OJ000450_15. 0411. C6 
Strand 

End 20137 

Method TBLASTX : Maize 

End 18551 

Score 185 



18035. .18175, 18058. .18174, 18255 .. 18356, 18262 18348 , 
18262. .18363, 18276. . 18356, 18449. . 18547, 18453 .. 18551, 
18454. .18549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42969 Seq. ID 

89805 Strand 

18035 End 

OJ000450_15 . 04 11 . C6 . o2 . tc Method 

18047 End 

none Score 



OJ000450_15.0411.C6 
20137 

TBLASTX: Cress 

20134 

130 



18047. .18175, 18061. .18174, 18262 1834 8 , 18262 .. 18363, 
18453. .18560, 18454 .. 18558, 19746 .. 19850, 20060. .20134 



42969 
89805 
18035 

OJ000450_15.0411.C6.o2.ts 

18047 

none 



Seq. ID OJ000450_15.0411-C6 
Strand 

End 20137 

Method TBLASTX : Soybean 

End 20131 

Score 118 



43551 




E von*5 


18047. .18175, 18058. .18171, 


18261. .18356, 18262. 


:i8348. 






18453. .18554, 18454. .18558, 


19746. .19850, 20060. 


.20131 




Sea No 


42969 


Seq. ID 


OJ000450_ 


15.0411 


.C6 




89805 


Strand 








start 


18035 


End 


20137 






Name 


OJ000450 15.0411,C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


18325 


End 


20137 






GI 


none 


Score 


55 






F.xon ^ 


18325. .18363, 18327. .18356, 


18332. .18367, 18449. 


. 18556, 






18453. . 18557, 18454. .18558, 


19746. .19856, 19755. 


. 19832, 






197 59.. 198 51, 20043. .20135, 


20059. .20133, 20060. 


.20137, 






20072. .20137 










Seq. No. 


42970 


Seq. ID 


OJ000450_ 


14 . 0411 


,C1 


Gene No. 


89806 


Strand 








Start 


1604 


End 


1810 






Name 


OJ000450 14.0411.Cl.ol.gs 


Method 


GENSCAN 






Start 


1604 ~ 


End 


1810 * 






GI 


none 


Score 


.96 








1604 . . 1810 










Sea No. 


42971 


Seq. ID 


OJ000450_ 


14 . 0411 


.C2 


Gene ^No^. 


89807 


Strand 


+ 






Start 


15717 


End 


20560 






Name 


OJ000450 14.0411.C2.o4.gs 


Method 


GENSCAN 






Start 


15717 ~ 


End 


20560 






GI 


none 


Score 


.5 






TT von s 


15717. .15848, 17314. .17437, 


17707. .17898, 18372. 


. 18412, 






20396. .20560 










Sea. No. 


42971 


Seq. ID 


OJ000450_ 


14 . 0411 


.C2 


Gene No. 


89807 


Strand 


+ 






Start 


15717 


End 


20560 






Name 


OJ000450 14.0411.C2.o5.np 


Method 


AAT/NAP 






Start 


17344 


End 


19325 






GI 


7523502 


Score 


197 






Exons 


17344. .17437, 17751 17881, 


19205. .19325 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Sea. No. 


42971 


Seq. ID 


OJ000450_ 


14 . 0411 


.C2 


Gene No. 


89808 


Strand 








Start , 


6303 


End 


6862 






Name 


OJ000450 14.0411.C2.ol.np 


Method 


AAT/NAP 






Start 


6303 


End 


6862 






GI 


7340909 


Score 


209 






Rvon ^ 


6303.. 6415, 6460.. 6862 










f^T Dpsprln 

\J L-^ kj> -I- ^ * 


(AP001550) hypothetical protein [Oryza 


sativa] 






Qprr No 


42971 


Seq. ID 


OJ000450_ 


14.0411 


.C2 


Gene No. 


89809 


Strand 








Start 


6768 


End 


10657 






Name 


OJ000450 14.0411.C2.o3.np 


Method 


AAT/NAP 






Start 


6768 


End 


10657 






GI 


5922636 


Score 


142 






Exons 


6768.-6863, 8874. .8983, 9212. .9398, 10619. .10657 






GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) 


correspond 



43552 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 I dbj I BAA85212 . 1 1 {AP000570) ESTs 
C99517 (E20319) ,AU078130(E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No- 


42971 


Seq. ID 


OJ000450_14.0411 


.C2 


Gene No. 


89809 


Strand 


- 




Start 


6768 


End 


10657 




Name ' 


OJ000450 14.0411.C2.o2.np 


Method 


AAT/NAP 




Start 


7801 


End 


8334 




GI 


7228450 


Score 


322 




Exons 


7801. .7914, 8000. .8139, 8273. .8334 






GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42971 


Seq. ID 


OJ000450_14.0411 


.C2 


Gene No. 


89810 


Strand 






Start 


11680 


End 


14408 




Name 


OJ000450 14.0411.C2.o4.np 


Method 


AAT/NAP 




Start 


11680 


End 


13482 




GI 


2583129 


Score 


164 




Exons 


11680. .11764, 13241. .13339, 


13421. .13482 




GI Descrip. 


(AC002387) putative methionine aminopeptidase [Arabidopsis 




thaliana] 








Seq. No. 


42971 


Seq. ID 


OJ000450_14.0411 


-C2 


Gene No. 


89810 


Strand 






Start 


11680 


End 


14408 




Name 


OJ000450 14 .0411.C2.o3.gs 


Method 


GENSCAN 




Start 


12954 


End 


14408 




GI 


none 


Score 


.58 




Exons 


12954. .13339, 13421 .. 13482, 


14314. .14408 




Seq. No. 


42971 


Seq. ID 


OJ000450_14.0411 


.C2 


Gene No. 


89810 


Strand 






Start 


11680 


End 


14408 




Name 


OJ000450 14.6411.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


13204 


End 


13486 




GI 


none 


Score 


163 




Exons 


13204. .13341, 13236. .13355, 


13239. .13355, 13398 .. 13484, 






13416. .13484, 13418. .13486 








Seq. No. 


42971 


Seq. ID 


OJ000450_14.0411 


.C2 


Gene No. 


89810 


Strand 






Start 


11680 


End 


14408 




Name 


OJ000450 14.0411.C2.ol.gp 


Method 


AAT/GAP 




Start 


13241 


End 


13570 




GI 


LIB3477-009-P1-K1-H10 


Score 


255 




Exons 


13241. .13339, 13421 .. 13488, 


13535. .13570 




GI Descrip. 


M176420/dbj IBAA37167I 2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


42972 


Seq. ID 


OJ000450_14.0411 


.C3 


Gene No. 


89811 


Strand 


+ 




Start 


1 


End 


988 




Name 


OJ000450 14.0411.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


988 




GI 


6907106 


Score 


604 





43553 



Exons 
GI Descrip 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



:L,..184, 245.. 479, 511. .72i, 795:1^;988 

■(AP00li29) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



42972 
89812 
1733 

OJ0004 50_14 . 0411 . 03 . o2 . np 

1733 

4680204 



Seq. ID OJ000450_14,0411.C3 



Strand 
End 

Method 

End 

Score 



+ 

11177 
AAT/NAP 
11177 
59 



1733. .1756, 3158. .3294, 6721. .6754, 6843. .6952, 11113. .11177 
(AF114171) hypothetical protein [Sorghum bicolor] 

42972 Seq. ID OJ000450_14 . 04 11 . C3 

89813 Strand + 

16272 End 26864 

OJ000450_14.0411.C3.o5.np Method AAT/NAP 

15974 End 21314 

7444451 Score 1507 

15974. .16040, 20123. .21314 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb IAAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42972 
89813 
16272 

OJ000450_14.0411.O3.o3.gs 
16272 
none 
16272. 
18634. 
22548. 
26093. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.16369, 16378. .16534, 17715 .. 17759, 17907 .. 18027, 
.18756, 18936, ,18996, 20603 .. 20729, 20958 .. 21266, 
.22710, 23012. .23177, 25556 .. 25613, 25813 .. 26031, 
.26299, 26340., 26864 



OJ000450_14.0411.C3 
+ 

26864 
GENSOAN 
26864 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42972 . Seq. ID 

89814 Strand 

30257 End 

OJ000450_14.0411.O3.o5.gs Method 

30257 End 

none Score 
30257. .30481 



OJ000450_14.0411.O3 
+ 

30481 .^JS*-:- 
GENSOAN ' ' 
30481 
.87 



42972 
89815 
32958 

OJ000450_14.0411.O3.o3.gp 

32938 

4714863 

32938. .33593 

1321867/emb 1X97771 1 HVPSIIIOK 
lOkD protein 



Seq'* ID OJ000450_14.0411.O3 

Strand + 

End 34879 

Method AAT/GAP 

End 33593 

Score 1301 

5.0e-14 H.vulgare mRNA for PSII 



Seq. No. 
Gene No, 
Start 
Name 



42972 Seq. ID 

89815 ^ ' Strand 

32958 End 

OJ000450 14.0411.03.o6.gs Method 



OJ000450_14.0411.O3 
+ 

34879 
GENSOAN 



43554 



start 
GI 

Exons 



32958 • ' End 34879 

none Score .75 

32958. .33111, 33338.-33396, 33483 .. 33538 , 33782 .. 33834 , 

34803. .34879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



42972 Seq. ID 

89815 - Strand 

32958 End 
OJ000450_14 . 04 11 . 03 . o6 . np Method 
32958 End 
3914470 Score 
32958. .33111, 33338 .. 33396, 
33959.. 34050 

PHOTOSYSTEM II 10 KD POLYPEPTIDE PRECURSOR 

gi|1321868|emb|CAA66373| (X97771) lOkD PSII protein [Hordeum 
vulgare] 



OJ000450_14 .0411.C3 
+ 

34879 
AAT/NAP 
34050 
464 



33483. .33538, 33782 .. 33834 , 



42972 Seq. ID 

89815 Strand 
32958 End 
OJ000450_14.0411.C3.o4.gp Method 
33596 End 
4714864 Score 
33596. .33834, 33959.-34366 

3914470/sp|Q40070|PSBR_HORVU 3.0e-16 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_1321868_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] 



OJ000450_14.0411.C3 
+ 

34879 
AAT/GAP 
34366 
1226 



Seq. ID OJ000450_14.0411.C3 
Strand 

End 15387 

Method GENSCAN 

End 15387 

Score .59 

.8651, 8903. .8981, 9069. .9179, 



42972 
89816 
6701 

OJ000450_14.0411.C3.o2.gs 
6701 
none 

6701.. 7681, 8018.. 8138, 8488, 
9260. .9511, 9595. .9697, 9926. .10945, 11031 .. 11205, 11369 .. 11547 , 
11637. .11724, 11810. .12061, 12119. . 13241, 15173. .15387 



42972 
89816 
6701 

OJ000450_14.0411.C3.o4.np 

9331 

4680203 



Seq. ID OJ000450_14.0411.C3 
Strand 

End 15387 

Method AAT/NAP 

End 14552 

Score 608 



9331. .9387, 12080 .. 13239, 14479. .14552 
(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000450 14. 0411. C3 



42972 
89816 
6701 

OJ000450_14.0411.C3.ol.gp 
14442 
2798886 
14442. .14773 

58067/emb|X52325| ARBLSKP 7 . Oe-38 pBluescript SK(+) vector DNA, 
phagemid excised from lambda ZAP 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15387 
AAT/GAP 
14773 
419 



43555 




Seq. No. 


42972 




Seq. ID 


OJ000450 14.0411 


.C3 


Gene No. 


89816 




Strand 






Start 


6701 




End 


15387 




Name 


OJ000450 14. 0411. C3 


. o2 . gp 


Method 


AAT/GAP 




Start 


.14443 




End 


14763 




GI 


2798886 




Score 


415 




Exons 


14443. .14763 










J. i-/ V-^ ^ JU %^ m 


58067/emb|X52325|ARBLSKP- 7. 


Oe-38 pBluescript SK{+) vector 




phagemid excised from lambda ZAP 






Sea No 


*i ^ ^ f 




Seq. ID 


OJ000450 14.0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


544 




End 


905 




GI 


none 




Score 


136 




Exons 


544. .642, 557. .661, 


561. .749, 760. .807 


762 857 780 


905 




833. .859, 860. .883 










Seq. No. 


42972 




Seq. ID 


OJ000450_14.0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. o2 . tw 


Method 


TRTiASTX • Wheat 




Start 


12080 




End 


12338 




GI 


none 




Score 


143 




Fvons 


12080. .12337, 12090 


12338 








Seq. No. 


42972 




Seq. ID 


OJ000450_14.0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12110 




End 


12463 




GI 


none 




Score 


274 




Exons 


12110. ,12463 










Seq. No. 


42972 




Seq. ID 


OJ000450_14.0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12131 




End 


12368 




GI 


none 




Score 


126 




Exons 


12131. .12337, 12131 


. .12337, 


12147. .12368, 12156.. 12341 




Seq. No. 


42972 




Seq. ID 


OJ000450_14.0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


12191 




End 


12622 




GI 


none 




Score 


106 




Exons 


12191. .12430, 12192 


. .12431, 


12458. .12622, 12495.. 12617 




Seq. No. 


42972 




Seq. ID 


OJ000450_14 .0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. o3. tw 


■■^^Method 


TBLASTX: Wheat 




Start 


12345 




End 


12790 




GI 


none 




Score 


48 





43556 




Exons 


12345. .12449, 12480 


. .12734, 


12497,-12790 




Seq. No. 


42972 




Seq, ID 


OJ000450_14.0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


20199 




End 


20531 




GI 


none 




Score 


196 




Exons 


20199, .20405, 20225 


. .20260, 


20291- -20524, 20469. .20531 




Seq. No. 


42972 




Seq- ID 


OJ000450_14.0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


20204 




End 


20387 




GI 


none 




Score 


186 




Exons 


20204. .20326, 20205 


. .20387 








Seq. No. 


42972 




Seq. ID 


OJ000450_14 .041i:C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


20469 




End 


20903 




GI 


none 




Score 


431 




Exons 


20469. .20903, 20471 


. .20785, 


20816.. 20902 




Seq. No. 


42972 




Seq- ID 


OJ000450_14.0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. o2 , tm 


Method 


TBLASTX: Maize 




Start 


20580 




End 


20825 




GI 


none 




Score 


282 




Exons 


20580. .20825, 20585 


. .20794 








Seq. No. 


42972 




Seq. ID 


OJ000450_14.0411 


,C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


20667 " 




End 


21263 




GI 


none 




Score 


483 




Exons 


20667,-21263, 20669 


. .20794, 


20855. .21253 




Sea No. 


42972 




Seq. ID 


OJ000450_14.0411 


-C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name 


OJ000450 14. 0411. C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


20833 




End 


21257 




GI 


none 




Score 


144 




Exons 


20833. .20952, 20834 


. .20968, 


20835. .20963, 20841 .. 20969, 






20970.-21257, 20972 


. .21211 








Seq. No. 


42972 




Seq. ID 


OJ000450_14.0411 


.C3 


Gene No. 


89817 




Strand 






Start 


27382 




End 


29285 




Name ' • 


OJ000450 14. 0411. C3 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


20841 




End 


21290 




GI 


none 




- Score 


63 





43557 




IT von ^ 


20841. .20930, 20940 


. .21056, 


20996. .21055, 21095. 


.21283, 






21096. .21290 












Seq. No. 


42972 




Seq. ID 


OJ000450_ 


14 .0411 


.C3 


Gene No. 


89817 




Strand 








Start 


27382 




End 


29285 






NdiTie 


OJ000450 14. 0411. C3 


. o4 . gs 


Method 


GENSCAN 






Start 


27382 ~ 




End 


29285 






GI 


none 




Score 


.46 






Exons 


27382. .27543, 28501 


. .287.05, 


28752. .28914, 28976. 


.29285 




Seq. No. 


• 42973 




Seq. ID 


OJ000450_ 


17.0411 


.C2 


Gene No. 


89818 




Strand 


+ 






Start 


62 




End 


466 






Name 


OJ000450 17. 0411. C2 


. ol . gs 


Method 


GENSCAN 






Start 


62 




End 


466 






GI 


none 




Score 


. 67 






Exons 


62. .182/ 194. .466 












Seq. No. 


42973 




Seq. ID 


OJ000450_ 


17.0411 


.C2 


Gene No. 


89819 




Strand 


+ 






Start 


5028 




End 


5706 






Name 


OJ000450 17. 0411. C2 


. o4 .gs 


Method 


GENSCAN 






Start 


5028 




End 


5706 






\j ^ 


none 




Score 


.59 






F. von <5 

ill ^ V_/ i 1 o 


5028. .5032, 5272. .5399, 5426. .5706 








Seq. No. 


42973 




Seq. ID 


OJ000450_ 


_17.0411 


.C2 


Gene No. 


89820 




Strand 


+ 






Start 


10089 




End 


10685 






Name 


OJ000450 17. 0411. C2 


.o5 .gs 


Method 


GENSCAN 






Start 


10089 




End 


10685 






GI 


none 




Score 


.45 






ons 


10089. .10685 












Seer No. 


42973 




Seq. ID 


OJ000450_ 


17.0411 


.C2 


Gene No. 


89821 




Strand 


+ 






Start 


30235 




End 


31543 






Name 


OJ000450 17. 0411. C2 


.o3 .np 


Method 


AAT/NAP 






Start 


30235 




End 


31543 






GI 


5777617 




Score 


68 






F.xnn 


30235. .30317, 31444 


. .31543 










\_J -1- !_/ ^ O V_« X. -I- ^iir • 


(AJ245900) CAA30375 


. 1 protein [Oryza 


sativa] 






Q C VJ . ^ . 


42973 




Seq. ID 


OJ000450_ 


17.0411 


.02 




89822 




Strand 








Start 


34985 




End 


45837 






Name 


OJ000450 17. 0411. C2 


. o2 . gp 


Method 


AAT/GAP 






Start 


34723 




End 


38882 






GI 


31129 1.R1084 




Score 


1847 






Exons 


34723. ,35035, 35611 


. .35669, 


36133. .36223, 37060, 


. .37114, 






37217. .37307, 37855 


. .38050, 


38661. .38882 






GI Descrip. 


•3880625/emb|CAB07858.1| 3. 


Oe-27 (Z93785) predicted using 



Genefinder,\ similar to RNA recognition motif, (aka RRM, RBD, or 
RNP domain) ; cDNA EST EMBL: TO 1682 ' comes from this gene; cDNA EST 
EMBL:M75823 comes from this gene; cDNA EST EMBL:D27559 comes 
from this * 



43558 



Seq. No. 42973 Seq. ID OJ000450_17 . 04 11 . C2 

Gene No. 89822 Strand + 

Start 34985 End 45837 

Name OJ000450_17.0411.C2.o4 .np Method AAT/NAP 

Start 34803 End 45837 

GI 7509170 Score 152 

Exons 34803. .34856, 35611 .. 35669, 36133 36223, -37060 . 37114 , 

37217. .37310, 45767. .45837 
GI Descrip. hypothetical protein W09D10.1 - Caenorhabditis elegans 

gi|3880625|eitib|CAB07858.1| (Z93785) predicted using Genefinder; 

similar to RNA recognition motif, (aka RRM, RBD, or RNP domain); 

cDNA EST EMBL:T01682 comes from this gene; cDNA EST EMBL:M75823 

comes from this gene; cDNA EST EMBL:D27559 comes from this gene; 

cDNA EST EMBL:T00202 > 



Sea No. 


42973 




Seq. ID 


OJ000450_ 


17.0411 


.C2 




89822 




Strand 


+ 






Start 


34985 




End 


45837 








OJ000450 17. 0411. C2 


.08 .gs 


Method 


GENSCAN 






Start 


34985 




End 


40816 






GI 


none 




Score 


.63 






Exons 


34985. .35035, 35611 


. .35669, 


36133. .36223, 37060. 


.37114, 






37217. .37307, 37855 


. .38050, 


38661. .38889, 39049. 


.39227, 






39414. .39602, 39680 


. .39735, 


40645. .40816 






Cprr No 


42973 




Seq. ID 


OJ000450_ 


17.0411 


.C2 




89822 




Strand 


+ 






Start 


34985 




End 


45837 






Name 


OJ000450 17.0411.C2.o3.gp 


Method 


AAT/GAP 






Start 


39369 




End 


40483 






GI 


17884 1.R1084 




Score 


1637 






Exons 


39369. .39602, 39680 


. .39735, 


39876. .40483 






GI Descrip. 


'1330273/dbj ID85055IRICSINE11 2.0e-18 


Rice retroposon 






p-SINEl-r31 gene' 












Seq. No. 


42973 




Seq. ID 


OJ000450_ 


17.0411 


.C2 


Gene No. 


'89823 




Strand 


+ 






Start 


55492 




End 


57509 






Name 


OJ000450 17. 0411. C2 


.olO.gs 


• Method 


GENSCAN 






Start 


55492 




End 


57509 






GI 


none 




Score 


.69 






Exons 


55492. .55506, 56278 


. .56415, 


56890. .57013, 57421. 


.57509 




Seq. No. 


42973 




Seq. ID 


OJ000450_ 


17.0411 


.C2 


Gene No. 


89824 




Strand 


+ 






Start 


60662 




End 


61434 






Name 


OJ000450 17. 0411. C2 


.0I2 .gs 


Method 


GENSCAN 






Start 


60662 




End 


61434 






GI 


none 




Score 


.59 






Exons 


60662. .60788, 61241 


. .61434 











Seq. No. 42973 Seq. ID 

Gene No. 89825 Strand 

Start 67779 End 

Name OJ0004 50_17 . 04 11 . C2 . ol3 . np Method 

Start 67767 End 



OJ000450_17.0411.C2 
+ 

68871 - 

AAT/NAP 

68862 



43559 



GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7484716 Score 415 

67767. .68386, 68481.. 68862 

cotton fiber expressed protein 1 - upland cotton 
gi|3264828|gb|AAC33276.1| (AF072404) cotton fiber expressed 
protein 1 [Gossypium hirsutum] 



42973 Seq. ID 

89825 Strand 

67779 End 
OJ000450_17 . 04 11 . 02 . ol4 . gs Method 

67779 End 

none Score 

67779. .68382, 68474.. 68871 



OJ000450_17.0411.C2 
+ 

68871 
GENSCAN 
68871 
1 



Seq. ID OJ000450_17.0411,C2 



42973 

89826 Strand + 

78219 End 78613 

OJ000450_17 . 0411 . C2 . ol6 . gs Method GENSCAN 

78219 - . End 78613 

none Score . 8 

78219. .78318, 78404 .. 78531, 78590. .78613 



Seq. No. 


42973 


Seq. ID 


OJ000450_17. 


0411. C2 


Gene No. 


89827 


Strand 


+ 




Start 


82395 


End 


82830 




Name 


OJ000450 17.0411.C2.ol7.np 


Method 


AAT/NAP 




Start 


82395 


End 


82830 




GI 


6539570 


Score 


139 




Exons 


82395.-82589, 82760.. 82830 








GI Descrip. 


{AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42973 


Seq. ID 


OJ000450_17. 


0411. C2 


Gene No. 


89828 


. Strand 






Start 


839 


End 


3119 




Name 


OJ000450 17.0411.C2.o2.gs 


Method 


GENSCAN 




Start 


839 


End 


3119 




GI 


none 


Score 


.61 




Exons 


839. .1298, 1700.. 1785, 2501. 


.2659, 2679.-2786, 3039 


. .3119 


Seq. No. 


42973 


Seq. ID 


OJ000450_17. 


0411. C2 


Gene No. 


89829 


Strand 






Start 


3972 


End 


4723 




Name 


OJ000450 17.0411.C2.o3.gs 


Method 


GENSCAN 




Start 


3972 


End 


4723 




GI 


none 


Score 


.98 




Exons 


3972. .4451, 4709. .4723 









Seq. No. 42973 Seq. ID 

Gene No. 89830 Strand 

Start 14352 End 

Name OJ000450_17 . 0411 . C2 . ol . gp Method 

Start 14352 End 

GI none Score 

Exons 14352.. 14944 



OJ000450__17.0411.C2 

14944 
AAT/GAP 
14944 
1137 



Seq. No. 
Gene No. 



42973 
89831 



Seq. ID 
Strand 



OJ000450 17.0411.02 



43560 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24258 End 

OJ000450_17.0411.C2.ol.np Method 

24258 End 

6466937 Score 



35821 
AAT/NAP 
35821 
2461 



24258. .24353, 24879. . 28507, 28552 29125, 31659 .. 31905, 
35763. .35821 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



42973 Seq. ID 

89831 Strand 

24258 End 

OJ000450_17 . 0411 . C2 . o2 . np Method 

28661 End 

6539588 Score 
28661. .28731, 30032.. 30337 

(AP000837) hypothetical protein [Oryza sativa] 



OJ000450_17.0411.C2 

35821 
AAT/NAP 
30337 
252 



42973 
89832 
41656 

OJ000450_17,0411.C2.o9.gs 
41656 
none 



Seq. ID OJ000450_17.0411.C2 
Strand 

End 53920 

Method GENSCAN 

End 53920 

Score .78 



41656. .42004, 42125 . .42223, 42402 45496, 45570 .. 45884 , 
46561. .46750, 4 6931 47036, 48698 .. 51110, 52016 .. 52140, 
53366. .53479, 53656 53695, 53843.. 53920 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450 17. 0411. C2 



53920 
AAT/NAP 
51075 
792 



42973 
89832 
41656 

OJ000450_17.0411.C2.o8.np 
48926 
7485859 
48926. .50243, 50601. .51075 

hypothetical protein F20D10.300 - Arabidopsiis thaliana 
gi I 4467124 I emb I CAB37558.il (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 I emb I CAB80483 . 1 1 (AL161593) 
hypothetical protein [Arabidopsis thaliana] 

42973 Seq. ID OJ000450_17 . 0411 . C2 

89832 Strand 

41656 End 53920 

OJ000450_17 . 0411 . 02 . o4 .gp Method AAT/GAP 

49323 End 49787 

95376_1,R1084 Score 893 

49323. .49787 

'4768986/gb|AAD29706.1|AF140493_l l.Oe-66 (AF140493) 
hypothetical protein [Oryza sativa] ' 



42973 Seq. ID 

89832 Strand 

41656 End 

0 J0004 50_17 . 04 11 . 02 . o9 . np Method 

50352 End 

4768986 Score 
50352. .50771 



OJ000450_17.0411.C2 

53920 
AAT/NAP 
50771 
727 



43561 



GI Descrip. (AF14b4 93) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42973 Seq. ID OJ000450_17 . 0411 .C2 

89832 Strand 

41656 End 53920 

OJ000450_17 . 0411 . C2 . o5 . gp Method AAT/GAP 

50353 End 50772 

4768985 Score 836 

50353. .50772 

.4768986/gb|AAD29706.1|AF140493_l l.Oe-66 (AF140493) hypothetical 
protein [Oryza sativa] 

42973 Seq. ID OJ000450_17 . 0411 .C2 

89833 Strand 

54707 End 55023 

OJ000450_17.0411.C2.ol0.np Method AAT/NAP 
54707 End 55023 

7487819 Score 76 

54707. .55023 

hypothetical protein T8K22.5 - Arabidopsis thaliana 
gi|3184275|gb|AAC18922.1| (AC004136) putative reverse 
transcriptase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42973 
89834 
57882 

OJ000450_17.0411.C2.oll.gs 

57882 

none 



Seq. ID OJ000450_17.0411.C2 
Strand 

End 59398 

Method GENSCAN 

End 59398 

Score .82 



57882. .57979, 58025 .. 58108 , 58199 .. 58313, 59330.. 59398 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450 17. 0411. C2 



42973 
89835 
60477 

OJ000450_17.0411.C2.o6.gp 
60477 

LIB3477-003-P1-K1-E9 
60477.. 60574 

•2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



60574 
AAT/GAP 
60574 
102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 



42973 
89836 
68152 

OJ0004 50_17 . 0411 . C2 . ol4 . np 

68152 

1946371 

68152. .68236, 70382 .. 7044 9, 
72726.-72775, 73002 .. 73361, 
74985. .75081, 75225 .. 75337, 
(U93215) putative VP1/ABI3 
[Arabidopsis thaliana] 

42973 
89836 
68152 



Seq. ID OJ000450_17.0411.C2 
Strand 

End 84259 

Method AAT/NAP 

End 81867 

Score 931 
70538. .70887, 72195 .. 72376, 
73879. .73955, 74333 .. 74507 , 
77523. .77586, 81832. .81867 
family regulatory protein 



Seq. IDf^:pJ000450_17.0411.C2 
Strand ' - 
End 84259 



43562 



Name 


OJ000450 17.0411.C2.ol5.gs 


Method 


GENSCAN 






Start 


70328 


End 


77573 






GI 


none 


Score 


.73 








70328. .70653, 70655. .70771, 


70792. .70887, 71647 


. .71714, 






72263. .72297, 73002. .73397, 


73879. .73955, 74333 


. .74483, 






74 985. .75081, 75672. .75874, 


76629. .76730, 76843 


. .76924, 






77227 . . 77573 










C U • LN \J • 


42973 


Seq. ID 


OJ000450 


17.0411 


.C2 


Gene No . 


89836 


Strand 








Start 


68152 


End 


84259 






Name 


OJ000450 17.0411.C2.o7.gp 


Method 


AAT/GAP 






Start 


73026 


End 


73942 






GI 


LIB3474-003-P1-K1-G9 


Score 


852- 








73026. .73397, 73879.-73942 










fiT Df^scriiD 

\J _i- ^ ^ K> * 


'1946371 3.0e-12 (U93215) regulatory protein Viviparous 


-1 isolog 




[Arabidopsis thaliana] ' 










Sea No 


42973 


Seq. ID 


OJ000450 


17 . 0411 


.C2 


Gene No. 


89836 


Strand 








Start 


68152 


End 


84259 






Name 


OJ000450 17.0411.C2.ol5.np 


Method 


AAT/NAP 






Start 


78786 


End 


82012 






GI 


5852093 


Score 


64 






ill 1 


78786. .78824, 80505 80717 , 


81983.. 82012 








(AL117264) zwhie.l [Oryza sativa] 








Sea No 


42973 


Seq. ID 


OJ000450 


17 . 0411 


.C2 


Gene No. 


89836 


Strand 








Start 


68152 


End 


84259 






Name 


OJ000450 17.0411.C2.ol6.np 


Method 


AAT/NAP 






Start 


80526 


End 


80627 






GI 


5852093 


Score 


67 






Kxon ^ 

J_l JTk X 1 ^ 


80526. .80627 










fiT r)e*?prin 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


42973 


Seq, ID 


OJ000450 


_17.0411 


.C2 


Gene No. 


89836 


Strand 








Start 


68152 


End 


84259 






Name 


OJ000450 17.0411.C2.ol7.gs 


Method 


GENSCAN 






Start 


81697 


End 


84259 






GI 


none 


Score 


.53 








81697. .81849, 82159 82236, 


82404. .82505, 84167 


. .84259 




Seq. No. 


42973 


Seq. ID 


OJ000450 


_17.0411 


.C2 


Gene No. 


89837 


Strand 








Start 


87101 


End 


88565 






Name 


OJ000450 17.0411.C2.ol2.ts 


Method 


TBLASTX: 


Soybean 




Start 


848 


End 


4220 






GI 


none 


Score 


76 








848. .1033, 1013. .1087, 3981 


..4166, 4146. .4220 






Seq. No. 


42973 


Seq. ID 


OJ000450 


_17.0411 


.C2 


Gene No. 


89837 


Strand 








Start 


87101 


-End 


88565 






Name 


OJ000450 17.0411.C2.ol4.tm 


Method 


TBLASTX: 


Maize 




Start 


10291 


End 


10590 







43563 






GI 


none 




Score 


385 • 






Exons 


10291. .10542, 10320. 


.10541, 


10444. .10590 






Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 




Gene No. 


89837 




Strand 








Start 


87101 




End 


88565 






Name 


OJ000450 17. 0411. C2. 


olO. ts 


Method 


TBLASTX: Soybean 






Start 


10309 




End 


10530 






GI 


none 




Score 


212 






Exons 


10309. .10455, 10320. 


,10451, 


10474. .10530, 10476.. 10508 






Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 




Gene No. 


89837 




Strand 








Start 


87101 




End 


88565 






Name 


OJ000450 17. 0411. C2. 


o4 . tc 


Method 


TBLASTX: Cress 






Start 


10315 




End 


10524 






GI 


none 




Score 


182 






Exons 


10315. .10449, 10320. 


.10448, 


10465. .10524 






Seq. No. 


42973 




Seq. ID 


OJ00045a_17.0411 


.C2 




Gene No. 


89837 




Strand 








Start 


87101 




End 


88565 






Name 


OJ000450 17. 0411. C2. 


olO . tm 


Method 


TBLASTX: Maize 






. Start 


13484 




End 


13933 






GI 


none 




Score 


70 




Lis 


Exons 


13484 . . 13615, 13496. 


.13540, 


13691. .13933, 13692.. 13901 




ri ^ 


Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


O 


Gene No. 


. v89837 




Strand 






V4 


Start 


87101 




End 


88565 






Name 


OJ000450 17. 0411. C2. 


ol . tc 


Method 


TBLASTX: Cress 






Start 


13691 




End 


14317 






GI 


none 




Score 


147 






Exons 


13691. .13876, 13695. 


.13844, 


13886. .13930, 13985 .. 14131, 




r ^ 




14019. ,14132, 14138. 


.14197, 


14240. .14317 




= e 


Seq. No. 


42973 




Seq. ID 


OJ000450ll7.0411 


.C2 


1 r 


Gene No. 


89837 




Strand 








Start 


87101 




End 


88565 






Name 


OJ000450 17, 0411. C2. 


ol . ts 


Method 


TBLASTX : Soybean 




f ^ 


Start 


13692 




End 


14566 






GI 


none 




Score 


113 






Exons 


13692. ,13901, 13700. 


,13945, 


13985. .14149, 13992 .. 14165, 








14168. .14566, 14241. 


.14306 










Seq. No, 


42973 




Seq. ID 


OJ000450_17,0411 


.C2 




Gene No. 


89837 




Strand 








Start 


87101 




End 


88565 






Name 


OJ000450 17, 0411. C2. 


olO.tw 


Method 


TBLASTX: Wheat 






Start 


13694 




End 


14039 






GI 


none 




Score 


171 






Exons 


13694. ,13927, 13695, 


,13901, 


13763. .13927, 13985 ., 14038, 








13992. .14039 












Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


'.C2 




Gene No. 


89837 




Strand 








Start 


87101 




End 


88565 





43564 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ000450_17.0411.C2.ol9.tm 

13985 

none 

13985. .14131, 13986. .14135, 
14348. .14494, 14378. .14494 

42973 
89837 
87101 

OJ000450_17.0411.C2.oll.tm 

14496 

none 

14496. .14912, 14498. .14893 



42973 
89837 
87101 

OJ000450_17.0411.C2, 

24867 

none 

24867. .24944, 24868. 
25244. .25408 



Method TBLASTX : Mai ze 
End 14494 
Score 189 
14207. .14371, 14211. .14327, 



Seq. ID OJ000450_17.0411.C2 
Strand 

End 88565 

Method TBLASTX : Maize 

End 14912 

Score 342 



Seq. ID' OJ000450_17.0411.C2 
Strand 

88565 

TBLASTX: Maize 
25506 
133 



End 

Method 
End 
Score 



o6. tm 

.25065, 24868, .25119, 25105 .. 25506, 



42973 
89837 
87101 

OJ000450_17.0411.C2, 

25039 

none 

25039. .25440, 25151. 



o2.tw 
.25408 



42973 
89837 
87101 

OJ000450_17 . 0411 .C2.04 .tw 

25501 

none 

25501. .25893, 25514. .25849 



42973 
89837 
87101 

OJ000450_17.0411.C2, 

25511 

none 

25511. .25720, 25513, 



Seq. ID OJ000450_17,0411.C2 
Strand 

End 88565 

Method TBLASTX : Wheat 

End 25440 

Score 108 



Seq. ID OJ000450_17.0411.C2 
Strand 

End 88565 

Method TBLASTX : Wheat 

End 25893 

Score 117 



Seq. ID OJ000450_17.0411.C2 
Strand 

88565 

TBLASTX: Maize 
26148 
197 



End 

Method 
End 
Score 



o2 . tm 

.26046, 25513. .26148, 25835.. 26047 



42973 
89837 
87101 

OJ000450_17.0411.C2.o5.ts 

25741 

none 

25741. .26118, 25835. .26041 

42973 
89837 



Seq. ID OJ000450_17,0411.C2 
Strand 

End 88565 

Method TBLASTX : Soybean 

End 26118 

Score 130 



Seq. ID OJ000450_17.0411.C2 
Strand 



43565 




start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


25981 




End 


26376 




GI 


none 




Score 


77 




Exons 


25981. .26376, 25993. 


.26247 








Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


26275 




End 


26891 




GI 


none 




Score 


308 




Exons 


26275. .26370, 26365. 


.26808, 


26405. .26863, 26808. .26891 




Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.02 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17.0411-C2. 


ol3. tw 


Method 


TBLASTX: Wheat 




Start 


26482 




End 


27171 




GI 


none 




Score 


59 




Exons 


26482. .26541, 26949. 


.27170, 


27058. .27171 




Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




• Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


ol6 . ts 


Method 


TBLASTX: Soybean 




Start 


26560 ~ 




End 


26799 




GI 


none 




Score 


189 




Exons 


26560.. 26799 










Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o8 . ts 


Method 


TBLASTX: Soybean 




Start 


26838 ~ 




End 


27194 




GI 


none 




Score 


79 




Exons 


26838. .26933, 26937. 


.27194, 


26941. .27183 




Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


. 88565 




Name 


OJ000450 17. 0411. C2. 


o25 . tm 


Method 


TBLASTX: Maize 




Start 


26892 ~ 




End 


27110 




GI 


none 




Score 


103 




Exons 


'26892. .26933, 26937. 


.27110, 


26961. .27110 




Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


27117 ~ 




End 


27593 




GI 


none 




Score 


301 




Exons 


27117. .27593, 27118. 


.27588 








Seq. No. 


42973 




Seq. ID 


OJ000450_17'.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 





43566 




Name 


OJ000450 17. 0411. C2 


ol . tw 


Method 


TBLASTX: Wheat 


- 


Start 


27171 








End 


27653 




GI 


none 








Score 


237 




Exons 


27171. 


.27653, 


27175 


. .27573 








Seq. No. 


42973 








Seq. ID 


OJ000450_17.0411. 


C2 


Gene No. 


89837 








Strand 






Start 


87101 








End 


88565 




Name 


OJ000450 17. 0411. C2 


.ol4 .ts 


Method 


TBLASTX : Soybean 




Start 


27303 








End 


27617 




GI 


none 








Score 


218 




Exons 


27303. 


.27617 












Seq. No. 


42973 








Seq. ID 


OJ000450_17.0411. 


C2 


Gene No. 


89837 








Strand 






Start 


87101 








End 


88565 




Name 


OJ000450 17. 0411. C2 


.o23. tm 


Method 


TBLASTX: Maize 




Start 


27858 








End 


28481 




GI 


none 








Score 


82 




Exons 


27858. 


.27950, 


28038 


. .28283, 


28336. .28470, 28347.. 28481 




Seq. No. 


42973 








Seq. ID 


OJ000450_17.0411 


.C2 


fif^np No . 


89837 








Strand 






Start 


87101 








End 


88565 




Name 


OJ000450 17. 0411. C2 


.o24,tm • 


Method 


TBLASTX: Maize 




Start 


34978 








End 


38052 




GI- 


none 








Score 


92 




Exons 


34978. 


.35034, 


34984 


. .35052, 


34985. .35038, 35607 .. 35669, 






35608. 


.35670, 


35608 


. .35673, 


36131. ,36226, 36132 36224 , 






36133. 


.36228, 


37051 


. .37119, 


37054, .37125, 37204 .. 37308 , 






37211. 


.37306, 


37218 


. .37310, 


37218. .37310, 37219. .37311, 






37844. 


.38050, 


37854 


. .38021, 


37855. .38040, 37861.. 38052 




Seq. No. 


42973 








Seq. ID 


OJ000450_17.0411 


.C2 


Gpnp No. 


89837 








Strand 






Start 


87101 








End 


88565 




Name 


OJ000450 17. 0411. C2 


.ol3 . ts 


Method 


TBLASTX : Soybean 




Start 


34985 








End 


39394 




GI 


none 








Score 


79 




Exons 


34985. 


.35038, 


35607 


. .35717, 


35608. .35670, 36130 .. 36225, 






36131. 


.36226, 


36134 


. .36229, 


36135. .36230, 37051 .. 37119, 






37057. 


.37125, 


37204 


. .37308, 


37218. .37310, 37844 .. 37 927 , 






38775. 


.38840, 


38981 


, .39007, 


39048. .39146, 39050 .. 39157 , 






39182. 


.39232, 


39192 


. .39227, 


39330. .39383, 39332., 39394 




Sea No. 


42973 








Seq. ID 


OJ000450_17.0411 


.C2 


fipne No . 


89837 








Strand 






Start 


87101 








End 


88565 




Name 


OJ000450 17. 0411. C2 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


34985 








End 


38825 




GI 


none 








Score 


78 




Exons 


34985. 


,35038, 


35607 


. .35717, 


35608. ,35670, 36131 .. 36226, 






36133. 


,36225, 


36134 


. .36229, 


37051. .37119, 37059. .37109, 






37204. 


,37308, 


37217 


. .37309, 


37218. .37310, 37219 .. 37311 , 






38775. 


.38825 












Seq, No. 


42973 








Seq. ID 


OJ000450_17.0411 


.C2 



43567 






89837 








Strand 








start 


87101 








End 


88565 






Name 


OJ000450 17. 0411. C2. 


ol2.tw 


Method 


TBLASTX: 


Wheat 




Start 


37961 








End 


38910 






GI 


none 








Score 


92 








37961. 


.38050, 


37966. 


. 38052, 


37967. .38038, 37975 


. . 38046, 






38658. 


.38681, 


38659. 


. 38700, 


38659. .38730, 38705 


. . 38734, 






38733. 


.38888, 


38738. 


. 38887, 


38787. .38909, 38788 


. . 38910 




o c • vtyj » 


42973 








Seq. ID 


OJ000450 


17 . 0411 . 


C2 




89837 








Strand 










87101 








End . 


88565 






"Name 


OJ000450 17. 0411. C2. 


o 1 6 . tm 


Method 


TBLASTX: 


Maize 




Start 


38735 








End 


40060 






GI 


none 








Score 


212 






Exons 


38735. 


.38884, 


38748. 


.38888, 


38749. .38907, 39032 


. .39232, 






39049. 


.39225, 


39054. 


. 39248, 


39054. .39227, 39056 


. .39232, 






39330. 


.39386, 


39332. 


. 39472, 


39332. .39397, 39392 


. .39490, 






39392. 


.39490, 


39502. 


.39603, 


39507. .39605, 39677 


. .39736, 






39677. 


.39736, 


39880. 


.39936, 


39882. .39938, 39950 


, .40060, 






39950. 


.40054 














O C • IN V-* • 


42973 








Seq. ID 


OJ000450 


17 . 0411 . 


C2 


n^nfi No 


89837 








Strand 








O L. Cli- U 


87101 








End. 


88565 






Name 


OJ000450 17. 0411. C2. 


ol.tm 


Method 


TBLASTX:: 


Maize 




Start 


41680 








End 


43192 






GI 


none 








Score 


51 • 








41680. 


.41715, 


41681. 


.41713, 


41725, ,42006, 41738 


. . 42007, 






41739. 


.42005, 


41747. 


42007. 


41752, ,42009, 42116 


. ,42220, 






42117. 


.42218, 


42127. 


. 42219, 


42401, ,43129, 42402 


, ,43133, 






42697. 


.43134, 


42729. 


43133, 


42836, ,43135, 43133 


, ,43192 




Seq. No. 


42973 








Seq, ID 


OJ000450 


_17.0411. 


C2 


Gene No. 


89837 








Strand 








Start 


87101 








End 


88565 






Name 


OJ000450 17. 0411. C2. 


o2 . tc 


Method 


TBLASTX : 


Cress 




Start 


41746 








End , 


42007 






GI 


none 








Score - 


121 






Exons 


41746. 


.42006, 


41789. 


. 42007 










Sea No 


42973 








Seq. ID 


OJ000450 


17 .0411- 


C2 


Gene No, 


89837 








Strand 








Start 


87101 








End 


88565 






Name 


OJ000450 17. 0411. C2. 


o3 . ts 


Method 


TBLASTX: 


Sovbean 




start 


42633 








End 


43033 








none 








Score 


55 






Exnn s 


42633, 


.42692, 


42635. 


.42700, 


42692. .43033, 42697 


- .42795, 






42705. 


.43028, 


42842. 


43033 










Seq. No. 


42973 








Seq, ID 


OJ000450 


17.0411. 


C2 


Gene No. 


89837 








Strand 








Start 


87101 








End 


88565 






Name 


OJ000450 17,0411.02. 


o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


43091 








End 


43498 






GI 


none 








Score 


70 






Exons 


43091. 


.43213, 


43094. 


.43441, 


43095. ,43334, 43237 


, .43392, 





43568 




43292. .43396, 43392. .43442, 43442. .4 34 98 



Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


. C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


43439 




End 


43867 




GI • 


none 




Score 


140 




Exons 


43439.-43594, 43440. 


.43595, 


43440. .43595, 43595.-43867, 






43595.. 43861 










Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


. Cz 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


oll.ts 


Method 


TBLASTX: Soybean 




Start 


44018 




End 


44467 




GI 


none 




Score 


80 




Exons 


44018. .44089, 44077. 


.44187, 


44141. .44257, 44297 .. 44467, 






44319. .44453 










Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


. C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


ol5. ts 


Method 


TBLASTX : Soybean 




Start 


45275 




End 


46722 




GI 


none 




Score 


128 




Exons 


45275. .45328, 45377. 


.45445, 


45579. .45719, 45583 .. 45720, 






45726. .45863, 45727. 


.45852, 


46576. .46722 




Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


olS.tm 


Method 


TBLASTX: Maize 




Start 


48735 




End 


49019 




GI 


none 




Score 


268 




Exons ' 


48735. .49019, 48739. 


.49017 








Seq. No. 


42973 




• Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


49033 




End 


49530 




GI 


none 




Score 


600 




Exons 


49033. .49530, 49035. 


.49529 








Seq. No. 


42973 




Seq. ID 


OJ000450_17,0411 


.C2 


Gene No . 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


49353 




End 


50060 




GI 


none 




Score 


106 




Exons 


49353. .49433, 49515. 


.50060, 


49716. .50027, 49945.. 50055 




Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2, 


oll.tw 


Method 


TBLASTX: Wheat 





43569 




start 


49458 • 




End 


49892 




GI 


none 




Score 


240 




Exons 


49458. .49892 










Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411. 


C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2 


. ol5 . tm 


Method 


TBLASTX: Maize 




Start 


49530 




End 


49910 




GI 


none 




Score 


195 




Exons 


49530. .49910, 49537 


. .49881, 


49548. .49907 




Seq. No. 


42973 




Seq. ID 


OJ000450_17 . 0411. 


C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


49809 




End 


50150 




GI 


none 




Score 


195 




Exons 


49809. .50150 










Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411. 


C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2 


-o21 . tm 


Method 


TBLASTX: Maize 




Start 


49911 ~ 




End 


50169 




GI 


none 




Score 


141 




Exons 


49911. .50168, 49936 


. . 50169 








^ . 1.1 . 


42973 




Seq. ID 


OJ000450_17.0411. 


C2 


npnp No 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17, 0411. C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


50325 




End 


51039 




GI 


none 




Score 


101 




Exons 


50325. .50477, 50386 


. .50487, 


50386. .50481, 50403 .. 50555, 






50406. .50540, 50422 


. .50556, 


50472. .50870, 50483 .. 50872, 






50559. .50870, 50560 


. . 50871, 


50787. .50936, 50800 .. 50931, 






50862. .51035, 50965 


. .51039 








Seq. No. 


42973 




Seq. ID 


OJ000450_17,0411. 


C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2 


. o2 6 . tm 


Method 


TBLASTX: Maize ■ 




Start 


54386 ~ 




End 


54677 




GI 


none 




Score 


41 




Exons 


54386. .54484, 54479 


. .54676, 


54491. .54541, 54564. .54677 




Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411. 


C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


54755 




End 


55120 




GI 


none 




Score 


292 




Exons 


54755. .54796, 54797 


. .55120 








Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411. 


,C2 


Gene No. 


89837 




Strand 







43570 






ft7 1 m 

O f X\J x. 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


ol3. tm 


Method 


TBLASTX: Maize 




Start 


54845 




End 


55345 




GI 


none 




Score 


127 




Exons 


54845. .54931, 54944. 


.55315, 


55086. .55316, 55099 55314 , 






55127. .55345 










Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 




O J? O J / 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o8 . tw 


Method 


TBLASTX: Wheat 




Start 


55214 




End 


55765 




GI 


none 




Score 


151 




Exons 


55214. .55312, 55404. 


.55529, 


55505. .55765 




Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 




ft 

O -7 O J / 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411, C2. 


o9.ts 


Method 


TBLASTX: Soybean 




Start 


55404 




End 


55915 




GI 


none 




Score 


219 




Exons 


55404. .55493, 55562. 


.55915 








Seq- No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 




r\^ 7 -t-TTi 
0± / • LUl 


Method 


TBLASTX: Maize 




Start 


55516 




End 


59539 




GI 


none 




Score 


40 




Exons 


55516. .55551, 55520. 


.56083, 


55640. .55963, 558 60 .. 55997 , 






55861. .55998, 59118. 


.59177, 


59126. .59383, 59217 .. 59363, 






59352. .59516, 59360. 


.59539 








Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






o uarx. 


O f LU ± 




End 


88565 




Name 


OJ000450 17-.0411.C2. 


o7.tw 


Method 


TBLASTX: Wheat 




Start 


59180 




End 


59488 




GI 


none 




Score 


129 




Exons 


59180. .59383, 59217. 


.59369, 


59376. .59453, 59378 .. 59473, 






59378. .59488 










Seq. No. 


42973 




Seq. ID_ 


OJ000450_17.0411 


.C2 




ft Qft "^7 

0-70 0/ 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o6. tw 


Method 


TBLASTX: Wheat 




Start 


59816 




End 


60152 




GI 


none 




Score 


117 




Exons 


59816. .60130, 59826. 


.60152 








Seq. No. 


42973 




Seq. ID 


OJ000450_17.0411 


.C2 


Gene No. 


89837 




Strand 






Start 


87101 




End 


88565 




Name 


OJ000450 17. 0411. C2. 


o22-tm 


Method 


TBLASTX: Maize 




Start 


68535 




End 


69014 




Gl' 


none 




Score 


96 




Exons 


68535. .68627, 68539. 


.68667, 


68664. .68693, 68724 .. 68798, 





43571 



68725. .68859, 68725 68850, 68994.. 69014 



Seq. No. 42973 
Gene No. 89837 
Start 87101 

Name 0 JO 0 0 4 5 0_1 7 . 0 4 1 1 . C2 . o8 . tm 

Start 70337 
GI none 
Exons 70337 

70430 

70614 



70435, 70344. 

70537, 70442. 

70847, 70652. 

72260. .72373, 72262. 

73000. .73398, 73002. 



.70529, 
.70534, 
.70864, 
.72381, 
.73400, 



Seq. ID OJ000450_17.0411.C2 
Strand 

End 88565 

Method TBLASTX : Mai ze 

End 73400 

Score 88 
70346. .70438, 70359 .. 70448 , 
70537. .70602, 70614 .. 70853, 
71645. .71716, 72255 .. 72377 , 
72665. .72781, 72965.-73288, 
73002.. 73400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42973 
89837 
87101 

OJ0004 50_17.0411.C2.o6.ts 

70343 

none 



Seq. ID OJ000450_17.0411.C2 
Strand 

End 88565 

Method TBLASTX : Soybean 

End 70841 

Score 68 



70343. .70567, 70362 .. 70475, 70535 70609, 70575 .. 70628 , 
70614. .70799, 70614 .. 70760, 70652 70798, 70670 .. 70834 , 
70779. .70841 



Seq. No. 42973 

Gene No. 89837 

Start 87101 

Name OJ000450_17 . 0411 . C2 . o9 . tw 

Start 72261 

GI none 

Exons 72261. .72377, 72262 .. 72381, 
72698.-72778, 73000 .. 73164 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
72263. .72376, 
73002, .73163 



OJ000450 17. 0411. C2 



88565 

TBLASTX: Wheat 
73164 
162 

72665. .72781, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42973 
89837 
87101 

OJ000450_17 . 0411 . C2 . o7 . ts 

73865 

none 

73865. .73957, 73870. 
74336. .74509, 74967. 
75224.-75334, 75225. 



.73959, 
.75068, 
.75326 



Seq- ID 
Strand 
End 

Method 

End 

Score' 
74320 
74986 



OJ000450 17-0411. C2 



88565 

TBLASTX : Soybean 
75334 
103 

74523, 74334- -74507, 
75081, 74986- .75102, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42973 Seq. ID 

89837 Strand 

87101 End 

OJ000450_17 . 04 11 . C2 . o20 , tm Method 

74320 End 

none Score 



'OJ000450_17-0411,C2 
88565 

TBLASTX: Maize 

75435 

272 



74320. .74523, 74334 -. 74507 , 74335 ., 74508 , 74 967 ., 75068 , 

74977. .75090, 74984 -- 75109, 74985 ., 75080, 74 986 ., 75090, 

75207,-75335, 75224 -- 7534 6, 75225,-75347, 75232 .. 75348 , 

75346. .75435, 75364.. 75435 



Seq. No. 
Gene No. 
Start 



42973 
89837 
87101 



Seq. ID 

Strand 

End 



OJ000450 17. 0411. C2 



88565 



43572 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ000450_17.0411.C2.ol2.tm 

75674 

none 

75674. .75955, 75675 75956, 

42973 
89837 
87101 

OJ000450_17.0411.C2.ol7.ts 

76641 

none 



Method TBLASTX: Maize 
End 75957 
Score 362 
75676. .75957 

Seq. ID OJ000450_17.0411.C2 



Strand 
End 

Method 

End 

Score 



88565 

TBLASTX: Soybean 

77333 

67 



76641. .76733, 76645 .. 76722, 76836. . 76898, 76843 .. 7 6920, 
77229. .77282, 77230 .. 77277 , 77280. .77333 



42973 Seq. ID 

89837 Strand 

87101 End 
OJ0004 50_17 . 04 11 . C2 . ol8 . gs Method 

87101 End 

none Score 

87101. .87194, 88468.. 88565 



OJ000450_17.0411.C2 

88565 
GENSCAN 
88565 
.57 



42974 
89838 
1 

OJ000450_17 . 04 11 . C3 . ol . np 
1 

5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..24, 421. .596, 841. .914, 951. .974, 1065. .1196, 1312. .1546 
{AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
{AC003981) [Oryza sativa] 



OJ000450_17.0411.C3 
+ 

3065 
AAT/NAP 
1546 
926 



42974 Seq. ID 

89838 Strand 
1 End 

0 J000450_17 . 04 11 . C3 . o2 . np Method 

1 End 
7228442 Score 
1..58, 1665. .1849 

(AP001366) EST C28952 {C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000450_17.0411.C3 
+ 

3065 
AAT/NAP 
1849 
132 



42974 Seq. ID 

89838 Strand 
1 End 
OJ000450_17 , 04 11 . C3 . o2 . gp Method 
405 End 
LIB3475-007-P1-K1-G8 Score 
405. .588 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) .[Oryza sativa] ' 



OJ000450_17.0411.C3 
+ 

3065 
AAT/GAP 
588 
293 



42974 
89838 



Seq. ID OJ000450_17.0411.C3 
Strand + 



43573 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



1 End 3065 

OJ000450_17 . 04 11 . 'C3 . ol . gs Method GENSCAN 

.421 End 3065 

none Score. .54 

421. .596, 689. .974, 1014. .1529, 1665. .1796, 2166. .2327, 

2741.. 2911, 3052.. 3065 

42974 Seq. ID OJ000450_17 . 04 11 , C3 

89839 Strand + 

9121 End 11922 

OJ000450_17 . 04 11 . C3 . o3 . gs Method GENSCAN 

9121 End 11922 

none Score .73 

9121. .9527, 11237. .11355, 11510 .. 11585, 11790. .11922 



Seq. ID OJ000450_17.0411.C3 
Strand 

End 7406 

Method AAT/GAP 

End 71 

Score 91 



42974 
89840 
1 

OJ000450_17.0411.C3.ol.gp 
1 

7406_1.R1084 
1. .71 

'1122315/embtCAA63901 I 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



42974 
89840 
1 

OJ000450_17.0411.C3.o4.np 
1 

7485713 



Seq. ID OJ000450_17.0411.C3 

Strand - ■ 

End 7406 

Method AAT/NAP 

End 7406 

Score 737 



1..43, 128. .218, 4462. .4640, 4862. .4989, 5328. .5505, 5544. .5661, 
6081. .6174, 6321. .63-98, 6534. .6620, 6868. .6940, 7083, .7183, 
7281. .7406 

hypothetical protein F18E5.160 - Arabidopsis thaliana 
gi I 3080398 I emb I CAA18718.il (AL022603) putative protein 
[Arabidopsis thaliana] gi | 7268951 | emb | CAB81261 . 1 | (AL161555) 
putative protein [Arabidopsis thaliana] 



Seq. No, 


42974 


Seq. ID 


OJ000450 


Gene No. 


89840 


Strand 




Start 


1 


End 


7406 


Name 


OJ000450 17.0411.C3.o3.np 


Method 


AAT/NAP 


Start 


1013 


End 


2258 


GI 


6721543 


Score 


95 


Exons 


1013., 1086, 2130.. 2258 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42974 


Seq. ID 


OJ000450 


Gene No. 


89840 


Strand 




Start 


1 


End 


7406 


Name 


OJ000450 17.0411.C3,o3.gp 


Method 


AAT/GAP 


Start 


1838 


End 


2244 


GI 


7406 1.R1084 


Score 


669 


Exons 


1838.. 2244 







GI Descrip. ' 1122315/emb | CAA63901 1 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



43574 



Seq. No. 


42974 






Seq, ID 


OJ000450 


_17.0411.C3 


Gene No. 


89840 






Strand 






Start 


1 






End 


7406 




Naine 


OJ000450 17. 


0411.C3.o2. 


gs 


Method 


GENSCAN 




Start 


3535 






End 


7367 




GI 


none 






Score 


.59 




Exons 


3535. .3651, 


4019. .4050, 


4094. 


.4388, 4472. .4630, 


4867. .4989, 




5382. .5572, 


6868. .6940, 


7083. 


.7208, 7353.. 7367 




Seq. No. 


42974 






Seq. ID 


OJ000450 


_17.0411.C3 


Gene No. 


89840 






Strand 






Start 


1 






End 


7406 




Name 


.OJ000450 17. 


0411.C3.o4. 




Method 


AAT/GAP 




Start 


4172 






End 


4660 




GI 


5667167 






Score 


847 




Exons 


4172. .4660 












GI Descrip. 


3080398/embt 


CAA18718.il 


3.0e- 


11 (AL022603) putative protein 




[Arabidopsis 


thaliana] 










Seq. No. 


42974 






Seq. ID 


OJ000450 


_17.0411.C3 


Gene No. 


89840 






Strand 






Start 


1 






End 


7406 




Name 


OJ000450 17. 


0411.C3.o5. 


gp 


Method 


AAT/GAP 




Start 


6104 






End 


7175 




GI 


uC-osflcyp065al2bl 




Score 


690 




Exons 


6104. .6174, 


6321. .6398, 


6534. 


.6620, 6868.. 6940, 


7083. .7175 


GI Descrio. 


•3080398/emb ICAA18718.il 3.0e 


-11 (AL022603) putative protein 


[Arabidopsis 


thaliana] * 










Seq. No. 


42974 






Seq. ID 


OJ000450 


_17.0411.C3 


Gene No. 


89841 






Strand 






Start 


9181 






End 


9615 




Name 


OJ000450 17. 


0411.C3.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4408 






End 


4607 




GI 


none 






Score 


122 




Exons 


4408. .4524/ 


4433. .4519, 


4520. 


.4597, 4529.. 4606, 


4530. .4607 


Sprr No 


42974 - 






Seq. ID 


OJ000450 


_17.0411.C3 


Gene No. 


89841 






Strand 






Start 


9181 






End 


9615 




Name 


OJ000450 17. 


0411.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5385 






End 


6628 




GI 


none 






Score 


44 




Exons 


5385. .5432, 


5391. .5432, 


5424. 


.5636, 5437.. 5649, 


'5444. .5650, 




5456. .5650, 


6093. .6182, 


6095. 


.6181, 6310.. 6399, 


6316. .6399, 




6318. .6425, 


6320. .6403, 


6518. 


.6628, 6533.. 6622, 


6534. .6623 


Sea No. 


42974 






Seq. ID 


OJ000450 


_17.0411.C3 


Gene No. 


89841 






Strand 






Start 


9181 






End 


9615 




Name 


OJ000450 17. 


0411.C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6329 






End 


9479 




GI 


none 






Score 


108 




Exons 


. 6329. .6403, 


6331. .6399, 


6518. 


.6622, 6529. .6621, 


6533. .6622, 




6860. .6931, 


6866. .6940, 


6867. 


.6941, 9093.. 9134, 


9264. .9314, 




9273. .9479, 


9381. .9428 











43575 




Seq. No. 


42974 




Seq. ID 


OJ000450_17.0411 


.C3 


Gene No. 


89841 




Strand 






Start 


9181 




End 


9615 




Name 


OJ000450 17.0411.C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7077 




End 


7390 




GI 


none 




Score 


79 




Exons 


7077. .7184, 7077. .7184, 


7079. 


.7222, 7096.. 7185, 7282:. 7389 




7297.. 7389, 7304.. 7390 










Seq. No. 


42974 




Seq, ID 


OJ000450_17.0411 


.C3 


Gene No. 


89841 




Strand 






Start 


9181 




End 


9615 




Name 


OJ000450 17.0411.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7285 




End 


7407 




GI 


none 




Score 


147 




Exons 


7285. .7407, 7286. .7405 










Seq. No. 


42974 




Seq. ID 


OJ000450 17.0411 


.C3 


Gene No. 


89841 




Strand 






Start 


9181 




End 


9615 




Name 


OJ000450 17.0411.C3.o6. 


QP 


Method 


AAT/GAP 




Start 


9181 




End 


9615 




GI 


none 




Score 


830 




Exons 


9181. .9615 










Seq. No. 


42975 




Seq. ID 


OJ000450_11.0410 


.04 


Gene No. 


89842 




Strand 






Start 


61 




End 


708 




Name 


OJ000450 ll.0410.C4.ol. 


np 


Method 


AAT/NAP 




Start 


61 




End 


708 




GI 


6016682 




Score 


101 




Exons 


61.. 287, 634.. 708 










GI Descrip. 


(AC009991) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


42976 




Seq. ID 


OJ000450_11.0410 


.C5 


Gene No. 


89843 




Strand 


+ 




Start 


52 




End 


754 




Name 


OJ000450 ll.0410.C5.ol. 


gs 


Method 


GENSCAN 




Start 


52 




End 


740 




GI 


none 




Score 


.96 




Exons 


52, .108, 576. .740 










Seq. No. 


42976 




Seq.> ID 


OJ000450_11.04l6 


.C5 


Gene No. 


89843 




Strand 


+ 




Start 


52 




End 


754 




Name 


OJ000450 11.0410,C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


567 




End 


754 




GI 


none 




Score 


36 




Exons 


567. .602, 584, .754, 603 


. .746 








Seq. No. 


42977 




Seq. ID 


OJ000450_11.0410 


.C6 


Gene No. 


89844 




Strand 


+ 




Start 


1 




End 


4963 




Name 


OJ000450 ll.0410.C6.ol. 


gp 


•Method 


AAT/GAP 




Start 


1 


End 


1569 




GI 


76997 1.R1084 




Score 


1516 





43576 



Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 



1..32, 226. .345, 514. .-806, 1197. .1569 

M587558/gb|AAD25789.1|AC006577_25 6.0e-43 (AC006577) Contains 
similarity to gb_U45880 X-linked inhibitor of apotosis protein 
from Homo sapiens and contains PF_00097 Zinc finger C3HC4 (Ring 
finger) domain. [Arabidopsis thaliana] ' 



42977 Seq. ID 

'89844 Strand 
1 End 
OJ000450_11 . 0410 .C6.ol.np Method 
1 End 
4587558 Score 
1..32, 226. .345, 514. .802 

(AC006577) Contains similarity to gb|U45880 X-linked inhibitor 
of apotosis protein from Homo sapiens and contains PF 100097 Zinc 
finger C3HC4 (Ring finger) domain. [Arabidopsis thaliana] 



OJ000450_11. 0410. C6 
+ 

4963 
AAT/NAP 
802 
277 



42977 Seq. ID 

89844 Strand 

1 End 

OJ0004 50_11 . 0410 . C6 . ol . gs Method 

226 End 

none Score 



OJ000450_11.0410.C6 
+ 

4963 
GENSCAN 
4893 
.8 



226.-345, 514. .620, 1529. .1619, 2261. .2376, 2660. .2743, 
2826. .2851, 2857. .3309, 4012. .4893 



42977 
89844 
1 

OJ000450_11.0410.C6.o2.ts 

608 

none 

608. .805, 643. .804 

42977 
89844 
1 

OJ000450_11.0410.C6.o3.tw 

636 

none 

636. .770, 638. .811, 643. .798 

42977 
89844 
1 

OJ0004 50_11 . 04 10 . C6 . o2 . tm 

2808 

none 

2808.. 3287, 2828.. 3031, 2845. 
3977. .4219, 4009, .4221, 4011. 

42977 
89844 
1 

OJ000450_11.0410.C6.o2.gp 
2824 

168 1.R1084 



Seq. ID OJ000450_11.0410.C6 

'Strand + 

End 4 963 

Method TBIiASTX : Soybean 

End 805 

Score 22 9 



Seq. ID OJ000450_11.0410.C6 

Strand + 

End 4 963 

Method TBLASTX : Wheat 

End 811 

Score 134 



Seq. ID OJ000450_11.0410.C6 

Strand + 

End 4 963 

Method TBLASTX : Mai ze 

End 4221 

Score 165 

.3315, 2847.. 3308, 2848.. 3312, 
.4220 

Seq. ID OJ000450_11.0410.C6 

Strand + 

End 4 963 

Method AAT/GAP 

End 4 963 

Score 2782 



43577 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2824.. .3309, 4012.. 4963 

•2662341/clbj IBAA23657I O.Oe+00 (D63580) EF-1 alpha [Oryza 
sativa] >gi_2662345_cibj_BAA23659_ {D63582) EF-1 alpha [Oryza 
sativa] >gi_2662347_dbj_BAA23660_ (D63583) EF-1 alpha [Oryza 
sativa] ' 



42,977 ■ Seq. ID 

89844 Strand 

1 End 

OJ000450_11.0410.C6.ol.tc Method 

2840 End 

none Score 

2840. .3031, 2842. .3312, 2847. .3287, 2848, 



OJ000450_11.0410.C6 
•f 

4963 

TBLASTX: Cress 
4913 
132 



4009. .4857, 4009. .4851, 4269. .4886, 4539. 



.3315, 3191. 
.4913 



.3316, 



42977 Seq. ID 

89844 Strand 

1 End 

OJ0004 50_11 . 04 10 . C6 . o2 . tw Method 

2841 End 

none Score 



OJ000450_11.0410.C6 
+ 

4963 

TBLASTX: Wheat' 

4138 

667 



2841. 
4009. 



.3308, 2841. 
.4137 



.3287, 2842. .3312, 3107. .3307, 3989. .4138, 



42977 
89844 
1 

OJ000450_11 

2844 

none 

2844. .2921, 
2970. .3020, 
3064. .3312, 
4375. .4551, 
4552. .4857, 



0410.C6.ol.ts 



Seq. , ID 
. Strand 
End 

Method 
End 
Score 

2848.-2922, 2901.. 2969, 2902 
2976.. 3077, 3007.. 3063, 3054 
3107.. 3307, 4002.. 4217, 4009 
4380.. 4550, 4384.. 4551, 4549 
4859. .4897 



OJ000450_11.0410.C6 
+ 

4963 

TBLASTX: Soybean 
4897 
90 

2970, 2959.. 3006, 
3299, 3063.. 3287, 
4383, 4009.. 4482, 
4848, 4551.. 4892, 



42977 Seq. ID 

89844 Strand 
1 End 
OJ000450_11.0410.C6.o2.np Method 
2848 End 
2662341 Score 
2848.. 3309, 4012.. 4890 

(D63580) EF-1 alpha [Oryza sativa] gi | 2662345 | dbj | BAA23659 . 
(D63582) EF-1 alpha [Oryza sativa] gi | 2662347 | dbj | BAA23660 . 
(D63583) EF-1 alpha [Oryza sativa] 



OJ000450_11.0410.C6 
+ 

4963 
AAT/NAP 
4890 
2292 



42977 
89844 
1 

OJ000450_11.0410.C6.ol.tw 

4139 

none 



Seq. ID OJ000450_11,0410.C6 



Strand 
End 

Method 

End 

Score 



+ 

4963 

TBLASTX: Wheat 

4859 

1166 



4139. .4432, 4150. .4857, 4150. .4710, 4152. .4859 



42977 
89844 



Seq. ID OJ000450_11.0410-C6 
Strand + 



43578 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000450_11.0410.C6.ol.tm 

4231 

none 



End 

Method 

End 

Score 



4963 

TBLASTX: Maize 

4913 

1005 



4231. .4857, 4240.. 4851, 4269. .4901, 4542. .4913 



42978 Seq. ID 

89845 Strand 
3169 End 
OJ0004 50_11 . 04 10 . C7 . ol . gp Method 
2435 End 
168_3.R1084 Score 
2435. .2487, 3147. .3630, 4223. .5472 

'2662341/dbj IBAA23657I O.Oe+00 (D63580) EF-1 alpha [Oryza 
sativa] >gi_2662345_dbj_BAA23659_ (D63582) EF-1 alpha [Oryza 
sativa] >gi_2662347_dbj_BAA23660_ (D63583) EF-1 alpha [Oryza 
sativa] ' 



OJ000450_11.0410.C7 
+ 

5472 
AAT/GAP 
5472 
3468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42978 Seq. ID OJ000450_11 . 04 10 . C7 

89845 Strand 
3169 End 
OJ000450_11 . 0410 . C7 . ol . np Method 
3169 End 
2662341 Score 
3169.. 3630, 4223.. 5101 

(D63580) EF-1 alpha [Oryza sativa] gi | 266234 5 | dbj | BAA23659 . 1 | 

(D63582) EF-1 alpha [Oryza sativa] gi | 2662347 | dbj | BAA23660 . 1 | 

(D63583) EF-1 alpha [Oryza sativa] 



OJ000450_11, 
+ 

5472 
AAT/NAP 
5101 
2296 



42978 Seq. ID 

89845 Strand 
3169 End 
OJ000450_11 . 0410 . C7 . o2 . gs Method 
3169 End 
none Score 
3169.. 3630, 4223.. 5104 

42978 . Seq. ID 

89846 Strand 
7379 . End 
OJ000450_11 . 04 10 . C7 . o2 . np Method 
7379 End 
5852172 Score 
7379. .7495, 10552. .10686 
(AL117265) zhb0002.1 [Oryza sativa] 

42978 Seq. ID 

89847 Strand 
13834 End 
OJ000450_11 . 0410 . C7 . o2 . tm Method 
3152 End 
none Score 
3152.. 3301, 3153. .3629, 3168.. 3629, 3169.. 3633, 3187.. 3636, 
4220. .4432, 4222. .4431, 13814 .. 14068 , 138 17 .. 14293, 

13833. .14294, 13833 .. 14294 , 13834 14298 , 14889. . 15113, 

14902. .15114, 14903. .15112, 14904.. 15113 



OJ000450_11.041O.C7 
+ 

5472 
GENSCAN 
5104 
1 



OJ000450__11.0410-C7 
+ 

10686 
AAT/NAP 
10686 
86 



OJ000450_11.041O.C7 
+ 

15199 

TBLASTXrMaize 

15114 

561 



43579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42978 
89847 
13834 

OJ0004 50_1 1 . 04 10 . C7 . o2 . tw 

3162 

none 



Seq. ID OJ000450_11.0410.C7 

Strand + 

End 15199 

Method TBLASTX : Wheat 

End 15031 

Score 815 



3162. .3629, 3163. .3633, 3187. .3636, 4200.. 4349, 4220.. 4348, 
13827. .14294, 13827 .. 14294 , 13828 .. 14298 , 14 902 .. 15030, 
14903. .15031 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42978 
89847 
13834 

OJ000450_11.0410.C7.ol.tc 

3163 

none 



Seq. ID OJ000450_11.0410.C7 

Strand + 

End 15199 

Method TBLASTX : Cress 

End 15199 

Score 805 



3163. .3633, 3168, .3629, 3184. .3636, 3512. .3637, 4220. .5068, 
4220. .5062, 4480. .5097, 4744. .5097, 138 17 .. 14293, 13828 .. 14298 , 
13833. .14294, 13834 .. 14301, 14177 .. 14302, 14 902 .. 15198 , 
14903. .15199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42978 
89847 
13834 

OJ000450_11.04lO.C7.ol.ts 

3165 

none 

3165. .3242, 
3297. .3398, 
4213. .4428, 
4595. .4762, 
13830. .13907 
13945. .13992 
14049. ,14294 
14902. .15198 



3169.-3243, 3222 
3328.. 3384, 3375 
4220.. 4594, 4220 
4761.. 5000, 4762 
13834. ,13908, 
13962, .14063, 
14050, .14298, 
14903. .15199, 



42978 
89847 
13834 

OJ000450_11.0410.C7.ol.tw 

4350 

none 



Seq. ID OJ000450_11.0410.C7 

Strand + 
. End 15199 

Method TBLASTX: Soybean 

End 15199 

Score 90 
..3290, 3223. .3291, 3280. .3327, 
..3620, 3384, .3629, 3385. .3633, 
..4693, 4586, .4762, 4591. .4761, 
..5103, 4763. ,5068, 5070. .5108, 
13887. .13955, 13888 13956, 
13993. .14049, 14 040 ., 14285, 
14889. .15110, 14902.-15198, 
15089.. 15199 

Seq. ID OJ000450 11. 0410, C7 



Strand 
End 

Method 

End 

Score 



+ 

15199 

TBLASTX: Wheat 

15198 

1166 



4350.. 5015, 4361.. 5068, 4363.. 5070, 15032 .. 15196, 15043. . 15198, 
15043., 15198 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42978 
89847 
13834 

OJ000450_11 . 04 10 . C7 . ol . tm 

4442 

none 



Seq. ID OJ000450_11,0410.C7 



Strand 
End 

Method 

End 

Score 



+ 

15199 

TBLASTX: Maize 

15198 

1005 



4442. .5068, 4451, .5062, 4480. .5124, 4744. .5124, 15124 ., 15198 , 
15134, ,15190 



Seq, No. 
Gene No. 
Start 



42978 
89847 
13834 



Seq-^ ID OJ000450_11.0410.C7 
Strand + 
End 15199 



43580 




Name ' OJ000450_11 . 0410 .C7 , o2 . gp Method AAT/GAP 

Start 13810 End 15199 

GI 168_1.R1084 Score . 1490 

Exons 13810. .14295, 14905.. 15199 



GI Descrip. ' 2662341/dbj I BAA23657 1 O.Oe+00 (D63580) EF-1 alpha [Oryza 

sativa] >gi_2662345_dbj_BAA23659_ (D63582) EF-1 alpha [Oryza 
sativa] >gi_2662347_dbj_BAA23660_ (D63583) EF-1 alpha [Oryza 
sativa] ' 



Sea. No. 


42978 




Seq. ID 


OJ000450_11.0410.C7 


fZpnp No 


89847 




Strand 


+ 


Start 


13834 




End 


15199 


Name 


OJ000450 11. 0410. C7. 


o3.np 


Method 


AAT/NAP 


Start 


13834 




End 


15199 


O -L 


2662341 




Score 


1296 




13834 .14295. 14905. 


. 15199 








fD635801 EF-1 aloha 


[Oryza 


satival ai 


2662345|dbj IBAA23659 




fD63582^ EF-1 aloha 


[Oryza 


satival ai 


2662347 Idbj IBAA23660 




(D63583) EF-1 alpha 


[Oryza 


sativa] 




Seq. No. 


42978 




Seq. ID 


OJ000450_11.0410.C7 


Gene No. 


89847 




Strand 


+ 


Start 


13834 




End 


15199 


Name 


OJ000450 11 0410 07. 


o4 . gs 


Method 


GENSCAN 


Start 


13834 ~ 




End 


15178 


GI 


none 




Score 


. 98 


F.vnn *5 


13834 14295, 14905 . 


. 15178 






Seq. No. 


42979 




Seq. ID 


OJ000450_11.0410.C8 


Gene No. 


89848 




Strand 


+ 


Start 


1 




End 


2570 


Name 


OJ000450 11. 0410. C8. 


ol .np 


Method 


AAT/NAP 


Start 


1 




End ■ 


324 


GI 


2662343 




Score 


553 


Exons 


1. .324 








GI Descrip. 


(D63581) EF-1 alpha 


[Oryza 


sativa] 




Seq. No.. 


42979 




Seq. ID 


OJ000450_11.0410.C8 


Gene No. 


89848 




Strand 


+ 


Start 


1 




End 


2570 


Name 


OJ000450 11. 0410. C8. 


ol . gs 


Method 


GENSCAN 


Start 


61 




End 


2570 


GI 


none 




Score 


.97 


Exons 


61. .323, 1140. .1318, 


2380. 


.2570 





Seq. No. 42979 Seq. ID OJ000450_11 . 0410 . C8 

Gene No. 89848 Strand + 

Start 1 End 2570 

Name OJ000450_11. 0410.C8 .ol .gp Method AAT/GAP 

Start 112 End 675 

GI 168_5.R1084 Score 818 

Exons 112. . 675 

GI Descrip. ' 6015059/sp | 064937 | EF1A_0RYSA 5.0e-23 ELONGATION FACTOR 1-ALPHA 
(EF-l-ALPHA) >gi_2996096 (AF030517) translation elongation 
factor-1 alpha; EF-1 alpha [Oryza sativa] * 



Seq. No. 42979 Seq. ID OJ000450_11 . 04 10 . 08 

43581 



Gene No. 89848 Strand + 

Start 1 End 2570 

Name OJ000450_11 . 0410 . C8 . o3 . gp . Method AAT/GAP 

Start 115 End 605 

GI 168_12.R1084 Score 630 

Exons 115.. 348, 391.. 605 

GI Descrip. » 2662343/dbj I BAA23658 | 7.0e-20 (D63581) EF-1 alpha [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42979 Seq. ID OJ000450_11 . 04 10 . C8 

89849 Strand + 

4565 End 4641 

OJ000450_11.0410.C8.o2.np - Method AAT/NAP 

4565 End 4641 

232028 Score 115 

4565. .4641 

ELONGATION FACTOR 1-ALPHA (EF-l-ALPHA) gi | 479833 | pir | | S35513 
translation elongation factor eEF-1 alpha chain - silkworm 

gi I 217274 I dbj IBAA02601.il (D13338) elongation factor 1 alpha 
[Bombyx mori] 



42979 Seq. ID 

89850 Strand 
1 End 
0 J0004 50_11 . 04 10 . C8 . o2 . gp Method 
1 End 
168_1.R1084 Score 
1. .556 

•2662341/dbj IBAA23657 I O.Oe+00 (D63580) EF-1 alpha [Oryza 
sativa] >gi_2662345_dbj_BAA23659_ {D63582) EF-1 alpha [Oryza 
sativa] >gi_2662347_dbj_BAA23660_ (D63583) EF-1 alpha [Oryza 
sativa] ' 



OJ000450_11.041O.C8 
556 

AAT/GAP 

556 

966 



Seq. No. 


42979 






Seq. ID 


OJ000450_11.0410 


.C8 


Gene No. 


89851 






Strand 






Start 


3281 






End 


4641' " 




Name 


OJ000450 11. 0410. C8 


.ol . 


tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


320 




GI 


none 






Score 


480 




Exons 


1..291, 1..291, 3.. 


320, 


3.. 


320 






Seq. No. 


42979 






Seq. ID 


OJ000450_11.0410 


.C8 


Gene No. 


89851 






Strand 






Start 


3281 






End 


4641 




Name 


OJ000450 11. 0410. C8 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


850 




GI 


none 






Score 


472 




Exons 


1..291, 1..288, 3.. 


293, 


749 


. .850 







Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42979 Seq. ID 

89851 Strand 

3281 End 

OJ0004 50_11 . 04 10 . C8 . ol . ts Method 

1 End 

none Score 



OJ000450_11.0410.C8 
4641 

TBLASTX: Soybean 

331 

489 



1..291, 2. .220, 3. .326, 15. .329, 293. .331 



43582 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ^ ■• 

Exons / 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI . 
Exons 

GI Descrip. 



42979 
89851 
3281 

OJ000450_11.0410.C8.ol.tm 
1 

none 

1..291, 1..285, 3. .335 

42979 
89851 
3281 

OJ000450_11.0410.C8.o2.gs 

3281 

none 

3281.. 3506, 4586. .4641 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_11.0410.C8 
4641 

TBLASTX: Maize 

335 

476 



OJ000450_11.0410.C8 

4641 
GENSCAN 
4641 
.93 



42979 Seq. ID 

89851 Strand 

3281 End 

OJ000450_11 . 0410 .C8 .o4 . gp Method 

4 541 End 

428734 Score 
4541. .4641 

2662343/dbj IBAA23658I 7.0e-20 (D63581) EF-1 alpha [Oryza sativa] 



OJ000450_11.0410.C8 

4641 
AAT/GAP 
4641 
162 



42980 Seq. ID 

89852 Strand 
1 End 
OJ000450_11.0410.C9.ol.gp Method 
1 End 
168_1.R1084 Score 
1. .791 

•2662341/dbj IBAA23657I O.Oe+00 (D63580) EF-1 alpha [Oryza 
sativa] >gi_2662345_dbj_BAA23659_ (D63582) EF-1 alpha [Oryza 
sativa] >gi_2662347_dbj_BAA23660_ (D63583) EF-1 alpha [Oryza 
sativa] ' 



OJ000450_11.0410.C9 
+ 

791 

AAT/GAP 

791 

1434 



42980 
89852 
1 

OJ000450 
1 

2662341 
1. .556 
(D63580) 
(D63582) 
(063583) 



Seq. ID OJ000450_11.0410.C9 



11.0410.C9.ol.np 



Strand 
End 

Method 

End 

Score 



+ 

791 

AAT/NAP 

556 

931 



EF-1 alpha [Oryza sativa] 
EF-1 alpha [Oryza sativa] 
EF-1 alpha [Oryza sativa] 



gi|2662345|dbj | BAA23659.il 
gi I 2662347 Idbj |BAA23660,1| 



Seq. No. 42980 , Seq. ID 

Gene No. 89852 Strand 

Start 1 End 

Name 0 J0004 50_11 . 04 10 . C9 . ol . gs Method 

Start 5 End 

GI none Score 

Exons 5. .559 - 



OJ000450_11. 
+ 

791 

GENSCAN 

559 

.93 



0410. C9 



Seq. No. 



42980 



Seq. ID OJ000450_11.0410*C9 



43583 



Gene No. 


89853 


Strand 


+ 


Start 


994 


End 


1592 


Name 


OJ000450 11.0410.C9.o2.gp 


Method 


AAT/GAP 


Start 


994 


End 


1592 


GI 


none 


Score 


1178 


Exons 


994. .1592 






Seq. No. 


42980 


Seq. ID 


OJ000450_11.0410.C9 


Gene No. 


89854 


Strand 




Start 


1341 


End 


3657 


Name 


OJ000450 11.0410.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


552 


GI 


none 


Score 


113 


Exons 


1..138, 1..552, 2. .523, 199. 


.552 




Seq. No. 


42980 


Seq. ID 


OJ000450_11.0410.C9 


Gene No. 


89854 


Strand 




Start 


1341 


End 


3657 


Name 


OJ000450 ll'.0410.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


525 


GI 


none 


Score 


846 


Exons 


1..525, 2. .523 






Seq. No. 


42980 


Seq. ID 


OJ000450_11.0410.C9 


Gene No. 


89854 


Strand 




Start 


1341 


End 


3657 


Name 


OJ000450 11.0410.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


,579 


GI 


none 


Score 


845 


Exons 


1..567, 2. .523, 199. .579 






Seq. No. 


42980 


Seq. ID 


OJ000450_11.0410.C9 


Gene No. 


89854 


Strand 




Start 


1341 


End 


3657 


Name 


OJ000450 11.0410.C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1 


End 


558 


GI 


none 


Score 


72 


Exons 


1..48, 2. .49, 41. .217, 46 . . 216, .50 . . 217, 216. .455, 217. .558, 




218. .523 






Seq. No. 


42980 


Seq. ID 


OJ000450_11.0410.C9 


Gene No. 


89854 


Strand 




Start 


1341 


End 


3657 


Name 


OJ000450 11.0410.C9.o2,np 


Method 


AAT/NAP 


Start 


921 


End 


3657 


GI 


3549654 


Score 


491 


Exons 


921.. 989, 1430.. 1515, 1637.. 


1787, 1872. 


.2003, 2231.. 2405, 




2737.. 2852, 2890.. 3188, 3285 


..3364, 3585.. 3657 


GI Descrip. 


(AL031394) metal-transporting P-type ATPase (fragment) 




[Arabidopsis thaliana] 






Seq. No, 


42980 


Seq. ID 


OJ000450_11.0410.C9 


Gene No. 


89854 


Strand 




Start 


1341 


End 


3657 


Name 


OJ000450 11.0410.C9.o2.gs 


Method 


GENSCAN 


Start 


1341 


End 


3364 


GI 


none 


Score 


.98 



43584 



Exons 



1341.. 1478, 1872.. 2003, 2231.. 2405, 2737.. 3188, 3285.. 3364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



42980 
89854 
1341 

OJ000450_11. 

1394 

none 

1394. .1516, 
1644. .1802, 
2229. .2408 

42980 
89854 
1341 

OJ000450_11. 

1431 

none 

1431. .1517, 

42980 
89854 
1341 

.OJ000450_11. 
1692 
none 

1692. .1760, 
1948. .2013 

42980 
89854 
1341 

OJ000450_11. 

1944 

none 

1944. .2012, 
3147. .3188, 
3584. .3652 

42980 
89854 
1341 

OJ000450_11. 

2223 

none 

2223. .2414, 

42980 
89854 
1341 

OJ000450_11. 

2901 

none 

2901. .3188, 

42980 
89854 



0410.C9.o2.tm 



1395.. 1526, 1401, 
1869.. 2048, 1871, 



0410.C9.o2.tc 



1448.. 1516, 1635, 



0410.C9.o3.ts 



1692.. 1787, 1693, 



0410.C9.o3.tc 



1945.. 2013, 2228. 
3154.. 3189, 3276. 



0410.C9.o4.ts 



Seq. ID OJ000450_11.0410.C9 
Strand 

End 3657 
Method TBLASTX : Maize 
End 2408 
Score 162 

.1517, 1635.. 1787, 1636. .1791, 
.2023, 2223. .2408, 2228. .2407, 



Seq. ID OJ000450_11.0410.C9 
Strand 

End 3657 

Method TBLASTX : Cress 

End 1727 

Score 79 
.1727, 1636. .1725 

Seq. ID OJ000450_11.0410.C9 
Strand 

End 3657 

Method TBLASTX : Soybean 

End 2013 

Score 58 

.1788, 1869. .2012, 1911. .2012, 



Seq. ID OJ000450_11.0410.C9 
Strand 

End 3657 
Method TBLASTX : Cress 
End 3652 
Score 69 

.2416, 2889.. 3002, 3048.. 3134, 
.3416, 3277.. 3369, 3583.. 3651, 



Seq. ID OJ000450_11.0410.C9 
Strand 

End 3657 

Method TBLASTX : Soybean 

End 2994 

Score 123 



2228.. 2413, 2736.. 2993, 2833.. 2994 



0410.C9.o3.tm 
2907. .3188 



Seq. ID OJ000450_11.0410.C9 
Strand 

End 3657 

Method TBLASTX: Maize 

End 3188 

Score 326 



Seq. ID OJ000450_11.0410.C9 
Strand 



43585 



start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1341 

OJ000450_11.0410.C9.o2.ts 

3045 

none 

3045.. 3188, 3063.. 3191, 3276. 
3584. .3649 



42981 
89855 
6343 

OJ000450_11.0410.C10.ol.gp 

6224 

2798657 

6224. .6507, 6606. .6786 



42981 
89855 
6343 

OJ000450_11.0410.C10.o2.gs 
6343 
none 

6343.. 6507, 6606.. 6829, 7140.. 7404 

42981 
89856 
23427 

OJ0004 50_11 . 0410 . CIO . o4 . np 
23427 
130582 
23427. .24480 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi|100342|pir| IS04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORE [Nicotiana tabacum] 



End 


■ 3657 


Method 


TBLASTX : 


End 


3649 


Score 


96 


3416, 3277.. 3369, 


Seq. ID 


OJ000450 


Strand 


+ 


End 


7404 


Method 


AAT/GAP 


End 


6786 


Score 


811 


Seq. ID 


OJ000450 


Strand 


+ 


End 


7404 


Method 


GENSCAN 


End 


7404 


Score 


.79 


7404 




Seq. ID 


OJ000450 


Strand 


+ 


End 


24480 


Method 


AAT/NAP 


End 


24480 


Score 


551 



42981 
89857 
2725^0 

OJ000450_li. 0410. CIO. o8.gs 

27250 

none 

27250. .27307, 27365 .. 27705, 
30349. .30442, 30750 .. 30835, 
.32943, 33009. .33166, 
.34879, 35545. .35709, 



32874, 
34300, 

38455. .39443, 40720 40855, 



Seq. ID OJ000450_11. 0410. CIO 

Strand + 

End 41962 

Method GENSCAN 

End 41962 

Score .56 
28296. .28553, 3018 6 30291, 
31160. .31216, 31749. .31906, 
33753. .33854, 34002 .. 34030, 
37971. .38018, 38162 .. 38 453, 
41258. .41574, 41579. .41962 

Seq. ID OJ000450_11. 0410. CIO 

Strand + 

End 41962 

Method AAT/NAP 

End 33799 

Score 2289 



42981 
89857 
27250 

OJ000450_11 . 0410 . CIO . o5 . np 
27436 
6382502 

27436. .27759, 28289 .. 28532, 28907 .. 29051 , 29582 .. 29762, 
29941. .30079, 30186 .. 30442, 30750 .. 30857 , 30924 .. 31064 , 
31168. .31325, 31749 .. 31906, 32038 .. 32361 , 32465.-32538, 
32874. .33166, 33653.. 33799 



43586 



GI Descrip. (AC010704) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42981 Seq. ID 

89857 Strand 

27250 End 

OJ000450_11. 0410. CIO. o5.gp Method 

31197 End 

2309947 Score 



OJ000450_11. 0410. CIO 
+ 

41962 
AAT/GAP 
32118 
663 



31197. .31325, 31749. . 31906, 32038.. 32118 



42981 
89857 
27250 

OJ000450_11. 0410. CIO. o6.np 
34250 
5091538 
34250. .34909 

(AC007067) T10O24.7 [Arabidopsis thaliana] 

gi|5679328|gb|AAD46923.1|AF170550_l (AF170550) germin-like 
protein 7 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450 
+ 

41962 
AAT/NAP 
34909 
490 



11. 0410. CIO 



42981 Seq. ID 

89858 Strand 
4 9969 End 
OJ000450_11. 0410. CIO. o6.gp Method 
49969 End 
53573_1.R1084 Score 
49969. .50423, 51811.. 51892 

'4006829/gb|AAC95171.1| 3.0e-42 (AC005970) putative protein 
kinase [Arabidopsis thaliana] * 



OJ000450_11. 0410. CIO 
+ 

57306 
AAT/GAP 
51892 
1014 





Seq. No. 


42981 


Seq. ID OJ000450_ 


11. 0410. CIO 




Gene No. 


89858 


Strand + 






Start 


49969 


End 57306 




z z 


Name 


OJ000450 11.0410.C10.o7.np 


Method AAT/NAP 






Start 


49992 . 


End 57306 






GI 


4006829 


Score 1107 






Exons 


49992. .50423, 51811 .. 5194 6, 


53159. .53295, 54290. 


.54413, 






54892. .55277, 56281 .. 5634 1, 


57166. .57306 




^ c? 
E : 


GI Descrip. 


(AC005970) putative protein 


kinase [Arabidopsis 


thaliana] 




Seq. No. 


42981 


Seq. ID OJ000450_ 


11. 0410. CIO 




Gene No. 


89859 


Strand + 






Start 


60185 


End 70233 






Name 


OJ000450 11.0410.C10.o8.np 


Method AAT/NAP 






Start 


60185 


End 69655 






GI 


7433167 


Score 2765 






Exons 


60185. .60218, 61358 .. 61564 , 


64162. .64297, 65143. 


.65429, 






66120. .66357, 67254,-67577, 


67695. .67780, 67905. 


.68012, 






68096. .68400, 68514 68780, 


68890. .69655 






GI Descrip. 


probable lipoxygenase (EC 1 


.13.11.12) (clone H3) 


- potato 






gil 1495804 lemb ICAA65269.il 


(X96406) 13-lipoxygenase [Solanum 






tuberosum] 








Seq. No. 


42981 


Seq. ID OJ000450_ 


11. 0410. CIO 




Gene No. 


89859 


Strand + 






Start 


60185 


End 70233 





43587 



Name 

Start 

GI 

Exons 



OJ0004 50_1 1.0410. CIO . ol2 . gs Method GENSCAN 

61829 End 70233 

none Score .74 

61829. .61875, 62622 62718 , 63771 63846, 63848.-64297, 

65143. .65429, 66120.. 66357, 67407 67577 , 67695 .. 67780, 

67905. .68012, 68096 .. 68400, 68514 6874 1, 68890.. 69619, 

69796. .70020, 70141.. 70233 • 



Seq. No. 42981 

Gene No. 89859 

Start 60185 

Name OJ000450_11 . 0410 . CIO . o8 . gp 

Start 63740 

GI none 

Exons 63740. .64079 



Seq. ID OJ000450_11. 0410. CIO 

Strand + 

End 70233 

Method AAT/GAP 

End 64 07 9 

Score 680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42981 
89859 
60185 

OJ0004 50_11 . 04 10 . CIO . o9 . gp 
67957 

LIB3431-020-P1-K1-F4 



Seq. ID OJ000450_11. 0410. CIO 

Strand + 

End 70233 

Method AAT/GAP 

End 68618 

Score 864 



67957. .68012, 68096 .. 68400, 68514.. 68618 

'6002055/emb|CAB56692.1| 3.0e-66 (AJ24 97 94) lipoxygenase 
[Arabidopsis thaliana] * . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42981 Seq. ID 

89859 Strand 

60185 End 

OJ000450_11.0410.C10.ol0.gp Method 

68718 End 

3400_1.R1084 Score 
68718. .6877~'9, 68890.. 69742 
' 6002055/emb | CAB56692 . 1 1 5 . Oe-87 (AJ24 9794 ) lipoxygenase 
[Arabidopsis thaliana] ' 



OJ000450_11.0410.C10 
+ 

70233 
AAT/GAP 
69742 
1764 



42981 Seq. ID 

89860 Strand 

1 End 

OJ000450_11.0410.C10.ol.np Method 

1 End 

3549654 Score 



OJ000450_11. 0410. CIO 

19248 
AAT/NAP 
12737 
353 



1..65, 438. .545, 1037. .1177, 1416. .1499, 1748. .1786, 1860. .1972, 
2594.. 2671, 2858.. 3304, 12608.. 12737 

(AL031394) metal-transporting P-type ATPase (fragment) 
[Arabidopsis thaliana] 



42981 
89860 
1 

OJ000450_11. 0410. CIO. ol.gs 

435 

none 



Seq. ID OJ000450_11. 0410. CIO 
Strand 

End 19248 

Method GENSCAN 

End 3978 

Score .86 



435. .545, 1037. .1183, 1356. .1385, 1413. .1499, 1748. .1801, 
1875. .2014, 2594. .2704, 2840. .3334, 3389. .3529, 3927. .3978 



Seq. No. 



42981 



Seq. ID OJ000450 11. 0410. CIO 



43588 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



89860 Strand 
1 End 
OJ000450_11 . 0410 . CIO . o3 , gs Method 
7908 End 
none Score 
7908. .8046, 8121. ,8281, 8440. .9093 



19248 
GENSCAN 
9093 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42981 Seq. ID 

89860 Strand 

1 End 

OJ000450_11. 0410. CIO. o4,gs Method 

10166 End 

none Score 



OJ000450_11. 0410. CIO 

19248 
GENSCAN 
19243 
.49 



10166. .10316, . 10410. .10477, 10568 10660, 12338 .. 13090, 
13232. .13321, 13881 13956, 14081 14 148 , 14949. . 15044, 
16588. .16663, 17193 .. 17386, 18530. .19243 



Seq. No. 42981 Seq. ID 

Gene No. 89860 Strand 

Start 1 End 

Name OJ000450_11 . 0410 .CIO .o2 . gp Method 

Start 10257 End 

GI 2431298 Score 

Exons 10257. .10316, 10410 . .10477, 

Seq. No. 42981 Seq. ID 

Gene No. 89860 Strand 

Start 1 End 

Name OJ000450_11 . 04 10 . CIO . o3 . gp Method 

Start 12687 End 

GI none Score 

Exons 12687. .13048 



OJ000450_11. 0410. CIO 

19248 
AAT/GAP 
12480 
625 

10568. .10660, 12338.. 12480 

OJ000450_11. 0410. CIO 

19248 
AAT/GAP 
13048 
676 



Seq. No. 42981 Seq. ID 

Gene No.. 89860 Strand 

Start 1 End 

Name - OJ000450_11 . 0410 .CIO .o4 .gp Method 

Start 18943 End 

GI 2427536 Score 

Exons 18943. .19248 



OJ000450_11. 0410. CIO 

19248 
AAT/GAP 
19248 
538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42981 
89861 
25365 

OJ000450_11. 0410. CIO. o7.gs 
25365 
none 

25365. .25453, 25681 .. 26764 , 26864., 26998 



Seq. ID OJ000450_11. 0410. CIO 



Strand 
End 

Method 

End 

Score 



26998 
GENSCAN 
26998 
.87 



42981 Seq. ID 

89862 Strand 

42138 End 
OJ000450_11. 0410. CIO. o9.gs Method 

42138 End 

.none Score 

42138. .42307, 42522.-42699 



OJ000450_11. 0410. CIO 

42699 
GENSCAN 
42699 
.96 



43589 




Seq. No. 


42981 


Seq. ID 


OJ000450 


_11. 0410. CIO 


Gene No. 


89863 


Strand 






Start 


55144 


End 


55619 




Name 


OJ000450 11.0410.C10.o7.gp 


Method 


AAT/GAP 




Start 


55144 


End 


55619 




GI 


none 


Score 


936 




Exons 


55144. .55619 








Seq. No. 


42981 


Seq. ID 


OJ000450 


_11. 0410. CIO 


Gene No. 


89864 


Strand 






Start 


58230 


End 


59054 




Name 


OJ000450 11. 0410. CIO. oil. gs 


Method 


GENSCAN 




Start 


58230 


End 


59054 




GI 


none 


Score 


.79 




Exons 


58230. .58361, 58475 .. 58717, 


58821. .59054 




Seq. No. 


42981 


Seq. ID 


OJ000450 


_11. 0410. CIO 


Gene No. 


89865 


Strand 






Start 


70763 


End 


72893 




Name 


OJ000450 11.0410.C10.o5.ts 


Method 


TBLASTX: 


Soybean 


Start 


2856 


End 


3227 




GI 


none 


Score 


87 




Exons 


2856. .2984, 2857.-2985, 2881 


..2994, 3033. .3104, 


3087. .3227 


Seq. No. 


42981 


Seq. ID 


OJ000450 


_11. 0410. CIO 


Gene No. 


89865 


Strand 






Start 


70763 


End 


72893 




Name 


OJ000450 11. 0410. CIO. oil. ts 


Method 


TBLASTX: 


Soybean 


Start 


6725 


End 


7383 




GI 


none 


Score 


142 




Exons 


6725.. 6880, 6738.. 6836, 7137 


,.7253, 7137.. 7253, 


7138. .7254, 



7321. .7383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



42981 
89865 
70763 

OJ000450_11. 0410. CIO. ol4.tm 

7137 

none 

7137. .7253, 7137. .7253, 7138. 
7338. .7391 

42981 
89865 
70763 

OJ000450_11. 0410. CIO. oil. tm 
7930 
none 



Seq. ID OJ000450_11. 0410. CIO 
Strand 

End 72893 

Method TBLASTX: Maize 

End 7397 

Score 136 

.7254, 7297.. 7383, 7326.. .7397, 



Seq. ID OJ000450_11. 0410. CIO 
Strand 

End 72893 

Method TBLASTX : Mai ze 

End 14151 

Score 94 



7930. .8037, 7932. .8024, 7933. .8028, 7935. .8042, 8119. .8196, 
8120. .8230, 8127. .8234, 10166. . 10312, 10166 .. 10330, 
10167. .10319, 10395. .10478, 10408 .. 10485, 10409 .. 10483, 
10409. -.10507, 10554. .10613, 10564 .. 10614 , 10568 .. 10612, 
13845. ,13958, 14080, .14151 



42981 
89865 
70763 



Seq. ID 

Strand 

End 



:OJ000450 11. 0410. CIO 



72893 



43590 



^Name 


OJ000450 11. 0410. CIO 


.olO.ts 


Method 


TBLASTX : Soybean 




Start 


8497 




End 


18959 




GI 


none 




Score 


80 . 




Exons 


8497.. 8556, 8674.. 8706, 8821 


..8892, 12572. .12628, 12740 


- .12802, 




18533. .18631, 18746. 


.18901, 


18747. .18902, 18888. .18959, 






18890. .18958 










Sea. No.' 


4298i' 




Seq. ID 


OJ000450_11.0410 


.CIO 


Gene No . 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


8581 




■ End 


19108 




GI 


none 




Score 


81 




Exons 


8581.. 8706, 8821.. 8982, 8822 


..8920, 12335. .12382, 12342 


. ,12383, 




12380. .12457, 12479. 


.12625, 


12495. .12626, 12699 .. 12827 , 






12740. .12916, 18526. 


.18609, 


18527. .18631, 18527 .. 19060, 






18681 .. 19061, 19061. 


. 19108 








Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11 0410. CIO 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12503 ~ 




End 


50399 




GI 


none 




Score 


48 




Exons 


12503. .12568, 12551. 


. 12598, 


50181. .50399, 50187.. 50396 




Sec5. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11 . 04 10. CIO 


. o 4 . tm 


Method 


TBLASTX: Maize 




Start 


23013 ~ 




End 


69658 




GI 


none 




Score 


92 




Exons 


23013. .23123. 67295. 


. 67390, 


67423.-67452, 68927 .. 69235, 






68932. .69231, 69296. 


.69430, 


69373.-69657, 69455.. 69658 




Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.CIO 


Gene No . 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


27343 




End 


28999 




GI 


none 




Score 


45 




Exons 


27343. .27402, 27346. 


.27399, 


27351. .27452, 27403 .. 27708 , 






27420. .27704, 27439. 


.27705, 


28292. .28399, 28293 .. 28400, 






28293. .28397, 28294. 


.28419, 


28374. .28478, 28374 .. 284 60, 






28440. .28553, 28458. 


.28553, 


28459.-28554, 28891 -. 28998, 






28906. .28998, 28907. 


.28999 








Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


.ol2.ts 


Method 


TBLASTX: Soybean 




Start 


27406 




End 


27603 




GI 


none 




Score 


192 




Exons 


27406. .27603, 27456. 


.27596 









Seq. No- 
Gene No- 



42981 
89865 



Seq. ID 
Strand 



OJ000450 11. 0410. CIO 



43591 




start 70763 End 72893 

Name OJ000450_11.0410.C10.o7 , ts ' Method TBLASTX: Soybean 

Start 30949 End 31333 

GI none Score 164 

Exons 30949. .31053, 30951 .. 31055, 30969. . 31055, 31163.. 31333 



Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.010 


Gene No. 


O ft o ^ c 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


. o3 - tm 


Method 


TBLASTX: Maize 




Start 


31822 




End 


33062 




GI 


none 




Score 


154 




Exons 


•^Trtoo '^'irvrtc i^iooo 

31822 .. 31905, 31823. 


. 31906, 


31823. .31906, 31825 .. 31908 , 






31827 .. 31937, 32035. 


. 32364 , 


32037. .32363, 32451 .. 32510, 






32464. .32511, 32465. 


.32509, 


32465. .32524, 32497 .. 32538 , 






32502. .32537, 32506. 


.32538, 


32722. .32766, 32856 .. 32942, 






32873.-32941, jZofo, 




33008. .33061, 33008 .. 33061, 






33009. . 33062 










Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


. ClU 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


.o4 , ts 


Method 


TBLASTX : Soybean 




Start 


32163 




End 


32532 




GI 


none 




-Score 


112 




Exons 


32163 .. 32363, 32163. 


. 32363, 


32164. .32364, 324 65 .. 32506, 






32500 . - 32532 










Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.ClU 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450_11. 0410. CIO 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


34478 




End 


34903 




GI 


none 




Score 


230 




Exons 


34478. .34759, 34507. 


. 34761, 


34748. ,34894, 34751.. 34903 




Seq. No.' 


42981 




Seq. ID 


OJ000450_11.0410 


.ClU 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450_11. 0410. CIO 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


34502 




End 


34909 




GI 


none 




Score 


392 




Exons 


34502. .34909, 34510. 


. 34908 








Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


T rt 

.CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


34504 




End 


34882 




GI 


none 




Score 


213 




Exons 


34504. .34722, 34505. 


.34759, 


34747. .34857, 34748. .34882 




Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.CIO 


Gene No. 


89865 




Strand 






Start^;. 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


-o6. ts 


Method 


TBLASTX: Soybean 




Start 


34508 




End 


34903 





43592 



GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 206 

34508. .34759, 34510 34755, 34751.. 34903 



42981 
89865 
70763 

OJ000450_11. 0410. CIO. o2.ts 

50148 

none 



Seq. ID OJ000450_11. 0410. CIO 
Strand 

End 72893 

Method TBLASTX : Soybean 

End ' 55160 

Score 351 



50148, .50423, 50166 50423, 51811 ,, 51945, 53160 53297, 
53161. ,53295, 54290 ., 54415, 54349 ,. 544 14 , 54365 .. 54424 , 
54882. .55160, 54912 .. 54 947 , 54977. .55078 



42981 
89865 
70763 

OJ000450_11. 0410. CIO. o3.tc 
50214 
none 
50214, 
53173, 
54355, 



.50339, 50370. ,50423, 
.53295, 53178, ,53294, 
.54435, 54882,, 55160 



Seq. ID 
Strand 
End 

Method 

End 

Score 
51814. ,51945, 51832 
54290. .54442, 54302 



OJ000450_11. 0410. CIO 
72893 

TBLASTX: Cress 
55160 
111 

51942, 
54415, 



42981 

89865 Strand 

70763 End 
OJ0004 50_11 .0410. CIO . ol5 . tm Method 

50235 End 

none Score 
50235. .50423 

42981 Seq. ID 

89865 Strand 

70763 End 
OJ000450_11. 0410. CIO. ol3.tm Method 

51813 End 

none Score 



Seq. ID OJ000450_11. 0410. CIO 



72893 

TBLASTX: Maize 

50423 

195 



OJ000450_11.0410.C10 
72893 

TBLASTX: Maize 

51956 

233 



51813. .51854, 51814 .. 51945, 51817 .. 51954 , 51822 .. 51947, 
51906.. 51956 



42981 
89865 
70763 

OJ0004 50_11.0410.C10.o8.tm 
53170 
none 
53170, 
54290, 
54977, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 11. 0410, CIO 



.53295, 53175. 
.54415, 54349. 
.55156 



.53297, 
,54414, 



72893 

TBLASTX: Maize 
55160 
163 

53175. .53291, 5317 6 53295, 
54858. .55160, 54894 .. 55043, 



42981 
89865 
70763 

OJ000450_11. 0410. CIO. o2.tw 

54290 

none 



Seq, ID OJ000450_11. 0410. CIO 



Strand 
End 

Method 

End 

Score 



72893 

TBLASTX: Wheat 

55079 

211 



54290. .54412, 54293 .. 54442, 54312 .. 54413, 5434 9 .. 54414 , 



43593 



54882. .55079, 54891.. 55067 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



42981 
89865 
70763 

.OJ000450_11.0410.C10.o9.ts 
58472 
none 

58472. .58549, 
58824. .59006, 



58473. .58565, 
58831. .58956, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
58562. .58717, 
58930. .59034, 



OJ000450 11. 0410. CIO 



72893 

TBLASTX : Soybean 
59036 
4 4 

58577. .58717, 
58932. .59036 



42981 
89865 
70763 

OJ000450_11.0410.C10.o4 .to 
58616 
none 

58616. .58720, 58634 .. 58720, 58821 .. 58988, 58822 58983, 
58989.. 59027 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450 11. 0410. CIO 



72893 

TBLASTX: Cress 

59027 

54 



42981 

89865 

70763 

OJ0004 

64048 

none 

64048. 

65145. 

66118. 

66297. 

67463. 

67905. 

68284. 

68520. 

688£8. 

69455. 



50 11.0410..C10.ol.ts 



.64107, 
.65333, 
.66306, 
.66365, 
.67600, 
.68012, 
.68400, 
.68780, 
.69088, 
.69652, 



64090. , 

65336, 

66120. 

67243. 

67495. 

68075. 

68285. 

68548. 

69049. 

69463. 



64317, 
65428, 
66302, 
67422, 
67578, 
68263, 
68401, 
68781, 
69237, 
69654 



Seq. ID 
Strand 
End 

Method 
End 
Score 

64146 

65337 

66193 

67253 

67691 

68081 

68307 

68881 

69296 



OJ000450 11. 0410. CIO 



72893 

TBLASTX : Soybean 
69654 
34 

64301, 65144 . . 65332, 
65429, 66117. .66302, 
66303, 66203. . 66310, 
67480, 67253. .67477, 
67783, 67904 . .68005, 
68308, 68095. .68274, 
68408, 68494. .68781, 
69027, 68882. .69238, 
69430, 69331. .69408, 



42981 Seq. ID 

89865 Strand 

70763 End 

OJ000450_11 . 0410 . CIO . ol2 . tm Method 

65130 End 

none Score 



OJ000450_11. 0410. CIO 
72893 

TBLASTX: Maize 

65429 

199 



65130. .65333, 65130 .. 65297, 65141 .. 65332, 65336 .. 65428 , 
65337.. 65429 



42981 Seq. ID 

89865 Strand 

70763 - End 

OJ0004 50_11 . 04 10 . CIO . ol . tc Method 

65169 End 

none Score 



OJ000450_11.0410.C10 
72893 

TBLASTX: Cress 

69661 

98 



65169. .65321, 65340 .. 65429, 66219 .. 66356, 67295 .. 67471, 

67697. .67780, 67908 .. 67 967 , 68078 68266, 68264 .. 68401 , 

68494. .68781, 68514 .. 68804 , 68882 .. 69235, 68887 .. 69234 , ' 

69308. ,69439, 69455 ., 69661, 69463,. 69660 



43594 




Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410, 


XIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


.o7 . tm 


Method 


TBLASTX: Maize 




Start 


66189 




End 


66375 




GI 


none 




Score 


306 




Exons 


66189. .66359, 66189. 


.66353, 


66193. .66375 




Seq. No. 


42981 




Seq, ID 


OJ000450_11.0410, 


.CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 04.10. CIO 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


67467 




End 


68727 




GI 


none 




Score 


88 




Exons 


67467 . . 67574, 67469. 


. 67600, 


674 98. .67578, 67 694. .67750, 






67695. .67751, 67709. 


.67759, 


67891. .67965, 67893.-67 958, 






67903. .67959, 67907. 


,67960, 


67958. .68011, 67959 .. 68012, 






68095. .68184, 68096. 


.68185, 


68101. .68211, 68176. .68205, 






68206. . 68400, 68210. 


.68401, 


68299. .68406, 684 94. .68727, 






68514 . . 68720 










Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


68162 




End 


68733 




GI 


none 




Score 


107 




Exons 


68162. .68263, 68333. 


.68401, 


68494. .68733, 68514. .68675 




Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


68915 




End 


69220 




GI 


none 




Score 


171 




Exons 


68915. .69103, 68915. 


.69010, 


69118. .69219, 69122.. 69220 




Seq. No. 


42981 




Seq. ID 


OJ000450_11. 0410. CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


. ol3 . gs 


Method 


GENSCAN 




Start 


70763 




End 


72875 




GI 


none 




Score 


.42 




Exons 


70763. .70782, 71269. 


.72266, 


72286, .72460, 72473.. 72875 




Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410 


.CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


.o9.np 


Method 


AAT/NAP 




Start 


70967 




End 


72893 




GI 


4587554 




Score 


1903 




Exons 


70967. .72893 











GI Descrip. (AC006577) Similar to gb|AJ005701 Na/Ca, K-exchanger from 

Caenorhabditis elegans. ESTs gb|T04173 and gb|AA585918 come 
from this gene. [Arabidopsis thaliana] 

Seq. No. 42981 Seq. ID OJ000450_11 . 0410 .CIO 



43595 




Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


. o6. tm 


Method 


TBLASTX: Maize 




Start 


71004 




End 


- 71270 




GI 


none 




Score 


369 




Exons 


71004. .71270, 71004. 


.71264, 


71005. .71265, 71006. .71269 




Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410. 


CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


.08. ts 


Method 


TBLASTX: Soybean 




Start 


71207 




End 


71465' 




GI 


none 




Score 


61 




Exons 


71207. .71260, 71211. 


.71261, 


71255. .71464, 71256.-71465 




Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410. 


CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


. olO . tm 


■ ".Method 


TBLASTX: Maize 




Start 


71273 




End 


71578 




GI 


none 




Score 


140 




Exons 


71273. .71578, 71274. 


.71543 








Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410. 


CIO 


Gene No/ 


89865 




• Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


.o5.tc 


Method 


TBLASTX: Cress 




Start 


71669 




End 


72010 




GI 


none 




Score 


46 




Exons 


71669. .71695, 71669. 


.71884, 


71679. .71873, 71954. .72010 




Seq. No. 


42981 




Seq. ID 


OJ000450_11.0410. 


CIO 


Gene No. 


89865 




Strand 






Start 


70763 




End 


72893 




Name 


OJ000450 11. 0410. CIO 


-o3.ts 


Method 


TBLASTX : Soybean 




Start 


72342 




End 


72641 




GI 


none 




Score 


203 




Exons 


72342. .72641, 72352. 


.72633 








Seq. No. 


42982 




Seq. ID 


OJ000450__11.0410. 


Cll 


Gene No. 


89866 




Strand 


+ 




Start 


2915 




End 


3407 




Name 


OJ000450 11.0410.C11 


.ol .gp 


Method 


AAT/GAP 




Start 


2915 




End 


3407 




GI 


none 




Score 


935 




Exons 


2915, .3407 










Seq. No. 


42982 




Seq. ID 


OJ000450_11.0410- 


Cll 


Gene No. 


89867 




Strand 


+ 




Start 


6668 




End 


9149 




Name 


OJ000450 11.0410.C11 


. o3.gp 


Method 


AAT/GAP 




Start 


6668 




End 


9149 




GI 


49278 1.R1084 




Score 


1118 




Exons 


6668. .6767, 8668. .9149 








GI Descrip. 


•3075391 9.0e-12 (AC004484) 


unknown protein [Arabidopsis 



thaliana] * 



43596 



Seq. No. 


42982 








Seq. ID 


OJ000450_11.0410.C11 


Gene No. 


89868 








Strand 




Start 


2286 








End 


7229 


Name 


OJ000450 11 


.0410. 


Xll.ol 


.np 


Method 


AAT/NAP 


Start 


2286 








End 


3945 


GI 


6453866 








Score 


116 


Exons 


2286. .2319, 


3501, 


, .3650, 


3810. 


.3945 




GI Descrip. 


(AC011717) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42982 








Seq. ID 


OJ000450_11.0410.C11 




89868 








Strand 




Start 


2286 








End 


72-29 


Name 


OJ000450 11 


0410 


n 1 n9 


• yp 


Method 


AAT/GAP 


Start 


3534 








End 


3896 


GI 


none 








Score 


670 


Exons 


3534. .3896 












Seq. No- 


42982 








Seq. ID 


OJ000450_11.0410.C11 


Gene No. 


89868 








Strand 




q-f-a ri- 
o L. ax c 










End 


7229 


Name 


OJ000450 11 


.0410. 


C11.02 


.gs 


Method 


GENSCAN 


Start 


3665 








End 


7229 




none 








Score 


.53 


Exons- • - 


3665. .4054, 


fi !?ZO . 


R9 9 ^; 


R9 1 


.5427, 5997. .61:07, 6493. .6721, 




' •;691.6:. ': 7045, 




7 9 9 Q 








Seq. No. 


42982 








Seq. ID 


OJ00q450_ll.0410.Cll 


Gene No. 


>-&9869 








Strand 




O L,CtX L. 


o u ^ w 








End 


9129 


Name 


OJ000450 11 


n4 1 n 

. U 4 J. U . 


J. J. . O J. 


. US 


Method 


TBLASTX : Soybean 


Start 


8690 








End 


9066 


GI 


none 








Score 


37 


Exons 


8690. .8722, 




. O O VJ / / 


ft797 


.8807, 8737. .8808, 8832. .9062, 




8836. .9063, 












Seq. No. 


42982 








Seq. ID 


OJ000450_11.0410.C11 




O ^ O \J ^ 








Strand 




Start 


8690 








End 


9129 


Name 


OJ000450 11 


04 1 n 


n 1 r»1 
CJ.± . ox 


. LIU 


Method 


TBLASTX: Maize 


Start 


8713 








End 


9129 


GI 


none 








Score 


153 


Exons 


8713. .8832, 


R71 






.9129, 8e 


141. .9128 


Seq. No. 


42982 








Seq. ID 


OJ000450_11.0410.C11 


Gene No. 


89870 








Strand 






Q1 ?Q 








End 


9523 


Name 


OJ000450 11 


.0410. 


C11.02 


.tm 


Method 


TBLASTX: Maize 


Start 


9129 








End 


9523 


GI 


none 








Score 


124 


Exons 


9129. .9287, 


9139. 


.9303, 


9153. 


.9284, 9282. .9314, 9283. .9324, 




9284. .9313, 


9388. 


.9474, 


9389. 


.9523, 9401. .9475 


Seq. No. 


42983 








Seq. ID 


OJ000450_11.0410.C12 


Gene No. 


89871 








Strand 


+ 


Start 


290 








End 


2760 


Name 


OJ000450 11 


.0410. 


C12.01. 


. gs 


Method 


GENSCAN 


Start 


290 








End 


2463 



43597 



o J. 


none 






OcCJ • NO * 






89871 


Start 


290 


Name 


OJ000450 11.0410.C12.ol.< 




435 




1 S44 4 1 R1 nR4 


Exons 


4^S ^80 772 842 1408 


OX L/escixp. 






"hVial 1 anal ' 


o6Cj • LNO • 




Gene No . 


89871 


Start 


290 


Name 


OJ0004 50 11.0410. C12 . ol .] 




472 ~~ 


PT 


J u / ^ J y X 


Exons 


472 fift? 772 842 1408 


ox ucov— xj-p. 


fAPnn44841 unknown nrote 


Seq. No. 


42983 


Gene No. 


89872. 


O L. dX U ' ' 


2675 


Name 


0.70004^0 11 0410 n2 n1 

\J Kj \J \J \J ^ '■J \J XX.V/^XU.V^X^.VJJ.. 


b rar u 


9 P7 




none 




287 6Q4 287 676 292 


beq. wo. 




Gene No. 


89872 


Start 


2675 


Name 


OJ0004S0 11 0410 C12 o2 

\JlJ\J\J\J*±sJ\J XX.V^IXV^.V^X^.U^. 


b Lax U 


91 7ft ~~ 
^ X / o 


PT 


none 




9178 94^6 21ft'^ 2461 




2SS0 2573 


beq. wo. 


A 9 Qft 


Gene No. 


89872 


Start 


.2675 


IN dlLlC 


OJ000450 11 0410 C12 o2 


b uax t 


9 67S *~ 


PT 
Ux 


none 


Exons 


967S 9766 981*^ 9Q'^n 




41*^*^ 499Q 4891 4Qn9 


beq. MO. 


A 9 QQ T 


bene jno . 




Start 


2675 


Name 


OJ000450 ll.0410.C12.o2. 


Start 


2966 


GI 


4819 1.R1084 


Exons 


2966.. 3276, 3364.. 3423, 




4133.. 4229, 4821.. 4902, 


GI Descrip. 


M539545/emb ICAB39975.il 



Score 



.82 



Seq. ID OJ000450_11.0410.C12 
Strand + 
End 2760 



End 
Score 



2760 
1885 



Seq. ID OJ000450_11.0410.C12 

Strand + 

End 27 60 

Method AAT/NAP 

End 24 60 

Score 198 



Seq. ID OJ000450_11.0410.C12 
Strand 

End 6269 

Method TBLASTX : Maize 

End 14 85 

Score 514 



Seq. ID OJ000450_11.0410.C12 
Strand 

End 6269 

Method TBLASTX : Maize 

End 2578 

Score 393 



Seq. ID OJ000450_11.0410.C12 
Strand 

End 6269 

Method GENSCAN 

End 6269 

Score .65 



Seq. ID OJ000450_11.0410.C12 
Strand 

End 6269 

Method AAT/GAP 

End 5437 

Score 1922 



43598 



tabacum] ' 



Seq. No. 


42983 








Seq. ID OJ000450_ 


_11.0410.C12 


Gene No. 


89872 








Strand 




Start 


2675 








End 6269 




Name 


OJ000450 11 


.0410. 


C12.01 


.ts 


Method TBLASTX : Soybean 


Start 


3172 








End 5337 




GI 


none 








Score 93 




Exons 


3172. .3279, 


3185. 


.3211, 


3248. 


.3424, 3361. .3426, 


3364. .3426, 




3495. .3614, 


3511. 


.3603, 


3713. 


.3841, 3765. .3842, 


3960. .4016, 




3961. .4017, 


4132. 


.4230, 


4133. 


.4261, 4823. .4903, 


4846. .4902, 




5012. .5119, 


5023. 


.5118, 


5256. 


.5336, 5266. .5337 




Seq. No. - 


42983 








Seq. ID OJ000450 


_11.0410.C12 


Gene No. 


89872 








Strand 




Start 


2675 








End 6269 




Name 


OJ000450 11 


. 0410 . 


C12 . OJ 


. tm 


Method TBLASTX: 


^aize 


Start 


3176 








End .5331 




GI 


none 








Score 134 




Exons 


3176. .3277, 


3180. 


.3272, 


3184. 


.3279, 3338.. 3424, 


3361. .3426, 




3367. .3432, 


3495. 


.3614, 


3507. 


.3605, 3713. .3841, 


3756. .3842, 




3759. .3842, 


3959. 


.4009, 


3960. 


.4016, 3961. .4017, 


3961. .4017, 




4113. .4232, 


4132. 


.4230, 


4133. 


.4261, 4812. .4904, 


4823. .4903, 




5018. .5131, 


5023. 


.5118, 


5256. 


.5294, 5256.. 5330, 


5257. .5331 


Seq. No. 


42983 








Seq. ID OJ000450 


_11.0410.C12 


Gene No. 


89872 








Strand 




Start 


2675 








End 6269 




Name 


OJ000450 11 


. 0410 . 


C12 . ol 


. tc 


Method TBLASTX: 


Cress 


Start 


3181 








End 5331 




GI 


none 








Score 93 




Exons 


3181. .3279, 


3185. 


.3277, 


3358. 


.3408, 3361.. 3426, 


3362. .3424, 




3495. .3605, 


3506. 


.3616, 


3511. 


.3603, 3516.. 3605, 


3713. .3841, 




3765. .3842, 


3960, 


.4016, 


3961. 


.4017, 4132.. 4230, 


4133. .4261, 




4819. .4902, 


4846. 


.4902, 


5012. 


.5152, 5023.. 5118, 






5257. .5331 












Seq. No. 


42983 








Seq. ID OJ000450 


_11.0410.C12 


Gene No. 


89872 








Strand 




Start 


2675 








End 6269 




Name 


OJ000450 11 


.0410. 


C12.02 


.np 


Method AAT/NAP 




Start 


3187 








End 5330 




GI 


4539545 








Score 8 97 




Exons 


3187. .3276, 


3364. 


.3423, 


3507. 


.3602, 3758.. 3840, 


3959. .4017, 




4133. .4229, 


4821. 


.4902, 


5023. 


.5117, 5255.. 5330 




GI Descrip. 


(Y16644) PRCI [Nicotiana tabacum] 




Seq. No. 


42983 








Seq. ID OJ000450 


_11.0410.C12 


Gene No. 


89872 








Strand 




Start 


2675 








End 6269 




Name 


OJ000450 11 


.0410. 


C12.01 


. tw 


Method TBLASTX: 


Wheat 


Start 


3529 








End 5345 




GI 


none 








Score 105 




Exons 


3529. .3567, 


3530. 


.3604, 


3531. 


.3605, 3531.. 3614, 


3713. .3841, 




3758. .3841, 


3759. 


.3842, 


3960. 


.4016, 3963.. 4019, 


3965. .4021, 




4127. .4207, 


4132. 


.4230, 


4132. 


.4230, 4133. .4261, 


4818. .4904, 




4819. .4902, 


4823. 


.4903, 


5018. 


.5119, 5023.. 5118, 


5256. .5294, 



43599 




5256.. 5345, 5257.. 5340 



Seq. No. 


42984 








Seq. ID 


OJ000450_ 


11.0410 


.C13 


Gene No . 


89873 








Strand 


+ 






Start 


2111 








End 


2545 






N3jn6 


OJ000450 11 


.0410. 


C13.01 


. as 


Method 


GENSCAN 






Start 


2111 ~ - 








End 


2545 






GI 


none 








Score 


.88 






Exons 


2111, .2201, 


2466. 


.2545 












Seq. No. 


42984 








Seq. ID 


OJ000450_ 


11.0410 


.C13 


Gene No . 


89874 








Strand 


+ 






Start 


5307 








End 


9237 






Name 


OJ000450 11 


.0410. 


C13.03 


. as 


Method 


GENSCAN 






Start 


5307 ~ 








End 


6593 






GI 


none 








Score 


1 






Exons 


5307 . .5396, 


6048. 


.6593 












Seq. No. 


42984 








Seq. ID 


OJ000450_ 


11.0410 


.C13 


Gene No . 


89874 








Strand 


+ 






Start 


5307 








End 


9237 






Name 


OJ000450 11 


.0410. 


C13.01 


.np 


Method 


AAT/NAP 






Start 


6061 ~ 








End 


9237 






GI 


4680341 








Score 


632 








6061 . . 6145, 


6204. 


,6569, 


6826. 


.6874, 9195. .9237 






GI Descrip. 


(AF128457) 


hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


42984 








Seq. ID 


OJ000450_ 


11.0410 


.C13 


Gipnf* No . 


89874 








Strand 


+ 






Start 


5307 








End 


9237 






Name 


OJ000450 11 


.0410. 


C13.04 


.gs 


Method 


GENSCAN 






Start 


7695 ~ 








End 


8713 






GI 


none 








Score 


.89 






Exons 


7695. .7819, 


7854. 


.7882, 


7915. 


.8324, 8438. ,8579, 


8688. .8713 


Seq. No. 


42984 








Seq, ID 


OJ000450_ 


11.0410 


.C13 


Gene No . 


89875 








Strand 








Start 


1963 








End 


2084 






Name 


OJ000450 11 


.0410. 


C13.01 


.gp . 


Method 


AAT/GAP 






Start 


1963 ~ 








End 


2084 






GI 


none 








Score 


214 






Exons 


1963. .2084 
















Seq. No. 


42984 








Seq.. ID 


OJ000450_ 


11.0410 


.C13 


Qpnp No 


89876 








Strand 








Start 


2347 








End 


2924 






Name 


OJ000450 11 


.0410, 


C13.02 


.gp 


Method 


AAT/GAP 






Start 


2347 ~ 








End 


2924 






GI 


none 








Score 


1055 






Exons 


2347. .2924 
















Seq. No. 


42984 








Seq. ID 


OJ000450_ 


_11.0410 


,C13 


Gene No, 


89877 








Strand 








Start 


3375 








End 


4307 






Name 


OJ00045Q 11 


.0410. 


C13.02 


.gs 


Method' 


GENSCAN 






Start 


3375 








End 


4307 






GI 


none 








Score 


.97 







43600 



Exons 


^ J 1 -J » » ^ O \J f 


3817 4107 


4256 . 


. 4307 




Seq. No. 


42984 






Seq. ID 


OJ00045D_11.0410.C13 


Gene No. 


89877 






Strand 






OO f J 






End 


4307 


Naiue 


oTnnn4 SO 1 1 


04 1 n n ^ n'^ 


gp - 




AAT/GAP 

-tlx* 4. / Vb'x 1^ 










End 


4150 


bi 


07 £:i '3 c;7 








879 


Exons 


^fiQ*^ 4TSn 










Seq. No. 


4 ^ y 0 fi 






Seq. ID 


OJ000450_11.0410.C13 


Gene No. 


Q QQ 7 Q 






Strand 




Start 


9312 






End 


10499 


Name 


OJ000450 11 


.0410.C13.ol. 


tw 


Method 


TBLASTX: Wheat 


o uart 


SI 8*^ 






End 


6838 




none 






Score 


56 


Exons 


STR"^ S949 




6446 . 


.6556, 6447. .6557, 6498. .6557, 




rent; fiSSR 


fifing fifiQ9 




.6691, 6627. .6692, 6628. .6693, 




fulfil fiftn? 




6780 . 


.6806, 67 


81. .6816, 6800. .6838 


beq. NO. 








Seq. ID 


OJ000450_11.0410.C13 


Gene No. 


0 yo / 0 






Strand 




O 4- v-4- 

brar u 


9312 






End 


10499 


Name 


OJ000450 11 


.0410.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start - 


9303 






. End 


10247 




none 






Score 


150 


Exons 


9303. .9443, 


9312. .9449, 


9313. 


.9444, 9553. .9633, 9556. .9588, 




9560. .9634, 


9561. .9635, 


9736. 


.9789, 9738. .9788, 9859. .9933, 




9867. .9941, 


9998. .10111, 


9999 


. .10124, 


10003. .10122, 




10187. .10246, 10188.. 10247 






Seq, No. 


42984 






Seq. ID 


OJ000450_11.0410-C13 


Gene No. 


89878 






Strand 




Start 


9312 






End 


10499 


Name 


OJ000450 11 


.0410.C13.ol. 


tc 


Method 


TBLASTX: Cress 


buart 


9306 






End 


10088 




none 






Score 


92 


Exons 


9306. .9443, 


9307. .9444, 


9553. 


.9633, 9569.-9634, 9738. .9788, 




9739. .9789, 


9859. .9933, 


9867. 


.9941, 9998. .10087, 9999. ,10088 


beq. wo. 


42984 






Seq. ID 


OJ000450_11.0410.C13 . 


tjene wo . 


89878 






Strand 




Start 


9312 






End 


10499 


Name 


OJ000450 11 


.0410.C13.o2. 


np 


Method 


AAT/NAP 


b tar c 


9312 






End 


10499 




6970470 






Score 


232 


Exons 


9312. .9443, 


9559. .9634, 


9736. 


,9788, 9870.-9931, 10000 .. 10110, 




10189. .10499 








\jL uescrip. 


(AB019038) 


beta-1,4 mannosyltransf erase [Homo sapiens] 


o . LX (J • 


42984 






Seq. ID 


OJ000450_11.0410.C13 


Gene No. 


89878 






Strand 




Start 


9312 






End 


10499 


Name 


OJ000450 11 


.0410.C13.o5. 


,gp 


Method 


AAT/GAP . 


Start 


9593 






End 


10248 0 


GI 


uC-osroM202022c08bl 




Score 


517 


Exons 


9593. .9634, 


9736. .9788, 


9870. 


.9931, 10000. .10110, 10189.. 10248 



43601 




GI Descrip. '1800223 2.0e-31 (U65018) mannosyltransf erase [Dictyostelium 
discoideum] * 





Seq. No. 


42984 


Seq. ID 


OJ000450_ 


_11.0410.C13 




Gene No. 


89878 


Strand 








Start 


9312 


End 


10499 






Name 


OJ000450 11.0410.C13.ol.ts 


Method 


TB.LASTX : Soybean . 




Start 


9750 


End 


10243 






GI 


none 


Score 


64 






Exons . 


9750.. 9788, 9751.. 9789, 9859 


..9933, 9867. .9941, 


9998. .10111, 






r\ r\ r\ r\ ■i/^ii'^ IrtOy!*^ 

9999.. 10112, 10187.. 10243 










Seq. No. 


42985 


Seq. ID 


OJ000450_ 


_11.0410.C15 




Gene No. 


89879 


Strand 


+ 






Start 


127 


End 


756 






Name 


OJ000450 11.0410.C15,ol.gs 


Method 


GENSCAN 






Start 


127 


End 


756 






GI 


none 


Score 


.49 






Exons 


127. .376, 623. .756 










Seq. No. 


42985 


Seq. ID 


OJ000450 


_11.0410,C15 




Gene No. 


89880 


Strand 


+ 






Start 


9963 


End 


13128 






Name 


OJ000450 11.0410.C15.o3.gs- 


Method 


GENSCAN 






Start . 


9963 


End 


12884 




%J 


GI 


none 


Score 


. 66 






Exons 


9963.. 10066, 10832 .. 11099, 11402 .. 11454, 11574. 


.11610, 






11793. .11858, 12193. .12291, 


12593. .12727, 12822 


. .12884 




Seq. No. 


42985 


Seq. ID 


OJ000450 


_11.0410.C15 




Gene No. 


89880 


Strand 


+ 






Start 


9963 


End 


13128 




ri E 


Name 


OJ000450 11.0410.C15.o2.gp 


Method 


AAT/GAP 




= 


Start 


12423 


End 


13128 






GI 


none 


Score 


903 






Exons 


12423. .12537, 12651 .. 12727, 


12822. .13128 






Seq. No. 


429.85 


Seq. ID 


OJ000450 


_11.0410.C15 




Gene No. 


83«^i 


Strand 








Start 


2019" . 


End 


8103 






Name 


OJ000450 11.0410.C15.o2.gs 


Method 


GENSCAN 






Start 


2019 


End 


8103 






GI 


none 


Score 


.54 






Exons 


2019.. 2127, 2213.. 2365, 2421 


..2488, 2870. .2964, 


3564.-;3625, 






3755.. 3794, 4508.. 5638, 7800 


. .8103 








Seq. No. 


42985 


Seq. ID 


OJ000450 


_11.0410.C15 




Gene No. 


89881 


Strand 








Start 


2019 


End 


8103 






Name 


OJ000450 11.0410.C15.ol,gp 


Method 


AAT/GAP 






Start 


5126 


End 


5467 






GI 


none 


Score 


684 






Exons 


5126.. 5467 










Seq. No. 


42985 


Seq. ID 


OJ000450 


_11.0410.C15 




Gene No. 


89882 


Strand 








Start 


13838 


End 


15643 





43602 



Name 


OJ000450 11.0410.C15.ol.np 


Method 


AAT/NAP 




Start 


13829 


End 


15062 




GI 


7340860 


Score 


46 




Exons 


13829. .13953, 14980.. 15062 








GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza, sativa] 




Seq. No, 




oeq. lu 


OJ000450_11.0410. 


C15 


Gene No . 




otrana 


- 




Start 


13838 


End 


15643 




Name 


OJ000450 11.0410.C15.o4.gs 


Method 


GENSCAN 




Start 




HinQ 


1 O O 1 o 




GI 


none 


Score 


.77 




Exons 


1'5Q'5Q 1'5Q/li^ 1c;/!QO 1 R^l c: 








Seq. No. 




oeq. lu 


OJ000450_11.0410. 


C15 


Gene No. 


pQppo 


b urana 


- 




Start 


13838 


End 


15643 




Name 


OJ000450_11.0410.C15.o3.gp 


Method 


AAT/GAP 




Start 


1 DZUU 


Eina 


ID 04 O 




GI 


none 


Score 


708 




Exons 










Seq. No. 


A O QQ R 

4 z yoo 


beq. lu 


OJ000450 11.0410. 


C15 


Gene No. 


- oyooo 


btrana 


- 




Start 


15659 


End 


16158 




Name 


OJ000450_11.0410.C15.o4.gp 


Method 


AAT/GAP 




Start 


10 Doy 


End 


16158 




GI 


none 


Score 


959 




Exons 


lODOy . . iDlOo 








Seq. No. 


4 z yoo 


Seq. ID 


OJ000450_11.0410. 


C15 


Gene No. 


p Qpp ^ 

o yoo 4 


Strand 






Start 


17046 


End 


17180 




Name 


OJ000450 11.0410.C15.o3.tm 


Method 


TBLASTX: Maize 




Start 


7786 


End 


8106 




GI 


none 


Score 


165 




Exons 


7786.. 7920, 7787.. 7924, 7819 


..7926, 8017. .8106, 8041. .8076 


Seq. No. . 


42985 


Seq. ID 


OJ000450_11.0410. 


C15 


Gene No. 


89884 


Strand 






Start 


17046 


End 


17180 




Name 


OJ000450 11.0410.C15.o2.tm 


Method 


TBLASTX: Maize 




Start 


9999 


End 


11099 




GI 


none 


Score 


347 




Exons 


9999.. 10067, 10800 .. 11099, 10817.. 11098 




Seq. No. 


42985 


Seq. ID 


OJ000450_11.0410. 


C15 


Gene No. 


89884 


Strand 






Start 


17046 


End 


17180 




Name 


OJ000450 11.0410.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10986 


End 


12730 




GI 


none 


Score 


99 




Exons 


10986. .11099, 12211. .12288, 


12393. .12536, 12650.. 12730 




Seq. No. 


42985 


Seq. ID 


OJ000450_11.0410. 


C15 


Gene No. 


89884 


Straiid 







43603 




start 


17046 


End 


17180 


Name 


OJ000450 11.0410.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


12232 


End 


12752 


GI 


none 


Score 


89 


Exons 


12232. .12288, 12234 .. 12293, 


12237. .12302, 12248 12301, 




12383. .12532, 12383 .. 12490, 


12384. .12533, 12402 12527, 




12654- .12730, 12650. .12724, 


12657. .12752 - 


Sec5, No. 


42985 


Seq. ID 


OJ000450_11.0410.C1J 


Gene No . 


89884 


Strand 




Start 


17046 


End 


17180 


Name 


OJ000450 11.0410.C15.o5.gp 


Method 


AAT/GAP 


Start 


17046 


End 


17180 


GI 


uC-osflm202103hl2bl 


Score 


250 


Exons 


17046. .17180 






GI Descrip. 


M176420/dbj IBAA37167I 2.0e- 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 






Seq. No. 


42986 


Seq, ID 


OJ000450_11.0410.C1' 


Gene No. 


89885 


Strand 


+ 


Start 


950 


End 


1285 


Name 


OJ000450 11.0410.C16,o2.gs 


Method 


GENSCAN 


Start 


950 


End 


1285 


GI 


none 


Score 


.99 


Exons 


950.'. 1285 






Seq. No. 


42986 


Seq. ID 


OJ000450_11.0410.C1 


Gene No. 


89886 


Strand 




Start 


1 


End 


88 


Name 


OJ000450 11.0410.C16.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


88 


GI 


uC-osflm202103hl2bl 


Score 


156 


Exons 


1. .88 






GI Descrip. 


M176420/dbj |BAA37167 t 2 , Oe- 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 







Seq. No. 


42986 






Seq. ID. 


OJ000450_ 


11.0410 


.C16 


Gene No. 


89887 






Strand 








Start 


19 






End 


637 






Name 


OJ000450 11 


.0410. 


C16.ol.gs 


Method 


GENSCAN 






Start 


19 






End 


637 






GI 


none 






Score 


.8 






Exons 


. 19. .637 














Seq. No. 


42987 






Seq. ID 


OJ000450_ 


10.0411 


.CI 


Gene No. 


89888 






Strand 


+ 






Start 


7957 






End 


11488 






Name 


OJ000450 10 


.0411. 


Cl.o2.gs 


Method 


GENSCAN 






Start 


7957 






End 


10808 






GI 


none 






Score 


.48 






Exons 


7957. .8092, 


8178. 


.8217, 9422. 


.9545, 9987.. 10334, 


10485. 


.10808 


Seq. No. 


42987 






Seq. ID 


OJ000450_ 


10.0411 


.CI 


Gene No. 


89888 






Strand 


+ 






Start 


7957 






End 


11488 






Name 


OJ000450 10 


.0411. 


Cl.o3.np 


Method 


AAT/NAP 






Start 


9897 






End 


11488 







43604 



GI 6069646 Score 691 

Exons 9897.. 10230, 10513.. 11488 

GI Descrip. .(AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



42987 Seq. ID 

89889 Strand 

15 End 

OJ000450_10 . 0411 . CI . ol . np Method 

15 End 

6689922 Score 



OJ000450_10.0411.C1 

7440 
AAT/NAP 
6456 
1509 



15. .404, 863. .970, 1059. .1174, 1944. .2070, 3179. .3348, 
4165. .4243, 4314. .4425, 4820. .4861, 5292. .5422, 6313. .6456 
(AF194414) calcium-dependent protein kinase [Oryza sativa] 



Sea No . 


42987 


Seq. ID 


OJ000450_10.0411.C1 


fipne No - 


89889 


Strand 




start 


15 


End 


7440 


Name 


OJ000450 10.0411.Cl.ol.gp 


Method 


AAT/GAP 


Start 


863 


End 


6456 


GI 


1078 1.R1084 


Score 


1871 


Kvon 


863.. 970, 1059.. 1174, 1944.. 


2070, 3179 


.3348, 4165. .4243, 




4314. .4425, 4820. .4861, 5292 


..5422, 6313. .6456 


C^T n*=» *^ r* 7" "i n 


•2708745 O.Oe+00 (AC003952) 


putative calcium-dependent ser/ 




protein kinase [Arabidopsis 


thaliana] ' 




Spa No 


42987 


Seq. ID 


OJ000450_10.0411.C1 


Gene No. 


89889 


Strand 




Start 


15 


End 


7440 


Name 


OJ000450 10.0411.Cl.ol.gs 


Method 


GENSCAN 


Start 


863 


End 


7440 


GI 


none 


Score 


.87 


Exons 


863. .970, 1059. .1174, 1944.. 


2070, 3179 


..3348, 4165. .4243, 




4314. .4425, 4820. .4861, 5292 


..5422, 6313.. 6550, 6739.. 6760, 




6821.. 6872, 7405. .7440 






Seq. No. 


42987 


Seq. ID 


OJ000450_10.0411.C1 


Gene No. 


89890 


Strand 




Start 


7483 


End 


8132 


Name 


OJ000450 10.0411.Cl.o2.np 


Method 


AAT/NAP 


Start 


7483 


End 


8132 


GI 


6498436 


Score 


205 


Exons 


7483.. 7602, 7860.. 8132 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42987 


Seq. ID 


OJ000450_10.0411.C1 


Gene No'. 


89891 


Strand 




Start 


11797 


End 


12760 


Name 


OJ000450 10.0411.Cl.o3.gs 


Method 


GENSCAN 


Start 


11797 


End 


12760 


GI 


none 


Score 


.73 


Exons 


11797. .11877, 12310. .12382, 


12391. .12760 


Seq. No. 


42987 


Seq. ID 


OJ000450_10.0411.C1 



43605 




Gene No . 


89892 




Strand 




Start 


14891 




End 


15255 


Name 


OJ000450 10. 0411. CI 


. o2 . gp 


Method 


AAT/GAP 


Start 


14891 




End 


15255 


GI 


5003232 




Score 


628 


Exons 


14891. . 15255 








Seq. No. 


42987 




Seq. ID 


OJ000450_10.0411 


Gene No. 


89893 




Strand 




Start 


15365 




End 


15445 


Name 


OJ000450 10. 0411. CI 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


863 




End 


1173 


GI 


none 




Score 


92 


Exons 


863. .970, 864. .977, 


1041. . 


1172, 1063.. 


1173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42987 
89893 
15365 

OJ000450_10.0411.Cl.o4.tm 

866 

none 



Seq. ID OJ000450_10.0411.C1 
Strand 

End 15445 

Method TBLASTX : Mai ze 

End 2071 

Score 147 



866. .970, 1041. .1175, 1058. .1180, 1060. .1173, 1945. .2070, 
1949. .2071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42987 
89893 
15365 

OJ000450_10.0411.Cl.o2.ts 

1934 

none 



Seq. ID OJ000450_10.0411.C1 
Strand 

End 15445 

Method TBLASTX : Soybean 

End 2074 

Score 135 



1934.. 2074, 1937.. 2071, 1939.. 2073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42987 Seq. ID 

89893 Strand 

15365 End 

OJ000450_10.0411.Cl.o2.tc Method 

1942 End 

none Score 



OJ000450_10.0411.C1 
15445 

TBLASTX: Cress 

5401 

65 



1942. .2097, 1943. .2041, 3146. .3349, 3183. .3350, 4163. .4246, 
4164, .4244, 4314. .4442, 4686. .4727, 4819. .4899, 5291. .5401 



Seq. No. 42987 

Gene No. 89893 

Start 15365 

Name OJ000450_10 . 0411 .CI .o5 . tm 

Start 3173 

GI none 

Exons 3173.. 3346, 3177.. 3275, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3209. .3346 



OJ000450_10.0411.C1 
15445 

TBLASTX: Maize 

3346 

98 



Seq. No. 42987 Seq. ID 

Gene No. 89893 Strand 

Start 15365 End 

Name OJ0004 50_10 . 04 11 . CI . ol . ts Method 

Start , 3233 End 

GI none Score 

Exons 3233.. 3349, 3243.. 3350, 4163.. 4246, 

4315. .4380, 4819. .4899, 5291. .5386, 



OJ000450 10. 0411. CI 



4164 
5328 



15445 
TBLASTX : 
5387 / 
114 

4271, 
5387 



Soybean 



4314. .4427, 



43606 



Seq. No. 42987 
Gene No. 89893 
Start 15365 

Name OJ000450_10 . 04 11 . CI . o3 . tm 

Start 4198 
GI none 
Exons 4198.. 4245, 

4314. .4427, 

5325. .5423, 



4199.. 4246, 4200. 
4819. .4899, 5280, 
6310.. 6576, 6314, 



Seq. ID OJ000450_10.0411.C1 
Strand 

End 15445 
Method TBLASTX : Mai ze 
End 6577 
Score 50 

.4244, 4313. .4423, 4314. .4424, 
.5393, 5281. .5370, 5291.. 5425, 
.6379, 6422. .6577 



Seq. No. 42987 

Gene No. 89893 

Start 15365 

Name OJ000450_10 . 0411 . CI . o3 . to 

Start 6310 

GI none 

Exons 6310,. 6474 



Seq. ID OJ000450_10.0411.C1 
Strand 

End 15445 

Method TBLASTX : Cress 

End 6474 

Score 211 





Seq. No. 


42987 






Seq. ID 


OJ000450_10.0411 


.CI 




Gene No. 


89893 






Strand 


- 






Start 


15365 






End 


15445 






Name 


OJ000450 10. 


0411. CI 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


9897 






End 


10451 






"GI 


none 






Score 


453 






Exons 


9897. .10451, 


9995. . 


10444 








Ell 


Seq. No. 


42987 






Seq. ID 


OJ000450_10.0411 


.CI 




Gene No. 


89893 






Strand 








Start 


15365 






End 


15445 






Name 


OJ000450 10. 


0411. CI 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


10092 






End 


10526 




= T t 

3 ; 3 
s is 


GI 


none 






Score 


169 






Exons 


10092. .10388 


, 10398 


. .10526 








f=5 


Seq. No. 


42987 






Seq. ID 


OJ000450_10.0411 


.01 




Gene No. 


89893 






Strand 








Start 


15365 






■ End 


15445 






Name 


OJ000450 10. 


0411. CI 


.06. tm 


Method 


TBLASTX: Maize 






Start 


10457 






End 


10774 






GI 


none 






Score 


212 






Exons 


10457. .10774 


, 10461 


. .10748 










Seq. No. 


42987 






Seq. ID 


OJ000450_10.0411 


.CI 




Gene No. 


89893 






Strand 








Start 


15365 






End 


15445 






Name 


OJ000450 10. 


0411. CI 


. o2. tm 


Method 


TBLASTX: Maize 






Start 


10885 






End 


11584 






GI 


none 






Score 


126 






Exons 


10885. .11025 


, 11000 


. .11065, 


11008. .11136, 11013. .11138, 








11129. .11245 


, 11133 


. .11249, 


11137. .11280, 11140. .11295, 








11305. .11460 


, 11312 


. .11506, 


11495. .11584, 11525.. 11566 





Seq. No. 429g7 . Seq. ID OJ000450_10 . 04 11 . CI 

Gene No. ■ 8989^3 ' * . ' . Strand 

Start 15365 End 15445 

Name OJ000450 10 . 0411 .CI . ol . tw Method TBLASTX: Wheat 



43607 



art 


11020 


End 


11365 


O J. 


none 


Score 


139 


EiXons 


11020. .11139, 11133. .11198, 11315.. 11365 


O C • IN ■ 


42987 


Seq. ID 


OJ000450_10.0411.C1 


Gene No. 


89893 


Strand 




Start 


15365 


End 


15445 


Name 


OJ000450 10.0411.Cl.o4.np 


Method 


AAT/NAP 




15365 


End 


15445 




5669871 


Score 


111 . 


EiXons 


15365. .15445 








{AF135014) dihydrolipoamide S-acetyltransf erase [Zea mays] 


O ^ a IN ^ • 


4 z y O O 


Seq. ID 


OJ000450_10.0411.C2 




89894 


Strand 




Start 


181 


End 


1885 


Name 


OJ000450 10.0411.C2.ol.np 


Method 


AAT/NAP 


O Lai. L 


181 


End 


1885 


o J. 


5669871 


Score 


668 




181. .433, 513. .608, 671. .737, 


816. .883, 


1032. .1107, 1246. .1331, 




1419. .1504, 1858. .1885 








(AF135014) dihydrolipoamide S 


-acetyltransf erase [Zea mays] 




. 42988 


Seq. ID 


OJ000450_10.0411.C2 




89894 


Strand 




Start 


181 


End 


1885 


Name 


OJ000450 10.0411.C2.ol.tc 


Method 


TBLASTX: Cress 




323 


End 


1502 


ox 


none 


Score 


122 


Exons 


323.-439, 333. .434, 352. ,441, 


356. .436, 


511. .609, 513. .617, 




514. .609, 657. .770, 669. .725, 


671. .739, 


815. .889, 816. .884, 




1032.. 1106, 1248.. 1334, 1255. 


.1335, 1416. .1502 


Oct} • . LN(^ ■ 


42988 


Seq. ID 


OJ000450_10.0411.C2 




89894 


Strand 






181 * 


End 


1885 


Name 


OJ000450 10.0411,C2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


323 


End . 


1499 


ox 


none 


Score 


121 


EiXons 


323.. 439, 324.. 434, 326.. 436, 


328. .441, 


502. .609, 513. .617, 




514. .609, 657. .737, 669. .725, 


671. ,742, 


671. .739, 813. .884, 




815.. 889, 1032.. 1106, 1036. .1110, 1246. 


.1335, 1251. .1334, 




1416. .1499 






OcCJ* IMO • 


42988 


Seq. ID 


OJ000450_10.0411.C2 




89894 


Strand 




Qt a r-h 


181 


End 


1885 


Name 


OJ000450 10.0411.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


323 


End 


1499 


oX 


none 


Score 


167 


Exons 


323. .439, 331. .441, 333. .434, 


511. .609, 


513. .617, 514. .609, 




657. .770, 671. .748, 812. .898, 


815. .889, 


823. .894, 1032. ,1109, 




1036. .1107, 1043. .1111, 1244. 


.1333, 1245.. 1334, 1245.. 1334, 




1255. .1335, 1406-.1492, 1414. 


.1497, 1416. .1499 . 


Seq. No. 


42988 


Seq. ID 


OJ000450_10.0411.C2 


Gene No. 


89894 


Strand 





43608 



start 


181 


End 


1885 




Name 


OJ000450 10.0411.C2.ol.gp 


Method 


AAT/GAP 




Start 


331 


End 


887 




GI 


LIB3433-056-P1-K1-E2 


Score 


552 




Exons 


331-.433, 513. .608, 671. .737 


, 816. .887 






GI Descrip. 


'5669871/gb|AAD46491.1|AF135014 1 l.Oe- 


■71 (AF135014) 






dihydrolipoamide S-acetyltransf erase [Zea mays] ' 




Seq. No. 


4 9QOO 


Con T n 


OJ000450_10.0411 


.C2 




o op 


C!"H va 






Start 


i ftl 
±o ± 




1885 




Name 


OJ000450 10.0411.C2.ol.gs 


Method 


GENSCAN 




Start 


331 


End 


1331 




GI 


none 




.77 




Exons 


jjLm Z>±0. .DUO/ D/X. • /of 


, OXD..OOO/ 


1032. .1107, 1246. .1331 


Seq. No. 




Oorr TH 
oeq . ±u 


OJ000450_10.0411 


C2 


Gene No. 




va nH 

otra.na 






Start 


1 ft 1 
X O J. 


ILtl L\Ji 


1885 




Mam o 




rie L.noa 


TBLASTX: Wheat 




Start 


357 


End 


1111 




GI 


none 


Score 


130 




Exons 


357. .434, 357. .434, 358. .441 


, 359. .439, 


511. .609, 513.. 


617, 




514. .609, 657. .785, 671. .748 


, 8.13. -.884, 


815. .889, 1032. 


110 6 




1032. .1109, 1036.. 1110, 1049 


. .1111 






Seq. No. 


42989 


Seq. ID 


OJ000450_10.0411 




Gene No. 


89895 


Strand 


+ 




Start 


1346 


End 


1438 




Name 


OJ000450 10.0411.C3.ol.gp 


Method 


AAT/GAP 




Start 


1346 


End 


1438 




GI 


uC-osflcyp064allbl 


Score 


132 




Exons 


1346. .1438 








GI Descrip. 


'951166 2. Oe-30 (U31451) invertase [Zea mays] ' 




Seq. No. 


42989 


Seq. ID 


OJ000450_10.0411 


.03 


Gene No. 


89896 


Strand 


+ 




-O L d I. L 


17586 


End 


28047 




Name 


OJ000450 10.0411.C3.o5.gs 


Method 


GENSCAN 




Start 


17586 


End 


22145 




GI 


none 


Score 


.68 




Exons 


17586. ,17619, 17803 .. 17935, 


19670. .19995, 20389 .. 21317 , 






21324. .22145 








Seq. No. 


42989 


Seq. ID 


OJ000450_10.0411 


.03 


Gene No. 


89896 


Strand 


+ 




Start 


17586 


End 


28047 




Name 


OJ000450 10.0411.C3.o4.np 


Method 


AAT/NAP 




Start 


21795 


End 


28047 




GI 


6691191 


Score 


2624 




Exons 


21795. .24228, 27037 .. 27468, 


27972. .28047 




GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 




Seq. No. 


42989 


Seq. ID 


OJ000450_10.0411 


.03 


Gene No. 


89896 


Strand 


+ 




Start 


17586 


End 


28047 




Name 


OJ000450 10.0411.C3.o6.gs 


Method 


GENSCAN 





43609 




start 


22275 


End - 


23570 


GI 


none 


Score 


.71 


Exons 


22275. .23570 






Seq. No. 


42989 


Seq. ID 


OJ000450_10.0411.C3 


Gene No . 


89896 


Strand 




Start * 


17586 


End 


28047 


Name 


OJ000450 10.0411.C3.o7.gs 


Method 


GENSCAN 


Start 


23725 


End 


24201 


GI 


none 


Score 


.69 


Exons 


23725. .24201 






Seq. No. 


42989 


Seq. ID 


OJ000450 10. 0411. C3 


Gene No. 


89897 


Strand 


+ 


Start 


49974 


End 


53797 


Name 


OJ000450 10.0411.C3.o8.np 


Method 


AAT/NAP 


Start 


49974 


End 


53797 


GI 


6539553 


Score 


5945 


Exons 


49974.. 53797 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 




Similar to Oryza australiensis retrotransposon RIREl (D85597) 




[Oryza sativa] 






Seq. No. 


42989 


Seq. ID 


OJ000450_10.0411.C3 


Gene No. 


89898 


Strand 




Start 


593 


End 


7214 


Name 


- OJ000450 10.0411. C3.ol.gs 


Method 


GENSCAN 


Start 


593 


End 


7214 


GI 


none 


Score 


.75 


Exons 


593.. 665, 759.. 1007, 1349.. 1423, 1792. 


.1847, 2604. .2644, 




3038.. 3132, 3216.. 3289, 4183 


..4276, 4421. .4953, 6337. .6477, 




7064. .7214 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42989 Seq. ID 

89898 Strand 

593 End 

OJ0004 50_10 . 04 11 . C3 . ol . np Method 

593 End 

5669871 Score 



OJ000450 10. 0411. C3 



7214 
AAT/NAP 
4650 
811 

.1423, 1792, 



,1847, 



593. .665, 759. .1007, 1129. .1220, 1349. 
2604, .2644, 3038. .3132, 3222. .3285, 4179. .4276, 4615. .4650 
(AF135014) dihydrolipoamide S-acetyltransf erase [Zea mays] 



42989 Seq. ID 

89898 Strand 

593 End 

OJ000450_10 . 0411 . C3 . o3 . gp Method 

4247 End 

568812 Score 

4247. .4276, 4615. .4864 



OJ000450_10.0411.C3 

7214 
AAT/GAP 
4864 
523 



Seq. No. 42989 Seq. ID 

Gene No.. 89899 . Strand 

Start 12100 ' End 

Name bJ000450_10 . 04 11 . 03 . o3 . gs Method 

Start 12100 End 



OJ000450_10.0411.C3 

13751 

GENSCAN 

12765 



43610 



GI 

Exons 



none 

12100. .12765 



Score 



,71 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000450_10,0411.C3 
Strand 

End 13751 

Method AAT/NAP 

End 13751 

Score 299 



42989 
89899 
12100 

OJ000450_10.0411.C3.o2.np 
12115 
4432818 
12115. .12540, 13726.. 13751 

(AC006593) ethylene reponse factor-like AP2 domain transcription 
factor [Arabidopsis thaliana] 



42989 
89900 
14174 

OJ000450_10.0411.C3.o4 .gs 

14174 

none 



Seq. ID OJ000450_10.0411.C3 
Strand 

End 15584 

Method GENSCAN 

End 15584 

Score .52 



14174. .14292, 15132 .. 15216, 15510.. 15584 



42989 
89901 
24988 

OJ000450_10.0411.C3.o8.gs 

24988 

none 



Seq. ID OJ000450_10.0411.C3 
Strand 

End 29537 

Method GENSCAN 

End 29537 

Score .56 



24988. .25128, 25173 25276, 27116 .. 27167 , 27408 .. 27521, 
29199. .29537 



Seq. ID OJ000450_10.0411.C3 
Strand 

End 29537 

Method AAT/GAP 

End 2 6257 

Score 812 



42989 
89901 
24988 

OJ000450_10.0411.C3.o5.gp 
25736 

uC-osflM202048cl2bl 
25736. .26257 

•5257255/dbj I AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID OJ000450_10.0411.C3 
Strand 

End 33960 

Method AAT/NAP 

End 33689 

Score 324 



42989 
89902 
33216 

OJ000450_10.0411,C3.o6.np 
33216 
4432818 
33216. .33689 

(AC006593) ethylene reponse factor-like AP2 domain transcription 
factor [Arabidopsis thaliana] 



42989 
89902 
33216 

OJ000450_10.0411.C3.o6-gp 
33530 

uC-osflcyp034f01bl 
33530. .33960 



Seq. ID OJ000450_10,0411.C3 
Strand 

End 33960 

Method AAT/GAP 

End 33960 

Score 853 



43611 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•1732406 3.0e-ll (U81157) S25-XP1 DNA binding protein' [Nicotiana 
tabacum] ' 



42989 
89903 
37303 

OJ000450_10.0411.C3.o7.np 

37303 

5295955 



Seq. ID OJ000450_10.0411.C3 
Strand 

End 39908 

Method AAT/NAP 

find 39908 ' 

Score 1001 



37303. .37880, 37920 .. 38255, 3834 4 .. 38477 , 39158 39272 , 
39815.. 39908 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



42989 
89904 
44916 

OJ000450_10.0411.C3.ol0.gs 

44916 

none 



Seq. ID OJ000450_10.0411.G3 
Strand 

End 48720 

Method GENSCAN 

End 48720 

Score .61 



44916. .44983, 4 6503 46603, 47 998 .. 4 8334 , 48639. .48720 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



42989 
89905 
57343 

OJ000450_10.0411.C3.ol.tm 

589 

none 



Seq. ID OJ000450_10.0411.C3 
Strand 

End 57636 
Method TBLASTX : Mai ze 
End 4725 
Score 116 

589. .666, 594. .665, 756. .1007, 759. .1010, 953. .1009, 1115. .1213, 
1126. .1215, 1127. .1213, 1344. .1424, 1348. .1425, 1349. .1423, 
1350. .1424, 1762. .1848, 1778. .1855, 1792. .1848, 3000. ,3140, 
3038. .3127, 3223, ,3291, 4178. .4279, 4179. .4277, 4180. .4296, 
4609. .4725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 
Gene No. 
Start 
Name 



42989 
89905 
57343 

OJ000450_10.0411.C3.o2.ts : 

594 

none 



Seq. ID OJ000450_10.0411.C3 
Strand 

End 57636 

Method TBLASTX: Soybean 

End 1849 

Score 93 



594, ,671, 595. .684, 756. ,1007, 757. .1005, 1115, .1213, 

1115, ,1213, 1126. .1215, 1344. .1424, 1349. .1426, 1349. .1423, 

1778. ,1849, 1792. .1848 



42989 
89905 
57343 

OJ000450_10,0411.C3.o2.tc 

837 

none 



Seq. ID OJ000450_10.0411.C3 
Strand 

End 57636 

Method TBLASTX: Cress 

End 1849 

Score 94 



837. .1007, 877. ,1005, 1126. .1215, 1127. .1213, 1344. .1424, 
1349, ,1426, 1349, .1423, 1778. .1849, 1792. .1848 



42989 
89905 
57343 

OJ000450 10.0411.C3.o4.tc 



Seq. ID OJ000450_10,0411.C3 
Strand 

End 57636 

Method TBLASTX : Cress 



43612 



start 


12346 




End 


33680 




GI 


none 




Score 


108 




Exons 


12346. . 12534, 12449. 


. 12538,. 


33207. .33275, 33480 .. 33680, 






33586. .33675 










Seq. No. 


42989. . 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


ol2.tw 


Method 


TBLASTX: Wheat 




Start 


20517 




End 


57413 




GI 


none 




Score 


210 




Exons 


20517. .20870, 57141. 


.57413, 


57197. .57412 




Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.03 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


22044 




End 


22469 




GI 


none 




Score 


407 




Exons 


22044 . .22469, 22046. 


.22345, 


22140. .22457 




Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.03 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


22044 ~ 




End 


22448 




GI 


none 




Score 


417 




Exons 


22044 . .22448, 22046. 


.22339 








Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.03 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o8. tm 


Method 


TBLASTX: Maize 




Start 


22332 ~ 




End 


22694 




GI 


none 




Score 


214 




Exons 


22332. .22694 










Seq. No- 


42^989 




Seq. ID 


OJ000450_10.0411 


.03 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


22545 ~ 




End 


22977 




GI 


none 




Score 


541 




Exons 


22545. .22976, 22547. 


.22966, 


22636.. 22977 




Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


,03 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


22710 




End 


23258 




GI 


none 




Score 


275 




Exons 


22710. .23123, 22802. 


.23122, 


23115. .23258 




Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.03 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411, C3. 


o6. ts 


Method 


TBLASTX: Soybean 





43613 



start 22836 End 23171 

GI none Score 71 

Exons 22836. .22901, 22901 23116, 22902.. 23171 



Spct No 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 




89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10 0411 C3 


o6 . tw 


Method 


TBLASTXiWheiat 




Start 


22980 ~ 




End 


23291 




GI 


none 




Score 


373 




Exons 


22980. .23291, 22982. 


.23137, 


23159. .23281 






42989 




Seq. ID 


OJ000450_10.0411 


.C3 




89905 




Strand 






start 


57343 




End 


57636 




Name 


OJ000450 10. 0411 .03. 


oil . tw 


Method 


TBLASTX: Wheat 




Start 


23295 " 




End 


23712 




GI ■ 


none 




Score 


193 




Exons 


23295.-23495, 23297. 


.23479, 


23316. .23480, 234 83.-23557, 






23487 23558. 23571 


23645. 


23644. .23712 




O C U • • 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 




89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ00045n 10 0411 C3 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


23478 ~ 




End . 


23808 




GI 


none 




Score 


59 




Exons 


23478. .23537, 23604. 


.23639, 


23644. .23808, 23658.. 23807 




O C7 a IN W • 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 




89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10 0411. C3 


o5 - 1 s 


Method 


TBLASTX : Soybean 




Start 


23829 ~ 




End 


51718 




GI 


none 




Score 


71 




Exons 


23829. .23870, 23830. 


.23871, 


23866. .24183, 238 68 .. 24182, 






51551 51718 










cpa No 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 




89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10 0411 C3 


o9 . tw 


Method 


TBLASTX: Wheat 




Start 


23830 




End 


24228 




GI 


none 




Score 


326 




F.xon^ 


23830 24228. 23835 


.24188 








Corr No 


4298Q 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o7.tm 


Method 


TBLASTX: Maize 




Start 


24016 




End 


51975 




GI 


none 




Score 


85 




Exons 


24016. .24198, 51538. 


.51720, 


51539. .51748, 51808.. 51975 




Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


-C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 





43614 




Name 


OJ000450 10. 0411. C3. 


o3* ts 


Method 


TBLASTX : Soybean 




Start 


27033 




End 


27444 




GI 


none. 




Score 


99 




Exons 


27033. .27161, 27034 . 


.27351, 


27039. .27350, 27364.. 27444 




Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


27033 " 




End 


27354 




GI 


none 




Score 


343 




Exons 


27033. .27353, 27034. 


.27354 








Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


29662 ~ 




End 


30069 




GI 


none 




Score 


63 




Exons 


29662. .29811, 29662. 


.29808, 


29851. .30069, 29866.. 30027 




Sea No 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o8 . tw 


Method 


TBLASTX: Wheat 




Start 


49905 




End 


50264 




GI 


none 




Score 


56 




Exons 


4 9905. .4 9958, 4 9921. 


,49959, 


49970. .50149, 4 9971 .. 50129, 






50109. .50264, 50130. 


.50258 








Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End . 


57636 




Name 


OJ000450 10. 0411. C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


50103 ~ 




End 


50416 




GI 


none 




Score 


353 




Exons 


50103. .50414, 50109. 


.50411, 


50111. .50416 




Sea No 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


50983 




End 


51304 




GI 


none 




Score 


88 




Exons 


50983. .51033, 50985. 


. 51035, 


50986. .51036, 51025 .. 51219, 






51026. . 51226, 51105. 


. 51269, 


51241. .51285, 51242.. 51304 




Sea No 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


npnp No 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


51626 




End 


52381 




GI 


none 




Score 


189 




Exons 


51626. .51754, 51634. 


.51750, 


51733. .52101, 51747. .51938, 






51747. .52127, 51748. 


.52134, 


52146. .52361, 5214 9 .. 52355, 






52172. .52381, 52222. 


.52380 









43615 




Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start. 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o4 , ts 


Method 


TBLASTX : Soybean 




Start 


52307 




End 


52765 




GI 


5509260 




Score 


343 




Exons 


52307. .52765, 52396. 


.52614, 


52577. .52744, 52687. .5274 6 




GI Descrip. 












Seq. No. 


42989 




' Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


52394 




End 


52654 




GI 


none 




Score 


273 




Exons 


52394. .52654, 52396. 


.52566 








Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


. 89905 




Strand 






Start 


57343 




-End 


57636 




Name 


OJ000450 10. 0411. C3. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


52435 




End 


52882 




GI 


none 




Score 


328 




Exons 


52435. .52617, 52436. 


.52882, 


52571. .5.2753 




Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


52436 




End 


52981 




GI 


none 




Score 


293 




Exons 


52436. .52780, 52583. 


.52756, 


52775, .52981, 52850.. 52951 




Seq. No. 


42989 




Seq- ID 


OJ000450_10.0411 


,C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


52834 




End 


53179 




GI 


none 




Score 


276 




Exons 


52834. .53034, 52835. 


.53179 








Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




. Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10. 0411. C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


52990 




End 


53329 




GI 


none 




Score 


315 




Exons 


52990. .53328, 52991. 


.53329 








Seq. No. 


42989 




Seq. ID 


OJ000450_10.0411 


.C3 


Gene No. 


89905 




Strand 






Start 


57343 




End 


57636 




Name 


OJ000450 10-0411. C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


53185 




End 


53659 




GI 


none 




Score 


101 




Exons 


53185. .53256, 53186. 


.53260, 


53274. .53582, 53275 -. 53628 , 






53275. .53655, 53276. 


.53659 









43616 




Seq. No. 


42989 






Seq. ID 


OJ000450 


i u . u ^ 1 1 




Gene No. 


89905 






Strand 








Start 


57343 






End 


57636 






Name 


OJ000450 10. 


0411. C3 


.08 .ts 


Method 


TBLASTX: 


Soybean 




Start 


53192 






End 


53533 






GI 


none 






Score 


95 






Exons 


53192. .53305 


, 53218 


. .53298, 


53324. .53533, 53324 


. .53512 




Seq. No. 


42989 






Seq. ID 


OJ000450 


in H/i 1 1 




Gene No. 


89905 






Strand 








Start; 


57343 






End 


C T "D C 






Name 


OJ000450 10. 


0411.C3 


.0I2 .gs 


Method 


GENSCAN 






Start 


57343 






End 


57 636 






GI 


none 






Score 


. 64 






Exons 


57343. .57636 














Seq. No. 


42990 






Seq. ID 


OJ00Q450 


1 "5 CiAlCi 
U . U4 ±U 




Gene No. 


89906 






Strand 


+ 






Start 


1 






End 


725 






Name 


OJ000450 13. 


0410. C2 


.ol.gp 


Method 


AAT/GAP 






Start 


1 






End 


164 






GI 


none 






Score 


282 






Exons 


1. .164 














Seq. No. 


42990 






Seq.; ID 


OJ000450 


_13.0410 


.02 


Gene No. 


89906 






Strand 


+ 






Start 


1 






End 


725 






Name 


OJ000450 13. 


0410. C2 


. ol.np 


Method 


AAT/NAP 






Start 


1 






End 


725 






GI 


6714449 






Score 


534 






Exons 


1. .725 














GI Descrip. 


(AC011620) putative 


pectinesterase [Arabidopsis 


thaliana] 


Seq. No. 


42990 






Seq. ID 


OJ000450 


_13.0410 


.02 


Gene No. 


89906 






Strand 


+ 






Start 


1 ' 






End 


725 






Name 


OJ000450 13. 


0410. C2 


.ol.ts 


Method • 


TBLASTX: 


Soybean 




Start 


6 






End 


725 






GI 


none 






Score 


177 






Exons 


6. .266, 206. 


.262, 258.. 410, 


260. .379, 


438. .725, 


479. .682 


Seq. No. 


42990 






Seq. ID 


OJ000450 


_13.0410 


.02 


Gene No. 


89906 






Strand 


+ 






Start 


1 






End 


725 






Name 


OJ000450 13. 


0410. C2 


.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


35 






End 


377 






GI 


none 






Score 


398 






Exons 


35. .361, 39. 


.377, 324. .377 










Seq. No. 


42990 






Seq. ID 


OJ000450 


_13.0410 


.02 


Gene No. 


89906 






Strand 


+ 






Start 


1 






End 


725 






Name 


OJ000450 13. 


0410. C2 


.ol.gs 


Method 


GENSCAN 






Start 


63 






End 


641 






GI 


none 






Score 


.98 






Exons 


63. .157, 212 


. .641 













43617 




Seq. No. 


42990 




Seq. ID 


OJ0uU4o(J 1J.U41U 


. Cz 


Gene No. 


89906 




Strand 


+ 




Start 


1 




End 


725 




Name 


OJ000450 13. 0410. C2 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


192 




End 


704 




GI 


. none 




Score 


57 




Exons 


192. .257, 417;. 704, 


488. ,682 








Seq. No. 


42990 




Seq. ID 


OJ0UU4OU 1J.U41U 


. Cz 


Gene No. 


89906 




Strand 


+ 




Start 


1 




End 


725 




Name 


OJ000450 13. 0410. C2 


,ol . tw 


Method 


TBLASTX: Wheat 




Start 


437 




End 


725 




GI 


none 




Score 


383 




Exons 


437. .682, 438. .725, 


666. .719, 


703. .720 






Seq. No. 


42990 




Seq. ID 


OJ0004o(J lj.U41,U 




Gene No. 


89906 




Strand 


+ 




Start 


1 




End 


725 




Name 


OJ000450 13, 0410. C2 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


491 




End . 


725 




GI 


none 




Score 


341 




Exons 


491. .685, 492. .725, 


660. .725 








Seq. No. 


42991 




Seq, ID 


OJ000450_13.0410 


-C3 


Gene No. 


89907 




Strand 


+ 




Start 


9810 




End 


16965 




Name 


OJ000450 13. 0410. C3 


. o3.gs 


Method 


GENSCAN 




Start 


9810 




End 


16965 




GI 


none 




Score 


.6 




Exons 


9810.. 9952, 10398.. 


10432, 11091.. 11160 


, 12474. .12573, 






14154. .14233, 14884 


..14947, 15000. .15195, 16223 .. 1634 6, 






16436. .16528, 16572 


. .16965 








Seq. No. 


42991 




Seq. ID 


OJ000450_13.0410 


.C3 


Gene No. 


89907 • 




Strand 


+ 




Start 


9810 




End 


16965 




Name 


OJ000450 13. 0410. C3 


. ol . np 


Method 


AAT/NAP 




Start 


15015 




End 


16640 




GI 


6103722 




Score 


322 




Exons 


15015. ,15332, 16619 


. ,16640 








GI Descrip. 


(AF186847) TIM17 [Arabidopsis 


thaliana 


] 




Seq. No. 


42991 




Seq. ID 


OJ000450_13.0410 


.C3 


Gene No. 


89908 




Strand 


+ 




Start 


22290 




End 


26082 




Name 


OJ000450 13. 0410. C3 


. o4 .np 


Method 


AAT/NAP 




Start 


22030 




End 


25275 




GI 


7447845 




Score 


1608 




Exons 


22030. .22086, 22809 


.,22876, 22987. .23103, 23402 .. 234 64, 





23872. .23976, 24054 .. 24104 , 24279, . 24599, 24700 .. 24 906, 
24985. .25275 

GI Descrip. hypothetical protein T16L1.170 - Arabidopsis thaliana 
gi I 3549670 I emb I CAA20581.il (AL031394) putative protein 
[Arabidopsis thaliana] gi | 7270317 | emb | CAB80085 . 1 | (AL161584) 
putative protein [Arabidopsis thaliana] 



43618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42991 
89908 
22290 

OJ000450_13.0410.C3.o5.gs 
22290 
none 

22290. .22369, 224 66 .. 22526, 



Seq. ID OJ000450_13.0410.C3 

Strand + 

End 26082 

Method GENSCAN 

End 26082 

Score .75 



22594. ,22772, 22774. 



22987. .23103, 23402 234 64 , 23872 23976, 24054. 



,22876, 
,24104, 



24279.-24599, 24700 24906, 24985 25203, 25936. .26082 



OJ000450_13.0410.C3 
+ 

26082 
AAT/GAP 
23028 
203 



Oe-35 (AL031394) putative protein 



OJ000450_13.0410.C3 
+ 

26082 
AAT/GAP 
23087 
282 



Oe-35 (AL031394) putative protein 



OJ000450_13.0410.C3 
+ 

26082 
AAT/GAP 
24552 
565 



42991 Seq. ID 

89908 Strand 

22290 End 

OJ000450_13.0410.C3.ol.gp Method 

22809 End 

uC-osroM202018hl2bl Score 
22809. .22876, 22987.. 23028 
'3549670/emb|CAA20581.1| 1. 
[Arabidopsis thaliana] ' 

42991 Seq. ID 

89908 Strand 

22290 End 

OJ0004 50_13 , 04 10 . C3 . o2 . gp Method 

22809 End 

uC-osroM202018hl2bl Score 
22809, .22876, 22987.. 23087 
'3549670/emb|CAA20581.1| 1. 
[Arabidopsis thaliana] ' 

42991 Seq. ID 

89908 Strand 

22290 End 

OJ000450__13.0410.C3,o3.gp Method 

23920 End 

2427873 " Score 

23920. .23976, 24054 24104 , 24279,. 24552 

3549670/emb|CAA20581,l| 1, Oe-35 (AL031394) putative protein 
[Arabidopsis thaliana] 



42991 Seq. ID 

89908 Strand 

22290 End 

OJ000450_13 , 04 10 . C3 . o4 . gp Method 

24560 End 

13733 1.R1084 Score 



OJ000450_13.0410.C3 
+ 

26Q82 
AAT/GAP 
25536 
1378 



24560. .24599, 24700.-24906, 24985. ,25536 
'3549670/embl CAA20581.il 3.0e-66 (AL031394) 
[Arabidopsis thaliana] ' 



putative protein 



42991 Seq. ID 

89909 Strand 

31108 End 

OJ000450_13.0410.C3.o6,gp Method 

31108 End 

none Score 



OJ000450_13.0410-C3 
+ 

31522 
AAT/GAP 
31522 
826 



43619 




■Exons 31108. .31522 



Seq. No. 


42991 


Seq. ID 


OJ000450_ 


13.0410 


.C3 


Gene No. 


89910 


Strand 


+ 






Start 


35779 


End 


36561 






Name 


OJ000450 13.0410.C3.o8.gs 


Method 


GENSCAN 






Start 


35779 


•End 


36561 






GI 


none 


Score 


.97 






Exons 


35779. .35832, 35883 .. 36032, 


36120. .36235, 36407. 


.36561 




Seq. No. 


42991 


Seq. ID 


OJ000450_ 


13.0410 


.C3 


Gene No. 


89911 


Strand 








Start 


5593 


End 


7311 






Name 


OJ000450 13.0410.C3.o2.gs 


Method 


GENSCAN 






Start • 


5593 


End 


7311 






GI 


none 


Score 


.96 






Exons 


5593. .7311 










Seq. No. 


42991 


Seq. ID 


OJ000450_ 


13. 0410 


.C3 


Gene No. 


89912 


Strand 








Start 


16099 


End 


17710 






Name 


OJ000450 13.0410.C3.o2.np 


Method 


AAT/NAP 






Start 


16099 


:.End 


17710 






GI 


7363272 


■ Score 


319 






Exons 


16099. .16228, 16288 .. 16456, 


16486. .16891, 17643. 


.17710 




GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 






Sea. No 


42991 


Seq. ID 


OJ000450_ 


13 0410 


. C3 


Gene No. 


89913 


Strand 








Start 


17630 


End 


21238 






Name 


OJ000450 13.0410.C3.o4.gs 


Method 


GENSCAN 






Start 


17630 


End 


21238 






GI 


none 


Score 


.76 






Exons 


17630. .17761, 18166. .18302, 


18995. .19181, 19555, 


,19722, 






21161. .21238 










Seq. No. 


42991 


Seq. ID 


OJ000450_ 


13.0410 


.C3 


Gene No. 


89913 


Strand 








Start 


17630 


End 


21238 






Name 


OJ000450 13.0410.C3.o3.np 


Method 


AAT/NAP 






Start 


18210 


End 


18366 






GI 


7363271 


Score 


133 






Exons 


18210.. 18366 










GI Descrip, 


(AP001552) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42991 


Seq. ID 


OJ000450__ 


13.0410 


.C3 


Gene No. 


89914 


Strand 








Start 


27031 


End 


28377 






Name 


OJ000450 13.0410.C3.o5.np 


Method 


AAT/NAP 






Start 


27028 


End 


28371 






GI 


7487013 


Score 


1796 






Exons 


27028. .28371 










GI Descrip. 


hypothetical protein T14P8. 


23 - Arabidopsis thaliana 





.gi|3193287|gb|AAC19271.1| {AF06,9298) Arabidopsis predicted 
-protein of unknown function T10P11.19 (GB : AC002330 ) [Arabidopsis 
thaliana] 



43620 




Seq. No. 


42991 






Seq. ID 


OJ000450_13.0410 


.03" 


Gene No. 


89914 






Strand 






Start 


27031 






End 


28377 




Name 


OJ000450 13. 


0410 


.03 .06. gs 


Method 


GENSCAN 




Start 


27031 






End 


28377 




GI 


none 






Score 


.99 




Exons 


27031. .28377 












Seq. No. 


42991 






Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89915 






Strand 






Start 


28395 






End 


28678 




Name 


OJ000450 13. 


0410 


. C3.o5..gp 


Method 


AAT/GAP 




Start 


28395 






End 


28678 




GI 


none 






Score 


453 




Exons 


28395. .28678 












Seq. No. 


42991 






Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 






Strand 






Start 


29534 






End 


36521 




Name 


OJ000450 13. 


0410 


.C3.o3. tw 


Method 


TBLASTX: Wheat 




Start 


6016 






End 


6345 




GI 


none 






Score 


179 




Exons 


6016. .6054, 


6017 


..6325, 6109 


. .6345 






Seq. No. 


42991 






Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 






Strand 






Start 


29534 






End 


36521 




Name 


OJ000450- 13. 


0410 


.C3.o6.tc 


Method 


TBLASTX: Cress 




Start 


6148 






End 


6543 




GI 


none 






Score 


136 




Exons 


6148. .6339, 


6149 


..6325, 6448 


. .6543 






Seq. No. 


42991 






Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 






Strand 






Start 


29534 






End 


36521 




Name 


OJ000450 13. 


0410 


,C3.o6. tm 


Method 


TBLASTX: Maize 




Start 


6442 






End 


6844 




GI 


none 






Score 


96 




Exons 


6442. .6648, 


6476 


..6739, 6682 


. .6843, 6683. .6844 




Seq. No. 


42991 






Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 






Strand 






Start 


29534 






End 


36521 




Name 


OJ000450 13. 


0410 


.C3.ol0.tm 


Method 


TBLASTX: Maize 




Start 


7111 






End 


7365 




GI 


none 






Score 


141 




Exons 


7111. .7365, 


7112 


..7222, 7207 


..7272, 7238.. 7294 




Seq. No. 


42991 






Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 






Strand 






Start 


29534 






End 


36521 




Name 


OJ000450 13. 


0410 


.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


15000 






End 


15285 




GI 


none 






Score 


201 




Exons 


15000. .15191, 15038. .15190, 


15069. . 15233, 15104 . . 15214, 





15188. .15283, 15193 .. 15285, 15205.. 15285 



43621 




Seq. No. 


42991 








Seq. ID 


OJ00045'0_13.0410 


.C3 


Gene No. 


89916 








Strand 






Start 


29534 








End 


36521 




Name 


OJ000450 13. 0410. C3. 


00 . tm 


Method 


TBLASTX: Maize 




Start 


15009 








End 


15419 




GI 


none 








Score 


188 




Exons 


15009. 


.15191, 


15038. 


.15190, 


15072. .15233, 15188 .. 15286, 






15192. 


.15332, 


15193. 


.15327, 


15196. .15336, ' 15331 .. 15369, 






15332. 


.15373, 


15360. 


.15419 








Seq. No. 


42991 








Seq. ID 


OJ000450_13.0410 


.C3 


Gene No. 


89916 








Strand 






Start 


29534 . 








End 


36521 




Name 


OJ000450 13. 0410. C3. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


15038 








End 


15315 




GI 


none 








Score 


187 




Exons 


15038. 


.15190, 


15042. 


.15191, 


15192. .15314, 15193. ,15315 




Seq. No. 


42991 








Seq. ID 


OJ000450_13.0410 


.C3 


Gene No. 


89916 








Strand 






Start 


29534 








End 


36521 




Name 


OJ000450 13,0410.03. 


Ob . ts 


Method 


TBLASTX : Soybean 




Start 


15038 








End 


15373 




GI 


none 








Score 


185 




Exons 


15038. 


.15190, 


15042. 


.15191, 


15069.-15233, 15192 .. 15332 , 






15193. 


.15327, 


15204. 


.15332, 


15205. ,15342, 15332 .. 15373, 






15332. 


.15373 












Seq. No. 


42991 








Seq. ID 


OJ000450_13.0410 


.C3 


Gene No. 


89916 








Strand 






Start 


29534 








End 


36521 




Name 


OJ000450 13. 0410. C3. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


22808 








End 


25279 




GI 


none 








Score 


94 




Exons 


22808.. 


.22879, 


22984. 


.23103, 


22984. .23097, 22986 .. 23102, 






23399. 


.23464, 


23875. 


.23982, 


23902. .23979, 24042 .. 24104 , 






24059. 


.24103, 


24251. 


.24601, 


24277. .24618, 2427 9 .. 24602 , 






24699. 


.249P2, 


24700. 


.24906, 


24979. .25278, 24982 ., 25278, 






25076. 


.25279 












Seq. No. 


42991 








Seq. ID 


OJ000450_13.0410 


.C3 


Gene No. 


89916 








Strand 






Start 


29534 








End 


36521 




Name 


OJ000450 13, 0410. C3. 


o8 . tm 


Method 


TBLASTX: Maize 




Start 


22808 








End 


23928 




GI 


none 








Score 


114 




Exons 


22808, 


.22879, 


22810. 


.22875, 


22984. .23103, 2298 6 .. 23120, 






22986. 


.23099, 


23399. 


.23464, 


23400. ,23468, 23869 ., 23928 , 






23869. 


.23922 












Seq. No. 


42991 








Seq. ID 


OJ000450_13.0410 


.C3 


Gene No. 


89916 








Strand 






Start 


29534 








End 


36521 




Name 


OJ000450 13.0410.03. 


o5. tc 


Method 


TBLASTX: Cress 




Start 


22811 








End 


23118 




GI 


none 








Score 


101 




Exons 


22811, 


,22879, 


22814. 


.22879, 


22984. .23103, 22986,-23111, 





43622 




22986. .23102, 23020.. 23118 



Seq. No. 


42991 




Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 


- 


Strand 






Start 


29534 




End 


36521 




Naine 


OJ0004S0 1*^ ^d^o 


o 1 ■f~m 


Method 


TBLASTX: Maize 




Start 


23929 




End 


25298 




GI 


none 




Score 


90 




Exons 


23929. .23982, 23934. 


.23981, 


24042. .24104, 24047 ,. 24121, 






24231. .24308, 24251. 


,24601, 


24279. .24602, 24283 .. 24 612, 






24699, .24860, 24699. 


.24860, 


24700. .24£ 


)67, 24870, .24905, 






24871, ,24906, 24873. 


,24908, 


24979. ,25296, 24982 .. 25281, 






25206. .25298, 25212. 


,25298 








Seq. No. 


42991 




Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 




Strand 






Start 


29534 




End 


36521 




Name 


OJ000450 13. 0410. C3, 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


24321 




End 


24613 




GI 


none 




Score 


426 




Exons 


24321, .24602, 24329. 


,24601, 


24332. .24613 




Seq. No. 


42991 




Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 




Strand 






Start 


29534 




End 


36521 




Name 


OJ000450 13. 0410. C3, 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


27028 




End 


27501 




GI 


none 




Score 


405 




Exons 


27028. .27489, 27028. 


.27501, 


27125. .27496 




Seq. No. 


42991 




Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 




Strand 






Start 


29534 




End 


36521 




Name 


OJ000450 13. 0410. C3. 


o2,tc 


Method 


TBLASTX: Cress 




Start 


27073 




End 


27420 




GI 


none 




Score 


202 




Exons 


27073, .27420, 27112. 


.27414, 


27122. .27418 






*± ^ -7 i 




Seq. ID 


OJ000450_13.0410 




Gene No. 


89916 




Strand 






Start 


29534 




End 


36521 




Name 


OJ000450 13. 0410. 03. 


o2 , tm 


Method 


TBLASTX: Maize 




Start 


27073 




End 


27883 




GI 


none 




Score 


336 




Exons 


27073. .27690, 27094, 


,27678, 


27140. .27691, 27679.-27882, 






27680. .27883 










Seq. No. 


42991 




Seq. ID 


OJ000450_13.0410 


.03 


Gene No. 


89916 




Strand 






Start 


29534 




End 


36521 




Name 


OJ000450 13,0410,03, 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


27187 




End 


27554 




GI 


none 




Score 


374 




Exons 


27187. .27549, 27188. 


.27550, 


27192.. 27554 . 




Seq. No, 


42991 




Seq. ID 


OJ000450_13,0410 


.03 


Gene No. 


89916 




Strand 







43623 




start 


29534 




End 


36521 






OJ000450 13. 04 10. C3. 


ol . tc 


Method 


TBLASTX: Cress 






27425 ~ 




End 


27924 






none 




Score 


200 




Elxons 


97634 27440 


. 27739, 


27442. .27924, 274 51 .. 27750, 






27794 27916 










Seq. No.. 


42991 




O . X 


OJ0b0450 13.0410 


.C3 


Gene No. 


89916 




Strand 






Ci- a rt 


29534 






36521 






OJ000450 13 0410 C3. 


o6 . t s 


Method 


TBLASTX: Soybean 




O L.Ct 1. U 


27502 " 




End 


27657 




oX 


none 




Score 


121 






27502. .27657, 27503. 


.27619 










42991 




Seq. ID 


OJ000450_13.0410 


.C3 


Gene No. • 


89916 




Strand 






Start 


29534 




End 


36521 




Name 


OJ000450 13 0410 C3 


o3 . ts 


Method 


TBLASTX : Soybean 




O L d J. L. 


27658 ~ 




End 


28059 






none 




Score 


164 




jiiXons 


97fiSft 97711 9771R 


. 27984 , 


27719. .28000, 2797 6 .. 28053, 






27985. . 28059 










oeq • VtO ■ 


49QQ1 




Seq. ID 


OJ000450_13.0410 


. C3 


Gene No. 


89916 




Strand 






Start 


29534 




End 


36521 




Name 


OJ000450 13 0410. C3. 


o4 . tm 


Method 


TBLASTX: Maize 






97919 ~ 

^ / ^ X ^ 




End 


28368 




oX 


none 




Score 


95 






97919 27987 27919 


. 27996, 


27926. .28042, 27 982 .. 28059, 






27988 28053. 28156. 


.28368, 


28157. .28252, 28195.. 28323 




oeq • iNo . 


4 9QQ1 

^ ^ 17 7 X 




Seq. ID 


OJ000450_13.0410 


.C3 




0-7-7X0 




Strand 






Start 


29534 




End 


36521 




Name 


OJ000450 13. 0410. C3. 


o7 .gs 


Method 


GENSCAN 




04- a-rl- 
O Udl. u 


29534 




. End 


35428 




VjX 






Score 


■ .74 






99S^4 99663 30006 


. 30196, 


30229. .30373, 30535 .. 30593, 






30734 30821 32277 


32300. 


33079. .33193, 33584 .. 33697 , 






34S99 34734 34991 


.35074, 


35180. .35428 




oeq ■ INU • 


4 9 Q Q 1 

*i ^ 17 -7 X 




Seq. ID 


OJ000450_13.0410 


.03 


oene lno • 


O ^ -7 X O 




Strand 






Start 


29534 




End 


36521 




Name 


OJ000450 13. 0410. C3. 


o6.np 


Method 


AAT/NAP 




Start 


32342 




End 


36232 




GI 


7488433 




Score 


905 




Exons 


32342. .32497, 33079. 


,33193, 


33379. .33449, 33540 33713, 






33769. .33867, 33955. 


.34043, 


34599. .34696, 347 69 34 902 , 






34991. .35074, 35180. 


.35302, 


35331. .35422, 36131.. 36232 





GI Descrip. zinc finger protein homolog T10M13.22 - Arabidopsis thaliana 
gi| 3377805|gb|AAC28178.1| (AF075597) contains similarity to 
several apoptosis or programmed cell death proteins such as rat 
apoptosis protein RP-8 (GB:M80601) [Arabidopsis thaliana] 
gi|3912928|gb|AAC78712.1| (AF001308) putative zinc finger 



43624 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



protein' [Arabidopsis thaliana] 
(AL161494) putati 



gi I 7268982 I emb I CAB80715.il 



42991 Seq. ID 

89916 Strand 
29534 End 
OJ000450_13. 0410.C3.o7.tm Method 
32408 End 
none Score 

32408. .32509, 32409 .. 324 95, 32410. 

33076. .33195, 33077 .. 33199, 33077. 

33378. .33455, 33378.-33449, 33540. 



OJ000450_13.0410.C3 
36521 

TBLASTX: Maize 

33699 

74 



.32538, 
.33199, 
.33698, 



32414. 
33370. 
33541. 



.32506, 
.33450, 
,33699 



42991 
89916 
29534 

OJ000450_13.0410.C3.o7 
33522 

LIB3431-021-P1-K1-B10 
33522.-33697, 33774 .. 33867, 
'3377805 l-Oe-39 (AF075597) 



.gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 13. 0410. C3 



36521 
AAT/GAP 
34709 
787 

33955. .34043, 34599.. 34709 
contains similarity to several 
apoptosis or programmed cell death proteins such as rat 
apoptosis protein RP-8 (GB:M80601) [Arabidopsis thaliana] 
>gi_3912928_gb_AAC78712.1_ {AF001308) putative, zinc finger 
protein [Arabidopsis thaliana] ' 



42991 
89916 
29534 

OJ0004 50_13 . 04 10 . C3 . o3 . tm 

33767 

none 

33767. .33823, 33815 .. 33871, 
33951. .34013, 33955 .. 34011, 
34010. .34045, 34576 .. 34 698, 
34769. .34897, 34769 .. 34903, 
34988. .35074,. 34 992 .. 35075, 
35333. .35446, 35341 .. 354 60, 

42991 
89916 
29534 

OJ000450_13.0410.C3.o4.ts 

34621 

none 



Seq. ID OJ000450_13.0410-C3 
Strand 

End 36521 

Method TBLASTX : Mai ze 

End 35461 

Score 56 
33815. .33871, 33820 33888, 
33955. .34014, 34009 34044 , 
34590. .34703, 34 601 34 699, 
34771. .34908, 34 982 35080, 
35168. .35263, 35169 .. 35264 , 
35342. .35461 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000450_13-0410.C3 
36521 

TBLASTX: Soybean 

35263 

59 



34621. .34698, 34625.-34 699, 34754.-34885, 34 771 .. 34 884 , 
34982. .35074, 35001 .. 35075, 35168 35263, 35169.. 35261 



Seq. No. 


42991 


Seq. ID 


OJ000450_ 


13. 


0410 


.C3 


Gene No- 


89916 


Strand 










Start 


29534 


End 


36521 








Name 


OJ000450 13.0410-C3.o8.gp 


Method 


AAT/GAP 








Start 


35274 


End 


35460 








GI 


none 


Score 


351 








Exons 


35274. .35460 












Seq. No. 


42991 


Seq. ID 


OJ000450_ 


13. 


0410 


.C3 



43625 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



89916 Strand 

29534 End 

OJ000450_13 . 0410 . C3 . o7 . ts Method 

35702~ End 

none Score 



36521 

TBLASTX: Soybean 

36521 

102 



35702. .35788, 35716 .. 35781, 35877 .. 35930, 35880 35930, 
35982. .36032, 36107 .. 36241, 36108 .. 36242, 36408.. 36521 



42991 
89916 
29534 
OJ000450 
35702 
none 
35702 
35882 
36108 
36166 



13.0410.C3.o9.tm 



.35788, 35716. 

.35941, 35982. 

.36164, 36119. 

.36237, 36180. 



.35781, 
.36032, 
.36166, 
.36242, 



42992 
89917 
219 

OJ000450_13.0410.C4.ol.gs 

219 

none 



Seq. ID OJ000450_13.0410.C3 
Strand 

End 36521 

Method TBLASTX : Maize 

End 36472 

Score 129 
35877. .35942, 35880 35930, 
35982. .36020, 35993 36031, 
36164. .36235, 36164 3624 1, 
36407. .36472, 36408.. 36470 

Seq. ID OJ000450_13.0410.C4 



Strand 
End 

Method 

End 

Score 



+ 

5162 
GENSCAN 
4903 
.65 



219. .624, 753. .920, 1572. .1750, 3173. .3247, 3343. .3450, 
4238. .4439, 4608. .4903 



OJ000450_13.0410.C4 
+ 

5162 
AAT/GAP 
5162 
1622 



42992 Seq, ID 

89917 Strand 

219 End 

OJ000450_13.0410.C4.ol.gp Method 

4142 End 

22910_1.R1084 Score 
4142. .4439, 4608. .5162 

'1408222/gb|AAC12661.1| 6.0e-49 (U60764) pathogenesis-related 
protein [Sorghiom bicolor] ' 

42992 Seq. ID OJ000450_13 . 0410 - C4 

89917 Strand + 

219 End 5162 

OJ0004 50_13 . 0410 . C4 . ol . np Method AAT/NAP 

4253 End 4900 

7442203 ..- Score 586 

4253.. 4439, 4608. .4900 

pathogenesis-related protein - sorghum gi | 1408222 | gb | AAC12661 . 1 | 
(U60764) pathogenesis-related protein [Sorghum bicolor] 



42992 Seq. ID 

89918 Strand 
20659 End 
OJ0004 50_13 . 0410 . C4 . o5 . gp Method 
20659 End 
38782_1.R1084 Score 
20659.. 20892 

'6069643/dbj I AP000616.il AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0514G12 ' 



OJ000450_13.0410.C4 
+ 

20892 
AAT/GAP 
20892 
385 



43626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42992 Seq. ID 

89919 Strand 

21299 End 

OJ000450_13 . 04 10 . C4 . o6 . gs Method 

21299 End 

none Score 



OJ000450_13.0410.C4 
+ 

23382 
GENSCAN 
23382 
.43 



21299. .21373, 21716 21886, 23023.. 23382 



Seq. No. • 42992 

Gene No. 89920 

Start 26520 

Name OJ000450_13 . 04 10 . C4 . o8 . gs 

Start 26520 

GI none 

Exons 26520. .27626 



Seq. ID OJ000450_13.0410.C4 

Strand + 

End 27626 

Method GENSCAN 

End 27626 

Score .79 



Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No. 


89920 




Strand 


+ 




Start 


26520 




End 


27626 




Name 


OJ000450 13. 0410. C4 


. o7 . np 


Method 


AAT/NAP 




Start 


26532 




End 


27605 




GI 


7362746 




Score 


1439 




Exons 


26532. .27605 










GI Descrip. 


{AL162651) putative 


protein 


[Arabidopsis thaliana] . 




Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No. 


89921 




Strand 


+ ■ 




Start 


28817 




End 


32415 




Name 


OJ000450 13. 0410. C4 


.o9.gs 


Method 


GENSCAN 




Start 


28817 




End 


32415 




GI 


none 




Score 


.55 




Exons 


28817. .28906, 29489 


. .29565, 


30366. .30527, 32256.. 32415 





Seq. No. 42992 Seq. ID OJ000450_ 

Gene No. 89922 Strand + 

Start 39950 End 43133 

Name OJ000450_13.0410.C4.o9.np Method AAT/NAP 

Start 39950 End 43133 

GI 7487380 Score 1520 

Exons 39950. .39974, 41222.. 43133 

GI Descrip. hypothetical protein T24A18 
gi I 4490707 I emb I CAB38841.il 

[Arabidopsis thaliana] gi I 7269564 I emb I CAB79566. 1 

putative protein [Arabidopsis thaliana] 



13. 0410. C4 



. 60 - Arabidopsis thaliana 
(AL035680) putative protein 

(AL161566) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42992 
89922 
39950 
OJ000450 
41158 
none 

41158. .43122 



13.0410.C4.ol2.gs 



Seq. ID OJ000450_13.0410.C4 

Strand + 

End 43133 

Method GENSCAN 

End 43122 

Score .96 



Seq. No. 
Gene No. 
Start 



42992 
89922 
39950 



Seq. ID 

Strand 

End 



OJ000450 
43133 



13. 0410. C4 



43627 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000450_13.0410.C4.o6.gp Method AAT/GAP 

42174 End 42398 

45951_1.R1084 Score 408 

42174. .42398 

'4490707/emb|CAB38841.1| 4.0e-18 (AL035680) putative protein 
[Arabidopsis thaliana] ' 



42992 
89923 
48678 

OJ000450_13.0410.C4 .olO.np 
48678 
7486979 

48678. .48893, 49785 .. 50073, 
hypothetical protein T13K14 

(fragment) gi | 5262797 | emb I CAB45902 . 1 1 (AL080282) 
protein (fragment) [Arabidopsis thaliana] 
gi|7268904|embtCAB79107.1| (AL161554) putative protein 
(fragment) [Arabidopsis thaliana] 



OJ000450_13.0410.C4 
+ 

57543 
AAT/NAP 
54281 
919 

50173. .51412, 54236.. 54281 
230 - Arabidopsis thaliana 

putative 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42992 
89923 
48678 

OJ000450_13.0410.C4.ol4.gs 

50086 

none 

50086. .50254, 
53700. .53862, 
57204. .57515 



50351. .51357, 
54209. .54249, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
52479. .52702, 
55321. .55472, 



OJ000450_ 
+ 

57543 
GENSCAN 
57515 
.68 

53132. 
55557. 



13. 0410. C4 



.53337, 
,56558, 



42992 
89923 
48678 

OJ000450_13. 0410. C4. oil. np 
51361 
7485249 

51361. .51567, 52387 
hypothetical protein 



Seq. ID OJ000450_13.0410.C4 
Strand + 
End 57543 
Method AAT/NAP 
End 53912 
Score 369 
52702, 53132. .53361, 53717.. 53912 
A IG002P16.22 - Arabidopsis thaliana 



gi|2191173|gb|AAB61059.1| (AF007270) contains similarity to DNA 
polymerase III, alpha chain (SP:P47277) [Arabidopsis thaliana] 



42992 
89923 
48678 

OJ000450_13.0410.C4.o8.gp 

52623 

2799651 

52623. .52702, 53132.. 53343 
2191173 3.0e-09 (AF007270) 



Seq. ID OJ000450_13.0410.C4 

Strand + 

End 57543 

Method AAT/GAP 

End 53343 

Score 397 

contains similarity to DNA polymerase 



III, alpha chain (SP:P47277) [Arabidopsis thaliana] 



42992 Seq. ID 

89923 Strand 

48678 End 

OJ000450_13.0410.C4 .olZ.np Method 

56109 End 

6715737 Score 



OJ000450_13.0410.C4 
+ 

57543 
AAT/NAP 
57543 
272 



43628 



Exons 

GI Descrip. 



# • 

56109. .56534, 57032 .. 57543 - 

(AC016447) putative zinc finger protein [Arabidopsis thaliana] 



Seq. No. 


42992 


Seq. ID 


OJ000450 


_13,0410.C4 


Gene No. 


89924 


Strand 


+ 




Start 


59244 • 


End 


63710 




Name 


OJ000450 13.0410.C4.ol3.np 


Method 


AAT/NAP 




Start 


59222 


End 


63710 




GI 


4185141 


Score 


602 




Exons 


59222, .59313, 60027 .. 60108, 


60517. .61161, 61261 


. ,61421, 




61545. .61742, 63682.. 63710 








GI Descrip. 


(AC005724) putative calmodulin-binding protein 


[Arabidopsis 




thaliana] 








Seq. No. 


42992 


Seq. ID 


OJ000450 


13 . 0410 .C4 


Gene No. 


89924 


Strand 


+ 




Start 


59244 


End 


63710 




Name 


OJ000450 13.0410.C4.ol5.gs 


Method 


GENSCAN 




Start 


59244 


End 


62457 




GI 


none 


Score 


.93 




Exons 


59244. .59437, 59699. , 59726, 


59788. .59915, 60027 


, .60108, 




60208. .60260, 60674 .. 61161, 


61261. .61421, 61545 


. .61742, 




61937. .62102, 62201.. 62457 








Seq. No. 


42992 


Seq. ID 


OJ000450_ 


_13.0410.C4 


Gene No. 


89925 


. Strand 


+ 




Start 


63945 


End 


64222 




Name 


OJ000450 13.0410.C4,o9.gp 


Method 


AAT/GAP 




Start 


63945 


End 


64222 




GI 


2312333 


Score 


420 




Exons 


63945. .64222 








Seq. No- 


42992 


Seq. ID 


OJ000450_ 


^13. 0410. C4 


Gene No. 


89926 


Strand 






Start 


5649 


End 


9496 




Name 


OJ000450 13,0410.C4 .o2.np 


Method 


AAT/NAP 




Start 


5649 


End 


8848 




GI 


6714449 


Score 


1289 




Exons 


5649. .5697, 6919. ,8586, 8777 


. .8848 






GI Descrip, 


(AC011620) putative pectinesterase [Arabidopsis 




Seq. No. 


42992 


Seq. ID 


OJ000450_ 


_13.0410.C4 


Gene No. 


89926 


Strand 






Start 


5649 


End 


9496 




Name 


OJ000450 13.0410.C4.o2.gs 


Method 


GENSCAN 




Start 


6925 


End 


8622 




GI 


none 


Score 


1 




Exons 


6925. .8622 








Seq. No- 


42992 


Seq. ID 


OJ000450_ 


13. 0410. C4 


Gene No. 


89926 


Strand 






Start 


5649 


End 


9496 




Name 


OJ000450 13.0410,C4.o3.np 


Method 


AAT/NAP 




Start 


6938 


End 


9496 




GI 


6523547 


Score 


105 




Exons 


6938, .6975, 7363, .7498, 7643 


.,7717, 8777. .8832, 


9407. .9496 


GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Vol vox 



43629 



carter! f. nagariensis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 94 96 

Method AAT/GAP 

End 8650 

Score 881 



42992 
89926 
5649 

OJ000450_13.0410.C4.o2.gp 
8193 
none 

8193. .8650 

42992 
89927 
13151 

OJ000450_13.0410.C4.o5.np 
13151 
6523547 

13151. .13224, 14643. .14746, 14796. .15247 

{AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter! f. nagariensis] 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 15247 

Method AAT/NAP 

End 15247 

Score 122 



42992 
89927 
13151 

OJ000450_13.0410.C4.o3.gp 
13644 

5354 1.R1084 . 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 15247 

Method AAT/GAP 

End 15147 

Score 1945 



13644. .14187, 14314 .. 14370, 14515 .. 14585, 14671 .. 1474 9, 
14869. .15147 

'5852170/emb|AL117265.1|OST17804 l.Oe-151 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 





Seq. No. 


42992 


Seq. ID 


OJ000450_ 


13.0410 




Gene No. 


89927 


Strand 








Start 


13151 


End 


15247 






Name 


OJ000450 13.0410.C4.o4.np 


Method 


AAT/NAP 






Start 


13682 


End 


14967 






GI 


5902410 


Score 


122 






Exons 


13682. .13781, 14106 14184 , 


14515. .14585, 14671. 


.14746, 






14866. .14967 










GI Descrip. 


(AC008148) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42992 


Seq. ID 


OJ000450_ 


13.0410 




Gene No. . 


89927 


Strand 








Start 


13151 


End 


15247 






Name 


OJ000450 13.0410.C4.o4.gs 


Method 


GENSCAN 






Start 


14035 


End 


15009 






GI 


none 


Score 


.9 






Exons 


14035. .14187, 14314. .14370, 


14515. .14585, 14671. 


.14749, 






14869. .15009 










Seq. No. 


42992 


Seq. ID 


OJ000450_ 


13.0410 




Gene No. 


89928 


Strand 








Start 


17597 


End 


21866 






Name 


OJ000450 13.0410.C4.o5.gs 


Method 


GENSCAN 






Start 


17597 


■End 


20903 






GI 


none 


Score 


.82 






Exons 


17597. .18358, 18542 .. 18598 , 


20175. .20435, 20763. 


.20903 



43630 



Seq. No. 42992 Seq. ID OJ000450_13 . 04 10 . C4 

Gene No. 89928 Strand 

Start 17597 End 21866 

Name OJ000450_13 . 0410 . C4 . o4 . gp Method AAT/GAP 

Start 19344 End 19502 

GI 5667165- Score 260 

Exons 19344. .19502 -; 

GI Descrip. 5670155/gb | AF161269 . 1 1 AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 





Seq. No. 


42992 




Seq. ID 


OJ000450 


_13 


.0410 


.04 




Gene No. 


89928 




Strand 












Start 


17597 




End 


21866 










Name 


OJ000450 13. 0410. C4 


.06. np 


Method 


AAT/NAP 










Start 


19935 




End 


21866 










GI 


4680186 




Score 


173 










Exons 


19935. .20353, 20853 


. .20929, 


21740. .21866 










GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 










Seq. No. 


42992 




Seq. ID 


OJ000450 


_13 


.0410 


.04 




Gene No. 


89929 




Strand 












Start 


23993 




End 


25241 










Name 


OJ000450 13. 0410. C4 


. o7 .gs 


Method 


GENSOAN 










Start 


23993 




End 


25241 








Sr^ 


GI 


none 




Score 


.59 








lT\ 
flJ 


Exons 


23993. .24135, 24573 


. .24712, 


25162. .25241 










Seq. No. 


42992 




Seq. ID 


OJ000450 


_13 


.0410 


.04 




Gene No. 


89930 




Strand 












Start 


33664 




End 


35809 








''it™ 

~i = 


Name 


OJ000450 13. 0410. C4 


.olO.gs 


Method 


GENSOAN 










Start 


33664 




End 


35809 








i3 


GI 


none 




Score 


.51 








£3 


Exons 


33664. .34153, 35122 


. .35365, 


35722. .35809 










Seq. No. 


42992 




Seq. ID 


OJ000450 


_13 


.0410 


.04 




•Gene No. 


89930 




Strand 












Start 


33664 




End 


35809 








f ^ ' 


Name 


OJ000450 13.0410.04 


.08 .np 


Method 


AAT/NAP 










Start 


33683 




End 


35396 










GI 


6523547 




Score 


158 










Exons - 


33683. .34202, 35187 


. .35396 














GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvox 



carteri f. nagariensis] 



Seq. No. 42992 Seq. ID OJ000450_13 . 04 10 . 04 

Gene No. 89931 Strand 

Start 42997 End 43460 

Name OJ000450_13.0410.O4 .o7 .gp Method AAT/GAP 

Start 42997 End 43460 

GI 16875_1.R1084 Score 885 

Exons 42997. .43460 

GI Descrip. '3249105 3..0e-12 (AO003114) Oontains similarity to protein 

phosphatase 20 (ABIl) gb_X78886 from A. thaliana. [Arabidopsis 
thaliana] ' 



43631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42992 
89932 
47545 

OJ000450_13.0410.C4 .ol3.gs 

47545 

none 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 49245 

Method GENSCAN 

End 49245 

Score .85 



47545. .47724, 47787 47982, 48880 .. 4 8 97 6, 49059. .49245 



42992 
89933. 
63083 

OJ000450_13.0410.C4.ol6.gs 

63083 

none 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 67056 

Method GENSCAN 

.End 67056 

Score .69 



63083. . 63131, 63179. . 63239, 64 108 64 137 , 65585 .. 65720, 
66249. . 66466, 66567.. 67056 



Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42992 
89933 
63083 

OJ000450_13.0410.C4.ol4.np 

64076 

3249105 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 67056 

Method AAT/NAP 

End 67053 

Score 1314 



64076, .64295, 65482 .. 657=20, 65821 .. 6594 6, 66035 .. 66142, 
66249.-66466, 66567 .. 66738, 66844.. 67053 

(AC003114) Contains similarity to protein phosphatase 2C (ABIl) 
gb 1X78886 from A. thaliana. [Arabidopsis thaliana] 



42992 
89933 
63083 

OJ000450_13.0410.C4.ol0.gp 
64230 
427384 

64230. .64295, 65482.. 65698 

324 9105 3.0e-12 (AC003114) Contains similarity to protein 
phosphatase 2C (ABIl) gb_X78886 from A. thaliana. [Arabidopsis 
thaliana] 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 67056 

Method AAT/GAP 

End 65698 

Score 47 6 



42992 
89934 
67023 

OJ000450_13.0410.C4.ol0.tm 

230 

none * 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 67335 

Method TBLASTX : Mai ze 

End 544 

Score 57 



230, .271, 231. .269, 273. .542, 274. .543, 275. .544 



42992 
89934 
67023 

OJ000450_13,0410,C4,o8.tw 

4179 

none 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 67335 

Method TBLASTX : Wheat 

End 4 675 

Score 156 



4179.-4337, 4238 ,. 4330, - 4244 .. 4480, 4246. .4437, 4601. .4675, 
4607.. 4672 



Seq- No. 



42992 



Seq. ID OJ000450_13.0410.C4 



43632 




Gene No. 


89934 








Strand 




Start 


67023 








End 


67335 


Name 


OJ000450 13. 


0410 


.04 .o9. 


tm 


Method 


TBLASTX: Maize 


Start 


4243 








End 


4908 


GI 


none 








Score 


272 


Exons 


4243. .4437, 


4253 


. .4438, 


4601. 


.4903, 4609.. 4905, 4723.. 4908 


Seq. No. 


42992 








Seq. ID 


OJ000450_13. 0410 .04 


Gene No. 


89934 








Strand 




Start 


67023 








End 


67335 


Name 


OJ000450 13. 


0410 


.C4 .06. 


tw 


Method 


TBLASTX: Wheat 


Start 


4676 ~ 








End 


4908 


GI 


none 








Score 


339 


Exons 


4676. .4903, 


4684 


. .4899, 


4777. 


. 4908 




Seq. No. 


42992 








Seq. ID 


OJ000450_13. 0410 .04 


Gene No. 


89934 








Strand 




Start 


67023 








End 


67335 


Name 


OJ000450 13. 


0410 


.04 .o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6907 ~ 








End 


7278 


GI 


none 








Score 


319 


Rxon*=! 


6907. .7278, 


6935 


. . 7258 








Seq. No. . 


42992 








Seq. ID 


OJ000450_13.0410.C4 


Gene No. 


89934 








Strand 




Start 


67023 








End 


67335 


Name 


OJ000450 13. 


0410 


.04 .o2 . 


tc 


Method 


TBLASTX: Oress 


Start 


6958 ~ 








End 


8187 


GI 


none 








Score 


300 


Exons 


6958. .7899, 


6959 


. .7462, 


7487. 


.7894, 7918.. 7980, 8095.. 8187 


^(=^rt No 


42992 








Seq. ID 


OJ000450_13. 0410.04 


(ZlpnA No . 


89934 








Strand 




Start 


67023 








End 


67335 


Name 


OJ000450 13. 


0410 


.04. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6959 








End 


57418 


GI 


none 








Score 


48 


Exons 


6959. .7015, 


6968 


. .7054, 


7036. 


,7899, 7067.. 7633, 7504.. 7692, 




7697. .7909, 


7926 


. .7967, 


8128. 


.8190, 8188. .8316, 8284. .8517, 




57338. .57418 










Seq. No. 


42992 








Seq. ID 


OJ000450_13. 0410.04 


Gene No. 


89934 








Strand 




Start 


67023 . 








End 


67335 


Name 


OJ000450 13. 


0410 


.04 .08 . 


ts 


Method 


TBLASTX : Soybean 


Start 


6970 








End 


7308 


GI 


none 








Score 


134 


Exon s 


6970. .7308, 


6992 


. .7306 








Seq. No. 


42992 








Seq. ID 


OJ000450_13. 0410.04 


Gene No. 


89934 








Strand 




Start 


67023 








End 


67335 


Name 


OJ000450 13. 


0410 


.O4.ol2.tw 


Method 


TBLASTX: Wheat 


Start 


7283 








End 


7491 


GI 


none 








Score 


178 


Exons 


7283. .7489, 


7285 


. .7491, 


7285. 


.7488, 7292. .7489 



43633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 67335 
Method TBLASTX : Soybean 
End 8541 
none Score 143 

7312. .7542, 7313. .7522, 7507. .7542, 7531. .7941, 7697. .7900, 
7969. .8121, 8000. .8119, 8113. .8541, 8117. .8173 



42992 
89934 
67023 

OJ000450_13.0410.C4.o3.ts 
7312 



42992 Seq. ID 

89934 Strand 

67023 End 

OJ000450_13 . 0410 . C4 . o2 . tw Method 

74 92 End 

none Score 

7492.. 7941, 7493.. 7942 

42992 - Seq. ID 

89934 Strand 

67023 End 
OJ000450_13.0410.C4.ol0.tc Method 

8218 End 

none Score 
8218. .8550 



42992 
89934 
67023 

OJ000450_13 . 0410 . C4 . oil . tw 
13935 



OJ000450_13.0410.C4 
67335 

TBLASTX: Wheat 

7942 

404 



OJ000450_13.0410.C4 
67335 

TBLASTX: Cress 

8550 

238 



OJ000450 13. 0410. C4 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
13935. .14057, 13946, . 14095, 13961 .. 14077 , 14044 14079, 
14143. .14190, 14145. .14189, 14153 .. 14194, 14314 14379, 
14351. .14389, 14514 14585, 14515 14586, 14 644 .. 147 15, 
14645. .14716, 14 672 14716, 14673.. 14726 



67335 

TBLASTX: Wheat 

14726 

96 



42992 
89934 
67023 

OJ000450_13.0410.C4.ol4.tm 
14314 
none 



Seq. ID OJ000450_13.0410.C4 
Strand 

" End 67335 

Method TBLASTX : Mai ze 

End 14 94 9 

Score 57 



14314. .14379, 14316. . 14390, 14351 .. 1438 9, 14513 .. 14620, 

14514. .14624, 14515 .. 14622, 14630 .. 14716, 14 658 .. 14723, 

14661. .14723, 14 665 .. 14766, 14684 .. 14755, 14 685 .. 14759, 

14686. .14760, 14869. . 14934 , 14869. .14949 



42992 
89934 
67023 

OJ000450_13.0410.C4.o2.ts 
26777 
none 



Seq. ID OJ000450_13.0410.C4 
Strand 

End 67335 

Method TBLASTX : Soybean 

End 27599 

Score 701 



26777. .27334, 26778 .. 27338 , 27347 .. 27592 , 27348.-27599 



42992 
89934 



Seq. ID OJ000450_13.0410.C4 
Strand 



43634 




start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


26897 




End 


27425 




GI 


none 




Score 


600 




Exons 


26897. .27004, 26898. 


.27338, 


27101. .27334, 27348 .. 27425 , 






27350. .27424 










Seq. No.*"^"' 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No. 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


26948 




End 


27572 




GI 


none 




Score 


405 




Exons 


26948. .27004, 26949. 


.27335, 


27104. .27334, 27152 .. 27340, 






27347. .27562, 27348. 


.27572 








Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No. 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4. 


o9, tc 


Method 


TBLASTX: Cress 




Start 


27426 




End 


27587 




GI 


none 




Score 


250 




Exons 


27426. .27587, 27428. 


.27586 








Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No. 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. 04. 


ol3. tm 


Method 


TBLASTX: Maize 




Start 


41232 




End 


41418 




GI 


none 




Score 


151 




Exons 


41232. .41360, 41232. 


.41408, 


41233. .41418 




Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No . 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


41233 




End 


43005 




GI 


none 




Score 


178 




Exons 


41233. .41454, 41283. 


.41402, 


41469. .41609, 4 1476 .. 41733, 






41764. .42249, 41772. 


.42248, 


41999. .42253, 42250 .. 4254 6, 






42258. .42482, 42495. 


.42803, 


42496. .42804, 42817 .. 42873, 






42819. .42860, 42886. 


.43005, 


42894. .43004 




Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No . 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


41296 




End 


43104 




GI 


none 




Score 


121 




Exons 


41296. .41454, 41310. 


.41408, 


41479. .41742, 41484 4174 4 , 






41763. .42248, 41770. 


.42249, 


42256. .42819, 42258 .. 42815, 






42817. .42867, 42891. 


.43007, 


42895. .43056, 42937.. 43104 




Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No. 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4. 


olO.tw 


Method 


TBLASTX: Wheat 





43635 



start 


.41437 




End 


41592 




VJ J. 


none 




Score 


245 




Exons 


41437. .41592, 41451. 


.41591 








Seq. No- 


42992 




Seq. ID 


OJ000450_13.0410. 


C4 


Gene No, 


89934 




Strand 






Start 


67023 




End 


67335 






OJ000450 13.0'410.C4. 


ol6. tm 


Method 


TBLASTX: Maize 






41602 ~ 




End • 


41946 




yjl. 


none 




Score 


44 




von ^ 


41602. .41703, 41778. 


-41945, 


41779. .41946 




Seq. No. 


42992 




Seq. ID 


OJ000450_13. 0410 


C4 


Gene No. 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4. 


ol . tm 


Method 


TBLASTX: Maize 






41949 ~ 




End 


42677 




ox 


none 




Score 


1254 




Exons 


41949. -42677, 41950. 


.42675 








Seq- No. 


. 42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No. 


89934 




Strand 






Start 


67023 




End 


67335 




iN diUC 


OJ000450 13. 0410 .C4 , 


o3 . tw 


Method 


TBLASTX: Wheat 






42141 ~ 




End 


42525 






none 




Score 


416 






42141. . 42521, 42141. 


.42521, 


42142. .42525 




Seq. No- 


42992 




Seq. ID 


OJ000450_13. 0410 


.C4 


Gene No. 


89934 




Strand 






Start 


67023 




End 


67335 




Nain,e 


OJ000450 13. 0410 .C4 , 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


42629 ~ 




End 


43011 






none 




Score 


229 




F" von ^ 


42629. .42898, 42629 


.43009, 


42634. .43011, .42636 43010 




Qo/T Mo 
06q . tNU • 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


^oTio Mo 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4 


.o5 . tm 


Method 


TBLASTX: Maize 




Start 


42678 




End 


43270 




GI 


none 




Score 


347 




P von <i 


42678 , - 42989, 42678 


. .42989, 


42679. .42990, 42937 .. 42996, 






42991 .43035, 43009 


. .43032, 


43023. .43124, 43040 43126, 






4^^041 43124. 43115 


. . 43198, 


43117. .43218, 43145 43228 , 






43238 . .43270 










Qorr Mo 
O c? . iX . 


42992 




Seq. ID 


OJ000450_13.0410 


,C4 


r^ono Mo 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4 


. oil- tm 


Method 


TBLASTX: Maize 




Start 


49924 




End 


50988 




GI 


none 




Score 


92 




Exons 


49924. .50106, 50137 


. .50370, 


50146. .50337, 50230 .. 50610, 






50284. .50376, 50326 


. .50919, 


50326. .50646, 50457 50516, 






50463. .50627, 50547 


. .50912, 


50914. .50988 





43636 






Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 




Gene No . 


89934 




Strand 








Start 


67023 




End 


67335 






Name 


OJ000450 13. 0410. C4 


.o7.tc 


Method 


TBLASTX: Cress 






Start 


49927 




End 


50733 






GI 


none 




Score 


63 






Exons 


49927. .50106, 50137 


. .50307, 


50137. .50307, 50152 50628, 








50211. .50303, 50326 


. .50376, 


50329. .50628, 50395 .. 50619, 








50460. .50642, 50593 


. .50733 










Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 




Gene No. 


89934 




Strand 








Start 


67023 




End 


67335 






Name 


OJ000450 13. 0410. C4 


. o7 . tw 


Method 


TBLASTX: Wheat ' 






Start 


50143 




End 


50757 






GI 


none 




Score 


125 






Exons 


50143. .50367, 50284 


. .50757, 


50454. .50756 






Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 




Gene No. 


89934 




Strand 








Start 


67023 




End 


67335 






Name 


OJ000450 13. 0410. C4 


.o9. ts 


Method 


TBLASTX : Soybean 






Start 


50281 




End 


50874 






GI 


none 




Score 


78 






Exons 


50281. .50418, 50581 


. .50871, 


50608. .50874 






Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 




Gene No. 


89934 




Strand 








Start 


67023 




End 


67335 






Name 


OJ000450 13. 0410. C4 


. o4 . tc 


Method 


TBLASTX: Cress 






Start 


50932 




End 


51449 






GI 


none 




Score 


69 






Exons 


50932. .51000, 51046 


. .51444, 


51237. .51449 






Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 




Gene No. 


89934 




Strand 








Start 


67023 




End 


67335 






Name 


OJ000450 13. 0410. C4 


. o6 . ts 


Method 


TBLASTX : Soybean 






Start 


51076 




End 


51473 




tJ 


GI 


none 




Score 


311 




^3 


Exons 


51076. .51444, 51237 


. .51473 










Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 




Gene No. 


89934 




Strand 








Start 


67023 




End 


67335 






Name 


OJ000450 13. 0410. C4 


.08. tm 


Method 


TBLASTX: Maize 






Start 


51090 




End 


51699 






GI 


none 




Score 


517 






Exons 


51090. .51443, 51094 


. .51444, 


51094. .51453, 51467 .. 51544, 








51643. .51699 












Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 




Gene No. 


89934 




Strand 








Start 


67023 




End 


67335 






Name 


OJ000450 13. 0410. C4 


. 06. tm 


Method 


TBLASTX: Maize 






Start 


52190 




End 


53928 






GI 


none 




Score 


41 





.43637 




Exons 52190. .52222, 52190 52222 , 52192 .. 52227 , 52230 52421, 

52266. .52706, 52310 52702 , 53096 .. 53338, 53130 53342, 
53130. .53357, 53698.-53928, 53699 53920, 53704.. 53928 



O C Lj^ • (J . 


42992 




Seq. ID 


OJ000450_13.0410 


,C4 




0 ,7 ^ >J T 




Strand 








67023 




End 


67335 - 




N 31X16 


OJ000450 1*^ 0410 C4 


0 1 5 . tin 


Method 


TBLASTX: Maize 




O Udl. L 


S9880 ~ 

0 J 0 0 V 




End 


60273 






n on 0 




Score 


47 




Exons 


RQftfin RQQOfi RQftft4 


S991 3 


60021. .60056, 60029 60106, 






60029 60109 60030 


60110 

• \}\J X X\J f 


60182. .60271, 60207 .. 60272, 






60208. .60273 










Ot^L^ . iNl^ . 


42992 




Seq. ID 


OJ000450_13,0410 


,C4 




89934 




Strand 








67093 




End 


67335 




N3III© 




0 4 "t" Q 


Method 


TBLASTX : Soybean 






60711 ~ 




End 


61745 




oX 






Score 


393 




Exons 


6071 1 61 1 60 6071 1 


60884 


60713. .61159, 61256. .61417, 






61257. .61424, 61545. 


.61634, 


61550. .61642, 61550 .. 61627, 






61656. .61745 












*3 ^ Z? 




Seq. ID 


OJ000450_13.0410 


,C4 


€^ e\ XT 






Strand 






0 C.aX L 


67093 




End 


67335. 






0.70004^0 13 0410 


o7 . tin 


Method 


TBLASTX: Maize 




Q-l- Jar*■^- 


607 11 ~ 
0 U / X X 




End 


61640 




GI 


none 




Score 


384 




Exons 


60711. .61160, 60713. 


.61159, 


61260. .61424, 61265 .. 61402, 






61S12 61640 61547 


. 61597 








o6Cj^ • INU ■ 


H ^ J £. 




Seq. ID 


OJ000450_13.0410 


.C4 




ft QQ34 

0 -7 -7 J T 




Strand 








67023 




End 


67335 






n.T0004S0 13 0410 Cd 


n8 Yr 


Method 


TBLASTX: Cress 




0 tax L 


60Q49 "~ 




End 


61367 




GI 


none 




Score 


202 




Exons 


60942. .61160, 60950. 


.61159, 


61260. .61367, 61265.. 61366 




oGq. INO. 


fl Z yy£. 




Seq. ID 


OJ000450_13.0410 


.C4 


(jene ino . 


ft QQ34 
0 yyo*± 




Strand 






0 t.a.x t 


67093 

0 r UZ 0 




End 


67335 




N3iri6 


OJ0004S0 13 0410 C4 


o9 . tw 


Method 


TBLASTX: Wheat 




Q+- a 1-+- 


610^9 
0 X U J J 




End 


61648 






none 




Score 


85 




Exons 


61059. .61160, 61061. 


.61159, 


61243. .61341, 61260 .. 61424 , 






61265. .61405, 61512. 


.61640, 


61550. .61648, 61550.. 61621 




Seq. No. 


42992 




Seq. ID 


OJ000450_13.0410 


.C4 


Gene No. 


89934 




Strand 






Start 


67023 




End 


67335 




Name 


OJ000450 13. 0410. C4. 


o2.tin 


Method 


TBLASTX: Maize 




Start 


63751 




End 


66720 • ' ' 




GI 


none 




Score 


61 




Exons 


63751. .63807, 63764. 


,63832, 


63844,-63876, 63915 -. 63953, 





43638 




63921. .63953, 
64073. .64297, 
65538. .65729, 
65826. .65957, 
66033. .66143, 
66246. .66467, 



63958. .64038, 
65472. .65549, 
65550. .65744, 
65828. .65947, 
66036. .66143, 
66524. .66718, 



63960. .64043, 
65481. .65543, 
65567. .65731, 
65830. .65964, 
66047. .66145, 
66562. .66720, 




64029. .64298, 
65482. .65550, 
65821. .65940, 
66032. .66142, 
66246. ,66464, 
66562. .66720 



Seq. No. 42992 

Gene No. 89934 

Start 67023 

Name OJ000450_13 , 04 10 . C4 , 

Start 64208 

GI none 

Exons 64208. .64297, 65481, 

65614. .65727, 65634, 
65858. .65950, 66032, 



o6. tc 



.65627, 
.65747, 
.66073, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
65611. .65727, 
65816. .65938, 



OJ000450 13. 0410. C4 



67335 

TBLASTX: Cress 
66074 
86 

65613. .65729, 
65830. .65964, 



66033. .66074 



Seq. No. 42992 

Gene No. 89934 

Start 67023 

Name OJ0004 50_13 . 04 10 . C4 , 

Start 65587 

GI none 

Exons 65587. .65721, .65589. 

65830. .65964, 65852. 

66033. .66140 



Seq. ID 
Strand 
End 

o4.tw Method 
End 
Score 

.65762, '65589.-65729, 
.65950", 65853. .65978, 



OJ000450 13. 0410. C4 



67335 

TBLASTX: Wheat 
66140 
173 

65828. .65947, 
66032. .66139, 



Seq. No. 42992 

Gene No. 89934 

Start 67023 

Name OJ000450_13 . 0410 . C4 . o7 . ts 

Start 65637 

GI none 

Exons 65637. .65729, 65650 .. 65727, 
65852. .65950, 65925 .. 65978, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



65816. .65947, 65830 
66032. .66079, 66033 



OJ000450_13.0410.C4 
67335 

TBLASTX : Soybean 

66080 

65 

65964, 
66080 



Seq. No. 42992 

Gene No. 89934 

Start 67023 

Name OJ000450_13.0410.C4 .o5.ts 

Start 66080 

GI none 

Exons 66080. .66142, 66081 .. 66140, 
66539. .66748, 66562 .. 66750, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 13. 0410. C4 



67335 

TBLASTX: Soybean 
67014 
89 

66246. .66467, 6624 9 .. 66428 , 
66836. .66928, 66841.. 67014 



Seq. No. 42992 Seq. ID 

Gene No. 89934 Strand 

Start 67023 End 

Name OJ000450_13. 0410.C4 .o5. tc Method 

Start 66613 End 

GI none Score 

Exons 66613. .66750, 66614 .. 66748, 66619. . 66759, 66841 .. 67014 , 
66848. .67015 



OJ000450_13.0410.C4 
67335 

TBLASTX: Cress 
67015 
102 



Seq. No. 
Gene No. 
Start 



42992 
89934 
67023 



Seq. ID 

Strand 

End 



OJ000450 13. 0410. C4 



67335 



43639 




Name 


OJ000450 13.0410.C4.ol2.tm 


Method 


TBLASTX : 


^laize 


Start 


66721 


End 


67020 




GI 


none 


Score 


45 




Exons 


66721. .66750, 66725 .. 66796, 66836 6694 6, 66841 


. .67020 


Seq. No. 


42992 


Seq. ID 


OJ000450 


_13.0410.C4 


Gene No. 


89934 


Strand 






Start 


67023 


End 


67335 




Name 


OJ000450 13.0410.C4.oll.gp 


Method 


AAT/GAP 




Start 


67023 


End 


67335 




GI 


2311650 


Score 


517 




Exons 


67023. .67335 








Seq. No. 


42993 


Seq. ID 


OJ000450 


_13.0410.C5 


Gene No. 


89935 


Strand 


+ 




Start 


1 


End 


1731 




Name 


OJ000450 13.0410.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1731 




GI 


6063557 


Score 


194 




Exons 


1..33, 1188. .1362, 1614. .1731 








GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza 


sativa] 


Seq. No. 


42993 


Seq. ID 


OJ000450 


_13.0410.C5 


Gene No. 


89935 ■ 


Strand 






Start 


1 


End 


1731 




Name 


OJ000450_13.0410.C5.ol.gs 


Method 


GENSCAN 




Start 


4 69 


End 


1367 




GI 


none 


Score 


.86 




Exons 


469.. 565, 1261.. 1367 








Seq. No. 


42993 


Seq. ID 


OJ000450 


_13.0410.C5 


Gene No. 


89936 


Strand 






Start 


1993 


End 


5967 




Name 


OJ000450 13.0410.C5.o2.gs 


Method 


GENSCAN 




Start 


1993 


End 


5842 




GI 


none 


Score 


.76 




Exons 


1993.. 2120, 4000. .4121, 4736. 


.5232, 5406. .5594, 


5679. .5842 


Seq. No. 


42993 


Seq. ID 


OJ000450 


_13.0410.C5 


Gene No. 


89936. 


Strand 






Start 


1993 


End 


5967 




Name 


OJ000450 13.0410.C5.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


3731 


End 


3978 




GI 


none 


Score 


67 




i-j \y 1 


3731. .3814, 3735. .3815, 3810. 


.3962, 3813.. 3962, 


3814. .3978 




3814. .3963, 3947. .3970 








Sea No 


42993 


Seq. ID 


OJ000450 


_13.0410.C5 


fijpnp No 


89936 


Strand 






Start 


1993 


End 


5967 




Name 


OJ000450 13.0410.C5.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


3731 


End 


4865 




GI 


none 


Score 


162 




Exons 


3731. .3766, 3764. .3817, 3805. 


.3957, 3806. .3934, 


3810. .3971 




3810. .3977, 3939.-3986, 3943. 


.4074, 3954. .4070, 


3962. .4096 




4067. .4123, 4071. .4133, 4080. 


.4133, 4729. .4830, 


4730. .4831 



4797. .4865, 4828.-4863 

43640 



Seq. No. 


42993 


Seq. ID 


OJ000450_13.0410 


.05 


Gene No. 


89936 


Strand 






Start 


1993 


End 


5967 




Name 


OJ000450 13.0410.C5.o2.np 


Method 


AAT/NAP 




Start 


4735 


End 


5967 




GI 


7487566 


Score 


360 




Exons 


4735.. 5225, 5476.-5594, 5679 


..5842, 5936.. 5967 




GI Descrip. 


hypothetical protein T30B22. 


20 - Arabidopsis thaliana 




gil 2529677 Igb IAAC62860.il (AC002535) putative kinesin heavy 




chain [Arabidopsis thaliana] 








Seq. No. 


42993 


Seq. ID 


OJ000450_13.0410 


.C5 


Gene No. 


89936 


Strand 






Start 


1993 


End 


5967 




Name 


OJ000450 13.0410.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


4893 


End 


5167 




GI 


none 


Score 


279 




Exons 


4893.. 5165, 4894.. 5166, 4907 


..5167, 5063.. 5167 




Seq. No. 


42993 


Seq. ID 


OJ000450_13.0410 


.C5 


Gene No. 


89936 


Strand 






Start 


1993 


End 


5967 




Name 


OJ000450 13.0410.C5.ol.tc 


Method 


TBLASTX: Cress ■ 




Start 


5655 


End 


5966 




GI 


none 


Score 


114 




Exons 


5655.. 5849, 5673.-5843, 5680 


..5844, 5934. .5966 




Seq. No. 


42993 


Seq. ID 


OJ000450_13.0410 


.C5 


Gene No. 


89936 


Strand 






Start 


1993 


End 


5967 




Name 


OJ000450 13.0410.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5661 ~ 


End 


5966 




GI 


none 


Score 


52 




Exons 


5661.. 5783, 5670.. 5852, 5677 


..5844, 5934. .5966 




Seq. No. 


42993 


Seq. ID 


OJ000450_13.0410 


.C5 


Gene No. 


- 89936 


Strand 






Start 


1993 


End 


5967 




Name 


OJ000450 13. 0410.C5-O3. tm 


Method 


TBLASTX: Maize 




Start 


5670 


End 


5966 




GI 


none 


Score 


143 




Exons 


5670.. 5852, 5674.. 5844, 5934 


. .5966 






Seq. No. 


42994 


Seq. ID 


OJ000450_13.0410 


.06 


Gene No. 


89937 


Strand 


+ 




Start 


11637 


End 


21626 




Name 


OJ000450 13.0410.C6.o2.gs 


Method 


GENSCAN 




Start 


11637 


End 


14167 




GI 


none 


Score 


.83 




Exons 


11637. .11743, 11951. .12005, 


12160. .12381, 12458. .12854, 






13440. .14167 








Seq. No. 


42994 


Seq. ID 


OJ000450_13.0410 


.C6 


Gene No. 


89937 


Strand 


+ 




Start 


11637 


End 


21626 




Name 


OJ000450 13.0410.C6.o2.np 


Method 


AAT/NAP 





43641 



start 12096 End 12485 

GI 7486641 Score 346 

Exons 12096.. 12485 

GI Descrip. hypothetical protein F8B4.90 - Arabidopsis thaliana 

gi I 404 9341 1 emb I CAA22566.il {AL034567) putative protein 
[Arabidopsis thaliana] gi I 7270143 | emb I CAB79956 . 1 1 (AL161581) 
putative protein [Arabidopsis thaliana] 



O C . ^ • 


42994 




Seq. ID 


OJ000450_ 


Gene No. 


89937 




Strand 


+ 


Start 


11637 




End 


21626 


Name 


OJ000450 13. 0410. C6 


.o4 .np 


Method 


AAT/NAP 




13600 ~ 




End 


18164 




66^4727 




Score 


389 


F von <? 


13600 13656. 15493 


. .16098, 


18091. .18164 




fAC0124631 T2E6 12 


[Arabidopsis thaliana] 




42994 




Seq. ID 


OJ000450_ 


Gene No. 


89937 




Strand 


+ 


Start ■ 


11637 




End 


21626 


Name 


OJ000450 13. 0410. C6 


. o3.gs 


Method 


GENSCAN 




14918 




End 


16105 




non^ 




Score 


.88 




14918 14976 15178 


. .16105 






O C U • IN W • 


42994 




Seq. ID 


OJ000450_ 




89937 




Strand 


+ 


Start 


11637 




End 


21626 


Name 


OJ000450 13. 0410. C6 


. o3 . np 


Method 


AAT/NAP 


Start 


15493 




End 


16267 


GI 


6634727 




Score 


380 


T^* von Q 


15493. .16114, 16248 


. .16267 






VJX Ly^O^X X^ . 


{AC012463) T2E6.12 


[Arabidopsis thaliana] 


C • . 


42994 




Seq. ID 


OJ000450_ 




89937 




Strand 


■ + 


Start 


11637 




End 


21626 


Name 


OJ000450 13. 0410. C6 


. o5 .np 


Method 


AAT/NAP 


O L. CIX U 


17696 




End 


21626 


ox 


6714443 




Score 


330 


P von Q 


17696. .17740, 19483 


. .19638, 


19681. .20385, 20470. 




21591. .21626 








ox L^CoOXU.^. 


(AC011620) unknown protein 


[Arabidopsis thaliana 


Seq. No. 


42994 




Seq. ID 


OJ000450 


Gene No. 


89937 




Strand 


+ 


Start 


11637 




End 


21626 


Name 


OJ000450 13. 0410. C6 


. o4 .gs 


Method 


GENSCAN 


Start 


18388 




End 


18738 


GI 


none 




Score 


.71 


Exons 


18388. .18738 








Seq. No. 


42994 




Seq. ID 


OJ000450_ 


Gene No. 


89937 




Strand 


+ 


'Start 


11637 




End 


21626 


Name 


OJ000450 13. 0410. C6 


. o5 . gs 


Method 


GENSCAN 


Start 


19306 




End 


20482 



13. 0410. C6 



43642 



GI 


none 


Score 


.■81 


Exons 


19306. .20482 






Seq. No. 


42994 


Seq. ID 


OJ000450_13.0410.C6 


Gene No. 


89937 


Strand 


+ 


Start 


11637 


End 


21626 


Name 


OJ000450 13.0410.C6.ol.gp 


Method 


AAT/GAP 


Start 


19812 


End 


20322 


GI 


4715652 


Score 


877 


Exons 


19812. .19851, 19900. .20322 






Seq. No. 


42994 


Seq. ID 


OJ000450 13. 0410. C6 


Gene No. 


89937 


Strand 


+ 


Start 


11637 


End 


21626 


Name 


OJ000450 13.0410.C6.o2.gp 


Method 


AAT/GAP 


Start 


20662 


End ■ 


21626 


GI 


71359 1.R1084 


Score 


250 


Exons 


20662.-20760, 21591.. 21626 






GI Descrip. 


'3881722/emb|CAA93426.1| 2.0e 


-09 {Z69385)' Similarity to Human 




XE169 protein (SW:XE169 HUMAN); cDNA EST EMBL:D27033 comes from 




this gene; cDNA EST EMBL:D27035 comes 


from this gene; cDNA EST 




EMBL:D27034 comes from this gene; cDNA 


EST EMBL:D27037 comes 




from thi ' 






Seq. No. 


42994 


Seq. ID 


OJ000450_13. 0410. C6 


Gene No. 


89938 


Strand 




Start 


1 


End 


7618 


Name 


OJ000450 13.0410.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3401 


GI 


7487566 


Score 


1357 


Exons 


1..206, 372. .512, 638. .744, 822. .995, 


1111.. 1206, 1298.. 1379, 




1956.. 2024, 2155. .2228, 2345. 


.2558, 2712. .2855, 2967.. 3133, 




3262. .3401 






GI Descrip. 


hypothetical protein T30B22.20 - Arabidopsis thaliana 




gi|2529677 |gb|AAC62860.1l (AC002535) putative kinesin heavy 




chain [Arabidopsis thaliana] 






Seq. No. 


42994 


Seq. ID 


OJ000450_13.0410.C6 


Gene No. 


89938 


Strand 




Start 


1 


End 


7618 


Name 


OJ000450 13.0410.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


49 


End 


3137 


GI 


none 


Score 


72 


Exons 


49. .213, 54. .212, 54. .224, 58 


. .216, 310. .522, 333. .524, 




334. .522, 638. .745, 639. .746, 


823. .936, 824. .937, 896. .997, 




943. .1035, 1109. .1234, 1110.. 


1253, 1293.. 1379, 2412.. 2561, 




2452. .2559, 2472. .2561, 2712. 


.2819, 2716. .2892, 2967.. 3137 


Seq. No. 


42994 


Seq. ID 


OJ000450_13.0410.C6 


Gene No . 


89938 


Strand 




Start 


1 


End 


7618 


Name 


OJ000450 13.0410.C6.ol.gs 


Method 


GENSCAN 


Start 


52 


End 


7618 


GI 


none 


Score 


.8 


Exons 


52,. 220, 347.. 512, 638.. 744, 


822. .995, 


1111.. 1206, 1298.. 1379, 




1465.. 1575, 2155.. 2226, 2316. 


.2558, 2712. .2858, 2991. ,3133, 




3262.. 3445, 5672.. 5829, 5941. 


.6060, 7573. .7618 



43643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42994 
89938 
1 

OJ000450_13.0410.C6.ol.ts 

165 

none 



Seq. ID OJ000450_13.0410.C6 
Strand 

7618 

TBLASTX : Soybean 
1379 



End 

Method 
End 
Score 



62 



165. .212, 166. .216, 333. .506, 333. .512, 334. 
639. .746, 823. .996, 827. .874, 878. .937, 950. 
1107. .1238, 1296. .1379 



.519, 638.-742, 
.1000, 1103.. 1207, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42994 
89938 
1 

OJ0004 50_13 . 04 10 . 06 . ol . tm 

348 

none 



Seq. ■ ID OJ000450_13.0410.C6 
Strand 

End 7618 

Method TBLASTX : Mai ze 

End 1208 

Score 214 



348. .512, 348. .512, 349. .513, 353. .517, 638. .745, 639. .746, 
639. .746, 646. .747, 667. .747, 819. .983, 823. .984, 824. .985, 
1103. .1207, 1107. .1208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42994 
89938 
1 

OJ000450_13.0410.C6.o5.tm 
1466 



Seq. ID OJ000450_13.0410.C6 
Strand 

7618 

TBLASTX: Maize 
2390 
118 



End 

Method 
End 

none Score 
1466. .1579, 1468. .1575, 1730. .1822, 1731. .1862, 1732. .1833, 
1953. .2027, 1956. .2027, 2143. .2226, 2144. ,2227, 2316. .2390, 
2317. .2382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



42994 
89938 
1 

OJ000450_13.0410.C6.o2.tm 

2527 

none 

2527.. 2583, 2713.. 2799, 2715, 
2971.. 3138, 3263.. 3331 

42994 
89938 
1 

OJ000450_13.0410.C6.o3.ts 

2721 

none 



OJ000450_13.0410.C6 
7618 

TBLASTX: Maize 

3331 

62 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2864,' 2716. .2865, 2928. .3137, 



Seq. ID OJ000450_13.0410.C6 
Strand 
End 

Method 
End 
Score 



7618 

TBLASTX : Soybean 

3331 

111 



2721.. 2903, 2722.. 2856, 2935.. 3138, 2967.. 3137, 3257.. 3331 



42994 
89939 
12100 

OJ0004 50_13 . 04 10 . 06 . o3 . tm 
12100 
none 
12100. 
12289. 
12413. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 13. 0410. C6 



.12168, 12108. .12260, 
.12408, 12370. .12402, 
.12508 



12508 

TBLASTX: Maize 
12508 
182 

12112. .12261, 12256. .12411, 
12391. .12483, 124 10 .. 12484 , 



43644 




Seq. No. 


42994 




Seq. ID 


OJ000450_13.0410 


.C6 


Gene No . 


89939 




Strand 






Start 


12100 




End 


12508 




Name 


OJ000450 13 . 0410.C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12111 ~. 




End 


12411 




GI 


none 




Score 


182 






12111 12260. 12112. 


. 12261, 


12256. .12411, 12289.. 12411 




Seq. No. 


42994 




Seq. ID 


OJ000450_13.0410 


.C6 


Gene No. 


89939 




Strand 






Start 


12100 




End 


12508 




Name 


OJ000450 13 0410 C6. 


o4 . t s 


Method 


TBLASTX : Soybean 




Start 


12289 ~ 




End 


12481 




GI 


none 




Score 


149 




Exons 


12289. .12411, 12369. 


. 12410, 


12391. .12480, 12410. .12481, 






12413 12481 










Seq. No. 


42994 




Seq. ID 


OJ000450_13.0410 


.C6 


Gfanp No . 


89940 




Strand 






Start 


13922 




End 


16123 




Name 


OJ000450 13 0410 C6 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


13922 ~ 




End 


16123 




GI 


none 




Score 


228 




F.vnn 


13922 14170 14017 


. 14169, 


15860. .16123, 15878.. 16120 






42994 




Seq. ID 


OJ000450_13.0410 


.C6 


Gene No. 


89941 




Strand 






Start 


20125 




End 


20625 




Name 


OJ000450 13 0410 C6 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


20125 




End 


20559 




GI 


none 




Score 


56 




F.5f on ^ 


20125 20190. 20169 


20210. 


20205. .20312, 20215 20298, 






20226. .20312, 20345. 


.20548, 


20351. .20497, 20404 .. 20559, 






20418 20558 










Seq. No. 


42994- 




Seq. ID . 


OJ000450_13.0410 


.C6 


Gene No. 


89941 




Strand 






Start 


20125 




End 


20625 




Name 


OJ000450 13 0410 C6 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


20345 ~ 




End 


20625 




GI 


none 




Score 


72 




Rxnn 


20345 20404 20345 


.20413, 


20345. .20404, 2034 5 .. 20617 , 






20362 20487 20448 


20624 


20524. .20625 




Seq. No. 


42994 




Seq. ID 


OJ000450_13.041O 


.C6 


Gene No ^ 


89942 




Strand 






Start 


20529 




End 


21626 




Name 


OJ000450 13 0410 C6 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


20529 




End 


20772 




GI 


none 




Score 


302 




Exons 


20529. .20762, 20530. 


.20772 








Seq. No. 


42994 




Seq. ID 


OJ000450_13.041O 


.C6 


Gene No. 


89942 




Strand 






Start 


20529 




End 


21626 




Name 


OJ000450_13.0410.C6.o4.tm 


Method 


TBLASTX: Maize 





43645 



start 


20559 


End- 


21626 


GI 


none 


Score 


297 


Exons 


20559. .20762, 20560 20772 , 


21588. .21626 


Seq. No. 


42995 


Seq. ID 


OJ000450_12. 0410.C1 


Gene No. 


89943 


Strand 


+ 


Start 


230 


End 


2122 


Name 


OJ000450 12.0410-.Cl.ol.gp 


Method 


AAT/GAP 


Start 


230 


End 


424 


GI 


11308 1.R1084 


Score 


345 


Exons 


230. .424 






GI Descrip- 


'6015437/dbj | AB008112 . 1 | AB008112 2 . Oe- 


09 Homo sapiens PEXl 




complete cds' 




Seq. No. 


42995 


Seq. ID 


OJ000450 12. 0410. CI 


Gene No. 


89943 


Strand 


+ ~ 


Start 


230 


End 


2122 


Name 


OJ000450 12.0410.Cl.ol.gs 


Method 


GENSCAN • 


Start 


291 


End 


2122 


GI 


none 


Score 


.76 


Exons 


291. .479, 1046. .1121, 1501.. 


1813, 1942 


. .2122 


Seq. No. 


42995 


Seq. ID 


OJ000450_12.0410-C1 


Gene No. 


89943 


Strand 


+ 


Start 


230 


End 


2122 


Name 


OJ000450 12.0410.Cl.ol.np 


Method 


AAT/NAP 


Start 


967 


End 


1814 


GI 


6714314 


Score 


168 


Exons 


967.. 1121, 1501.. 1814 






GI Descrip, 


(AC016972) putative isoprenylated protein [Arabidopsis thai 


Seq. No. 


42995 


Seq, ID 


OJ000450_12.0410.C1 


Gene No. 


89944 


Strand 


+ 


Start 


2440 


End 


2497 


Name 


OJ000450 12.0410.Cl.o3.gp 


Method 


AAT/GAP 


Start 


2440 


End 


2497 


GI 


2312838 


Score 


75 


Exons 


2440. .2497 






GI Descrip. 


1420932/gb|U61383|ORU61383 7 


-Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene. 


intron 1, 


partial sequence 


Seq. No. 


42995 


Seq. ID 


OJ000450_12.0410.C1 


Gene No. 


89945 


Strand 


+ 


Start 


2934 


...End 


7364 


Name 


OJ000450 12.0410.Cl.o2.np 


Method 


AAT/NAP 


Start 


2934 


End 


7014 


GI 


7262697 


Score 


854 


Exons 


2934.. 3081, 3616,. 3783, 4048 


..4138, 4231. .4283, 4381. .4473, 




4552.. 4623, 5195,. 5267, 5545 


..5590, 5833.. 5896, 5979.. 6032, 




6108.. 6185, 6925.. 7014 







GI Descrip. {AC012188) Contains similarity to an unknown protein from 

Arabidopsis thaliana gb | AC005936 . 2 . EST gb|AI997527 comes from 
this gene 



Seq. No. 
Gene No. 
Start 



42995 
89945 
2934 



Seq. ID OJ000450_12.0410.C1 
Strand + 
End 7364 



43646 



Name " OJ000450_12 . 0410 . CI . o4 . gp Method AAT/GAP 

Start 3398 End 6032 

GI 29273_1.R1084 Score 1618 

Exons 3398. .3783, 4048. .4138, 4231. .4283, 4381. .4473, 4552.-4623, 

5195.. 5267, 5545.. 5590, 5833.-5897, 5979.. 6032 

GI Descrip. ' 4 455287/einb | CAB36823 . 1 1 2.0e-35 (AL035527) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42995 Seq. ID 

89945 Strand 

2934 End 

OJ000450_12.0410.Cl.o5.gp Method 

6007 End 

40118_1.R1084 Score 
6007.. 6032, 6108.. 6185, 6925.. 7364 

'4038034 l.Oe-20 {AC005936) unknown protein [Arabidopsis 
thaliana] ' 



OJ000450_12.0410.C1 
+ 

7364 
AAT/GAP 
7364 
1016 



Seq. No. 


42995 


Seq. ID 


OJ000450 


Gene No. 


89946 


Strand 


+ 


Start 


12620 


End 


13925 


Name 


OJ000450 12.0410.Cl.o3.np 


Method 


AAT/NAP 


Start 


12620 


End 


13925 


GI 


6815099 


Score 


89 


Exons 


12620. .12636, 13809. .13925 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42995 


Seq. ID 


OJ000450 


Gene No. 


- 89947 


Strand 


+ 


Start 


14172 


End 


24036 


Name 


OJ000450 12.0410.Cl.o6.gp 


Method 


AAT/GAP 


Start 


14172 


End 


15456 


GI 


700385 


Score 


628 


Exons 


14172. .14307, 15155. .15272, 


15357. .15456 



Seq. No. 42995 

Gene No. 89947 

Start 14172 

Name OJ000450_12 . 0410.Cl.o4 .gs 

Start 14779 

GI none 

Exons 14779. .14872, 15114 .. 15272, 
17151. .17232, 17556.. 17759 



Seq. ID OJ000450_12.0410.C1 

Strand + 

End 24036 

Method GENSCAN 

End 17759 

Score .75 
15357. .15728, 16432 .. 16885, 



Seq. No. 


42995 


Seq. ID 


OJ000450_12.0410. 


CI 


Gene No. 


89947 


Strand 


+ 




Start 


14172 


End 


24036 




Name 


OJ000450 12.0410.Cl.o4.np 


Method 


AAT/NAP 




Start 


15386 


End 


24027 




GI 


4585976 


Score 


893 




Exons 


15386. .15475, 21384 .. 21440, 


21543. .21617, 21707 ,. 21818 , 






21964. .22030, 22272 .. 22572, 


22680. .22972, 23976.. 24027 




GI Descrip. 


(AC005287) Unknovm protein 


[Arabidopsis thaliana] 




Seq. No. 


42995 


Seq. ID 


OJ000450_12.0410. 


CI 


Gene No. 


89947 


Strand 


+ 




Start 


14172 


End 


24036 





43647 



Name 


OJ000450 12.0410.Cl.o7.gp 


. Method 


AAT/GAP 






Start' 


17196 


End 


17899 






GI 


3760217 


Score 


706 






Exons 


17196. .17232, 17556.. 17899 










Seq. No. 


42995 


Seq. ID 


OJ000450 


12.0410 


.CI 


Gene No. 


89947 


Strand 


+ 


..." 




Start 


14172 


End 


24036 






Name 


OJ000450 12.0410.Cl.o5.gs 


Method 


GENSCAN 






Start 


18725 


End 


24036 






GI 


none 


Score 


,87 






Exons 


18725, .18974, 19554 19797 , 


20061. .20172, 21707 


. .21814, 






21960. .22030, 22272 .. 22572 , 


22680. .22972, 23976 


. .24036 




Seq. No. 


42995 


Seq. ID 


OJ000450 


_12.0410 


,C1 


Gene No. 


89948 


Strand 


+ 






Start 


32191 


End 


33293 






Name 


OJ000450 12.0410.Cl.o7.gs 


Method 


GENSCAN 






Start 


32191 


End 


33293 






GI 


none 


Score 


.73 






Exons 


32191. .32677, 33121.. 33293 










Seq. No. 


42995 


Seq. ID 


OJ000450 


_12,0410 


.CI 


Gene No. 


89949 


Strand 


+ 






Start 


44068 


End 


45585 






Name 


OJ000450 12.04.10.Cl.o9.gs 


Method 


GENSCAN 






Start 


44068 


End 


45585 






GI 


none 


Score 


.72 






Exons 


44068. .44282, 44895, ,45585 










Seq. No. 


42995 


Seq. ID 


OJ000450 


_12.0410 


,C1 


Gene No. 


89950 


Strand 


+ 






Start 


48179 


End 


49230 






Name 


OJ000450 12, 0410. CI. oil. gs 


Method 


GENSCAN 






Start 


48179 


End 


49230 






GI 


none 


Score 


.43 






Exons 


48179. ,48288, 48384. ,48484, 


48572. .48710, 48838 


. .48940, 






49198., 49230 










Seq. No. 


42995 


Seq. ID 


OJ000450 


_12.0410 


.CI 


Gene No. 


89951 


Strand 








Start 


1741 


End 


2135 






Name. 


OJ000450 12,0410.Cl.o2.gp 


Method 


AAT/GAP 






Start 


1741 


End 


2135 






GI 


uC-osflcyp086h03al . 


Score 


782 






Exons 


1741. .2135 










GI Descrip. 


' 1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coiamarate-CoA ligase gene. 


intron 1, 


partial 


sequence 


1 


Seq. No. 


42995 


Seq. ID 


OJ000450 


_12.0410 


.CI 


Gene No. 


89952 


Strand 








Start 


3383 


End 


9064 






Name 


OJ000450 12,0410.Cl,o2.gs 


Method 


GENSCAN 






Start 


3383 


End 


9064 






GI 


none 


Score 


.68 ■ 






Exons 


3383,. 3790, 3966.. 4078, 6887 


..6979, 8632. ,8858, 


8907. .9064 



43648 




Seq. No. 


42995 . . 




Seq. ID 


OJ000450_ 


12.0410 


.CI 


Gene No. 


89953 




Strand 








Start 


11014 




End 


14446 






Name 


OJ000450 12 . 0410 .CI . 


o3 . gs 


Method 


GENSCAN 






Start 


11014 ~ 




End 


14446 






GI 


none 




Score 


.57 






J-J *\ \^ i 1 o 


11014 11121. 12891. 


. 13059, 


14259. .14446 






Spti Nd 


42995 




Seq. ID 


OJ000450_ 


12 . 0410 


.CI 


{ipnp Nn 


89954 




Strand 








Start 


24677 




End 


42943 






Name 


OJ000450 12.0410.01. 


o5 . np 


Method 


AAT/NAP 






Start 


24677 




End 


27785 






GI 


6227015 




Score 


838 






Exons 


24677. .24760, 24865. 


.24974, 


25133. .25298, 25557. 


.25661, 






25869. .25993, 26333. 


.26404, 


26494. .26706, 26888. 


.26942, 






27259. .27356, 27439. 


.27570, 


27708, .27785 






GI Descrip. 


(AC009513) F12P19.7 


[Arabidopsis thaliana] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42995 
89954 
24677 

OJ000450_12.0410.Cl.o6.gs 
25104 
none 

25104. .25298, 25557 .. 25661, 25764 
26494. .26706, 27439 .. 27736, 28342 
31261. .31513, 31708.. 32020 



Seq. ID OJ000450_12.0410-C1 
Strand 

End 42943 
Method GENSCAN 
End 32020 
Score .72 

25802, 25904. .25993, 
30804, 30816. .31127, 



42995 Seq. ID OJ000450_12 . 04 10 . CI 

89954 Strand 

24677 End 42943 

OJ0004 50_12 . 04 10 . CI . o6 . np Method AAT/NAP 

28116 End 33447 

6069646 Score 996 

28116. .29105, 29388. .30193, 33333.-33447 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42995 Seq. ID OJ000450_12 . 04 10 . 01 

89954 Strand 

24677 End 42943 

OJ0004 50_12 . 04 10 . CI . o9 . np Method AAT/NAP 

28466 End 37686 

6227016 Score 764 

28466. .28489, 34080 .. 344 66, 34717 .. 35116, 35220 .. 35576, 

35762. .36039, 37530.. 37686 

(AC009513) Contains similarity to gb|AF123310 NAC domain protein 
NAM gene from Arabidopsis thaliana 



Seq. No. 42995 Seq. ID OJ000450_12 . 04 10 . 01 

Gene No. 89954 Strand 

Start 24677 End 42943 

Name OJ000450_12.0410.Cl.o8.np Method AAT/NAP 



43649 



start 29730 End 31274 

GI 7484649 Score 584 

Exons 29730. .31274 

GI Descrip. reverse transcriptase - beet retrotransposon (fragment) 

gi I 2462134 I emb I CAA73798.il (Y13368) reverse transcriptase [Beta 
vulgaris] 



Seq. No. 42995 Seq. ID 

Gene No. 8 9954 Strand 

Start 24677 End 

Name OJ0004 50_12 . 04 10 . CI . o8 . gs Method 

Start 33729. End 

GI none Score 
Exons 



OJ000450_12.0410.C1 

42943 
GENSCAN 
42943 
.67 



33729.-34393, 34520 .. 34 601 , 34703 .. 35116, 35220 .. 3557 6, 
35762. .36039, 37530 .. 37654 , 37678.-37772, 38571 38685, 
41104. .41152, 41296. .41345, 41839. . 41947, 42883.-42943 



Seq. No. 42995 Seq. ID 

Gene No. 89955 Strand 

Start 45960 End 

Name OJ000450_12 . 0410 . CI . o8 . gp Method 

Start 45813 End 

GI 666_7.R1084 Score 

Exons 45813. .46331 

GI Descrip- • 122106/sp | P02308 | H4_WHEAT 5. 

>gi_70771_pir HSZM4 histone 



OJ000450_12.0410.C1 

46331 
AAT/GAP 
46331 
1003 



.Oe-42 HISTONE H4 

H4 - maize >gi_81642_pir S06904 

histone H4 - Arabidopsis thaliana >gi_2119028_pir S60475 

histone H4 - garden pea >gi_21795_emb_CAA24 924__ (X00043) histone 
H4 [Triticxam aestivum] >gi_166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742 (M17133) histone H4 
[Arabidopsis thaliana] >gi_168499 (M36659) histon' 



Seq. No. 42995 Seq. ID 

Gene No. 89955 Strand 

Start 45960 End 

Name OJ000450_12 . 04 10 . CI . oIO . gs Method 

Start * 45960 End 

GI none Score 

Exons 45960. .46271 



OJ000450_12.0410.C1 

46331 
GENSCAN 
46271 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42995 Seq. ID OJ000450_12 . 04 10 . CI 

89955 Strand 

45960 End 46331 

OJ000450_12.0410.Cl.ol0.np Method AAT/NAP 

45963 End 46316 

7504327 Score 519 

45963.. 46316 

hypothetical protein F55G1.11 - Caenorhabditis elegans 
gi|1326372|gb|AAB00649.1| (U58750) Similar to Histone 
[Caenorhabditis elegans] 



42995 Seq. ID 

89956 Strand 

49657 End 

OJ0004 50_12 - 04 10 . CI - ol2 . gs * Method 

49657 End 

none Score 



OJ000450_12.0410.C1 

50931 
GENSCAN 
50931 
.99 



43650 



Exons 



49657. .50931 



Seq. No. 42995 
Gene No. 89957 
Start 51777 

Name OJ000450_12 . 0410 . CI . o6 . tm 

Start 3687 
GI none 

Exons 3687.. 3785, 3688.-3786, 4021. 

4048.. 4137, 4230.. 4286, .4230. 
4389. .4490, 4545. .4619, 4547. 
4549. .4626, 4552. .4632 



Seq. ID 
Strand 
End 

Method 
End- 
Score 



OJ000450 12. 0410. CI 



58793 

TBLASTX: Maize 
4 632 
146 

4137, 4044. .4139, 4047, 
4283, 4369. .4479, 4381, 
4627, 4547. .4618, 4548, 



4136, 
4473, 
4619, 



Seq. No. 42995 
Gene No. 89957 
Start 51777 

Name OJ000450_12 . 0410 . CI . o4 . ts 

Start 3688 
GI none 
Exons 3688.. 3786, 

4378. .4479, 

5244. .5267 



3690.. 3785, 4021. 
4381. .4473, 4551. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 12. 0410. CI 



58793 

TBLASTX: Soybean 
5267 
131 

4137, 4047. .4136, 4230. .4286, 
4664, 4552. .4632, 5192. .5242, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42995 
89957 
51777 

OJ000450_12.0410.Cl.o9.tc 

4372 

none 

4372. .4473, 4375.. 4479, 4376. 
5155.. 5289, 5178.. 5270, 5192. 

42995 
89957 
51777 

OJ000450_12.0410.Cl.ol3.tm 

5180 

none 

5180.. 5290, 5192.. 5272, 5537. 
5976. .6041, 5978,. 6046, 5979. 
6107, ,6187, 6907. .7017, 6918. 



Seq. No. 42995 

Gene No. 89957 

Start 51777 

Name OJ000450_12 . 04 10 . CI . o6 . ts 

Start 5813 

GI none 

Exons 5813.. 5899, 5830.. 5898, 5978, 
6107.. 6172, 6907.. 7017, 6924. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 12. 0410. CI 



58793 

TBLASTX: Cress 
5290 
150 

.4480, 4548. .4610, 4552. .4632, 

.5290 



Seq. ID OJ000450_12.0410.C1 
Strand 

End 58793 
Method TBLASTX : Mai ze 
End 7019 
Score 133 

.5590, 5812.. 5898, 5813.. 5899, 
.6035, 6100.. 6180, 6102.. 6188, 
.7019, 6924.. 7019 

Seq. ID OJ000450_12.0410.C1 
Strand 

End 58793 

Method TBLASTX : Soybean 

End 7017 

Score 109 

.6031, 5979.. 6035, 6102.. 6185, 
.7010 



Seq. No. 42995 Seq. ID 

Gene No. 89957 Strand 

Start 51777 End 

Name ' OJ000450_12 . 04 10 . CI . o8 . to Method 

Start 5822 End 

GI none Score 



OJ000450_12.0410.C1 
58793 

TBLASTX: Cress 

6996 

124 



43651 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5822. .5899, 5824, ,5898, 5976. .6041, 5979. .6035, 6102. .6188, 
6106. ,6171, 6108. .6185, 6907. .6996, 6924.. 6995 



42995 
89957 
51777 

OJ0004 50_12 . 04 10 . CI . o5 . tm 

15152 

none 



Seq. ID OJ000450_12.0410.C1 
Strand 

End 58793 

Method TBLASTX : Mai ze 

End 15653 

Score 99 



15152. .15220,. 15154. .15207, 15163 .. 15222 , 15209 ,. 15268 , 

15212. .15271, 15216. .15272, 15217 15273, 15357 ,. 154 19, 

15357. .15428, 15358 .. 15648, 15358 .. 15573, 15504 .. 15650, 
15552. .15653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42995 Seq, ID 

89957 Strand 

51777 End 

OJ000450_12 . 0410 , CI . ol8 . tm Method 

21381 • End 

none Score 



OJ000450_12.0410,C1 
58793 

TBLASTX: Maize 

21817 

103 



21381. .21440, 21383. .21445, 21384 .. 21443, 21542 ,. 21610, 
21543. ,21620, 21704 .. 21817, 21707 .. 21778 , 21723.. 21806 



42995 Seq. ID 

89957 Strand 
51777 End 
0 J000450_12 . 04 10 . CI . o2 , tm Method 
21960 End 
none Score 

21960. ,22031, 22269 ,, 22571, 22270 

22680. .22964, 22683 .. 22943, 22912 



OJ000450_12.041Q.C1 
58793 

TBLASTX: Maize 
22964 
90 

22575, 22679. .22915, 
22962 



42995 
89957 
51777 

OJ000450_12.0410.Cl,o7,ts 

21990 

none 

21990. ,22031, 22261 
22351. .22503, 22362 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_12.0410.C1 
58793 

TBLASTX: Soybean 

22503 

66 



22353, 22270. .22353, 22349 .. 22498, 
22502, 22381.. 22503 



Seq. No. 42995 Seq, ID 

Gene No, 89957 Strand 

Start 51777 End 

Name OJ000450_12 . 0410 . CI , ol , tc Method 

Start 22351 End 

GI none Score 

Exons 22351. .22578, 22356. . 22607, 22357 

22680. .22952, 22950 .. 22973, 23962 



OJ000450_12.0410.C1 
58793 

TBLASTX: Cress 
24027 
260 

22575, 22679. .22933, 
24027 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42995 Seq. ID 

89957 Strand 

51777 End 

OJ000450_12 . 04 10 , CI . o3 . ts Method 

22504 End 

none Score 



OJ000450_12.0410,C1 
58793 

TBLASTX : Soybean 
24027 
64 



22504. .22575, 22679 ,. 22948, 22680 .. 22961, 23925 .. 24011, 



43652 




23974. .24027 



Seq. No. 


42995 




Seq. ID 


OJ00.0450_12.0410 


. CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


24639 




End 


24918 




GI 


none 




Score 


119 




Exons 


24639. .24803, 24650. 


.24838, 


24651. .24755, 24653.-24838, 






24865. .24918, 24874. 


.24918 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


26618 




End 


27538 




GI 


none 




Score 


108 




Exons 


26618. .26707, 26620. 


.26763, 


26621. .26707, 27230 .. 27358 , 






27255. .27359, 27255. 


.27356, 


27256. .27423, 27439 .. 27513, 






27439. .27528, 27497. 


.27538 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


. CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


587 93 




Name 


OJ000450 12. 0410. CI. 


olO.tc 


Method 


TBLASTX: Cress 




Start 


27252 




End 


27538 




GI 


none 




Score 


74 




Exons 


27252. .27356, 27253. 


.27357, 


27409. .27513, 27439 .. 27528 , 






27497. .27538 










Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


. CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


27270 




End 


27538 




GI 


none 




Score 


99 




Exons 


27270. .27356, 27271. 


.27360, 


27439. .27528, 27448 .. 27513, 






27494. .27538 










Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


28134 




End 


56754 




GI 


none 




Score 


80 




Exons 


28134. .28307, 28386. 


.28535, 


56572. .56754 




Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No, 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


28323 




End 


28604 




GI 


none 




Score 


132 




Exons 


28323. .28604, 28386. 


.28598 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


-CI 


Gene No. 


89957 




Strand 







43653 




start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI 


. o8 . tw 


Method 


TBLASTX: Wheat 




Start 


28542 




End 


28931 




GI 


none 




Score 


78 




Exons 


28542. .28694, 28752 


. .28931 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI 


, ol6 . tm 


Method 


TBLASTX: Maize 




Start 


28935 




End 


29160 




GI 


none 




Score 


114 




Exons 


28935. .29159, 28936 


. .29160 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI 


. o8 . ts 


Method 


TBLASTX : Soybean 




Start 


29010 




End 


29552 




GI 


none 




Score 


54 




Exons 


29010. .29141, 29035 


. .29142, 


29172. .29195, 29202 .. 29552, 






29254 . .29421 










Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ00045i) '12. 0410. CI 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


29091 




End 


29531 




GI 


none 




Score 


46 




Exons 


29091. .29249, 29095 


. .29184, 


29235. .29531, 29239.. 29529 




Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


29164 




End 


29846 




GI 


none 




Score 


75 




Exons 


29164. .29442v"' 29172 


. .29846, 


29521. .29679, 29704.. 29808 




Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI 


.08. tm 


Method 


TBLASTX: Maize 




Start 


29847 




End 


30212 




GI 


none 




Score 


230 




Exons 


29847. .30212, 29848 


. .30201 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410, CI 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


29958 




End 


30293 




GI 


none 




Score 


83 




Exons 


29958. .30140, 30141 


. .30293 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


. 89957 




Strand 







43654 




start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


30364 




End 


30803 




GI 


none 




Score 


149 




Exons 


30364. .30780, 30372, 


.30803 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


ol9. tm 


Method 


TBLASTX: Maize 




Start 


31014 




End 


31259 




GI 


none 




Score 


142 




Exons 


31014. .31118, 31122. 


.31259 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


ol7 . tm 


Method 


TBLASTX: Maize 




Start 


35211 




End 


35352 




GI 


none 




Score 


178 




Exons 


35211. .35351, 35214. 


.35345, 


35218. .35352, 35218.. 35352 




Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


35487 




End 


37677 




GI 


none 




Score 


118 




Exons 


35487. .35600, 35753. 


.36037, 


35777. .36016, 358 11 .. 36017 , 






37516. .37677, 37529. 


.37666 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


o6. tc 


Method 


TBLASTX: Cress 




Start 


35732 




End 


37686 




GI 


none 




Score 


183 




Exons 


35732. .36034, 35768. 


.36010, 


35811. .36017, 37534. .37686, 






37535. .37666, 37537. 


.37686 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


35750 




End 


36019 




GI 


none 




Score 


118 




Exons 


35750. .36019, 35786. 


.36016, 


35814. .36017 




Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


35804 




End 


37687 




GI 


none 




Score 


225 




Exons 


35804. .36040, 35805. 


.36041, 


35811. .36041, 37517. .37684, 






37531. .37686, 37532. 


.37687 









43655 




Seq. No, 


42995 








Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 








Strand 






Start 


51777 








End 


58793 




Name 


OJ000450 12. 0410. CI, 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


45939 








End 


46227 




GI 


none 








Score 


306 




Exons 


45939. 


.46208, 


45946. 


.46227 








Seq. No. 


42995 








Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 








Strand 






Start 


51777 








End 


58793 




Name 


OJ000450 12. 0410. CI. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


45942 








End 


46227 




GI 


none 








Score 


397 




Exons 


45942. 


.46208, 


45946. 


.46227 








Seq. No. 


42995 








Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 








Strand 






Start 


51777 








End 


58793 




Name 


OJ00Q450 12. 0410. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


45945 








End 


46279 




GI 


none 








Score 


410 




Exons 


45945. 


,46208, 


45946. 


.46227, 


46202. .46279, 46244. .46276 




Seq. No. 


42995 








Seq. ID 


OJP00450_12.0410 


.CI 


Gene No. 


89957 








Strand 






Start 


51777 








End 


58793 




Name 


OJ000450 12. 0410. CI. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


45957 








End 


46227 




GI 


none 








Score 


324 




Exons 


45957. 


.46208, 


45964. 


.46227 








Seq. No. 


42995 








Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 








Strand 






Start 


51777 








End 


58793 




Name 


OJ000450 12. 0410. CI. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


51736 








End 


52801 




GI 


none 








Score 


200 




Exons 


51736. 


.52005, 


51764. 


.52015, 


51777. .52022, 51784 .. 52023, 






52664. 


.52801, 


52666. 


.52794 








Seq. No. 


42995 








Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 








Strand 






Start 


51777 








End 


58793 




Name 


OJ000450 12, 0410. CI. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


51756 








End 


58278 




GI 


none 








Score 


137 




Exons 


51756. 


.52022, 


51759. 


.52013, 


51766. .52014, 52661. .52852, 






52668. 


.52862, 


53248. 


.53370, 


53291. .53359, 53888 .. 54004 , 






53892. 


.54008, 


53909. 


.54013, 


53910. .54014, 54098 .. 54256, 






54099. 


,54257, 


54100. 


.54276, 


54104. .54259, 54323 .. 54424 , 






54327. 


.54422, 


54507. 


.54623, 


54511. .54621, 55016 .. 55126, 






55021, 


.55176, 


55022. 


.55177, 


55745. .55816, 57181 .. 57363, 






57182. 


.57364, 


57183. 


.57362, 


57186. .57377, 57188 .. 57364 , 






58222, 


.58278 












Seq. No. 


42995 








Seq. ID 


OJ000450_12.0410 


-CI 



43656 




Gene No . 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


ol3 . gs 


Method 


GENSCAN 




Start 


51777 




End 


57295 




GI 


none 




Score 


.9 




Exons 


51777. .52013, 52667. 


.52849, 


53251. .53370, 53910 .. 54 012, 






54099. .54257, 54333. 


.54421, 


54507. .54620, 55018 .. 55176, 






55769. .55816, 57293. 


.57295 








Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


51777 




End 


52732 




GI 


none 




Score 


117 




Exons 


51777. .52022, 51783. 


.51971, 


51784. .52014, 52661. .52732 




Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No . 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


ol2 .np 


Method 


AAT/NAP 




Start 


51780 




End 


58793 




GI 


4588012 




Score 


1732 




Exons 


51780. .52013, 52667. 


. 52849, 


52940. .52990, 53251 .. 53370, 






53910. .54012, 54099. 


:54257, 


54333. .54421, 54 507 54 620, 






55018. -55176, 55769. 


.55816, 


57186. .57362, 58225 .. 58282 , 






58770. .58793 










GI Descrip, 


(AF085717) putative 


callose 


synthase < 


::atalytic subunit 






[Gossypium hirsutism] 










Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


51789 




End 


52816 




GI 


none 




Score 


72 




Exons 


51789. .51899, 51796. 


.52014, 


51798. .52022, 52661.. 52816 




Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No . 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


o9. gp 


Method 


AAT/GAP 




Start 


51912 




End 


54009 




GI 


2799887 




Score 


875 




Exons 


51912. .52013, 52667. 


.52849, 


52940. .52990, 53251 .. 53370, 






53910. .54009 










GI Descrip. 


4588012/gb|AAD25952. 


1IAF085717 1 4.0e 


-43 (AF085717) putative 




callose synthase catalytic 


subunit [Gossypium hirsutum] 




Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 


Gene No. 


89957 




Strand 






Start 


51777 




End 


58793 




Name 


OJ000450 12. 0410. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


52947 




End 


55153 




GI 


none 




Score 


139 




Exons 


52947. .52997, 53243. 


.53368, 


53248. .53367, 53910 .. 54011 , 






53910. .54014, 53911. 


.54021, 


54098. ,54256, 54099. .54254, 





43657 



54104. .54259, 54323 .. 54424 , 54331 54429, 54333 54425, 

54507. .54620, 54507 .. 54629, 54508 54 630, 54508 54 630, 

54509. .54634, 55009 .. 55152, 55016 55153, 55017 55151, 
55019. .55153 





Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 




Gene No. 


89957 




Strand 








Start 


51777 




End 


58793 






Name 


OJ000450_12. 04 10. CI. 


,o4 . tc 


Method 


TBLASTX: Cress 






Start 


53913 




End 


54251 






GI 


none 




Score 


51 






Exons 


53913. .54014, 53947, 


, .54009, 


54098. .54250, 54099. .54251 






Seq. No. 


42995 




Seq. ID 


OJ000450__12.0410 


.CI 




Gene No. 


89957 




Strand 








Start 


51777 




End 


58793 






Name 


OJ000450_12. 04 10. CI. 


o5 . tc 


Method 


TBLASTX: Cress 






Start 


54315 




End 


55125 






GI 


none 




Score 


90 






Exons 


54315. .54425, 54320. 


.54424, 


54329. .54451, 54507 54 623, 








54508 54612, 55016. 


.55123, 


55021. .55125, 55028 .. 55123, . 






Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 




Gene No. 


89957 




Strand 






. ^ 


Start 


51777 




End 


58793 






Name 


OJ000450_12 . 0410 .CI. 


o4 . tw 


Method 


TBLASTX: Wheat 




r n 


Start 


54332 




End 


54621 






GI 


none 




Score 


98 




f i 


Exons 


54332. .54424, 54333. 


.54422, 


54507. .54620, 54511. .54621 






Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410 


.CI 




Gene No. 


89957 




Strand 








Start 


51777 




End 


58793 






Name 


OJ000450 12. 0410. CI. 


olO.gp 


Method 


AAT/GAP 






Start 


54377 


End 


55800 






GI 


4878427 




Score 


596 




Exons 


54377. .54421, 54507. 


.54620, 


55018. .55176, 55769.. 55800 






GI Descrip. 


4588012/gb|AAD25952. 


1HAF085717 1 3.0e- 


43 (AF085717) putative 






callose synthase catalytic 


subunit [Gossypium hirsutum] 




r J 


Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410, 


.CI 




Gene No. 


89957 




Strand 








Start 


51777 




End 


58793 






Name 


OJ000450 12. 0410. CI. 


o6. tw 


Method 


TBLASTX: Wheat ^ 






Start 


55012 




End 


57320 






GI 


none 




Score 


214 






Exons 


55012. .55176, 55019. 


.55177, 


55767. .55835, 55768 .. 55818, 








57181. .57306, 57181. 


.57300, 


57183. .57320 






Seq. No. 


42995 




Seq. ID 


OJ000450_12.0410. 


.CI 




Gene No. 


89957 




Strand 








Start 


51777 




End 


58793 






Name 


OJ000450 12. 0410. CI. 


o7. tc 


Method 


TBLASTX: Cress 






Start 


55595 - 




End 


58278 






GI 


none 




Score 


129 






Exons 


55595. .55636, 55745. 


.55816, 


57162. .57356, 57 181 57390, 








57183. .57356, 57187. 


.57357, 


58222. .58278 





43658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42995 
89957 
51777 

OJ000450_12.0410.Cl.ol2.tm 

55767 

none 



Seq. ID OJ000450_12.0410.C1 
Strand 

End 58793 

Method TBLASTX : Mai ze 

End 58280 

Score 75 



55767. .55835, 55768 .. 55818, 5718 1 57363, 57183 .. 57362 , 
57194. .57364, 58217 .. 58279, 58221 .. 58280, 58222.. 58278 



Seq. ID OJ000450_12.0410.C2 
Strand 

End 4198 
Method AAT/NAP 
End 4198 
Score 1312 

1..101, 192. .307, 752. .871, 1259. .1373, 1547. .1727, 1811. .1879, 
2168. .2302, 2540. .2649, 3455. .3615, 3727. .3813, 3924. .4025, 
4157. .4198 

(AF085717) putative callose synthase catalytic subunit 
[Gossypium hirsutum] 



42996 
89958 
1 

OJ000450_12.0410.C2.ol.np 
1 

4588012 



Seq. No. 


42996 


Seq. ID 


OJ000450_12.0410.C2 


Gene No. 


89958 


Strand 




Start 


1 


End 


4198 


Name 


OJ000450 12.0410.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


17 


End 


835 


GI 


none 


Score 


72 


Exons 


17. .79, 18. .77, 165. ,308, 179 


..310, 194. .310, 750. .833, 75: 


Seq. No. 


42996 


Seq. ID 


OJ000450_12.0410.C2 


Gene No. 


89958 


Strand 




Start 


1 


End 


4198 


Name 


OJ000450 12.0410.C2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


17 


End 


878 ' 


GI 


none 


Score 


.120 


Exons 


17. .103, 18. .119, 168. .308, 179. .310, 


183. .308, 200. .310, 




704. .874, 750. .878, 750. .872, 


752. .874 




Seq. No. 


42996 


Seq. ID 


OJ000450_12.0410.C2 


Gene No. 


89958 


Strand 




Start 


1 


End 


4198 


Name 


OJ000450 12.0410.C2.ol.gs 


Method 


GENSCAN 


Start 


18 


End 


4025 


GI 


none 


Score 


.77 


Exons 


18. .101, 1547. .1727, 1811. .1879, 2168. 


.2302, 2540. .2649, 




3455. .3615, 3727. .3817, 3928. 


.4025 




Seq. No. 


42996 


Seq. ID 


OJ000450_12.0410.C2 


Gene No. 


89958 


Strand 




Start 


1 


End 


4198 


Name 


OJ000450 12.0410.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


21 


End 


2247 


GI 


none 


Score 


134 



Exons 



21. .134, 23. .103, 168..308, 174. .308, 179. .310, 193. .309, 

741. .872, 742. .873, 750. .878, 752. .874, 1254. .1322, 1257. .1379, 

1259. .1372, 1259. .1387, 1534. .1695, 1544. .1696, 1797. .1880, 



43659 



1812. .1880, 1813. .1881, 2164. .2247, 2169. .2246 



Seq. ID OJ000450_12.0410.C2 
Strand 

End 4198 

Method TBLASTX : Soybean 

End 2313 

Score 86 

1824. .1880, 1826. .1882, 1827. .1883, 2164. .2313, 2169. .2303 



Seq. No. 42996 

Gene No. 89958 

Start 1 

Name OJ000450_12 . 0410,C2 .o2. ts 

Start 1824 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000450_12.0410.C2 
Strand 

End 4198 
Method AAT/GAP 
End 4007 
Score 7 92 
2534.. 2649, 3455. .3615, 3727. .3817, 3928.. 4007 
M588012/gb|AAD25952.1|AF085717_l 4.0e-43 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] ' 



42996 
89958 
1 

OJ000450_12.0410.C2.ol.gp 
2534 

53784 1.R1084 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



42996 
89958 
1 

OJ000450_12.0410.C2.ol.tm 

2586 

none 



Seq. ID OJ000450_12.0410.C2 
Strand 

End 4198 

Method TBLASTX: Maize 

End 4020 

Score 201 



2586. .2651, 3455. .3616, 3456. .3617, 3457. .3615, 3467. .3619, 
3701. .3820, 3709-.3858, 3727. .3879, 3929, .4015, 3930. .4016, 
3930.. 4019, 3967.. 4020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42997 
89959 
1 

OJ000450_12.0410.C3.ol.np 
1 

4588012 



Seq. ID OJ000450_12.0410.C3 
Strand 

End 1475 

Method AAT/NAP 

End 1475 

Score 273 



1..74, 818. .938, 1050. .1210, 1325. .1475 

(AF085717) putative callose synthase catalytic subunit 

[Gossypium hirsutum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42997 
89959 
1 

OJ000450_12 . 0410 . C3 . ol . gs 

7 67 j 

none 

767. .938, 1050. .1210 



Seq. ID OJ000450_12.0410-C3 
Strand 

End 1475 

Method GENSCAN 

End 1210 

Score . 98 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42997 
89959 
1 

OJ000450_12.0410.C3.ol.tm 
814 
none 



Seq. ID OJ000450_12.0410.C3 
Strand 

1475 

TBLASTX: Maize 
1098 
114 



End 

Method 
End 
Score 

814. .939, 818. .943, 818. .937, 820. .939, 822. .947, 1049. .1096, 
1049.. 1096, 1050. .1097, 1051.. 1098 



43660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42998 
89960 
1 

OJ000450_12.0410.C6.ol.np 
1 

6642649 



Seq. ID OJ000450_12.0410.C6 
Strand 

End 7436 

Method AAT/NAP 

End 7436 

Score 1082 



1..89, 738. .791, 1061. .1142, 1219. .1421, 1528. .1708, 1949. .2072, 
2184. .2286, 2781. .2897, 3408. .3486, 3573. .3649, 3738. .3863, 
5200. .5317, 5409. .5506, 5757. .5845, 7396.-7436 



GI Descrip. (AC012395) putative glucan synthase [Arabidopsis thaliana] 



Seq. No. 42998 Seq. ID 

Gene No. 89960 Strand 

Start 1 End 

Name OJ000450_12 . 0410 .C6.ol . tm Method 

Start 1218 End 

GI none Score 

Exons 1218.. 1271, 1219.. 1281, 1223.. 1282, 1366 

1368. .1424, 1512. .1673, 1512. .1685, 1528 



OJ000450 12. 0410. C6 



7436 

TBLASTX: Maize 
1686 
57 

1422, 1366.. 1422, 
1686, 1528.. 1686 



Seq. No. 42998 Seq. ID 

Gene No. 89960 Strand 

Start 1 End 

Name OJ000450_12 . 0410 . C6 . ol . gs Method 

Start 1504 End 

GI none Score 
Exons 



1504. .1700, 2184. .2286, 2781. .2912, 3738 
5757. .6043 



OJ000450 12. 0410. C6 



7436 
GENSCAN 
6043 
.5 

3863, 



5200. .5317, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42998 Seq. ID OJ000450_12 . 0410.C6 

89960 Strand 

1 End 7436 

OJ000450_12 . 04 10 . C6 . ol . gp Method AAT/GAP 

6929 End 7086 

5455363 Score 112 

6929.. 6956, 7020.. 7086 

3176667 l.Oe-17 (AC004393) Similar to hypothetical 41.9KD 
protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] 



42999 
89961 
5054 

OJ000450_12 . 04 10 . 07 , o2 . gs 

5054 

none 

5054. .5095, 5362. .5493, 5639, 

42999 
89962 
10930 

OJ000450_12 . 0410 .07 . o4 . gs 

10930 

none 



Seq. ID OJ000450_12.0410-C7 

Strand + 

End 5755 

Method GENSCAN 

End 5755 

Score .68 
.5755 

Seq. ID OJ000450_12.0410.C7 



Strand 
End 

Method 

End 

Score 



+ 

14531 
GENSOAN 
14531 
.49 



10930. .11049, 13357. .13630, 14521.. 14531 



Seq. No. 



42999 



Seq. ID OJ000450_12.0410.C7 



43661 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



89963 
1 

OJ000450_12.0410.C7.ol.np 
1 

4588012 



3650 
AAT/NAP 
3650 
593 

1..71, 1213. .1309, 1465. .1628, 2104. .2201, 3452. .3650 
(AF085717) putative callose synthase catalytic subunit 
[Gossypium hirsutum] 



Strand 
End 

Method 
End 
Score 



42999 Seq. ID 

89963 Strand 

1 End 

OJ000450_12.0410.C7.ol.gs Method 

1428 End 

none Score 

1428. .1628, 2313. .2365, 3452. .3650 



OJ000450_12.0410.C7 

3650 
GENSCAN 
3650 
.71 



OJ000450 12. 0410. C7 



42999 Seq. ID 

89963 Strand 
1 End 3650 

OJ000450_12.0410.C7.ol.gp Method AAT/GAP 

3026 End 3217 

533_1.R1084 Score 191 

3026. .3079, 3102. .3217 

'113172/spl P15543I ACP3_H0RVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR' (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgar e] ' 



Seq. No. 


42999 


Seq. ID 


OJ000450_ 


_12.0410.C7 


Gene No. 


89964 


Strand 






Start 


6274 


End 


9634 




Name 


OJ000450 12.0410.C7.o3.gs 


Method 


GENSCAN 




Start * 


6274 


End 


9634 




GI 


none 


Score 


.6 




Exons 


6274. .6350, 6770. .6856, 7160. 


.7398, 7536. .7698, 


9496. .9634 


Seq. No. 


42999 


Seq. ID 


OJ000450 


_12.0410.C7 


Gene No. 


89965 


Strand 






Start 


15172 


End 


16167 




Name 


OJ000450 12.0410.C7.o5.gs 


Method 


GENSCAN 




Start 


15172 


End 


16167 




GI 


none 


Score 


.66 




Exons 


15172. .15432, 15853.. 16167 








Seq. No. 


43000 


Seq. ID 


OJ000450 


_12.0410.C8 


Gene No. 


89966 


Strand 


+ 




Start 


1 


End 


11730 




Name 


OJ000450 12.0410.C8.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


346 




GI 


none 


Score 


684 




Exons 


1. .346 








Seq. No. 


43000 


Seq. ID 


OJ000450 


_12.0410.C8 


Gene No. 


89966 


Strand 


+ 




Start 


1 


End 


11730 




Name 


OJ000450 12.0410.C8.ol.gs 


Method 


GENSCAN 





43662 



start 
GI 

Exons 



56 End 11730 

none Score . 5 

56. .2208, 2217. .2389, 3872. .3915, 4094. .4115, .5067. .6097, 
6748. .6786, 6886. .7134, 7375. .7522, 7749. .7897, 8029. .8199, 
8232. .8498, 8576.-8776, 8953. .9161, 9781. .10078, 10539 .. 1078 6, 
10889. .11075, 11608.. 11730 



Seq. No. 43000 
Gene No. 89966 
Start 1 

Name OJ000450_12 . 0410 . C8 . ol . np 

Start 74 

GI 7435661 

Exons 74.. 2311 

GI Descrip. subtilisin-like proteinase 
gi I 3183991 1 emb I CAA06414 . 1 1 
esculentum] 



Seq. ID OJ000450_12.0410.C8 

Strand + 

End 11730 

Method AAT/NAP 

. End 2311 

Score 1574 

(EC 3.4.21.-) p69f - tomato 
(AJ005173) P69F protein [Lycopersicon 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43000 
89966 
1 

OJ000450_12.0410.C8,o2.gp 
1401 

uC-osflcypl53gl0bl 
1401.. 1939 

'3183991/emb|CAA06414.1| 3, 
[Lycopersicon esculentum] ' 

43000 
89966 
1 

OJ000450_12.0410.C8.o2.np 

5219 

1871182 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_ 
+ 

11730 
AAT/GAP 
1939 
984 



12. 0410. C8 



Oe-44 (AJ005173) P69F protein 



Seq. ID OJ000450_12.0410.C8 

Strand + 

End 11730 

Method AAT/NAP 

End 8866 

Score 274 6 



5219. .6097, 6317, .6433, 6592. .6802, 6902. .7134, 7219. .7287, 
7375. .7537, 7749. .7897, 8029, ,8199, 8301. .8498, 8576. .8866 



GI Descrip, (U90439) phospholipase D [Arabidopsis thaliana] 



Seq. No, 43000 

Gene No. 89966 

Start 1 

Name OJ0004 50_12 . 0410 . C8 , o4 . gp 

Start 9891 

GI none 

Exons 9891,, 10078, 10539. , 10786, 10889,. 10990 



Seq. ID OJ000450_12.0410.C8 

Strand + 

End 11730 

Method AAT/GAP 

End 10990 

Score 1036 



Seq. No. 43000 Seq, ID OJ000450_12 . 04 10 . C8 

Gene No. 89967 Strand 

Start 1968 End 2543 

Name OJ000450_12 . 0410 ,C8 .o3 . gp Method AAT/GAP 

Start 1968 End 2543 

GI 40775_1.R1084 Score 1081 

Exons 1968.. 2543 

GI Descrip. '3193320 8,0e-10 (AF069299) contains similarity to the subtilase 
family of serine proteases (Pfam: subtilase . hmm, score: 47.57); 
strong similarity to Cucumis melo (muskmelon) cucumisin 
{GB:D32206) [Arabidopsis thaliana]' 



43663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000450_12.041O.C8 

34139 
AAT/NAP 
14480 
130 



43000 Seq. ID 

89968 Strand 
11276 End 
OJ0004 50_12 . 0410 . C8 . o3 . np Method 
11276 End 
128769 Score 
11276. .11434, 14448. ,14480 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 5, CHLOROPLAST 
gi I 66190 Ipir I I DERZN5 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 5 - rice chloroplast gi 1 12047 | emb | CAA33950 | 
(X15901) NADH dehydrogenase ND5 [Oryza sativa] 

gi|226667 Iprf I I 1603356CU NADH dehydrogenase ND5 [Oryza sativa] 



43000 
89968 
11276 

OJ0004 50_12 . 0410 . C8 . o2 . gs 

12770 

none 

12770. .12976, 13013 13245, 

17096. .17245, 17338 17478 , 

18203. .18278, 18364 18437 , 

19261- .19393, 19696 .. 19802, 

23104. .23274, 26265 .. 26839, 

27389- .28043, 28058 28079, 

28647.-28694, 30433 30525, 

31512. .31577, 31680 .. 31754 , 

33103. .33253, 33600 .. 33720, 



Seq. ID OJ000450_12.0410.C8 



Strand 
End 

Method 
End 
Score 

14529. 

17564. 

18555. 

21128. 

26906. 

28115. 

30762. 

31942. 

33775. 



34139 
GENSCAN 
34139 
.66 

15119, 16826. 
17651, 17771. 
18713, 19032. 
21290, 21678. 
27318, 27329. 
28150, 28296. 
30878, 30987. 
32018, 32080. 
34139 



.16982, 
.17826, 
.19175, 
.21845, 
,27348, 
,28421, 
,31082, 
,32214, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



43000 
89968 
11276 

OJ000450_12.0410.C8.o5.gp 
16548 

32604_1.R1084 

16548. .16982, 17096 17245, 



OJ000450 12. 0410. C8 



Seq. ID _ 
Strand 

End 34139 
Method AAT/GAP 
End 17678 
Score 1471 
17338. .17478, 17564.. 17678 
'1708236/sp|P54873|HMCS_ARATH 8.0e-61 HYDROXYMETHYLGLUTARYL-COA 
SYNTHASE (HMG-COA SYNTHASE) (3-HYDROXY-3-METHYLGLUTARYL COENZYME 

A SYNTHASE) >gi_2129617_pir JC456T hydroxymethylglutaryl-CoA 

synthase (EC 4.1.3.5) - Arabidopsis thaliana 

>gi_1143390_emb_CAA58763_ {X83882) hydroxymethylglutaryl-CoA 

synthase [Arabidopsis thaliana] >gi_158 6548_prf 2204245A 

hydroxy methylglutaryl CoA synt ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450 12. 0410. C8 



34139 
AAT/NAP 
21190 
1512 



43000 
89968 
11276 

0 J0004 50_12 . 04 10 . 08 . o5 . np 
16794 
1708236 

16794. .16982, 17096 .. 17245, 
17771. ,17826, 18203 .. 18278 , 

19032, ,19175, 19261. ,19393, 19696 ., 19802 , 21128, 
HYDROXYMETHYLGLUTARYL-COA SYNTHASE (HMG-COA SYNTHASE) 
(3-HYDROXY-3-METHYLGLUTARYL COENZYME A SYNTHASE) 
gi|2129617 Ipirll JC4567 hydroxymethylglutaryl-CoA synthase 



17338. .17478, 17564. 
18364. .18437, 18555. 



17651, 
18713, 
21190 



(EC 



43664 



4.1.3.5) - Arabidopsis thaliana gi 1 1143390 | emb | CAA587 63 . 1 1 
(X83882) hydroxymethylglutaryl-CoA synthase [Arabidopsis 
thaliana] gi 1 1586548 | prf I I 2204245A hydroxy methylglutaryl CoA 
synthase [Arabidopsis th 



Seq. No. 


43000 


Seq. ID 


OJ000450 


_12.0410. 


C8 


Gene No . 


89968 


Strand 








Start 


11276 


End 


34139 






Name 


OJ000450 12.0410.C8.o6.gp 


Method 


AAT/GAP 






Start 


18575 


End. 


19371 






GI 


uC-osflM202096a07bl 


Score 


722 






Exons 


18575. .18713, 19032 .. 19175, 


19261. .19371 






GI Descrip. 


Idddd / 9/emb 1 CAA6b250 1 4 . Oe 


-56 (X96386) 










3-hydroxy-3-methylglutaryl- 


CoA-synthase [Pinus 


sylvestris] 


Seq. No. 


43000 


Seq. ID 


OJ000450 


_12.0410. 


C8 


Gene No. 


89968 


Strand 








Start 


11276 


End 


34139 






Name 


OJ000450 12.0410.C8.o6.np 


Method 


AAT/NAP 






Start 


26114 


End 


27995 






GI 


4903018 


Score 


1240 






Exons 


26114. .26165, 26265 .. 26856, 


26947. .27308, 27389 


. .27995 




GI Descrip. 


(AB027507) ACE [Arabidopsis 


thaliana] 








Seq. No. 


43000 


Seq, ID 


OJ000450 


_12.0410. 


C8 


Gene No. 


89968 


Strand 








Start 


11276 


End 


34139 






Name 


OJ000450 12,0410.C8.o7.np 


Method 


AAT/NAP 






Start 


29872 


End 


32016 






GI 


5759148 


Score 


305 






Exons 


29872.. 29901, 29977 .. 30063, 


30149. .30259, 30433 


. .30525, 






30759. .30878, 30987 .. 31082, 


31512. .31583, 31680 


. .31754, 






31870. .32016 










GI Descrip. 


(AF170923) dihydrodipicolinate reductase [Mastigocladus 






laminosus] 










Seq. No. 


43000 


Seq. ID 


OJ000450 


_12.0410. 


C8 


Gene No. 


89968 


Strand . 








Start 


11276 


End 


34139 






Name 


OJ000450 12.0410.C8.o7.gp 


Method 


AAT/GAP 






Start 


31514 


End 


32246 






GI 


none 


Score 


744 






Exons 


31514. .31577, 31680 31754 , 


31870. .31992, 32080 


. .32246 




Seq. No. 


43000 


Seq. ID 


OJ000450 


_12.0410. 


C8 


Gene No. 


89968 


Strand 








Start 


11276 


End 


34139 






Name 


OJ000450 12.0410.C8.o8.gp 


Method 


AAT/GAP 






Start 


33787 


End 


33962 






GI 


1632176 


Score 


282 






Exons 


33787. .33962 










Seq. No. 


43000 


Seq. ID 


OJ000450 


_12.0410. 


C8 


Gene No. 


89969 


Strand 








Start 


35399 


End 


36770 






Name 


OJ000450 12.0410.C8.o9.tm 


Method 


TBLASTX: 


Maize 




Start 


125 


End 


457 







43665 



GI 


none 




Score 


72 


Exons 


125. .187, 126. .188, 134 


. .205, 


178. .408, 


179. ,457, 269. .454 


Seq. No- 


43000 




Seq. ID 


OJ000450 12. 0410. C8 


Gene No. 


89969 




Strand 




Start 


, 35399 




End 


36770 


Name 


OJ000450 12.0410.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


143 




End 


2290 


GI 


none 




Score 


36 


Exons 


143. .169, 269. .424, 473 


. . 670, 


668. .901, 


718. .894, 923. .112 




931. .1122, 1211. .1255, 


1277. .■ 


1597, 1432. .1629, 1640.. 1804, 




1645. .1761, 1829. .2041, 


1837. 


.1923, 2129.. 2290 


Sec5. No. 


43000 




Seq. ID 


OJ000450_12.0410.C8 


Gene No . 


89969 




Strand 




Start 


35399 




End 


36770 


Name 


OJ000450 12.0410.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


257 




End 


2041 


GI 


none 




Score 


220 


Exons 


257. .673, 662. .895, 718 


. .801, 


922.. 1122, 923.. 1129, 1211.. 




1259. .1597, 1285. .1653, 


1625. 


.1804, 1657. .1761, 1837. .1923 




1838. .2041 








Seq. No. 


43000 




Seq. ID 


OJ000450_12..0410.C8 


Gene No. 


89969 




Strand 




Start 


35399 




End 


36770 


Name 


OJ000450 12.0410.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


457 




End 


1720 


GI 


none 




Score 


1799 


Exons 


457. .1716, 458. .1720, 1538. .1720 




Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 




Strand 




Start 


35399 




End 


36770 


Name 


OJ000450 12.0410.C8.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


746 




End 


1255 


GI 


none 




Score 


71 


Exons 


746. .823, 809. .895, . 908 


. .1126 


, 914. .1126, 1229. .1255 


Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 




Strand 




Start 


35399 




End 


36770 


Name 


OJ000450 12.0410.C8.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


1492 




End 


1795 


GI 


none 




Score 


66 


Exons 


1492. .1527, 1546. .1635, 


1547. 


.1603, 1582. .1761, 1616.. 1795 


Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 




Strand 




Start 


35399 




End 


36770 


Name 


OJ000450 12.0410.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1720 




End, 


2334 


GI 


none 




Score 


867 


Exons 


1720.. 2334, 1721.. 2320 








Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 




Strand 





43666 



start 


35399 










OJ000450 12 


.0410. 


C8.o4. 


tw 




1973 ~ 








O J. 


none 








Exons 


1973. .2233, 


2020. 


.2232, 


2240. 


• LN\J • 


T J *J \J 








mono KIo 


O -/ -7 O -7 








Q-l- a r-f- 
O UalT L 


J J J -7 -7 










G JO 004 50 12 


. 0410 . 


C8 . o2 . 


tc 




S24 6 ~~ 




















5246 S353 


5386 


. 5433, 


5387 . 




5647. .5979, 


5648. 


.5980, 


5996. 




6358. .6408, 


6584. 


.6712, 


6589. 




6842. .7135, 


6860. 


.7009, 


6903. 




7215 7274. 


7216. 


. 7287, 


7218 . 




7-574 7523 


7747 . 


. 7902, 


7748 . 




8034 8144 


8173 . 


. 8220, 


8307 . 




8326. .8505, 


8410 . 


. 8505, 


8573, 




43000 

*a J V (J W 








Gene No. 


~ 89969 








Start 


35399 








Naiue 


OJ000450 12 


. 0410 . 


C8.0II 


. tm 




54 4 ~ 

J 1 1 u 








ox 


none 










544fi 55fi8 


5447 . 


.5638, 


5750 . 




6317 6478 








o c ^^ » w • 


4 3000 

*4 J VJ U U 








Gene No. 


89969 








Start 


35399 








Name 


OJ000450 12 


. 0410. 


C8 .o7 . 


ts 


O Ud J. L- 


5447 ~ 








ox 


none 










5447 5fi3ft 


5743 . 


. 5952, 


5744 . 




- 5984 6085. 


6317 . 


. 6478, 


6592. 


Seq. No. 


43000 








Gene No. 


89969 








Start 


35399 








Mamo 
ixdiiic 


nJ0004 50 12 


. 0410 . 


C8 . o2 . 


tw 


o 1- dx u 


5fiQ4 ~~ 

0 0 *4 








ox 










i_J A V>/1 1 J 


5694 .5771, 


5740. 


. 6006, 


5741. 


O ^ • IN U . 


4 3000 

•i J \J U U 








Gene No . 


89969 








Start 


35399 








Name 


OJ000450 12 


.0410. 


C8.06. 


tm 


Start 


6591 








GI 


none 








Exons 


6591. .6791, 


6591. 


.6782, 


6592, 




6878. .7027, 


6886. 


.7029, 


6991, 



End 36770 
Method TBLASTX : Wheat 
End 2293 
Score 192 
.2293, 2240., 2290 



Seq, ID OJ000450 
Strand 



12. 0410. C8 



End 

Method 

End 

Score 



36770 

TBLASTX: Cress 

8871 

107 



.5428, 5452, ,5568, 5462, 

.6088, 6001,, 6087, 6317, 

.6795, 6591,, 6782, 6610. 

.7073, 6904,, 7137, 7036. 

.7286, 7365.. 7496, 7372, 

.7897, 8031.. 8087, 8032. 

.8501, 8312.. 8494, 8325. 

.8869, 8573.. 8656, 8575. 



.5635, 
,6439, 
.6786, 
,7134, 
.7557, 
,8145, 
.8504, 
,8871 



Seq. ID OJ000450_12.0410.C8 
Strand 

End . 36770 
Method ' TBLASTX: Maize 
End 6478 
Score 101 

.6010, 5755. .5979, 5984. ,6085, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 12.0410,08 



36770 

TBLASTX: Soybean 
6699 
113 

5980, 5750., 5980, 5983.. 6072, 
6639, 6649.. 6699 



Seq. ID OJ000450_12.0410.C8 
Strand 

End ■ 36770 

Method TBLASTX : Wheat 

End 6064 

Score 66 

.6007, 5983. .6063, 5984. .6064 

Seq. ID OJ000450_12.0410.C8 
Strand 

End 36770 
Method TBLASTX : Mai ze 
End 7245 
Score 145 

.6798, 6605, ,6790, 6876, .7028, 
.7137, 7018,. 7134, 7215,. 7244, 



7216. .7245 



43667 




Seq. No. 


43000 








Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 








Strand 




Start 


35399 








End 


36770 


Name 


OJ000450 12. 


0410 


.C8 .oil 


. ts 


Method 


TBLASTX : Soybean 


Start 


6703 








End 


7287 


GI 


none 








Score 


90 


Exons 


6703. .6804, 


6903 


. .7001, 


6904. 


.7002, 7099. .7137, 7216. .7287 


Seq. No. 


43000 








Seq. ID 


OJ000450_12.0410.C8 


Gene No . 


89969 








Strand 




Start 


35399 








End 


36770 


Name 


OJ000450 12. 


0410 


.C8.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


7392 








End 


8863 


GI 


none 








Score 


153 


Exons 


7392. ,7514, 


7402 


. .7554, 


7405. 


.7518, 7734. .7898, 7745. .7900 




7747. .7902, 


7748 


. .7900, 


8025. 


.8144, 8 


032. .8217, 8035. .8145 




8310. .8501, 


8348 


. .8503, 


8573. 


.8863, 8 


581. .8832 


Seq. No. 


43000 








Seq. ID 


OJ000450_12.0410.C8 




89969 








Strand 




Start 


35399 








End 


36770 


Name 


OJ000450 12. 


0410 


.C8.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


7392 








End 


8863 


GI 


none 








Score 


153 


Exons 


7392. .7514, 


7402 


. .7554, 


7405. 


.7518, 7734. .7898, 7745. .7900 




7747. .7902, 


7748 


. .7900, 


8025. 


.8144, 8032. .8217, 8035. .8145 




8310. .8501, 


8348 


. .8503, 


8573. 


.8863, 8 


581. .8832 


Seq. No. 


43000 








Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 








Strand 




Start 


35399 








End 


36770 


Name 


OJ000450 12. 


0410 


. C8 . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


8297 ~ 








End 


8456 


GI 


none 








Score 


212 


Exons 


8297. .8455, 


8301 


. .8456 








Seq. No. 


43000 








Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 








Strand 




Start 


35399 








End 


36770 


Name 


OJ000450 12. 


0410 


.C8 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


8460 ~ 








End 


8869 


GI 


none 








Score 


68 


Exons 


8460. . 8501, 


8462 


. .8497, 


8573. 


.8869, 8 


575. .8868 


Seq. No. 


43000 








Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 








Strand 




Start 


35399 








End 


36770 


Name 


OJ000450 12. 


0410 


.C8.O10 


.tm 


Method 


TBLASTX: Maize 


Start 


10010 








End 


11003 


GI 


none 








Score 


121 


Exons 


10010. .10081 


, 10012. .10137, 10539. .10814, 10541 .. 10789, 




10883. .11002, 10884. .11003 






Seq. No. 


43000 








Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 








Strand 




Start 


35399 








End 


36770 


Name 


OJ000450 12. 


0410 


.08. o8. 


ts 


Method 


TBLASTX: Soybean 



43668 



start 


10010 








GI 


none 








Exons 


10010. 


.10081, 


10538. 


,10789, 




10884. 


.10979 






Seq. No. 


43000 










89969 








Start 


35399 








Name 


OJ000450 12. 0410. C8. 


ol7.tm 


Start 


11040 








GI 


none 








Exons 


11040. 


.11126, 


11594. 


.11737, 


Seq. No. 


43000 








Gene No . 


89969 








Start 


35399 








Name 


OJ000450 12. 0410. C8. 


o6. tc 


Start 


12773 








GI 


none 








Exons 


12773. 


.13030, 


12777. 


.13001, 


Seq. No. 


43000 








Gene No. 


89969 








Start 


35399 








Name 


OJ000450 12. 0410. C8. 


o4 . tm 


Start 


16792 








GI 


none 








Exons 


16792. 


.16827, 


16812. 


.16940, 




17093. 


.17245, 


17094. 


.17246, 




17338. 


.17481, 


17351. 


.17479, 




17598. 


.17654, 


17764. 


.17829, 


Seq. No. 


43000 








Gene No. 


89969 








Start 


35399 








Name 


OJ000450 12. 0410. C8. 


o2. ts 


Start 


16815 








GI 


none 








Exons 


16815. 


.16940, 


16827. 


.16985, 




17108. 


.17236, 


17121. 


.17243, 




17366. 


.17470, 


17564. 


.17653, 




18188. 


.18280, 


18192. 


.18275, 




18552. 


.18713, 


18558. 


.18710, 




19029. 


.19169, 


19261. 


.19395, 




19696. 


.19782, 


19698. 


.19805, 




21126. 


.21164, 


21128. 


.21181 



End 
Score 



10981 
76 



Seq. ID OJ000450_12.0410.C8 
Strand 

End 36770 

Method TBLASTX : Mai ze 

End 11753 

Score 67 



Seq. ID OJ000450_12.0410.C8 
Strand 

End 36770 

Method TBLASTX : Cress 

End 13093 

Score 141 



Seq. ID OJ000450_12.0410.C8 
Strand 

End 36770 

Method TBLASTX : Mai ze 

End 17829 

Score 40 



,16983, 
,17479, 
,17653, 



Seq. ID OJ000450_12.0410.C8 
Strand 

End 36770 

Method TBLASTX : Soybean 

End 21181 

Score 96 
16834. .16977, 17102 17242, 
17122. .17247, 17329 .. 17481, 
17764. .17829, 17765 ,. 17827, 
18352. .18435, 18363 18437, 
18560. .18718, 19027. .19170, 
19262. .19396, 19693 .. 19803, 
19698. .19814, 21126 .. 2117 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43000 
89969 
35399 

OJ000450_12.0410.C8.o3,tc 
16821 



Seq. ID OJ000450_12.0410.C8 
Strand 

36770 

TBLASTX: Cress 
21184 
64 



End 

Method 
End 

none Score 
16821. .16895, 16825 .. 16902, 16891 .. 16980, 16902 .. 16985, 
17097. .17246, 17099 .. 17245, 17122 .. 17253, 17329 .. 17481, 
17351. .17470, 17561. .17653, 17561 ,. 17653, 17755 .. 17829, 
17771. .17827, 18188 .. 18280, 18192 .. 18281, 18363 .. 18437, 



43669 




18367. .18438, 
19029. .19178, 
19692. .19814, 



18551. .18667, 
19030. .19173, 
19696. .19782, 



18552. .18713, 
19261. .19395, 
19698. .19814, 




19027. .19152, 
19262. .19396, 
21128. .21184 





Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410 


.08 




Gene No . 


89969 




Strand 








Start 


35399 




. End 


36770 






Name 


OJ000450 12 . 0410 .C8 . 


o8 . tm 


Method 


TBLASTX: Maize 






Start 


18188 




End 


21184 






GI 


none 




Score 


101 . 






Exons 


18188. .18280, 18192. 


.18278, 


18204. .18281, 18205. .18279, 








18354. .18437, 18358. 


.18438, 


18362. .18442, 18363 18437 , 








18518. .18628, 18543. 


.18713, 


18552. .18713, 18553 .. 187 14 , 








18554. .18715, 19029. 


.19178, 


19030. .19176, 19031. .19192, 








19232. .19396, 19260. 


.19403, 


19261. .19407, 19261. .19395, 








19693. .19809, 19696. 


. 19782, 


19698. .19805, 19698 .. 198 14 , 








21121. .21180, 21127. 


.21180, 


21128. .21184 






Seq. No. 


43000 




Seq. ID 


Oj600450_12.0410 


.08 




Gene No. 


89969 




Strand 








Start 


35399 




End 


36770 






Name 


OJ000450 12. 0410. C8. 


ol2.tc 


Method 


TBLASTX: Cress 






Start 


26124 




End 


26446 






■ GI 


none 




Score 


50 






Exons 


26124. .26168, 26261. 


.26419, 


26264. .26446, 26397.. 26438 






Seq. No., 


43000 




Seq. ID 


OJ000450_12.0410 


.08 


I y 


Gene No . 


89969 




Strand 








Start 


35399 




End 


36770 




s ; 


Name 


OJ000450 12. 0410. C8. 


o5. ts 


Method 


TBLASTX : Soybean 




. = 


Start 


26136 




End 


26746 






GI 


none 




Score 


37 






Exons 


26136. .26168, 26261. 


.26491, 


26264. .26530, 26391 . .26531, 




f ^ 




26537. .26746, 26562. 


.26741 








'''■J 


Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410 


.08 




Gene No. 


89969 




Strand 






' - 


Start 


35399 




End 


36770 






Name 


OJ000450 12. 0410. 08. 


ol3 . tm 


Method 


TBLASTX: Maize 






Start 


26261 




End 


26488 






GI 


none 




Score 


114 






Exons 


26261. .26449, 26264. 


.26488 










Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410 


.08 




Gene No. 


89969 




Strand 








Start 


35399 




End 


36770 






Name 


OJ000450 12. 0410. C8. 


ol5 . tm 


Method 


TBLASTX: Maize 






Start 


26549 




End 


26746 






GI 


none 




Score 


122 






Exons 


26549. .26746, 26586. 


.26741 










Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410 


.08 




Gene No. 


89969 




Strand 








Start 


35399 




End 


36770 






Name 


OJ000450 12.0410.08. 


o9.tc 


Method 


TBLASTX: Cress 






Start 


26549 




End 


26746 






GI 


none 




Score 


113 





43670 




Exons 26549. .26746, 26562.. 26741 





Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410. 


Co 




Gene No. 


89969 




Strand 








Start 


35399 




End 


36770 






Name 


OJ000450 12, 0410. C8. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


26979 




End 


27981 






GI 


none 




Score 


211 






Exons 


26979. .27317, 26981. 


.27316, 


27397. .27834, 27404 ,, 27832, 








27926. .27976, 27928. 


.27981 










Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410. 


Ccf 




Gene No. 


89969 




Strand 








Start 


35399 




End 


36770 






Name 


OJ000450 12. 0410. C8. 


o3.ts 


Method 


TBLASTX: Soybean 






Start 


26981 




End 


27807 






GI 


none 




Score 


176 






Exons 


26981. .27328, 26982. 


.27329, 


27386. .27601, 27391 .. 27807, 








27713. .27793 












Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410. 


Co 




Gene No . 


89969 




Strand 








Start 


35399 




End 


36770 




1 -J 


Name 


OJ000450 12. 0410. C8. 


o4 . tc 


Method 


TBLASTX: Cress 






Start 


27069 




End 


27699 






GI 


none 




Score 


138 




Z. . 


Exons 


27069. .27248, 27077. 


,27283, 


27272. .27316, 27388 .. 27 699, 








27389. .27607 










5 . I 


Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410. 


C8 




Gene No. 


89969 




Strand 






FLJ 


Start 


35399 




End 


36770 






Name 


OJ000450 12. 0410. 08. 


o7 . tc 


Method 


TBLASTX: Cress 




s 


Start 


27700 




End 


28020 




ill 


GI 


none 




Score 


104 






Exons 


27700. .28020, 27713. 


.27850, 


27926. ,27976 




^: 


Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410. 


C8 




Gene No . 


89969 




Strand 








Start 


35399 




End 


36770 




u 


Name 


OJ000450 12. 0410. C8. 


ol2.ts 


Method 


TBLASTX: Soybean 






Start 


27808 




End 


28047 






GI 


none 




Score 


109 






Exons 


27808. .28047, 27926. 


.28021 










Seq. No. 


43000 




Seq, ID 


OJ000450_12.0410. 


C8 




Gene No. 


89969 




Strand 








Start 


35399 




End 


36770 






Name 


OJ000450 12. 0410. C8. 


olO.tc 


Method 


TBLASTX: Cress 






Start 


29866 




End 


30238 






GI 


none 




Score 


57 






Exons 


29866. .29919, 29867. 


,29920, 


29977. .30063, 29981 ., 30061, 








30137. .30238, 30147. 


.30233, 


30164. .30238 






Seq. No. 


43000 




.Seq, ID 


OJ000450_12.0410. 


C8 




Gene No. 


89969 




Strand 








Start 


35399 




End 


36770 





43671 




Name 


OJ000450 12. 0410. C8 


. ol4 . tm 


Method 


TBLASTX: Maize- 




Start 


29870 




End 


30879 




GI 


none 




Score 


56 




Exons 


29870. .29920, 29977 


. .30066, 


29984 . .30058, 3014 6 3024 1, 






30146. .30250, 30150 


. .30251, 


30432. .30530, 30433 .. 30534 , 






30760. .30879, 30762 


. . 30878 








Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410 


.08 


Gene No. 


89969 




Strand 






Start 


35399 




End 


36770 




Name 


OJ000450 12. 0410. C8 


. o8 . tc 


Method 


TBLASTX: Cress 




Start 


30439 




End 


31088 




GI 


none 




Score 


115 




Exons 


30439. .30534, 30757 


. .30879, 


30768. .30884, 30769 .. 30879, 






30981. .31088, 30982 


. .31086, 


30984. .31088 




Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410 


.08 




89969 




Strand 






Start 


35399 




End 


36770 




Name 


OJ000450 12, 0410. C8 


.o9. ts 


Method 


TBLASTX : Soybean 




Start 


30439 




End 


32005 




GI 


none 




Score 


115 




Exons 


30439. .30534, 30768 


. . 30881, 


30769. .30879, 31512 .. 31580, 






31537.^.31575, 31662 


. . 31763, 


31692. .31763, 31867 .. 31995, 






31874. .32005 










Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410 


.08 


Gene No. 


89969 




Strand 






Start 


35399 




End 


36770 




Name 


OJ000450 12. 0410. C8 


. ol6 . tm 


Method 


TBLASTX: Maize 




Start 


31720 




End 


32175 




GI 


none 




Score 


42 




Exons 


31720. .31755, 31726 


. .31755, 


31837, .31995, 31867 .. 31995 , 






31874. .32002, 32098 


. .32175, 


32099. .32134 




Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410 


.08 


Gene No. 


89969 




Strand 






Start 


35399 




End 


36770 




Name 


OJ000450 12. 0410. C8 


. ol2 . tm 


Method 


TBLASTX: Maize 




Start 


33768 ~ 




End 


33945 




GI 


none 




Score 


264 




Exons 


33768. .33929, 33769 


. .33945 








Seq. No. 


43000 




Seq. ID 


OJ000450_12.0410 


.08 


Gene No. 


89969 




Strand 






Start 


35399 




End 


36770 




Name 


OJ000450 12. 0410. C8 


.olO.ts 


Method 


TBLASTX : Soybean 




Start 


33772 ~ 




End 


33930 




GI 


none 




Score 


177 




Exons 


33772. .33930, 33783 


. .33929 








Seq. No. 


43000 




Seq, ID 


OJ000450_12.0410 


.08 


Gene No. 


89969 




Strand 






Start 


35399 




End . 


36770 




Name 


OJ000450 12. 0410. 08 


.oll.tc 


Method 


TBLASTX: Cress 




Start 


33786 




End 


33929 




GI 


none 




Score 


149 





43672 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33786. .33929, 33787., 33927 



OJ000450 12.. 0410. C8 



43000 Seq. ID 

89969 Strand 
35399 End 36770 

OJ000450_12.0410.C8.o9.gp Method AAT/GAP 
35399 End 36511 

309_1.R1084 Score 1219 

35399. .35731, 35823 .. 35876, 
36456. .36511 

' 1706551/spl P52409|E13B_WHEAT 4.0e-15 GLUCAN 
ENDO-1, 3-BETA-GLUCOSIDASE PRECURSOR ( ( l->3 ) -BETA-GLUCAN 
ENDOHYDROLASE) ( ( l->3) -BETA-GLUCANASE) (BETA-1 , ^-ENDOGLUCANASE ) 
>gi 924953 (U30323) beta 1, 3-glucanase [Triticum aestivum] * 



35970. .36057, 36154 .. 36317, 



43000 
89969 
35399 

OJ000450_12.0410.C8.o3.tw 

35511 

none 

35511. .35552, 35511 35552, 
35589. .35630, 35639 .. 35731, 
35818. .35877, 35820 .. 35879, 
35969. .36022, 35970 .. 36023, 

43000 
89969 
35399 

OJ000450_12.0410.C8.o7.tm 
35573 
none 
35573, 
35823. 
36184, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
35512. .35553, 
35640. .35729, 
35823, .35882, 
35974. .36024, 



OJ000450 12. 0410. C8 



36770 

TBLASTX: Wheat 
36035 
67 

35512. .35553, 
35642. .35731, 
35824. .35901, 
35982, .36035 



,35647, 35654. .35731, 
,35876, 35979. .36059, 
,36318, 36442. .36510, 



Seq. ID OJ000450_12.0410.C8 
Strand 

End 36770 

Method TBLASTX : Mai ze' 

End 36510 

Score 45 
35655. .35729, 35818 .. 35898 , 
35980. .36063, 36153 .. 36320, 
36450. .36509 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450 12. 0410. C8 



36770 
AAT/NAP 
36770 
671 



43000 
89969 
35399 

OJ000450_12.0410,C8.o8.np 
35645 
231706 

35645, .35731, 
36456., 36770 

CELL DIVISION CONTROL PROTEIN 2 HOMOLOG 1 gi | 100667 | pir | | S224 4 0 

protein kinase (EC 2.7.1.37) cdc2 homolog 1 - rice 

gi|20343|emb|CAA42922t {X60374) Rcdc2-1 [Oryza sativa] 

gil 228924 Iprf I I1814443A cdc2 protein : IS0TYPE=cdc20s-l [Oryza 

sativa] 



35823.-35876, 35970 .. 36057 , 36154 .. 36317, 



43000 
89969 
35399 

OJ000450_12.0410.C8.o6.ts 

35648 

none 



Seq. ID OJ000450_12.0410.C8 



Strand 
End 

Method 

End 

Score 



36770 

TBLASTX : Soybean 

36510 

80 



35648. .35728, 35661 .. 35729, 35818 .. 35883, 35823 .. 35891 , 



43673 



35970. .36059, 35980 36060, 36149 .. 36304 , 36150 36305, 
36153. .36320, 36154 36327 , 36184 36318 , 36450. . 36509, 
36451. .36510 



Seq. No. 43000 
Gene No. 89969 
Start 35399 

Name OJ000450_12 . 04 10 . C8 . o5 . tc 

Start 35657 
GI none 

Exons 35657. .35731, 35658.-35729, 

35976. ,36059, 35980 .. 36063, 
36184. .36318, 36442 36510, 



Seq. ID OJ000450_12.0410.C8 
Strand 

End 36770 

Method TBLASTX : Cress 

End 36510 

Score 88 
35818. .35877, 35823 .. 35876, 
36153. .36320, 36154 .. 36327 , 
36450. .36509 



Seq. No. 


43000 


Seq. ID 


OJ000450_12.0410.C8 


Gene No. 


89969 


Strand 




Start 


35399 


End 


36770 


Name 


OJ000450 12.0410.C8.o7.tw 


Method 


TBLASTX: Wheat 


Start 


36153 


End 


36320 


GI 


none 


Score 


75 


Exons 


36153. .36320, 36190.. 36318 






Seq. No. 


43001 


Seq. ID 


OJ000350_05.0410.C2 


Gene No. 


89970 


Strand 


+ 


Start 


117 


End 


2155 


Name 


OJ000350 05.0410.C2.ol.np 


Method 


AAT/NAP 


Start 


117 


End 


2113 


GI 


7487599 


Score 


382 


Exons 


117.. 203, 1331.. 1424, 1535 


..1716, 1792 


. .2113 


GI Descrip. 


hypothetical protein T32G6 


.18 - Arabidopsis thaliana 




gi 1 2618701 | gb | AAB84348 . 1 | 


(AC002510) hypothetical protein 




[Arabidopsis thaliana] 






Seq. No. 


43001 


Seq. ID 


OJ000350_05.0410.C2 


Gene No. 


89970 


Strand 


+ 


Start 


117 


End 


2155 


Name 


OJ000350 05.0410.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


1054 


End 


1561 


GI 


none 


Score 


54 



Exons 



1054. .1086, 1054. .1083, 1172. .1210, 1177. .1236, 1185. .1235, 
1231. .1290, 1233. .1292, 1256. .1315, 1331. .1399, 1366. .1398, 
1514. .1561, 1517. .1561 



Seq. No. 


43001 










Seq. ID 


OJ000350_05.04 


Gene No. 


89970 










Strand 


+ 


Start 


117 










End 


2155 


Name 


OJ000350 05 


.0410 


.C2 


.ol 


gs 


Method 


GENSCAN 


Start 


1193 










End 


2116 


GI 


none 










Score 


.59 


Exons 


1193. .2116 














Seq. No. 


43001 










Seq. ID 


OJ000350_05.04 


Gene No. 


89970 










Strand 


+ 


Start 


117 










End 


2155 


Name 


OJ000350 05 


.0410 


.C2 


.ol 


tc 


Method 


TBLASTX: Cress 


Start 


1535 










End 


1945 


GI 


none 










Score 


148 



43674 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1535. .1738, 1798. .1872, 1799. .1891, 1873.. 1944, 1877.. 1945 



43001 
89970 
117 

OJ000350_05.0410.C2.ol.ts 
1661 
none 



Seq. ID OJ000350_05.0410.C2 

Strand + 

End 2155 

Method TBLASTX : Soybean 

End 2155 

Score 76 



1661.. 1711, 1663.. 1716, 1805.. 1957, 1807.. 1956, 1957.. 2049, 
1958.. 2050, 2084.. 2155 



43001 
89970 
117 

OJ000350_05.0410.C2.ol.tm 

1825 

none 



Seq. ID OJ000350_05.0410.C2 

Strand + 

End 2155 

Method TBLASTX: Maize 

End 2118 

Score 351 



1825. .2049, 1826. .2050, 2083. .2118, 2084.. 2116 



Seq. ID OJ000350__05.0410.C3 

Strand + 

End 3529 

Method GENSCAN 

End 3529 

none Score .69 

435. .440, 838. .1058, 1523. .1576, 2363. .2601, 2742. .2761, 
2906.. 3043, 3389.. 3529 



43002 
89971 
435 

OJ000350_05.0410.C3.ol.gs 
435 



43002 
-89972 
3538 

OJ000350_05.0410.C3.o2.np 

3538 

5777624 



Seq. ID OJ000350_05.0410.C3 

Strand + 

End 6375 

Method AAT/NAP 

End 6375 

Score 308 



3538.. 3603, 4407.. 4661, 6344.. 6375 

(AJ245900) CAA303712.1 protein [Oryza sativa] 



Seq. ID OJ000350_05.0410.C3 
Strand 

End 2680 

Method AAT/NAP 

End 2680 

Score 4 6 



43002 
89973 
2546 

OJ000350_05.0410.C3.ol.np 
2546 
4680191 
2546.. 2680 

(AF111710) putative myb-related protein [Oryza sativa subsp. 
indica] 



Seq. ID OJ000350_05.0410.C3 
Strand 

End 5395 

Method AAT/GAP 

End 5395 

Score 24 5 



43002 
89974 
5177 

OJ000350_05.0410.C3.ol.gp 
5177 
3766626 
5177. .5395 

■ 5257255/dbj IAP000364.1IAP000364 l.Oe-51 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 



43675 




Seq. No. 


43002 


Seq. ID 


'Oj000350_05.0410 


.C3 


Gene No. 


89975 


Strand 






Start 


5828 


End 


DO / D 




Name 


OJ000350 05.0410.C3.o3.np 


Method 


AAT/NAP 




Start 


5828 


End 


6375 




GI 


6006372 


Score 


119 




Exons 


5828.. 5974, 6300.. 6375 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43003 


Seq. ID 


OJ000350_05.0410 


.C4 


Gene No. 


89976 


Strand 


+ 




Start 


1 


End 


2056 




Name 


OJ000350 05.0410.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2056 




GI 


4680179 


Score 


3049 




Exons 


1..2056 








GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


43003 


Seq. ID 


OJ000350_05.0410 


.C4 


Gene No. 


89977 


Strand 


+ 




Start 


5570 


End 


9138 




Name 


OJ000350 05.0410.C4.o5.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


9137 




GI 


none 


Score 


100 




Exons 


2. .115, 8784. .9137, 8837. .9115 






Seq. No. 


43003 


Seq. ID 


OJ000350_05.0410 


.C4 


Gene No. 


89977 


Strand 


+ 




Start 


5570 


End 


9138 




Name 


OJ000350 05.0410.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


50 


End 


9137 




GI 


none 


Score 


131 




Exons 


50. .166, 52. .168, 158. .469, 159. .476, 


168. .476, 9051. .9137 


Seq. No. 


43003 


Seq. ID 


OJ000350_05.0410 


.C4 


Gene No. 


89977 


Strand 


+ 




Start 


5570 


End 


9138 




Name 


OJ000350 05.0410.C4.o4.ts 


Method 


TBLASTX: Soybean 




Start 


56 


End 


305 




GI 


none 


Score 


89 




Exons 


56. .166, 153. .305 








Seq. No. 


43003 


Seq. ID 


OJ000350_05.0410 


.C4 


Gene No. 


89977 


Strand 


+ 




Start 


5570 


End 


9138 




Name 


OJ000350 05.0410.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


122 


End 


476 




GI 


none 


Score 


44 




Exons 


122. .166, 156. .476, 158. .469 








Seq. No. 


43003 


Seq. ID 


OJ000350_05.0410 


.C4 


Gene No. 


89977 


Strand 


+ 




Start 


5570 


End 


9138 




Name 


OJ000350 05.0410.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


504 


End 


1043 




GI 


none 


Score 


633 




Exons 


504.. 1043, 686.. 1039 









43676 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43003 
89977 
5570 

OJ000350_05.0410.C4.ol.tc 
741 
none 

741. .923, 924. .1067, 926. .1066 

43003 
89977 
5570 

OJ000350_05.0410.C4.o2.ts 
831 
none 

831. .1091, 842. .1090 

43003 
89977 
5570 

OJ000350_05.0410.C4 .o3.tm 
889 
none 

88 9. .1092; * 890. .1177, 891. .1181 



Seq. ID OJ000350_05.0410.C4 

Strand + 

End 9138 

Method TBLASTX : Cress 

End 1067 

Score 90 



Seq. ID OJ000350_05.0410.C4 

Strand + 

End 9138 

Method TBLASTX : Soybean 

End 1091 

Score 301 



Seq. ID OJ000350_05.0410.C4 

Strand + 

End 9138 

Method TBLASTX : Mai ze 

End 1181 

Score 411 



Seq. ID OJ000350_05.0410.C4 

Strand + 

End 9138 

Method TBLASTX : Wheat 

End 1673 

Score 715 



43003 
89977 
5570 

OJ000350_05.0410.C4.ol.tw 
1050 
none 

1050.. 1673, 1109.. 1555 

43003 
89977 
5570 

OJ000350_05.0410.C4.ol.tm 
1229 
none 

1229. .1384, 1230. .1391, 1244. .1393, 1388. .1552, 1389. .1673, 
1672. .1815, 1673. .1816 



Seq. ID OJ000350_05.0410.C4 

Strand + 

End 9138 

Method TBLASTX: Maize 

End 1816 

Score 229 



Seq. No. , 43003 

Gene No. 89977 

Start 5570 

Name OJ000350_05. 0410.C4 .o6.tw 

Start 1675 

GI none 

Exons 1675.. 1959, 1676.. 2011, 1844. 

Seq. No. 43003 

Gene No, 89977 

Start 5570 

Name OJ000350_05 . 0410 . C4 . o2 . np 

Start 5570 

GI 6983858 

Exons 5570.. 6361 



Seq. ID OJG00350_05.0410.C4 
Strand + 

9138 

TBLASTX: Wheat 
2011 
322 



End 

Method 
End 
Score 
.1960 



Seq. ID OJ000350_05.0410.C4 

Strand + 

End 9138 

Method AAT/NAP 

End 6361 

Score 1248 



43677 




GI Descrip. {AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. No. 


43003 








Seq. ID 


OJ000350_05.0410 


.C4 


Gene No. 


89977 








Strand 


+ 




Start 


5570 








End 


9138 




Name 


OJ000350 05 


.0410. 


C4.03. 


np 


Method 


AAT/NAP 




Start 


6085 








End 


9138 




GI 


4680179 








Score 


2725 




Exons 


6085. .6239, 


6697. 


.9138 










GI Descrip. 


(AF111709) ] 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


43003 








Seq. ID 


OJ000350_05.0410 


.04 


Gene No . 


89977 








Strand 


+ 




Start 


5570 








End 


9138 




Name 


OJ000350 05 


.0410. 


C4.09. 


tw 


Method 


TBLASTX: Wheat 




Start 


6799 








End 


6997 




GI 


none 








Score 


215 




Exons 


6799. .6996, 


' 6800. 


.6997 










Seq. No. 


43003 








Seq. ID 


OJ000350_05.0410 


.C4 


Gene No. 


89977 








Strand 


+ 




Start 


5570 








End 


.9138 




Name 


OJ000350 05 


.0410. 


C4 . o6 . 


tm 


Method 


TBLASTX: Maize 




Start 


7049 








End 


7354 




GI 


none 








Score 


246 




Exons 


7049. .7354 














Seq. No. 


43003 








Seq. ID 


OJ000350_05.0410 


.C4 


Gene No . 


89977 








Strand 


+ 




Start 


5570 








End 


9138 




Name 


OJ000350 05 


.0410. 


C4.07. 


tw 


Method 


TBLASTX: Wheat 




Start 


7049 








End 


7399 




GI 


none 








Score 


312 




Exons 


7049. .7399 














Seq. No. 


43003 








Seq. ID 


OJ000350_05.0410 


.C4 


Gene No . 


89977 








Strand 


+ 




Start 


5570 








End 


9138 




Name 


OJ000350 05 


.0410. 


C4 .08. 


tw 


Method 


TBLASTX: Wheat 




Start 


7733 








End 


8086 




GI 


none 








Score 


256 




Exons 


7733. .8086 














Seq. No. 


43003 








Seq. ID 


OJ000350_05.0410 


.C4 


Q3n3 No. 


89977 








Strand 


+ 




Start 


5570 








End 


9138 




Name 


OJ000350 05 


.0410. 


C4.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


8218 








End 


8700 




GI 


none 








Score 


49 




Exons 


8218. .8295, 


8259. 


.8699, 


8273. 


.8656, 8277.. 8696, 8326,. 8700 


Seq. No. 


43003 








Seq. ID 


OJ000350_05.0410 


.C4 


Gene No. 


89977 








Strand 


+ 




Start 


5570 








End 


9138 




Name 


OJ000350 05 


.0410. 


C4.03. 


ts 


Method 


TBLASTX : Soybean 




Start 


8253 








End 


8567 





43678 



GI none Score 198 

Exons 8253.. 8567 



Seq. No. 43003 Seq. ID 

Gene No. 89977 Strand 

Start 5570 End 

Name OJ000350_05 . 04 10 . C4 . o4 . tm Method 

Start 8282 End 

GI none Score 

Exons 8282.. 8719, 8286.. 8729 



OJ000350_05.0410.C4 
+ 

9138 

TBLASTX: Maize 

8729 

373 



Seq. No. 43003 Seq. ID 

Gene No. 89977 Strand 

Start 5570 End 

Name OJ000350_05 . 04 10 . C4 . ol . ts Method 

Start 8640 End 

GI none Score 

Exons 8640. .8672, 8640. .8672, 8676.-8729, 8678. .8719, 8784. .9035, 
8792. ,9025 



OJ000350_05.0410.C4 
+ 

9138 

TBLASTX: Soybean 

9035 

57 



Seq. No. 


43003 


Seq. ID 


OJ000350_05.0410.C4 


Gene No. 


89977 


Strand 


+ 


Start 


5570 


End 


9138 


Name 


OJ000350 05.0410.C4.o5.tw 


Method 


TBLASTX; Wheat 


Start 


8787 


End 


9050 


GI 


none 


Score 


373 


Exons 


8787. .9050, 8789. .9049 






Seq. No. 


43004 


Seq. ID 


OJ000350_05.0410.C5 


Gene No. 


89978 


Strand 


+ 


Start 


736 


End 


2111 


Name 


OJ000350 05.0410.C5.ol.np 


Method 


AAT/NAP 


Start 


736 


End 


2111 


GI 


5091497 


Score 


65 


Exons 


736.. 908, 936.. 1123, 2039. 


.2111 




GI Descrip. 


(AB023482) Similar to Arabidopsis thaliana mRNA for DREBIB 



complete cds. {AB007788) [Oryza sativa] 



Seq. No. 


43004 








Seq. ID 


OJ000350_ 


_05. 


0410 


.C5 


Gene No. 


89979 








Strand 


+ 








Start 


3759 








End 


4252 








Name 


OJ000350 05 


.0410 


.05. ol. 


gp 


Method 


AAT/GAP 








Start 


3693 








End 


4252 








GI 


none 








Score 


802 








Exons 


3693. .3899, 


4018 


. .4252 














Seq. No. 


43004 








Seq. ID 


OJ000350_ 


05. 


0410 


.C5 


Gene No. 


89979 








Strand 


+ 








Start 


3759 








End 


4252 








Name 


OJ000350 05 


.0410 


.C5.02. 


gs 


Method 


GENSCAN 








Start 


3759 








End 


4154 








GI 


none 








Score 


.99 








Exons 


3759. .3899, 


3990 


. .4154 














Seq. No. 


43004 








Seq. ID 


OJ000350_ 


_05. 


0410 


.05 


Gene No. 


89980 








Strand 










Start 


227 








End 


1848 









43679 













Name 


OJ000350 05.0410. 


C5 . ol . gs 


Method 


GEN SCAN 


Start 


227 




End 


1848 


GI 


none 




Score 


.41 


Exons 


227. .306, 579. .946, 1049. .1300, 1760.. 


1848 


Sea. No. 


43004 




Seq. ID 


OJ000350_05.0410.C5 


Gene No . 


89981 




Strand 




Start 


6047 




End 


13333 


Name 


OJ000350 05.0410. 


C5.o3.gs 


Method 


GEN SCAN 


Start 


6047 




End 


13333 


GI 


none 




Score 


.62 


Exons 


6047.. 6208, 6845. 


.6935, 8905. 


.9042, 9482.. 9583, 10006 10075, 




10554. .10630, 11043. .11169, 11753 .. 11825, 11874 .. 12251, 




13199. .13333 








Seq. No. 


43004 




Seq. ID 


OJ000350_05.0410-C5 


f^pne No . 


89981 




Strand 




Start 


6047 




End 


13333 


Name 


OJ000350 05.0410. 


C5.o2.np 


Method 


AAT/NAP 


Start 


6050 




End 


12121 


GI 


6957704 




Score 


862 


Exons 


6050.. 6208, 6845. 


.6935, 7726. 


.7866, 7947. .8012, 8905.. 9042, 




9482.. 9583, 9691. 


.9765, 9845. 


.9925, 11874.. 12121 


GI Descrip. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


43004 




Seq. ID 


OJ000350_05.0410.C5 


Gene No . 


89982 




Strand 




Start 


13713 




End 


13830. 


Name 


OJ000350 05.0410. 


C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


6029 




End 


6938 


GI 


none 




Score 


215 


Exons 


6029.. 6223, 6050. 


.6220, 6831. 


.6938, 6843.-6938 


Seq. No. 


43004 




Seq. ID 


OJ000350_05.0410.C5 


Qen@ No . 


89982 




Strand 




Start 


13713 




End 


13830 


Name 


OJ000350 05.0410.. 


C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


7716 




End 


8955 


GI 


none 




Score 


88 


Exons 


7716.. 7871, 7723. 


.7878, 7726. 


.7869, 7728.-7892, 7947. .7994, 




7948.. 8013, 7949. 


.8017, 7952. 


.8029, 8905. .8955 


Sea. No. 


43004 




Seq. ID 


OJ000350_05.0410-C5 


Gene No . 


89982 




Strand 




Start 


13713 




End 


13830 


Name 


OJ000350 05.0410. 


C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


8872 




End 


9759 


GI 


none 




Score 


105 


Exons 


8872.. 9015, 8904. 


.9029, 9018. 


.9044, 9021. .9056, 9481.. 9582, 




9481.. 9585, 9485. 


.9586, 9690. 


.9758, 9691. .9759 


Seq. No. 


43004 




Seq. ID 


OJ000350_05.041O.C5 


Gene No . 


89982 




Strand 




Start 


13713 




End 


13830 


Name 


OJ000350 05.0410. 


C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


8958 




End 


12112 


GI 


none 




Score 


117 



43680 



Exons 



8958. .9041, 8961. .9044, 8962. .9042, 9481. .9585, 9482.-9598, 
9485. .9586, 9690. .9764, 9691. .9765, 9692. .9766, 9692.-9772, 
9844. .9930, 9845. .9931, 9965. .10078, 9997. .10077, 10005 .. 10124 , 
10555. .10632, 10555 .. 10629, 10574 10639, 11873 .. 11959, 
11874. .11960, 11994. .12020, 12092. .12112 



Seq. No. 


43004 








Seq. ID 


OJ000350_ 


_05.0410.C5 


Gene No. 


89982 








Strand 






Start 


13713 








End 


13830 




Name 


OJ000350 05. 


0410. 


C5.01. 


ts 


Method. 


TBLASTX : Soybean 


Start 


9550 








End 


11962 




GI 


none 








Score 


47 




Exons 


9550. .9585, 


9551. 


.9610, 


9690. 


.9764, 9691. .9762, 


9842, .9931, 




9844. .9930, 


9971. 


.10078, 10005. .10076, 


10555. .10629, 




10556. .10627 


, 11873.. 11962 








Seq. No. 


43004 








Seq. ID 


OJ000350_ 


_05.0410.C5 


Gene No. 


89982 








Strand 


_ 




Start 


13713 








End 


13830 




Name 


OJ000350 05. 


0410. 


C5.02. 


gp 


Method 


AAT/GAP 




Start 


13713 








End 


13830 




GI 


none 








Score 


232 




Exons 


13713. .13830 












Seq. No. 


43005 








Seq. ID. 


OJ000350_ 


_05.0410.C6 


Gene No. 


89983 








Strand 


+ 




Start 


81 . 








End 


1049 




Name 


OJ000350 05. 


0410. 


06. ol. 


gs 


Method 


GENSCAN 




Start 


81 








End 


1049 




GI 


none 








Score 


.88 




Exons 


81. .1049 














Seq. No. 


43005 








Seq. ID 


OJ000350 


_05.0410.C6 


Gene No. 


89984 








Strand 


+ 




Start 


5977 








End 


10233 




Name 


OJ000350 05. 


0410. 


C6.04. 


gs 


Method 


GENSCAN 




Start 


5977 








End . 


10056 




GI 


none 








Score 


.84 




Exons 


5977. .6085, 


6784. 


.6855, 


7170. 


.7447, 7494. .7625, 


8926. .8992, 




9105. .9187, 


9735. 


.9860, 


9939. 


.10056 






Seq. No. 


43005 








Seq. ID 


OJ000350 


_05.0410.C6 


Gene No. 


89984 








Strand 


+ 




Start 


5977 








End 


10233 




Name 


OJ000350 05. 


0410. 


C6.01. 


gp 


Method 


AAT/GAP 




Start 


7501 








End 


9778 




GI 


702375 








Score 


678 




Exons 


7501. .7625, 


8872. 


.8992, 


9105. 


,9187, 9735.. 9778 




Seq. No. 


43005 








Seq. ID 


OJ000350 


_05.0410.C6 


Gene No. 


89984 








Strand 


+ 




Start 


5977 








End 


10233 




Name 


OJ000350 05. 


0410. 


C6.o3. 


np 


Method 


AAT/NAP 




Start 


8118 








End 


10233 




GI 


6957705 








Score 


181 




Exons 


8118. .8148, 


8879. 


.8983, 


9069. 


.9187, 9735.. 9860, 


9939. .10056, 



10149. .10233 



43681 



GI Descrip. (AC021.640) unknown protein [Arabidopsis thaliana] 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43005 
89985 
10145 

OJ000350_05.0410.C6.o2.gp 

10145 

none 

10145. .10233 



Seq. ID OJ000350_05.0410.C6 

Strand + 

End 10233 

Method AAT/GAP 

End 10233 

Score 135 



Seq. ID OJ000350_05.0410.C6 
Strand 

1025 
AAT/NAP 
1025 
447 



43005 
89986 
1 

OJ000350_05.0410.C6.ol.np 
1 

7485703 
1. .1025 

hypothetical protein F18B3.210 - Arabidopsis thaliana* 
gi|4835244|emb|CAB42922.1| (AL049862) putative mitochondrial 
protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 





Seq. No. 


43005 




Seq. ID 


OJ000350_05.0410 


.C6 


, 


Gene No. 


89987 




Strand 


- 






Start 


2118 




End 


3359 




'~. _i 


Name 


OJ000350_05 . 0410 . 06 . o2 . 


gs 


Method 


GENSCAN 






Start 


2118 




End 


0 c r\ 
.3359 




m 


GI 


none 




Score >V 


.62 




r ^ 


Exons 


2118.. 2294, 3357.. 3359 












Seq. No. 


43005 




Seq. ID 


OJ000350_05.0410 


.C6 


\ —5 


Gene No. 


89988 




Strand 








Start 


4801 




End 


5363 






Name 


OJ000350 05.0410.C6.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


75 . 




End 


740 






GI 


none 




Score 


120 




? — 


Exons 


75. .443, 235. .444, 345. 


.455, 


462. .572, 


636. .740 






Seq. No. 


43005 




Seq. ID 


OJ000350_05.0410 


.C6 




Gene No. 


89988 




Strand 








Start 


4801 




End 


5363 






Name 


OJ000350 05.0410.C6.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


87 




End 


440 






GI 


none 




Score 


65 






Exons 


87. .440, 108. .179, 235. 


.432 










Seq. No. 


43005 




Seq. ID 


OJ000350_05.0410 


.C6 




Gene No. 


89988 




Strand 








Start 


4801 




End 


5363 






Name 


OJ000350 05.0410.C6.o3. 


gs 


Method 


GENSCAN 






Start 


4801 




End 


5363 






GI 


none 




Score 


.59 






Exons 


4801. .4865, 4870. .5084, 


5350. 


.5363 








Seq. No. 


43005 




Seq. ID 


OJ000350_05.0410 


.C6 




Gene No. 


89989 




Strand 








Start 


9774 




End 


10236 






Name 


OJ000350 05.0410.C6.o2. 


ts 


Method 


TBLASTX : Soybean 





43682 



start 
GI 

Exons 



9774 ^ ■ End 10236 

none Score 73 

9774. ,9857, 9975. .10055, 9992. .10039, 10121 10234 , 10X59. .10236 



Seq. No. 43006 

Gene No. 89990 

Start 1 

Name OJ000350_05 . 04 10 . 07 . ol . gp 

Start 1 

GI none 

Exons 1..27, 119.. 158, 750.. 909 



Seq. ID OJ000350_05.0410.C7 

Strand + 

End 909 

Method AAT/GAP 

End 909 

Score 398 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43006 Seq. ID 

89990 Strand 

1 End 

OJ000350_05 . 04 10 . 07 . ol . np Method 

1 End 

6957705 Score 
1..27, 119. .158, 750. .899 

(AC021640) unknown protein [Arabidopsis thaliana] 



OJ000350_05.0410.C7 
+ 

909 

AAT/NAP 
899 
202 



43006 Seq. ID 

89991 Strand 

1 End 

OJ000350_05 . 0410 . 07 . o2 . np Method 

1 End 

5734621 Score 



OJ000350_05.0410.C7 

4185 
AAT/NAP 
3653 
168 



1..39, 1346. .1542, 2004. .2192, 2707. .2781, 3612. .3653 
(AP000391) ESTs AU067992 (011433) , AU077424 (011433) correspond to 
a region of the predicted gene.; Similar to ABO transporter-7 
(U43892) [Oryza sativa] 



Seq. No. 


43006 








Seq. ID 


OJ000350_05.0410 


.07 


Gene No. 


89991 








Strand 






Start 


1 








End 


4185 




Name 


OJ000350 05 


.0410 


.07.02 


. tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


935 




GI 


none 








Score 


38 




Exons 


2. .28, 123. 


.179, 


746. . 


901, 


747. .935 






Seq. No. 


43006 








Seq. ID 


OJ000350_05.0410 


.07 


Gene No. 


89991 








Strand 






Start 


1 








End 


4185 




Name 


OJ000350 05 


.0410 


.07.01 


.gs 


Method 


GENSCAN 




Start 


1603 






End 


2243 




GI 


none 








Score 


.94 




Exons 


1603. .2023, 


2188 


. .2243 










Seq. No. 


43006 








Seq. ID 


OJ000350_05.0410 


.07 


Gene No. 


89991 








Strand 






Start 


1 








End 


4185 




Name 


OJ000350 05 


.0410 


.07.02 


.gp 


Method 


AAT/GAP 




Start 


2447 








End 


2780 




GI 


3759129 








Score 


596 




Exons 


2447.. 2780 














Seq. No. 


43006 








Seq. ID 


OJ000350_05.0410 


.07 



43683 



t J 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



89991 Strand 

1 End 4185 

OJ000350_05.0410.C7.o3.np Method AAT/NAP 

2588 End 3047 

6692129 Score 309 
2588. .3047 

(AC007654) T19E23.13 [Arabidopsis thaliana] 



43006 
89991 
1 

0 J000350_05 . 04 10 . C7 . o2 . gs 

2596 

none 



Seq. ID OJ000350_05,0410.C7 



Strand 
End 

Method 

End 

Score 



4185 
GENSCAN 
4185 
.51 



2596. .2781, 2804. .2971, 3000. .3361, 4122. .4185 



43006 
89991 
1 

OJ000350_05 . 04 10 . C7 . ol . tc 

2602 

none 

2602.. 2700, 2605.. 2700, 2713. 
2865. .2942, 2942. .2977, 2979. 

43006 
89991 
1 

OJ000350_05.0410.C7.ol.tw 

2602 

none 

2602.. 2700, 2605.. 2700, 2606. 
2808. .2978, 2813. .2941, 2819. 
2942.. 2977, 2943.. 2975, 2980. 

43006 
89991 
1 

OJ000350_05 . 0410 . C7 . ol . tm 

2602 

none 

2602.. 2700, 2602.. 2700, 2603. 
2813. .2941, 2819. .2968, 2942. 
2983. .3087 



Seq. ID OJ000350_05.0410.C7 
Strand 

End 4185 
Method TBLASTX : Cress 
End 3059 
Score 47 

.2784, 2813. .2941, 2828. .2968, 
.3059, 2980. .3051 

Seq. ID OJ000350_05.0410.C7 
Strand 

End 4185 
Method TBLASTX : Wheat 
End 3084 
Score 65 

.2698, 2713. .2784, 2714. .2806, 
.2968, 2820. .2942, 2942, .2977, 
.3048, 2983. .3081, 2983. .3084 

Seq. ID OJ000350_05.0410.C7 
Strand 

End 4185 
Method TBLASTX : Mai ze 
End 3087 
Score 80 

.2698, 2713. .2784, 2808. .2978, 
.2977, 2979.. 3062, 2983.. 3057, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43006 
89991 
1 

OJ000350_05.0410.C7.ol.ts 
2602 



none 
2602, 
2808. 
2980, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2700, 2602. .2700, 2603. .2698, 
.2978, 2813. .2941, 2816. .2968, 
.3114 



OJ000350_05.0410.C7 
4185 

TBLASTX : Soybean 
3114 
66 

2713. .2784, '2714, .2767, 
2942. ,2977, 2979, ,3113, 



Seq. No. 
Gene No. 



43007 
89992 



Seq. ID OJ000350_05.0410,C8 
Strand + 



43684 



start 
Name 
Start 
GI 

Exons 



319 End 1797 

OJ000350_05 . 04 10 . C8 . ol . gs Method GENSCAN 

319 End 1797 

none Score .57 

319. .396, 962. .1092, 1424. .1479, 1775. .1797 



Seq. No. 43007 Seq. ID 

Gene No. 89993 Strand 

Start 2311 End 

Name OJ000350_05 . 04 10 . C8 . o2 . gs Method 

Start 2311 End 

GI none Score 

Exons 2311.. 2763, 2784.. 3158 



OJ000350_05.0410.C8 

3158 
GENSCAN 
3158 
.44 





Seq. No. 


43007 








Seq. ID 


OJ000350 


05. 0410. C8 




Gene No. 


89993 








Strand 








Start 


2311 








End 


3158 






Name 


OJ000350 05 


.0410. 


C8.01. 


np 


Method 


AAT/NAP 






Start 


2313 








End 


2769 






GI 


6692129 








Score 


506 






Exons 


2313. .2769 
















GI Descrip. 


(AC007654) 


T19E23 


.13 [Arabidopsis thaliana] 






Seq. No. 


43007 








Seq. ID 


OJ000350 


05. 0410. C8 




Gene No . 


89994 








Strand 








Start 


4578 








End 


5627 






Name 


OJ000350 05 


.0410. 


C8.01. 


ts 


Method 


TBLASTX : 


Soybean 


I U 


Start 


2356 








End 


2784 






GI 


none 








Score 


50 






Exons 


2356. .2460, 


2357. 


.2407, 


2434. 


.2547, 2434. .2532, 


2471. .2545, 






2540. .2779, 


2540. 


.2770, 


2542. 


.2784, 2542.-2769 




lU 


Seq. No. 


43007 








Seq. ID 


OJ000350 


05. 0410. C8 


B 


Gene No. 


89994 








Strand 








Start 


4578 








End 


5627 






Name 


OJ000350 05 


.0410. 


C8.ol. 


tm 


Method 


TBLASTX: 


Maize 


ll 


Start 


2356 








End 


2784 






GI 


none 








Score 


43 






Exons 


2356. .2424, 


2356. 


.2460, 


2434. 


.2547, 2434. .2532, 


2471. .2560, 






2542. .2784, 


2542. 


.2784, 


2543. 


.2770, 2561.. 2773 






Seq. No. 


43007 








Seq. ID 


OJ000350 


_05.0410.C8 




Gene No. 


89994 








Strand 








Start 


4578 








End 


5627 






Name 


OJ000350 05 


.0410. 


C8.01. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2356 








End 


2784 






GI 


none 








Score 


67 






Exons 


2356. .2460, 


2434. 


.2547, 


2434. 


.2556, 2471. .2545, 


2540. .2773, 






2542. .2775, 


2551. 


.2784, 


2588. 


.2770 








Seq. No. 


43007 








Seq. ID 


OJ000350 


_05.0410.C8 




Gene No. 


89994 








Strand 








Start 


4578 








End " 


5627 






Name 


OJ000350 05 


,0410. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2356 








End 


2791 






GI 


none 








Score 


37 






Exons 


2356. .2424, 


2356. 


.2460, 


2434. 


.2547, 2434.-2532, 


2471. .2560, 



43685 




2537. .2608, 2542. .2784, 2542. .2775, 2543. .2770, 2561. .2776, 
2729.. 2791 



Seq, No. 


43007 


Seq. ID 


OJ000350 


_05.0410.C8 


Gene No. 


89994 


Strand 


— 




Start 


4578 


End 


5627 




Name 


OJ000350 05.0410.C8.o3.gs 


Method 


GENSCAN 




Start 


4578 


End 


5627 




GI 


none 


Score 


. 58 




Exons 


4578.. 4739, 4984.. 5007, 5349. 


.5627 






Seq. No. 


43008 


Seq. ID 


OJ000350 


_05.0410.C9 


Gene No. 


89995 


Strand 






Start 


666 


End 


1313 




Name 


OJ000350 05.0410.C9.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


660 


End 


1146 




GI 


none 


Score 


82 




Exons 


660. .1145, 675.-926, 676, .801 


, 889. .1131, 904.. 


1146, 1071. 


Seq. No. 


43008 


Seq. ID 


OJ000350 


_05.0410.C9 


Gene No. 


89995 


Strand 






Start 


666 


End 


1313 




Name 


OJ000350 05,0410.C9.ol.np 


Method 


AAT/NAP 




Start 


663 


End 


1130 




GI 


6692129 


Score 


687 




Exons 


663. .1130 








GI Descrip. 


(AC007654) T19E23.13 [Arabidopsis thaliana] 





Seq. No. 43008 Seq, ID 

Gene No. 89995 Strand 

Start 666 End 

Name OJ000350_05 . 04 10 , C9 . ol , gs Method 

Start 666 End 

GI none Score 

Exons 666.. 1313 



OJ000350_05.0410.C9 

1313 
GENSCAN 
1313 
.91 



Seq. No. 


43008 




Seq. ID 


OJ000350__05.0410 


.C9 


Gene No. 


89995 




Strand 






Start 


666 




End 


1313 




Name 


OJ000350 05. 0410. C9, 


ol.tc 


Method 


TBLASTX: Cress 




Start 


675 




End 


1146 




GI 


none 




Score 


78 




Exons 


675. .902, 684. .1145, 


685. . 


801, 889. .1131, 949. .1146 




Seq. No. 


43008 




Seq. ID 


OJ000350_05.0410 


.C9 


Gene No, 


89995 




Strand 






Start 


666 




End 


1313 




Name 


OJ000350 05. 0410. C9. 


ol, tm 


Method 


TBLASTX: Maize 




Start 


675 




End 


1212 




GI 


none 




Score 


120 




Exons 


675.. 1133, 676.. 801, 


889. . 


1131, 904.. 


1146, 1054. .1212, 





1071, ,1133 



Seq. No. 43008 , Seq. ID OJ000350_05 . 04aO..; C9 

Gene No. 89995 Strand - 

Start 666 End 1313 

Name OJ000350 05 . 04 10 . C9 , ol , tw Method TBLASTX : Wheat 



43686 




start 


675 






End 


1158 


GI 


none 






Score 


120 


Exons 


675. . 1133., 


676. .801, 889. .1131, 904. .1146, 1054. .1158 


Seq. No. 


43009 






Seq. ID 


OJ000350_05 .0410.C10 


Gene No. 


89996 






Strand 


+ 


Start 


1054 






End 


2236 


Name 


OJ000350_05 


.0410. CIO. ol 


. gs 


Method 


GENSCAN 


Start 


1054 






End 


2236 


GI 


none 






Score 


. 9 


Exons 


1054 . . 1070, 


1723. .2236 








Seq. No. 


43009 






Seq. ID 


OJ000350_05.0410.C10 


Gene No. 


89997 






Strand 




Start 


707 






End 


8919 


Name 


OJ000350 05 


.0410. CIO. o2 


.tm 


Method 


TBLASTX: Maize 


Start 


695 






End 


3564 


GI 


none 






Score 


126 


Exons 


695.-787, 699.. 788, 854 


. .901, 


856. .909 


, 1291.. 1353, 2731.. 2^ 




2737. .2826, 


2921. .3028, 


2922. 


.3029, 3210.. 3254, 3211.. 3255, 




3420. .3554, 


3424. .3564, 


3427. 


.3552 




Seq. No. 


43009 






Seq. ID 


OJ000350_05. 0410. CIO 


Gene No. 


89997 






Strand 




Start 


707 






End 


8919 


Name 


OJ000350 05 


.0410. CIO. ol 


• np 


Method 


AAT/NAP 


Start - 


707 




End 


4897 


GI 


3738315 






Score 


439 


Exons 


707. .774, 1306. .1342, 2746, .2825, 2917 


..3027, 3215.. 3252, 




3427. .3551, 


3953. .4128, 


4805. 


.4897 




GI Descrip. 


(AC005170) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


43009 






Seq. ID 


OJ000350_05. 0410, CIO 


Gene No. 


89997 






Strand 




Start 


707 






End 


8919 


Name 


OJ000350 05 


.0410. CIO. o2 


. gs 


Method 


GENSCAN 


Start 


2667 






End 


8919 


GI 


none 






Score 


.48 


Exons 


2667. .2690, 


2746,-2825, 


2917. 


.3027, 3215., 3252, 3427.. 3551, 




3953. .4531, 


5013, .5153, 


5267. 


.5401, 5712,. 5864, 6905.. 7026, 




8450. .8919 










Seq. No. 


43009 






Seq. ID 


OJ000350_05, 0410. CIO 


Gene No. 


89997 






Strand 




Start 


707 






End 


8919 


Name 


OJ000350 05 


.0410, CIO. o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2754 






End 


3041 


GI 


none 






Score 


42 


Exons 


2754. .2828, 


2755. .2826, 


2924. 


.3028, 2925.. 3041 


Seq. No. 


43009 






Seq. ID 


OJ000350_05. 0410. CIO 


Gene No . 


89997 






Strand 




Start 


707 






End 


8919 


Name 


OJ000350 05 


.0410. CIO. o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


3210 






End 


3584 


GI 


none 






Score 


90 


Exons 


3210. .3257, 


3420. .3584, 


3427. 


.3552 





43687 




Seq. No. 


43009 








Seq. ID 


OJ000350 


Do . U4 lU . UiU 


Gene No. 


89997 








Strand 






Start 


707 








End 


8919 




Name 


OJ000350 05 


.0410 


.C10.O2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3420 








End 


3985 




GI 


none 








Score 


134 




Exons 


3420. .3566, 


3427 


. .3552, 


3941. 


.3985 






Seq. No. 


43009 








Seq. ID 


OJ000350 


_05. 0410. CIO 


Gene No. 


89997 








Strand 






Start 


707 








End 


8919 




Name 


OJ000350 05 


.0410 


.C10.O3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


4942 








End 


8735 




GI 


none 








Score 


79 




Exons 


4942. .5019, 


4949 


. .5017, 


5016. 


.5117, 5020. .5106, 


6899. .7027, 




6900. .7028, 


6906 


. .7028, 


6907. 


.7041, 8451. .8561, 


8452. .8562, 




8670. .8735 














Seq. No. 


43009 








Seq. ID 


OJ000350 


_05. 0410. CIO 


Gene No. 


89997 








Strand 






Start 


707 








End 


8919 




Name 


OJ000350 05 


.0410 


.ClO.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4945 








End 


6036 




GI 


none 








Score 


54 




Exons 


4945. .4971, 


4967 


. .5020, 


4975. 


.5019, 5016.. 5162, 


5017. .5169, 




5267. .5404, 


5280 


. .5402, 


5668. 


.5934, 5695. .5811, 


5697. .5885, 




5986. .6036 














Seq. No. 


43009 








Seq. ID 


OJ000350 


_05. 0410. CIO 


Gene No. 


89997 








Strand 






Start 


T T 

707 








End 


8919 




Name 


OJ000350 05 


.0410 


.C10.O2 


. np 


Method 


AAT/NAP 




Start 


4948 








End 


8771 




GI 


6016708 








Score 


1322 




Exons 


4948. .5153, 


5267 


. .5401, 


5712. 


.5886, 5987.. 6183, 


6905. .7026, 




8450. .8771 














GI Descrip. 


(AC009325) 


putative protein kinase [Arabidopsis 


thaliana] 


Seq. No. 


43009 








Seq. ID 


OJ000350 


_05. 0410. CIO 


Gene No. 


89997 








Strand 






Start 


707 








End 


8919 




Name 


OJ000350 05 


.0410 


.ClO.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4966 








End 


8555 




GI 


none 








Score 


61 




Exons 


4966. .5019, 


4967 


, .5020, 


5016. 


.5162, 5023.. 5169, 


5267. .5404, 




5273. .5404, 


5292 


. .5414, 


5313. 


.5414, 5693.. 5872, 


5706. .5879, 




5709. .5885, 


5710 


. .5886, 


5986. 


.6132, 5987.. 6133, 


6888, .7028, 




6899. .7027, 


8451 


. .8555, 


8452. 


.8553 






Seq. No. 


43009 








Seq. ID 


OJ000350 


_05. 0410. CIO 


Gene No. 


89997 








Strand 






Start 


707 








End 


8919 




Name 


OJ000350 05 


.0410 


.ClO.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


5016 








End 


6117 




GI 


none 








Score 


64 




Exons 


5016. .5150, 


5270 


. .5404, 


5288. 


.5404, 5322.. 5414, 


5706. .5882, 



43688 



5709. .5885, 5770. .5886, 5986. .6117, 5986. .6117 



. Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 



0410. CIO. ol.tm 



5119. .5169, 
5709. .5888, 



5266 



Seq. ID OJ000350_05. 0410. CIO 
Strand 

End 8 919 

Method TBLASTX : Mai ze 

End 6187 

Score 50 

.5406, 5267.. 5407, 5280. 



5709.. 5888, 5959.. 6186, 5960, 



.5405, 
.6187 



Seq. ID OJ000350_05.p410.C10 



43009 
89997 
707 

OJ000350__05, 
5118 
none 

5118. .5162, 
5705. .5839, 

43009 
89997 
707 

OJ000350_05.0410.C10.o2.ts 
8433 
5677051 

8433.-8657, 8446.. 8553, 8670. 
2244835/emb_CAB10257_ 4.0e-13 
[Arabidopsis thaliana] 

43010 
89998 
31 

OJ000350_05.0410,Cll.o2.np 
31 

7486915 

31. .63, 1696. .1805, 1903. .2005, 2827. .2924, 2999. .3129, 
3225. .3333, 3827. .4018, 4105. .4241, 4554. .4839 
hypothetical protein T13D8.12 - Arabidopsis thaliana 
gi|32490721gb|AAC24056.1| {AC004473) Contains similarity to 
hypothetical 43.1 KD protein in NDK-GCPE intergenic region 
gb|493519 from E. coli sequence gb|U02965. [Arabidopsis 
thaliana] 



Strand 
End 

Method 
End 
Score 
.8732 
(Z97337) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8919 

TBLASTX: Soybean 
8732 
135 

protein kinase homolog 



OJ000350_05,0410.C11 
+ 



4839 
AAT/NAP 
4839 
1170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43010 
89998 
31 

OJ000350_05.0410.Cll.ol.np 
496 

7339707 



Seq. ID OJ000350_05.0410.C11 

Strand + 

End 4839 

Method AAT/NAP 

End 1357 

Score 132 



496. .673, 988. .1117, 1195. .1357 

(AP001539) hypothetical protein [Oryza sativa] 



43010 
89998 
31 

OJ000350_05.0410.Cll.o2.gs 
1635 
none 

1635.. 1805, 1903.. 2005, 
3827. .3991, 4105. .4241, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2827. .2924, 
4554. .4830 



OJ000350_05.0410.C11 
+ 

4839 
GENSCAN 
4830 
.63 

2999.. 3129, 3225.. 3333, 



Seq. No. 
Gene No. 
Start 
Name 



43010 Seq. ID 

89999 Strand 

6921 End 

OJ000350_05 . 04 10 . Cll . o3 . gs Method 



OJ000350_05.0410.C11 
+ 

9134 
GENSCAN 



43689 



start 


6921 




End 


8958 


GI 


none 




Score 


.96 


Exons 


6921.. 7861, 8527. .8599, 


8770 


. .8958 




Seq. No. 


43010 




Seq. ID 


OJ000350_05.0410.C11 


Gene No. 


89999 




Strand 


+ 


Start 


6921 




End 


9134 


Name 


OJ000350 05.0410.Cll.ol. 


gp 


Method 


AAT/GAP 


Start 


6925 




End 


7453 


GI 


none 




Score 


921 


Exons 


6925. .7453 








Seq. No. 


43010 




Seq. ID 


OJ000350_05.0410.C11 


Gene No. 


89999 




Strand 


+ 


Start 


6921 




End 


9134 


Name 


OJ000350 05.0410,Cll.o2. 


gp 


Method 


AAT/GAP 


Start 


8556 




End 


9134 


GI 


uC-osrocyp008a08al 




Score 


921 


Exons 


8556.. 8662, 8770.. 9134 








GI Descrip. 


M176420/dbj IBAA37167I 2 


.Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] * 








Seq. No. 


43010 




Seq. ID 


OJ000350_05.0410.C11 


Gene No. 


90000 




Strand 


+ 


Start. 


26155 




End 


29772 


Name 


OJ000350 05. 0410. Oil. o7. 


np 


Method 


AAT/NAP 


Start 


26155 




End 


28608 


GI 


123228 




Score 


75 


Exons 


26155. .26540, 26673 .. 26785, 


28592. .28608 


GI Descrip. 


HOMEOBOX PROTEIN H0X-A4 


{CHOX-1.4) gi| 


104706|pir 1 IS09257 



homeotic protein Hox A4 - chicken gi | 63219 | emb | CAA368 96. 1 1 
(X52670) Chox-1.4 protein (AA 1-309) [Gallus gallus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



43010 Seq. ID 

90000 Strand 

26155 End 

OJ000350_05 . 04 10 . Cll . o8 . np Method 

28217 End 

7340860 Score 



OJ000350_05. 0410. Cll 
+ 

29772 
AAT/NAP 
29772 
227 



28217. .28299, 2834 4 28478, 28959 .. 29029, 29754.. 29772 
(AP001551) EST D24084 {R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


43010 








Seq. ID 


OJ000350 


Gene No. 


90001 








Strand 




Start 


385 








End 


1117 


Name 


OJ000350 


05. 0410. Cll 


.ol 


.gs 


Method 


GENSCAN 


Start 


385 








End 


1117 


GI 


none 








Score 


.74 


Exons 


385. .436, 


510. .1117 










Seq. No. 


43010 








Seq. ID 


OJ000350 


Gene No. 


90002 








Strand 




Start 


9569 








End 


17609 


Name 


OJ000350 


05. 0410. Cll 


.o3 


.np 


Method 


AAT/NAP 


Start 


9550 








End 


17609 


GI 


7488129 








Score 


1091 



43690 



Exons 9550.. 10255, 10306. . 10438, 104 91 10695; 12005 .. 12114 , 

12281. .12404, 17557.. 17609 

GI Descrip. probable limonene cyclase - Arabidopsis thaliana 

gi|2245029|emb|CAB10449.1| (Z97341) limonene cyclase like 
protein [Arabidopsis thaliana] gi | 7268424 | emb I CAB78716 . 1| 
(AL161544) limonene cyclase like protein [Arabidopsis thaliana] 





Seq. No. 


* 43010 


Seq. ID 


OJ000350_ 


05.0410 


.Cll 




Gene No. 


90002 


Strand 










Start 


9569 


End 


17609 








Name 


OJ000350 05.0410.Cll.o4.gs 


Method 


GENSCAN 








Start 


9569 


End 


12575 








GI 


none 


Score 


.9 








Exons 


9569.. 10255, 10347 .. 10695, 


12005. .12135, 12243. . 


12575 






Seq. No. 


43010 


Seq. ID 


OJ000350_ 


05.0410 


.011 




Gene No. 


90003 


Strand 










Start 


18693 


End 


20409 








Name 


OJ000350 05.0410.Cll.o4.np 


Method 


AATVNAP 








Start 


18693 


End 


20409 








GI 


6983857 


Score 


1085 








Exons 


18693. .18987, 19018 .. 19491, 


19662. .20233, 20297. 


.20409 






GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 








Seq'.- No. 


43010 


Seq. ID 


OJ000350_ 


05.0410 


.Cll 




Gene No. 


90004 


Strand 










Start 


20464 


End 


20658 






; Is? 


Name 


OJ000350 05.0410.Cll.o3.gp 


Method 


AAT/GAP 








Start 


20464 


End 


20658 








GI 


5667165 


Score 


339 








Exons 


20464. .20658 











GI Descrip. 5670155/gb | AF161269. 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 



Seq. No. 43010 Seq. ID 

Gene No, 90005 Strand 

Start 21095 End 

Name 0 J000350_05 . 04 10 . Cll . o2 . tm Method 

Start 3023 End 

GI none Score 
Exons 



OJ000350_05.0410-C11 
24677 

XBLASTX: Maize 

5082 

180 



3023.. 3130, 3024.. 3131, 3025.. 3129, 3026.. 3130, 3211.. 3333, 

3216.. 3338, 3225.. 3335, 3805.. 4020, 3806.. 4027, 3827.. 4021, 

4102. .4239, 4104. .4241, 4105. .4239, 4549. .4851, 4552. .4815, 

4809.. 4913, 5029.. 5082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



43010 
90005 
21095 

OJ000350_05.0410.Cll.o3.ts 

3883 

none 



Seq. ID OJ000350_05. 0410. Cll 
Strand 
End 

Method 
End 
Score 



24677 

TBLASTX : Soybean 

4212 

193 



3883. .4005, 3884. .4006, 3884. .4006, 3888. .4010, 4073. .4210, 
4081. .4209, 4104. .4211, 4105. .4212 



43010 
90005 
21095 



Seq. ID 

Strand 

End 



OJ000350 05. 0410. Cll 



24677 



43691 






Name 


OJ000350 05.0410.Cll.ol.tc 


Method 


TBLASTX: Cress 






Start 


9578 


End 


9943 






GI 


none 


Score 


200 






Exons 


9578 . . 9943, 9579. . 9929 










Seq. No, 


43010 


Seq. ID 


OJ000350_05.0410 


.Cll 




Gene No. 


90005 


Strand 








Start 


21095 


End 


24677 






Name 


OJ000350 05.0410.Cll.o2.ts 


Method 


TBLASTX : Soybean 






Start 


9593 


.End 


9907 






GI 


none 


Score 


65 






Exons 


9593.. 9685, 9594.. 9680, 9680 


. .9907, 9696. .9905 






Seq. No. 


43010 


Seq. ID 


OJ000350_05.0410 


.Cll 




Gene No. 


90005 


Strand 








Start 


21095 


End 


24677 






Name 


OJ000350 05.0410.Cll.ol.tw 


Method 


TBLASTX: Wheat 






Start 


9683 


End 


10105 






GI 


none 


Score 


144 






Exons 


9683.. 9871, 9692.. 9868, 9851 


..9952, 9862. .9900, 9866. .9940, 






10010. .10102, 10011. .10103, 


10016. .10105 






Seq. No. 


43010 


Seq. ID 


OJ000350__05.0410 


.Cll 




f Gene No. 


90005 


Strand 








Start 


21095 


End 


24677 




[fl 


Name 


OJ000350 05.0410.Cll.o5.tm 


Method 


TBLASTX: Maize 






Start 


9716 ~ 


End 


9943 




fi a 


GI 


none 


Score 


107 




fl 


Exons 


9716. .9943, 9744. .9914, 9770 


. .9940 








Sea. No. 


43010 


Seq. ID 


OJ000350_05.0410 


.Cll 




Gene No. 


90005 


Strand 








Start 


21095 


End 


24677 






Name 


OJ000350 05.0410.Cll.ol.ts 


Method 


TBLASTX : Soybean 




f 1 


Start 


9992 


End 


10697 




'-..I 


GI 


none 


Score 


78 






Exons 


9992.. 10102, 10175. .10225, 10347 .. 10697, 10348 .. 10425, 




% ~ 




10513. .10650 








u 


Seq. No. 


43010 


Seq. ID 


OJ000350_05.0410 


.Cll 




Gene No. 


90005 


Strand 








Start 


21095 


End 


24677 






Name 


OJ000350 05.0410.Cll.o3.tm 


Method 


TBLASTX: Maize 






Start 


10076 


End 


10460 






GI 


none 


Score 


124 






Exons 


10076. .10255, 10089. .10262, 


10347. .10460, 10348.. 10413 






Seq. No. 


43010 


Seq. ID 


OJ000350_05.0410 


.Cll 




Gene No. 


90005 


Strand 








Start 


21095 


End 


24677 






Name 


OJ000350 05.0410.Cll.o2.tc 


Method 


TBLASTX: Cress 






Start 


10347 


End 


10670 






GI 


none 


Score 


67 






Exons 


10347. .10670, 10348. .10410, 


10456. .10650 






Seq. No. 


43010 


Seq. ID 


OJ000350_05.0410 


.Cll 




Gene No. 


90005 


Strand 







43692 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



21095 End 24677 

0 J000350_05 . 04 10 . Cll . o5 . np Method AAT/NAP 
21095 End 24475 

4680186 Score 184 

21095, .21513, 22015. .22074, 24442.. 24475 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 43010 

Gene No. 90005 

Start 21095 

Name OJ000350_05 . 04 10 . Cll . ol . tm 

Start 23268 

GI none 

Exons 23268. .23363, 23361 .. 23891, 
23895. .24059 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_05.0410.C11 
24677 

TBLASTX: Maize 

24059 

39 



23375. .23869, 238 94 .. 24058 , 





Seq. No. 


43010 








Seq. ID 


OJ000350_05. 0410. Cll 




Gene No. 


90005 








Strand 






Start 


21095 








End 


24677 




Name 


OJ000350 05 


.0410. 


C11.04 


. tm 


Method 


TBLASTX: Maize 




Start 


24336 








End 


24677 




GI 


none 








Score 


105 


f 1 


Exons 


24336. .24461, 24477. .24677 






l~ 


Seq. No. 


43011 








Seq. ID 


OJ000350_05.0410.C12 




Gene No. 


90006 








Strand 




ru 


Start 


3795 








End 


9735 




Name 


OJ000350 05 


.0410. 


C12.06 


.tm 


Method 


TBLASTX: Maize 




Start 


1808 








End 


9483 




GI 


none 








Score 


104 




Exons 


1808. .1915, 


1808. 


.1900, 


1810, 


.1914, 1810.. 1899, 2133. ,2222, 






2138. .2224, 


3098. 


.3139, 


3100, 


.3141, 3267.. 3386, 3268. ,3384, 






9292. .9348, 


9296. 


.9340, 


9445, 


.9483 






Seq. No. 


43011 








Seq. ID 


OJ000350_05,0410.C12 




Gene No. 


90006 








Strand 






Start 


3795 








End 


9735 




Name 


OJ000350 05 


.0410. 


C12.05 


,tw 


Method 


TBLASTX: Wheat 




Start 


3113 








End 


9481 




GI 


none 








Score 


143 




Exons 


3113. .3139, 


3266. 


.3385, 


3267. 


.3386, 3268.. 3384, 3269. .3385, 






9292. .9348, 


9427. 


,9480, 


9443. 


.9481 






Seq. No. 


43011 








Seq. ID 


OJ000350_05.0410.C12 




Gene No. 


90006 








Strand 






Start 


3795 








End 


9735 




Name 


OJ000350 05 


.0410. 


C12.01 


.np 


Method 


AAT/NAP 




Start 


3795 








End 


9735 




GI 


6466937 








Score 


2314 




Exons 


3795. .7439, 


7468. 


.8003, 


9625. 


.9735 





GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 43011 Seq. ID OJ000350_05 . 04 10 . C12 

Gene No. 90006 Strand 

Start 3795 End 9735 

Name OJ000350 05,0410,C12.o5.tm Method TBLASTX:Maize 



43693 




start 


3867 








End 


4208 




GI 


none 








Score 


114 




Exons 


3867. .4088, 


3879 


. .4040, 


4128. 


.4208, 4140. .4208 




Seq. No. 


43011 








Seq. ID 


OJ000350_05.0410 


.012 


Gene No. 


90006 








Strand 






Start 


3795 








End 


9735 




Name 


OJ000350 05. 


0410 


.012. o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4305 








End 


4886 




GI 


none 








Score 


64 




Exons 


4305. .4433, 


4318 


. .4443, 


4503. 


.4886, 4525. .4878, 4641. .4883 


Seq. No. 


43011 








Seq. ID 


OJUUUoOU UO.U4iU 


. Ul ^ 


Gene No. 


90006 








Strand 






Start 


3795 








End 


an 'id 

y / Jo 




Name 


OJ000350 05. 


0410 


.012. o2 


.tm 


Me moa 


i oLfAb i A , Mai ze 




Start 


4506 








■p „ -J 
End 


oUbo 




GI 


none 








Score 


222 




Exons 


4506. .5066, 


4555 


. .5001 










Seq. No. 


43011 








beq. IJJ 






Gene No. 


90006 








Strand 






Start 


3795 








End 


n T o c 




Name 


OJ000350 05. 


0410 


.012.01 


.ts 


Metnoa 


i bLiAb i A i boyoean 




Start 


4734 








bna 


C A T A 




GI 


none 








Score 


119 




Exons 


4734. .5057, 


4735 


. .5070 










Seq. No. 


43011 








Seq. ID 


r\ T r\ r\ ci r\d. r\A'\r\ 
UJUUUjOU Uj.U4iU 


. \^1Z, 


Gene No. 


90006 








Strand 






Start 


3795 








End 


y / Jo 




Name 


OJ000350 05. 


0410 


.012.04 


. tm 


Method 


TOT 7\OTV.M-^^ 

i BLAb ix ; Mai ze 




Start 


5095 








End 


o4oy 




GI 


none 








Score 


70 




Exons 


5095. .5256, 


5100 


. .5489, 


5332. 


.5448 






Seq. No. 


43011 








Seq. ID 


/^XAAAOCA AC A/TA 




Gene No. 


90006 








Strand 






Start 


3795 








End 


A T "IS C 

9735 




Name 


OJ000350 05. 


0410 


.012.04 


.tw 


Method 


TBLASTX : Wneat 




Start 


5364 








End 


5702 




GI 


none 








Score 


187 




Exons 


5364. .5702 














Seq. No. 


43011 








Seq. ID 


OJ000350_05.0410 


.012 


Gene No. 


90006 








Strand 






Start 


3795 








End 


9735 




Name 


OJ000350 05. 


0410 


.012. o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


5547 








End 


5792 




GI 


none 








Score 


69 




Exons 


5547. .5792, 


5647 


. .5775 










Seq. No. 


43011 








Seq. ID 


OJ000350_05.0410 


.012 


Gene No. 


90006 








Strand 






Start 


3795 








End 


9735 




Name 


OJ000350 05. 


0410 


.012.O1 


. tm 


Method 


TBLASTX: Maize 




Start 


5604 








End 


6023 





43694 



GI none 

Exons 5604.. 6023, 5647.. 5859 

Seq. No. 43011 

Gene No. 90006 

Start 3795 

Name OJ000350_05 . 0410.C12 ,o3. 

Start 5703 

GI none 

Exons 5703.. 5819, 5823.. 6101, 

Seq. No. 43011 

Gene No. 90006 

Start 37 95 

Name OJ000350_05 . 0410 .C12 . o2 . 

Start 5823 

GI none 

Exons 5823.. 6140, 5926.. 6096 

Seq. No. 43011 

Gene No. 90006 

Start 37 95 

Name OJ000350_05 . 0410 . C12 . o3 . 

Start 6096 

GI none 

Exons 6096.. 6575, 6133.. 6528, 

Seq. No. 43011 

Gene No. 90006 

Start 3795 

Name OJ000350_05.0410.C12.ol 

Start 6192 

GI none 

Exons 6192.. 6632, 6193.. 6528 

Seq. No. 43011 

Gene No. 90006 

Start 3795 

Name OJ000350_05 . 0410 .C12 .o3 , 

Start 6282 

GI none 

Exons 6282.. 6596 

Seq. No. 43012 

Gene No. 90007 

Start 62 

Name OJ000350_05 . 0410 . C13 . ol , 

Start 62 

GI none 

Exons 62.. 149, 351.. 380, 1721. 

Seq. No. 43012 

Gene No. 90008 

Start 2916 

Name OJ000350_05 . 0410 . C13 . ol . 

Start 2810 

GI 340 1.R1084 



Score 



Seq. ID 

Strand 

End 

tw Method 
End 
Score 

5926. .6060 

Seq. ID 

Strand 

End 

ts Method 
End 
Score 



Seq. ID 
Strand 
End 

tm Method 
End 
Score 
6519. .6575 

Seq. ID 
Strand 
End 

.tw Method 
End 
Score 



Seq. ID 

Strand 

End 

ts Method 
End 
Score 



Seq. ID 

Strand 

End 

gs Method 
End 
Score 



.1767 



gp 



Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



171 



OJ000350_05.0410.C12 
9735 

TBLASTX: Wheat 

6101 

104 



OJ000350_05.0410.C12 
9735 

TBLASTX: Soybean 

6140 

65 



OJ000350_05 . 0410 .C12 
9735 

TBLASTX '.Maize 

6575 

157 



OJ000350_05.0410.C12 
9735 

TBLASTX: Wheat 

6632 

138 



OJ000350_05.0410.C12 
9735 

TBLASTX: Soybean . 

6596 

194 



OJ000350_05,0410.C13 
+ 

1767 
GENSCAN 
1767 
.49 



OJ000350_05.0410.C13 

620 V. 
AAT/GAP 
4529 
1470 



43695 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2810. .3239, 3430. .3535, 3695. .3780, 4235. .4288, 4411. .4529 
'3345477/clbj IBAA31953I l.Oe-131 (AB016283) carbonic anhydrase 
[Oryza sativa] ' 



43012 
90008 
2916 

OJ000350_05.0410.C13.o2.gs 

2916 

none 

2916.. 3082, 3084.. 3239, 
4235.. 4359, 4365.. 4533 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_05.0410.C13 

6201 
GENSCAN 
4533 
.8 



3487.-3535, 3695. .3780, 4080. .4206, 



43012 Seq. ID 

90008 Strand 

2916 End 
OJ000350_05 . 04 10 . C13 . ol . tm Method 

2985 End 

none Score 

2985. .3020, 3096. .3242, 3108. .3242, 3109 

3428.. 3535, 3428.. 3535, 3430.. 3534, 3430 

3683. .3781, 3694. .3798, 3695. .3781, 3697 

3704. .3787, 4224. .4298, 4232. .4291, 4232 

4406. .4528, 4408. .4530, 4411. .4473, 4411 



OJ000350 05.0410.C13 



6201 

TBLASTX: Maize 
4530 
39 

3288, 3112.. 3288, 

3534, 3683.. 3787, 

3786, 3697.. 3786, 

4285, 4233.. 4298, 

4530, 4412. .4528 



43012 Seq. ID OJ000350_05 . 04 10 . C13 

90008 Strand 

2916 End 6201 

OJ000350_05 .0410.C13.ol.np Method AAT/NAP 

3108 End 6201 

7436816 Score 734 

3108. .3239, 3430. .3535, 3695. .3780, 4235. .4288, 4411. .4529, 
6182. .6201 

probable carbonate dehydratase (EC 4.2.1.1), chloroplast - rice 
gi| 606817 |gb|AAA86943.1| (U08404) carbonic anhydrase [Oryza 
sativa] gi | 5917783 | gb IAAD56038 . 1 |AF182806_1 (AF182806) carbonic 
anhydrase 3 [Oryza sativa] 



43012 . - . . 

90008 

2916 

OJ000350_05 . 04 10 . C13 . ol . tc 

3114 

none 



Seq. ID OJ000350_05.0410.C13 
Strand 

End 6201 
Method TBLASTX: Cress 
End 4530 
Score 101 

3114. .3242, 3121. .3240, 3428. .3532, 3430. .3531, 3721. .3789, 
4232. .4291, 4233. .4295, 4394. .4528, 4408. .4530 



43012 
90008 
2916 

OJ000350_05.0410.C13.ol.tw 

4244 

none 



Seq. ID OJ000350_05.0410.C13 
Strand 

End 6201 

Method ' TBLASTX: Wheat 

End 4530 

Score 65 



4244. .4285, 4245. .4286, 4247. .4315, 4381. .4473, 4411. .4530, 
4412. .4528, 4491. .4529 



Seq. No. 



43012 



Seq. ID OJ000350_05.0410.C13 



43696 



Gene No . 


90008 










Start 


2916 


End 


6201 






Name 


OJ000350 05.0410.C13.o3.gs 


Method 


GENSCAN 






Start 


5004 


End 


5600 






GI 


none 


Score 


.9 






Exons 


5004.. 5090, 5237.. 5508, 5543 


. .5600 








Seq. No. 


43013 


Seq. ID 


OJ000350_ 


_05.0410 


.C14 


Gene No . 


90009 


St rand 


+ 






Start 


15623 


End 


16041 






Name 


OJ000350 05.0410.C14.o3.gs 


Method 


GENSCAN 






Start 


15623 


End 


16041 






GI 


none 


Score 


.51 






Exons 


15623. .15683, 15947.. 16041 










Seq. No. 


43013 


Seq. ID 


OJ000350 


05.0410 


.C14 


Gene No. 


90010 


Strand 


+ 






Start 


17015 


End 


20411 






Name 


OJ000350 05.0410-C14.o4.gs 


Method 


GENSCAN 






Start 


17015 


End 


20411 






GI 


none 


Score 


.54 






Exons 


17015. .17077, 18960. .19811, 


19904. .20039, 20125. 


.20237, 





20250. .20411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 



43013 Seq. ID 

90010 Strand 

17015 End 

OJ000350_05.0410.C14.o2.np Method 

19383 End 

3153821 Score 
19383. .19767 

(AF062655) plenty-of-prolines-101; POPlOl; SH3-philo-protein 
[Mus musculus] 



OJ000350_05.0410.C14 
+ 

20411 
AAT/NAP 
19767 
97 



43013 Seq. ID 

90011 Strand 

358 End 

. OJ.000350_05 .0410. C14 . ol . np Method 

358 End 

3345477 Score 



OJ000350_05.0410.C14 

4779 
AAT/NAP 
4726 
385 



358.. 489, 607.. 668, 4518. .4726 

(AB016283) carbonic anhydrase [Oryza sativa] 

43013 Seq. ID OJ000350_05 . 0410 . C14 

90011 Strand 

358 End 4779 

OJ000350_05 .0410. C14 . ol . gp Method AAT/GAP 

441 End 4779 

340_5.R1084 Score 1108 

441. .489, 607. .668, 1052. .1326, 4518. .4779 

•2149018/gb|U705411OSU70541 5.0e-25 Oryza sativa putative 

ADP-glucose pyrophosphorylase subunit SH2 and putative 

NADPH-dependent reductase Al genes, complete cds ' 



43013 
90012 
19396 



Seq. ID 

Strand 

End 



OJ000350 05.0410.C14 



19840 



43697 




Name 


OJ000350 05 


.0410 


.C14.04 


.gp 


Method 


AAT/GAP 




Start 


19396 








End 


19840 




GI 


none 








Score 


821 




Exons 


19396. .19840 












Seq. No. 


A f\ T A 

4 JU14 








Seq. ID 


OJ000350_05.0410 


.C15 


Gene No. 


90013 








Strand 


+ 




Start 


^ ^ o 
DO O 








End 


A A A 




Name 


A r\ o c r\c 
OJOUUodU Uo 


.0410 


.C15.01 


.np 


Method 


AAT/NAP 




Start 


^ ^ o 
DO J 








End 


1444 




GI 


^ n n o T n yi 

dUUz /y 4 








Score 


1239 




Exons 


663. .1444 














GI Descrip. 


(AF149813) 


unknown [Oryza sativa] 






Seq. No. 


4 o014 








Seq. ID 


OJ000350_05.0410 


.C15 


Gene No. 


A A A T A 








Strand 


+ 




Start 


1 A O C 

19oo 








End 


7067 




Name 


/^TAAAOCA AC 


.0410 


.C15.02 


.np 


Method 


AAT/NAP 




Start 










End 


7067 




GI 


4680179 








Score 


3829 




Exons 


1935. .2991, 


3094 


. .6129, 


6881 - 


.7067 






GI Descrip. 


/TVT'T 1 T TAA\ 

{AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


43014 








Seq. ID 


OJ000350 05.0410 


.C15 


Gene No. 


90014 








Strand 


+ 




Start 


1935 








End 


7067 




Name 


OJ000350 05 


.0410 


.C15.06 


.tw 


Method 


TBLASTX: Wheat 




Start 


2154 








End 


2531 




GI 


none 








Score 


166 




Exons 


zlo4 , . Z3d I , 


2171 


. .2272, 


2388 . 


.2531 






Seq. No. 


43014 








Seq. ID 


OJ000350_05.0410 


.C15 


Gene No. 


90014 








Strand 


+ 




Start 


T A O C 

1935 








End 


7067 




Name 


/^TAAAOCA AC 

OJ000350 05 


.0410 


.C15.05 


. tm 


Method 


TBLASTX: Maize 




Start 


2412 








End 


2813 




GI 


none 








Score 


242 




Exons 


Oi(1A 001*3 
z4 1^ . . ZO 1 J 














Seq. No. 


43014 








Seq. ID 


OJ000350_05.0410 


,C15 


Gene No. 


90014 








Strand 


+ 




Start 


T A O C 

1935 








End 


7067 




Name 


^tAAA'^CA AC 

OJ000350 05 


.0410 


.C15.07 


. tm 


Method 


TBLASTX: Maize 




Start 


3122 








End 


3446 




GI 


none 








Score 


203 




Exons 


3122 , . 3235, 


3123 


. .3446, 


3129. 


.3446 






Seq. No. 


43014 








Seq. ID 


OJ000350_05,0410 


.C15 


Gene No. 


90014 








Strand 


+ 




Start 


1935 








End 


7067 




Name 


OJ000350 05 


.0410 


.C15.05 


.tw 


Method 


TBLASTX: Wheat 




Start 


3128 








End 


3527 




GI 


none 








Score 


163 




Exons 


3128. .3283, 


3129 


. .3350, 


3359. 


3454, 3363.. 3527 




Seq. No. 


43014 








Seq. ID 


OJ000350_05.0410 


.C15 


Gene No. 


90014 








Strand 


+ 





43698 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1935 

OJ000350_05.0410.C15.o4.tw 

3673 

none 

3673. .4110, 3687. .4097, 3700. 

43014 
90014 
1935 

OJ000350_05. 0410. CIS. o4.tm 

3690 

none 

3690.. 3971, 3691.. 3972, 3691. 



43014 
90014 
1935 

OJ000350_05. 

4131 

none 

4131. .4184, 



43014 
90014 
1935 

OJ000350_05. 

4175 

none 

4175. .4270, 

43014 
90014 
1935 

OJ000350_05. 

4176 

none 

4176. .4382, 

43014 
90014 
1935 

OJ000350_05, 

4313 

none 

4313. .4702, 

43014 
90014 
1935 

OJ000350_05, 

4320 

none 

4320. .4565 

43014 
90014 
1935 



0410. CIS. o3.ts 
4148. .4270, 4176. 

0410. CIS. o8.tw 
4176. .4307 

0410. CIS. o6.tm 
4193. .4378 

0410. CIS. o2,tw 
4314.. 4739, 4371, 

0410. CIS. o2.ts 



End 

Method 
End 
Score 
.4110 

.Seq- ID 
Strand 
End 

Method 
End 
Score 
.3972 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4298 

Seq. ID 

Strand 
End 

Method 

End 

Score. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7067 

TBLASTX: Wheat 

4110 

497 



OJ000350_05.0410.C15 
+ 

7067 

TBLASTX: Maize 

3972 

327 



OJ000350_05. 0410. CIS 
+ 

7067 

TBLASTX: Soybean 

4298 

74 



OJ000350_05.0410.C15 
+ 

7067 

TBLASTX: Wheat 

4307 

176 



OJ000350_05. 0410. CIS 
+ 

7067 

TBLASTX: Maize 

4382 

229 



OJ000350_05. 0410. CIS 
+ 

7067 

TBLASTX: Wheat 

4739 

606 



.4724, 4375.. 4737 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000350_05. 0410. CIS 
+ 

7067 

TBLASTX : Soybean 

4565 

213 



OJ000350_05. 0410. CIS 
+ 

7067 



43699 




Name 


OJ000350 05 


.0410 


.015. o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4386 








End 


4749 


GI 


none 








Score 


474 


Exons 


4386. .4739, 


4388 


. .4687, 


4438, 


.4749 




Seq. No. 


43014 








Seq. ID 


OJ000350_05,0410.C15 


Gene No. 


90014 








Strand 


+ 


Start 


1935 








End 


7067 


Name 


OJ000350 05 


.0410 


.C15.03. 


tw 


Method 


TBLASTX: Wheat 


Start 


4782 








End 


5306 


GI 


none 








Score 


591 


Exons 


4782. .5306, 


4856 


. .5302 








Seq. No. 


43014 








Seq. ID 


OJ000350_05.0410.C15 


Gene No. 


90014 








Strand 


+ 


Start 


1935 








End 


7067 


Name 


OJ000350 05 


.0410 


.015. ol. 


tc 


Method 


TBLASTX :Oress 


Start 


5013 








End 


5330 


GI 


none 








Score 


101 


Exons 


5013. .5186, 


5034 


. .5186, 


5187. 


.5330, 5189.. 5317 


Seq. No. 


43014 








Seq. ID 


OJ000350_05 . 0410 .C15 


Gene No. 


90014 








Strand 


+ 


Start 


1935 








End 


7067 


Name 


OJ000350 05 


.0410 


.015,01. 


ts 


Method 


TBLASTX : Soybean 


Start 


5099 








End 


5354 


GI 


none 








Score 


288 


Exons 


5099, .5335, 


5106 


. .5354, 


5226. 


.5354 




Seq. No. 


43014 








Seq. ID 


bJ000350_05.0410.C15 


Gene No. 


90014 








Strand 


+ 


Start 


1935 








End 


7067 


Name 


OJ000350 05 


.0410 


.015.03. 


tm 


Method 


TBLASTX: Maize 


Start 


5154 








End 


5444 


GI 


none 








Score 


384 


Exons 


5154. ,5444, 


5165 


. .5335, 


5396. 


.5440 




Seq, No. 


43014 








Seq. ID 


OJ000350_05.0410.C15 


Gene No. 


90014 








Strand 


+ 


Start 


1935 








End 


7067 


Name 


OJ000350 05 


.0410 


.015.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


5313 








End 


5939 


GI 


none 








Score 


662 


Exons 


5313. .5939, 


5408 


. ,5815 








Seq. No. 


43014 








Seq. ID 


OJ000350_05.0410.C15 


Gene No. 


90014 








Strand 


+ 


Start 


1935 








End 


7067 


Name 


OJ000350 05 


.0410 


.015. oL. 


tm 


Method 


TBLASTX: Maize 


Start 


5496 








End 


6089 


GI 


none 








Score 


221 


Exons 


5496. .5654, 


5501 


. .5647, 


5647. 


,5910, 5651.. 5794, 5652.. 6089, 




5870. .6079, 


5994 


. .6089 








Seq. No. 


43014 








Seq. ID 


OJ000350_05 . 0410 .015 


Gene No. 


90014 








Strand 


+ 


Start 


1935 








End 


7067 



43700 



Name 


OJ000350 05.0410.C15.o7.tw 


Method 


TBLASTX: Wheat 


Start 


5940 


End 


6128 


GI 


none 


Score 


192 


Exons 


5940. .6128 






Seq. No. 


43015 


Seq. ID 


OJ000350_05.0410.C16 


Gene No. 


90015 


Strand 




Start 


140 


End 


778 


Name 


OJ000350 05.0410.C16.ol.gs 


Method 


GENSCAN 


Start 


140 


End 


778 


GI 


none 


Score 


.73 


Exons 


140. .352, 406. .609, 647. .778 






Seq. No. 


43016 


Seq. ID 


OJ000350_06.0403.C4 


Gene No. 


90016 


Strand 


+ 


Start 


132 


End 


990 


Name 


OJ000350 06.0403.C4.ol.np 


Method 


AAT/NAP 


Start 


132 


End . 


990 


GI 


6721519 


Score 


119 


Exons 


132.. 383, 887.. 990 






GI Descrip. 


(AP001072) EST AU082116 {E4026) corresponds to a region of the 


predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


43016 


Seq. ID 


OJ000350_06.0403.C4 


Gene No. 


90016 


Strand 


+ 


Start 


132 


End 


990 


Name 


OJ000350 06.0403.C4.o2.np 


Method 


AAT/NAP 


Start 


816 


End 


990 


GI 


7339699 


Score 


267 


Exons 


816. .990 






GI Descrip. 


(AP001539) EST C98176 (C0955) 


corresponds to a region of the 


predicted gene.; Similar to Arabidopsis thaliana chromosome II 




BAG F13A10; putative cellular apoptosis susceptibility protein. 




(AC006418) [Oryza sativa] 






Seq. No. 


43017 


Seq. ID 


OJ000350_06.0403.C5 


Gene No. 


90017 


Strand 


+ 


Start 


1 


End 


434 


Name 


OJ000350 06.0403.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


284 


GI 


4539660 


Score 


139 


Exons 


1. .284 






GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 


Seq. No. 


43017 


Seq. ID 


OJ000350_06.0403.C5 


Gene No. 


90017 


Strand 


+ 


Start 


1 


End 


434 


Name 


OJ000350 06.0403.C5.ol.gs 


Method 


GENSCAN 


Start 


50 


End 


434 


GI 


none 


Score 


.52 


Exons 


50. .136, 219. .434 






Seq. No. 


43018 


Seq. ID 


OJ000350_06.0403.C15 


Gene No. 


90018 


Strand 




Start 


124 9 


End 


1672 


Name 


OJ000350 06.0403.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


1233 


End 


1670 



43701 



GI • none Score 51 

Exons 1233. .1280, 1234. .1278, 1281. .1304, 1305. .1343, 1388. .1540, 

1392. .1541, 1399. .1539, 1410. .1541, 1615. .1668, 1620. .1670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43018 Seq. ID OJ000350_06 . 0403 . C15 

90018 Strand 

1249 End 1672 

OJ000350_06 . 0403 . C15 . ol . np Method AAT/NAP 

1249 End 1672 

7339705 Score 272 

1249. .1376, 1625. .1672 

{AP001539) ESTs D23839 (R0339) , AU082696 (E61918 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome 4 BAG clone F28J12; putative protein. (AL021710) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43019 Seq. ID 

90019 Strand 

1 End 
OJ000350_06.0403.C16.ol.gp Method 

1 End 

427704 Score 

1..136, 981. .1011 



OJ000350_06.0403.C16 

1197 
AAT/GAP 
1011 
181 



OJ000350 06.0403.C16 



43019 Seq. ID 

90019 Strand 
1 End 1197 

OJ000350_06.0403.C16.ol.np Method AAT/NAP 
1 End 1197 

7339705 Score 474 

1..136, 981. .1197 

{AP001539) ESTs D23839 (R0339) , AU082696 (E61918 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome 4 BAG clone F28J12; putative protein. (AL021710) 
[Oryza sativa] 



43019 Seq, ID 

90019 Strand 

1 End 

OJ000350_06.0403.C16.ol.tm Method 

52 End 

none Score 



OJ000350_06.0403.C16 
1197 

TBLASTX: Maize 

1196 

76 



52. .141, 56. .148, 57. .149, 60. .155, 980. .1042, 981. .1040, 
1068.. 1196, 1069.. 1194 



Seq. No, 


43019 










Seq. ID 


OJ000350_ 


06, 


,0403. 


C16 


Gene No, 


90019 










Strand 










Start 


1 










End 


1197 








Name 


OJ000350 06. 


0403 


.C16 


.ol 


, gs 


Method 


GEN SCAN 








Start 


981 










End 


1157 








GI 


none 










Score 


.72 








Exons 


981, ,1157 




















Seq. No. 


43020 










Seq. ID 


OJ000350_ 


06. 


.0403. 


C17 


Gene No. 


90020 










Strand 










Start 


1 










End 


1344 








Name 


OJ000350 06. 


0403 


.017 


,ol 


.np 


Method 


AAT/NAP 









43702 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



End 
Score 



1344 
862 



7339705 
1..47, 878.-1344 

(AP001539) ESTs D23839 {R0339) , AU082696 (E61918 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome 4 BAG clone F28J12; putative protein. (AL021710) 
[Oryza sativa] 



43020 
90020 
1 

OJ000350_06.0403.C17.ol.tm 
1 

none 



Seq. ID OJ000350_06.0403.C17 



Strand 
End 

Method 

End 

Score 



1344 

TBLASTX: Maize 

1083 

81 



1..48, 1..60, 3. .59, 877. .1068, 878. .1072, 878. .1072, 901. .1083 



43020 Seq. ID 

90020 Strand 

1 End 
OJ000350_06.0403.C17.ol.gs Method 

854 End 

none Score 
854, .1297 



OJ000350_06.0403.C17 

1344 
GENSCAN 
1297 
.96 



OJ000350 06.0403.C18 



43021 Seq. ID 

90021 Strand 
1 End 3153 

OJ000350_06 . 0403 . 018 . ol . np Method AAT/NAP 
1 End 3153 

7339705 Score 245 

1..33, 2990. .3153 

(AP001539) ESTs D23839 (R0339) , AU082696 (E61918 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome 4 BAG clone F28J12; putative protein. (AL021710) 
[Oryza sativa] 



43021 Seq. ID 

90021 Strand 
1 End 
OJ000350_06. 0403. 018. ol.gs Method 
2992 End 
none Score 
2992. .3153 

43021 

90022 Strand 
4134 End 
OJ000350_06 . 0403 . 018 . o2 . gs Method 
4134 End 
none Score 



OJ000350_06.04 03.C18 

3153 
GENSOAN 
3153 
.73 



Seq. ID OJ000350_06.0403.C18 



5849 
GENSCAN 
5849 
.83 



4134. .4155, 4302. .4435, 5060. .5134, 5772. .5849 



43021 Seq. ID 

90022 Strand 

4134 End 

OJ000350_06. 0403. 018. o2.np Method 

4137 End 



OJ000350_06.0403.C18 

5849 

AAT/NAP 

5849 



43703 



GI 

Exons 

GI Descrip. 

Seq, No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



7339704 Score 434 

4137. .4155, 4302. .4435, 5060. .5134, 5772. .5849 
(AP001539) hypothetical protein [Oryza sativa] 



Seq. ID OJ000350_06.0403.C19 

Strand + 

End 2149 

Method AAT/NAP 

End 2149 

Score 2832 



43022 
90023 
345 

OJ000350_06.0403.C19.ol.np 
345 

7339702 
345. .1278, 1432. .2149 

(AP001539) EST AU065085 (F11092) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAG F13A10; putative bHLH transcription factor. (AC006418) 
[Oryza sativa] 



Seq. No. 


43022 




Seq. ID 


OJ000350__06.0403 


.C19 


Gene No. 


90024 




Strand 






Start 


2064 




End 


2149 




Name 


OJ000350 


06.0403.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


348 




End 


753 




GI 


none 




Score 


538 




Exons 


348. .749, 


348. .752, 349. .753 




- • 




Seq. No. 


43022 




Seq. ID 


OJ000350_06.0403 


.C19 


Gene No. 


90024 




Strand 






Start 


2064 




End 


2149 




Name 


OJ000350 


06.0403.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


455 




End 


1178 




GI 


none 




Score 


994 




Exons 


455. .826, 


465. .1121, 465. .1121, 1109.. 


1177, 1110.-1178 




Seq. No. 


43022 




Seq. ID 


OJ000350_06.0403 


.C19 


Gene No. 


90024 




Strand 






Start 


2064 




End 


2149 




Name 


OJ000350 


06.0403.C19.o2.ts 


Method 


.TBLASTX : Soybean 




Start 


669 




End 


896 




GI 


none 




Score 


253 




Exons 


669. .896, 


687. .890 








Seq. No. 


43022 




Seq- ID 


OJ000350_06.0403 


.C19 


Gene No. 


90024 




Strand 






Start 


2064 




End 


2149 




Name 


OJ000350 


06.0403.C19.o2.tc 


Method 


TBLASTX: Cress 




Start 


720 




End 


1076 




GI 


none 




Score 


87 




Exons 


720. .833, 


849.-887, 924. .1076, 941-.1066 




Seq. No. 


43022 




Seq. ID 


OJ000350_06.0403 


.C19 


Gene No. 


90024 




Strand 






Start 


2064 




End 


2149 




Name 


OJ000350 


06.0403.C19-ol.ts 


Method 


TBLASTX : Soybean 




Start 


947 




End 


2129 




GI 


none 




Score 


348 




Exons 


947. .1030 


, 1145. .1174, 1648- . 


.1836, 1659. .1889, 1692. .1853, 



1706. .1864, 1941. .2129 



43704 




Seq. No. 


43022 






Seq. ID 


OJ000350_06.0403 


.019 


Gene No. 


90024 






Strand 






Start 


2064 






End 


21.49 




Name 


OJ000350 06,0403. 


C19,o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1235 






End 


1430 




GI 


none 






Score 


114 




Exons 


1235.. 1396, 1240. 


.1365, 


1245. 


.1403, 1347. .1430, 1358. .1420 


Seq. No. 


43022 






Seq. ID 


OJ000350_06.0403 


.C19 


Gene No. 


90024 






Strand 






Start 


2064 






End 


2149 




Name 


OJ000350 06,0403. 


C19.03 


.tm 


Method 


TBLASTX: Maize 




Start 


1530 






End 


1859 




GI 


none 






Score 


307 




Exons 


1530.. 1727, 1535, 


.1744, 


1536, 


.1742, 1676. .1855, 1701. .1859, 




1745. .1855 












Seq. No. 


43022 






Seq. ID 


OJ000350_06.0403 


.C19 


Gene No. 


90024 






Strand 






Start 


2064 






End 


2149 




Name 


OJ000350 06.0403. 


C19.01 


, to 


Method 


TBLASTX: Cress 




Start 


1685 






End 


2123 




GI 


none 






Score 


108 




Exons 


1685,. 1870, 1686. 


.1892, 


1706. 


.1864, 1944. .2123 




Seq. No. 


43022 






Seq. ID 


OJ000350_06.0403 


.C19 


Gene No, 


90024 






Strand 






Start 


2064 






End 


2149 




Name 


OJ000350 06,0403. 


C19.02 


. tm 


Method 


TBLASTX: Maize 




Start 


1860 






End 


2147 




GI 


none 






Score 


124 




Exons 


I860.. 1943, 1890. 


.1943, 


1944. 


.2084, 1988. .2086, 1994. ,2083, 




2072.. 2146, 2076. 


.2147, 


2079. 


.2147 






Seq, No. 


43022 






Seq. ID 


OJ000350_06.0403 


.C19 


Gene No. 


90024 






Strand 






Start 


2064 






End 


2149 




Name 


OJ000350 06.0403. 


C19.02 


. tw 


Method 


TBLASTX: Wheat 




Start 


2003 






End 


2148 




GI 


none 






Score 


113 




Exons 


2003.. 2146, 2004, 


,2147, 


2006. 


,2146, 2023.. 2148 




Seq. No. 


43022 






Seq. ID 


OJ000350_06.0403 


.C19 


Gene No. 


90024 






Strand 






Start 


2064 






End 


2149 




Name 


OJ000350 06.0403. 


C19.01 


.gp 


Method 


AAT/GAP 




Start 


2064 






End 


2149 




GI 


46570 1-R1084 






Score 


141 




Exons 


2064. .2149 












GI Descrip. 


'1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase 


gene. 


intron 1, 


partial sequence 


f 


Seq, No. 


43023 






Seq. ID 


OJ000350_06.0403 


.C20 


Gene No. 


90025 






Strand 


+ 




Start 


2328 






End 


3496 




Name 


OJ000350 06.0403. 


C20.O1 


.np 


Method 


AAT/NAP 




Start 


2328 






End 


3496 





43705 



GI 


7339701 


Score 


284 








Exons 


2328. .2445, 3416. .3496 












GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


43023 


Seq. ID 


OJ000350 


_06. 


0403. 


C20 


Gene No. 


90026 


Strand 










Start 


2068 


End 


2881 








Name 


OJ000350 06.0403.C20.o2 


.gs Method 


GENSCAN 








Start 


2068 


End 


2881 








GI 


none 


Score 


.71 








Exons 


2068. .2140, 2307. .2456, 


2621. .2881 










Seq. No. 


•43024 


Seq. ID 


OJ000350 


_06. 


0403. 


C21 


Gene No. 


90027 


Strand 


+ 








Start 


128 


End 


17 d4 








Name 


OJ000350 06.0403.C21.ol 


. np Method 


AAT/NAP 








Start 


128 


End 


1764 








GI 


7339701 


Score 


941 








Exons 


128. ,361, 1302. .1764 












GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43025 


Seq. ID 


OJ000350 


_06. 


0403. 


C22 


Gene No. 


90028 


Strand 


+ 








Start 


1 


End 


3064 








Name 


OJ000350 06.0403.C22.ol 


.np Method 


AAT/NAP 








Start 


1 


End 


3061 








GI 


7339701 


Score 


579 








Exons 


1..148, 477. .542, 2108. 


.2175, 2957. .3061 








GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


43025 


Seq. ID 


OJ000350 


_06. 


0403. 


C22 


Gene No. 


90028 


Strand 


+ 








Start 


1 


End 


3064 








Name 


OJ000350 06.0403.C22.ol 


-gs Method 


GENSCAN 








Start 


389 


End 


3064 








GI 


none 


Score 


.46 








Exons 


389.. 542, 2108.. 2175, 2957.. 3064 










Seq. No. 


43025 


Seq. ID 


OJ000350 


_06. 


0403. 


C22 


Gene No. 


90029 


Strand 










Start 


3998 


End 


5749 








Name 


OJ000350 06.0403.C22.ol 


. gp Method 


AAT/GAP 








Start 


3988 


End 


4544 








GI 


30964 1.R1084 


Score 


1059 








Exons 


3988. .4544 












GI Descrip. 


'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase 


gene, intron 1, 


partial 


sequence' 




Seq. No. 


43025 


Seq. ID 


OJ000350 


_06. 


0403. 


C22 


Gene No. 


90029 


Strand 










Start 


3998 


End 


5749 








Name 


OJ000350 06.0403.C22.o2 


-gs Method 


GENSCAN 








Start 


3998 


End 


5749 








GI 


none 


Score 


.79 








Exons 


3998. .4431, 4534. .4602, 


5598. .5749 










Seq. No. 


43025 


Seq. ID 


OJ000350 


_06. 


0403, 


C22 



43706 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



90029 Strand 

3998 End 5749 

OJ000350_06.0403.C22.o2.np Method AAT/NAP 

4001 End 4471 

7339700 Score 770 

4001. .4471 

{AP001539) hypothetical protein [Oryza sativa] 



43025 Seq. ID 

90029 Strand 

3998 End 
OJ000350_06. 0403. 022. ol.tw Method 

5163 End 

none Score 

5163.. 5450, 5218.. 5379 



OJ000350_06.0403.C22 
5749 

TBLASTX: Wheat 

5450 

59 



43026 Seq. ID 

90030 Strand 
1 End 
OJ000350_06 . 0403 . 023 . ol . np Method 
1 End 
7339699 Score 
1..2499 

(AP001539) EST 09817 6(00955) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAO F13A10; putative cellular apoptosis susceptibility protein. 
(AO006418) [Oryza sativa] 



OJ000350_06.0403.C23 
+ 

8965 
AAT/NAP 
2499 
4218 



43026 Seq. ID 

90030 Strand 

1 End 

OJ000350_06 . 0403 . 023 . ol . gs Method 

172 End 

none Score 



OJ000350_06.0403.C23 
+ 

8965 
GENSOAN 
8965 
.48 



172. .2346, -2408. .2502, 3990. .4162, 5543. .5629, 5810. .6204, 
6282. .6333, 6415. .7547, 8217. .8381, 8774. .8965 



OJ000350_06.0403.C23 
+ 

8965 
AAT/GAP 
4371 
1542 



43026 Seq. ID 

90030 Strand 
1 End 
OJ000350_06. 0403. 023. ol.gp Method 
2062 End 
26330_1.R1084 Score 
2062. .2502, 4019. .4371 

•4415933/gb|AAD20163| 3.0e-33 (AO006418) putative cellular 
apoptosis susceptibility protein [Arabidopsis thaliana^] 
>gi_4559390_gb_AAD23050.1_AO006526_15 (AO006526) putative 
cellular apoptosis susceptibility protein [Arabidopsis 
thaliana] ' 



43026 
90030 
1 

OJ000350_06. 0403. 023. o2.np 

5210 

7339698 



Seq. ID OJ000350_06.0403-C23 



Strand 
End 

Method 

End 

Score 



8965 
AAT/NAP 
8962 
3640 



5210. .5347, 5543. .5678, 5810. .6333, 6415. .7547, 8217. .8381, 



43707 




8774. .8962 

GI Descrip. (AP001539) Similar to Caenorhabditis elegans chromosome V cosmid 
T10G3; Homo sapiens endosomal protein P162 (Z81118) [Oryza 
sativa] 



Seq. No. 


43026 


Seq. ID 


OJ000350_06.0403 


.C23 


Gene No. 


90030 


Strand 


+ 




Start 


. 1 


End 


8965 




Name 


OJ000350 06.0403.C23.o2.gp 


Method 


AAT/GAP 




Start 


7047 


End 


7265 




GI 


2799626 


Score 


403 




Exons 


7047. .7265 








Seq. No. 


43026 


Seq. ID 


OJ000350_06.0403 


.C23 


qqqq No . 


90031 


Strand 


+ 




Start 


13803 


End 


16085 




Name 


OJ000350 06.04C)3.C23.o4.np 


Method 


AAT/NAP 




Start 


13803 


End 


16085 




GI 


7339696 


Score 


633 




Exons 


13803. .13940, .15798 .. 15871, 15902.. 16085 




GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43026 


Seq. ID 


OJ000350_06.0403 


.C23 


Gene No . 


90032 


Strand 






Start 


9788 


End 


11471 




Name 


OJ000350 06.0403.C23.ol.tc 


Method 


TBLASTX: Cress 




Start 


172 


End 


498 




GI 


none 


Score 


198 




Exons 


172. .342, 207. .314, 370. .498, 


411. .491 






Seq. No. 


43026 


Seq. ID 


OJ000350_06.0403 


.C23 


Gene No . 


90032 


Strand 






Start 


9788 


End 


11471 




Name 


OJ000350 06.0403.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


576 


End 


1251 




GI 


none 


Score 


751 




Exons 


576.. 1247, 576.. 1238, 5-77.. 1251, 577.. 


1251 




Seq. No. 


43026 


Seq. ID 


OJ000350_06.0403 


.C23 


Qene No . 


90032 


Strand 






Start 


9788 


End 


11471 




Name 


OJ000350 06.0403.C23.o2.ts 


Method 


TBLASTX : Soybean 




Start . 


1279 


End 


1701 




GI 


none 


Score 


122 




Exons 


1279. .1422, 1281. .1343, 1405. 


.1644, 1413. .1700, 1414. .1701 


Seq. No. 


43026 


Seq. ID 


OJ000350_06.0403 


.C23 


Gene No. 


90032 


Strand 






Start 


9788 


End 


11471 




Name 


OJ000350 06.0403.C23.o2.tm 


Method 


TBLASTX: Maize 




Start 


1461 


End 


2032 




GI 


none 


Score 


781 




Exons 


1461. .2009, 1462. .1950, 1949. 


.2032, 1953.. 2027, 1954.. 2031 


Seq. No. 


43026 


Seq. ID 


OJ000350_06.0403 


.C23 


Gene No. 


90032 


Strand 






Start 


9788 


End 


11471 





.43708 










r2? 


■h CI 


Mo t" Vi oH 






O L.C11. L 


17m ~ 

X / U X 








PnH 


194 1 






n on o 








Qoo T^O 


209 






X/V/X..XZ70// 


1702 


1 Q4 1 










Seq. No. 


43026 








Seq. ID 


OJ000350_06.0403. 


C23 


Gene No. 


90032 








Strand 








Q7ftfi 
;7 / o o 










11471 




INctlLLC 


n.Tonn^Rn nfi 


04 0'^ 


P2? o2 


"h r- 

L, (_ 


Mo i~ Vi oH 


1 0 XIAO x^ • ^xcoo 






1 fiS>l ~~ 

X O ^ X 










2115 

^ X X ^ 






n on o 








Qoo vo 


27 6 




von Q 


1Q21 2114 


1 R22 
X o z ^ 


■ m £. X X -J 










Seq. No. 


43026 








Seq. ID 


OJ000350_06.0403. 


C23 


Gene No. 


90032 








Strand 






O L.CIX U 


Q7fi8 








End 


11471 








040? 


r2? n4 


u 0 


Method 


TBLASTX : Soybean 






PDdl ~ 

^ *i X 








End 


2415 






none 








Score 


203 








2041 

Z U *i X 


220R 


20SS 


,2210, 2278. .2415, 2280. .2411 


Seq. No. 


43026 








Seq. ID 


OJ000350_06.0403. 


C23 


Gene No. 


90032 








Strand 






O L ClX L. 


-7 / O O . . 








End 


11471 




Nsine 




040? 

VJ 4 U O 


P2? 0"=; 


UilL 


Method 


TBLASTX: Maize 




Of. a rl- 
O l.aX U 


92R ~ 
z ^ o o 








End 


2505 




oX 


none 








Score 


246 




F von Q 


22R^ 2sn4 




2S04 


22fi4 


.2505, 2287.. 2505 




Seq. No. 


43026 








Seq. ID 


OJ000350_06.0403. 


C23 


Gene No. 


90032 








Strand 
















End 


11471 




XI a m c» 
IN aiUc 




040? 


r2? n? 




Method 


TBLASTX : Soybean 




o Udx c 










End 


7580 




ox 


non o 








Score 


100 




P von Q 


fiQflQ 71 4 S 




7141 


71 4fl 


.7348, 7149. .7580, 7463. .7579 


Seq. No. 


43026 








Seq. ID 


OJ000350_06.0403. 


023 


Gene No. 


90032 . 








Strand 






O UCLX O 


Q7RR 








End 


11471 






\JO\J\J\J ozjyj UD. 


040? 

U *1 U J 


P2? o4 


LIU 


Method 


TBLASTX: Maize 




O UdX L. 










End 


7508 




v?X 


non a 








Score 


99 




TT von G 


fiQQQ 7 1 7 R 


71 2R 


72?2 


720Q 


.7508, 7211. .7507 




Sea No 


43026 








Seq. ID 


OJ000350_06.0403. 


C23 


Gene No. 


90032 








Strand 






Start 


9788 








End 


11471 




Name 


OJ000350 06. 


0403 


.C23.03. 


tm 


Method 


TBLASTX: Maize 




Start 


9665 








End 


11358 




GI 


none 








Score 


208 




Exons 


9665. .9715, 


9794 


. .10003, 


9795 


. .10004, 


9982.. 10143, 9993. 


.10226, 



10000. .10143, 10004. .10225, 10005 .. 10226, 11218 .. 11250, 
11219. .11251, 11251. .11358, 11252. ,11338 



Seq. No. 43026 Seq. ID OJ000350_06 . 0403 . C23 

Gene No. 90032 Strand 

43709 



start 


9788 


End 


11471 






Name 


OJ000350 06.0403.C23.o2.gs 


Method 


GENSCAN 






Start 


9788 


End 


11424 






GI 


none 


Score 


.69 






Exons 


9788. .10223, 11216. .11424 










Seq. No. 


43026 


Seq. ID 


OJ000350 


_06.0403 


.C23 


Gene No. 


90032 


Strand 


- 






Start 


9788 


End 


11471 






Naitie 


OJ000350 06.0403.C23.o3.np 


Method 


AAT/NAP 






Start 


9791 


End 


11424 






GI 


7339697 


Score 


1096 






P. von <? 


9791. .10223, 11216. .11424 










GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43026 


Seq. ID 


OJ000350 


_06.0403 


.C23 


Gene No. 


90032 


Strand 








Start 


9788 


End 


11471 






Name 


OJ000350 06.0403.C23.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


9794 


End 


11346 






GI 


none 


Score 


35 






Exons 


9794. .9889, 9795. .9827, 9819. 


.9890, 9912.. 10226 


, 9914.. 


10225, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11218. .11346, 11219.. 11338 

43026 Seq. ID 

90032 Strand 

9788 End 

OJ000350_06.0403.C23.o3.tc Method 

9830 End 

none Score 
9830. .9901, 9912. .10070, 9914. .10069, 10070 .. 10225, 
10071. .10223, 11269.. 11346 



OJ000350_06.0403.C23 
11471 

TBLASTX: Cress 
11346 
54 



43026 Seq. ID 

90032 Strand 
9788 End 
OJ000350_06 . 0403 . C23 . o3 . gp Method 
9862 End 
23859_1.R1084 Score 
9862.. 10223, 11216.. 11471 
'5734756/gb|AAD50021.1|AC007651_16 5 
SOUL Protein [Arabidopsis thaliana] ' 



OJ000350_06.0403.C23 

11471 
AAT/GAP 
11471 
1196 

,0e-30 (AC007651) Similar to 



Seq. No. 


43027 








Seq. ID 


OJ000350 


Gene No. 


90033 








Strand 


+ 


Start 


208 








End 


553 


Name 


OJ000350 


06.0403.C24 


.ol. 


gs 


Method 


GENSCAN 


Start 


208 








End 


553 


GI 


none 








Score 


.87 


Exons 


208. .302, 


447. .553 










Seq. No. 


43027 








Seq. ID 


OJ000350 


Gene No. 


90034 








Strand 


+ 


Start 


994 








End 


5048 


Name 


OJ000350 


06.0403.C24 


.01. 


np 


Method 


AAT/NAP 


Start 


994 








End 


4573 


GI 


7339694 








Score 


1200 



43710 



F.xons 


994.-1042/ 2130. . 


2364, 2477. .2668, 3324 


..3548, 4490-.4573 


GI Descrip. 


(AP001539) hypothetical 


Drotein FOrvza 


sativa] 


Seq. No, 


43027 




Seq. ID 


OJ000350_06.0403.C24 


Gene No. 


90034 




Strand 


+ 


Start 


994 




End 


5048 


Name 


OJ000350 06.0403. 


024 .o2 


. gs Method 


GENSCAN 


Start 


994 




End 


5048 


GI 


none 




Score 


.72 


Exons 


994.. 1042, 2130.. 


2364, 


2477.. 2668, 3324 


..3548, 4961. .5048 


Seq. No. 


43027 




Seq. ID 


OJ000350_06.04 03.C24 


Gene No. 


90035 




Strand 


+ 


Start 


9688 




End 


9759 


Name 


OJ000350 06.0403. 


C24.04 


no Method 


AAT/NAP 


Start 


9688 




End 


9759 


GI 


7339691 




Score 


86 




9688. .9759 








GI Descrip. 


{AP001539) hypothetical 


nro1"pin FOrvza 

fc** ^ W ^ ^ .L. 1 1 L V it Jf Wi 


sativa] 


Seq. No. 


43027 




Seq. ID 


OJ000350_06.0403.C24 


Gene No. 


90036 




Strand 




Start 


5620 




End 


11019 


Name 


OJ000350 06.0403. 


C24 .ol 


- tw Method 


TBLASTX: Wheat 


Start - 


2130 




End 


2645 


GI 


none 




Score 


140 


^Tk \^ X X 


2130.. 2351, 2148. 


.2363, 


2155. .2364, 2168-.2371, 2173-.2364, 




2474.-2644, 2478. 


-2645 






Sea No. 


43027 




Seq. ID 


OJ000350_06.0403.C24 


Gene No. 


90036 




Strand 




Start 


5620 




End 


11019 


Name 


OJ000350 06.0403. 


C24.01 


. tm Method 


TBLASTX: Maize 


Start 


2132 




End 


2776 


GI 


none 




Score 


127 


Rxons 


2132.. 2251, 2142. 


.2243, 


2329. .2364, 2330-.2371,. 2474-. 2683, 




2475.. 2669, 2476. 


.2676, 


2486-. 2677, 2744. .2776 


Seq. No. 


43027 




Seq. ID 


OJ000350_06.0403.C24 


Gene No. 


90036 




Strand 




Start 


5620 




End 


11019 


Name 


OJ000350 06.0403. 


C24.02 


.ts Method 


TBLASTX : Soybean 


Start 


2475 




End 


2896 


GI 


none 




Score 


198 


Exons 


2475.-2669, 2483. 


.2668, 


2705. .2896, 2708. .2872, 2772. .2894 


?ipcr No - 


43027 




Seq. ID 


OJ000350_06.04 03.C24 


Gene No. 


90036 




Strand 




Start 


5620 




End 


11019 


Name 


OJ000350 06.0403.C24.o3 


- gs Method 


GENSCAN 


Start 


5620 




End 


11019 


GI 


none 




Score 


.4 


Exons 


5620.. 5773, 5869. 


.5953, 


6355.-6482, 7211. .7418, 8317. .8531, 




8952.. 9016, 9564, 


.9842, 


10972. .11019 




Seq. No. 


43027 




Seq. ID 


OJ000350_06.04 03-C24 


Gene No. 


90036 




Strand 





43711 




start 


5620 






End 


11019 


Name 


OJ000350 06 


.0403. 


C24.o2.np 


Method 


AAT/NAP 


Start 


6341 






End 


7494 


GI 


7339693 






Score 


853 


Exons 


6341. . 6590, 


7210. 


.7494 






GI Descrip. 


(AP001539) 


ESTs C72979(E2587) ,AU082675 (E2587) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sat iva ] 










Seq. No. 


43027 






Seq. ID 


.OJ000350_06.0403.C24 


Gene No. 


90036 






Strand 




Start 


5620 






End 


11019 


Name 


OJ000350 06 


.0403. 


C24 .ol.ts 


Method 


TBLASTX: Soybean 


Start 


6389 ~ 






End 


6597 


GI 


none 






Score 


90 


Exons 


6389. , 6466, 


6393. 


.6467, 6477. 


.6590, 6481.. 6597 


Seq. No. 


43027 






Seq. ID 


OJ000350_06.0403.C24 


Gene No. 


90036 






Strand 




Start 


5620 






End 


11019 


Name 


OJ000350 06 


.0403. 


C24.ol.tc 


Method 


TBLASTX: Cress 


Start 


6392 






End 


6591 


GI 


none 






. Score 


80 


Exons 


6392 6466. 


6393. 


.6467, 6477. 


,6590, 6481.. 6591 


Seq. No. 


43027 






Seq. ID 


OJ000350_06.0403.C24 


Gene No. 


90036 






Strand 




Start 


5620 






End 


11019 


Name 


OJ000350 06 


.0403. 


C24.o2.tm 


Method 


TBLASTX: Maize 


Start 


6413 






End 


7500 


GI 


none 






Score 


64 


Exons 


6413 6466, 


6414 . 


.6509, 6465. 


.6533, 6477.. 6593, 6478.. 6591, 




6538 6570, 


7210. 


.7263, 7305. 


.7361, 7459.. 7500 


Seq. No. 


43027 






Seq. ID 


OJ000350_06.0403.C24 


Gene No. 


90036 






Strand 




Start 


5620 






End 


11019 


Name 


OJ000350 06 


.0403. 


C24.ol.gp 


Method 


AAT/GAP 


Start 


6471 






End 


7538 


GI 


2428516 






Score 


823 


Exons 


6471 6590 


7210. 


.7538 






Seq. No. 


43027 






Seq. ID 


OJ000350_06.0403.C24 


Gene No. 


90036 






Strand 




Start 


5620 






End 


11019 


Name 


OJ000350 06 


.0403. 


C24.o3.np 


Method 


AAT/NAP 


Start 


8332 






End 


8976 


GI 


7339692 






Score 


263 


Exons 


8332. .8483, 


8952. 


.8976 






GI Descrip. 


(AP001539) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


43028 






S'eq. ID 


OJ000350_06.0403.C25 


Gene No. 


90037 






Strand 


+ 


Start 


1 






End 


1246 


Name 


OJ000350 06 


.0403. 


C25.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


1246 


GI 


4584255 






Score 


680 



43712 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. ,39, 846. .1246 

{Y18471) SINAlp [Vitis vinifera] 

43028 Seq. ID 

90037 Strand 

1 End 

OJ000350_06 . 0403 . C25 . ol . gs Method 

554 End 

none Score 
554. .556, 846. .978 



OJ000350_06.0403.C25 
+ 

1246 
GENSCAN 
978 
.99 



Seq. No. 


43028 




Seq. ID 


OJ000350_06.0403 


.C25 


Gene No. 


90038 




Strand 






Start 


843 




End 


1246 




Name 


OJ000350 06.0403.C25. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


842 




End 


1235 




GI 


none 




Score 


668 




Exons 


842. .1234, 843. .1235 










Seq. No. 


43028 




Seq. ID 


OJ000350_06.0403 


.C25 


Gene No . 


90038 




Strand 






Start 


843 




End 


1246 




Name 


OJ000350 06.0403.C25. 


ol.gp 


Method 


AAT/GAP 




Start 


843 




End 


1246 




GI 


33921 1.R1084 




Score 


735 




Exons 


843. .1246 










GI Descrip. 


'5834248/gb|AAD53877. 


1IAF175124 1 l.Oe 


-147 (AF175124) SINAHl 




protein [Gossypium hirsutum] ' 








Seq. No. 


43028 




Seq. ID 


OJ000350_06.0403 


.C25 


Gene No. 


90038 




Strand 






Start 


843 




End 


1246 




Name 


OJ000350 06.0403.C25. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


843 




End 


1237 




GI 


none 




Score 


727 




Exons 


843.. 1235, 844.. 1227, 


845. .1237 






Seq. No. 


43028 




Seq. ID 


OJ000350_06.0403 


.C25 


Gene No. 


90038 




Strand 






Start 


843 




End 


1246 




Name 


OJ000350 06.0403.C25. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


893 




End 


1177 




GI 


none 




Score 


451 




Exons 


893. .1177, 894. .1175 











Seq. No. 


43029 








Seq. ID 


OJ000350 


Gene No. 


90039 








Strand 


+ 


Start 


1383 








End 


1811 


Name 


OJ000350 06. 


0403 


.C26.01 


.gs 


Method 


GENSCAN 


Start 


1383 








End 


1811 


GI 


none 








Score 


.49 


Exons 


1383. .1586, 


1752 


. .1811 








Seq. No. 


43029 








Seq. ID 


OJ000350 


Gene No. 


90040 








Strand 


+ 


Start 


4115 








End 


4769 


Name 


OJ000350 06. 


0403 


.C26.01 


.np 


Method 


AAT/NAP 



43713 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



4115 End 4769 

4415931 Score 347 

4115. .4769 

{AC006418) putative ubiquitin [Arabidopsis thaliana] 



43029 
90040 
4115 

OJ000350_06 . 0403 , C26 . ol . tm 

4196 

none 

4196. .4543, 4234. .4614 

43029 
90040 
4115 

OJ000350_06.0403.C26.ol.tc 

4264 

none 

4264. .4551, 4265. .4549 

43029 
90040 
4115 

OJ000350_06.0403.C26.ol.ts 

4264 

none 

4264. .4449, 4265. .4450 



Seq. ID OJ000350_06.0403.C26 

Strand + 

End 47 69 

Method TBLASTX : Mai ze 

End 4614 

Score 319 



Seq. ID OJ000350_06.0403.C26 

Strand + 

End 4769 

Method TBLASTX : Cress 

End 4551 

Score 271 



Seq. ID OJ000350_06.0403.C26 

Strand + 

End 4769 

Method TBLASTX: Soybean 

End 4450 

Score 206 



43030 
90041 
1 

OJ000350_06 . 0403. C27 . ol . np 
1 

4415931 
1..356, 869. .1246 

{AC006418) putative ubiquitin [Arabidopsis thaliana] 



Seq. ID OJ000350_Q6.0403.C27 
Strand + 

1246 
AAT/NAP 
1246 
704 



End 

Method 

End 

Score 



43030 
90041 
1 

OJ000350_06.0403.C27.ol.tm 
3 

none 



Seq. ID OJ000350_06.0403.C27 

Strand + 

End 1246 

Method TBLASTX : Mai ze 

End 1234 

Score 94 



3. .86, 50. .85, 128. ,259, 131. .307, 132. .308, 273. .353, 317. ,352, 
866. .1057, 867. .992, 867. .1106, 869. .1234, 1012. .1227 



43030 
90041 
1 

OJ000350_06.0403.C27.o2.ts 
3 

none 



Seq. ID OJ000350_06.0403.C27 

Strand + 

End 1246 

Method TBLASTX : Soybean 

End 302 

Score 50 



3. .35, 41. .91, 42, .95, 125. .211, 129. .302, 143. .298 



43030 
90041 



Seq. ID OJ000350_06.0403.C27 
Strand + 



43714 




start 


1 


End 


1246 




OJ000350 06 0403 C27 ol as 


Mpt hod 


GEN SCAN 




76 ~ 


End 


1246 




none 


Score 


. 9 




76 3S6 869 1246 






Seq. No. 


43030 


Seq. ID 


OJ000350_06.0403.C27 


Gene No. 


90041 


Strand- 


+ 


q-t- a r-h 


1 

X 


End 


1246 


Nd.ITie 


OJ000350 06 0403 C27 ol tc 


Method 


TBLASTX: Cress 


q-|- a -^-1- 


141 ~ 

X 1 X 


End 


356 






Score 


301 


F von c; 

ill lO 


141 356. 143 355 






Seq. No. 


43030 


Seq, ID 


OJ000350_06 . 0403 . C27 


Gene No. 


90041 


Strand 


+ 


o L. ax L. 


1 


End 


1246 


LN CtltLC 


OJ000350 06.0403.C27.ol.tw 


Method 


TBLASTX ■ Wheat 


O L. dX L. 


141 


End 


356 




none 


Score 


154 




141. .308, 206. .307, 309. .356, 309. .338 




Seq. No. 


43030 


Seq. ID 


OJ000350_06.0403.C27 


Gene No. 


90041. 


Strand 


+ 


O L di. L. 


1 


End 


1246 


N3.ine 


OJ000350 06.0403.C27.ol.ts 


Method 


TRT.ASTX ' Sovbpan 


q+- a r-l- 

O L. di- u 


854 


End 


1243 




none 


Score 


310 




854. .1243, 866. .919, 1012.. 


1242 




Seq. No. 


43030 


Seq. ID 


OJ000350_06.0403.C27 


Gene No. 


90041 


Strand 


+ 


Start 


1 


End 


1246 


LNdlLLC 


OJ000350 06.0403.C27.o2.tc 


Method 


TBLASTX: Cress 


O L. di. u 


866 


End 


1243 




none 


Score 


113 




866. .907, 869. .937, 932 .. 991, 935 1243, 1018. .1107 


O C ^ • LN • 


43031 


Seq. ID 


OJ000350_06.0403.C28 




90042 


Strand 


+ 


Start 


239 


End 


4573 


Name 


OJ000350 06.0403.C28.ol.gp 


Method 


AAT/GAP 


Start 


239 


End 


4573 


GI 


72829 1.R1084 


Score 


2341 


T*" Yp»n Q 


239. .430, 1410. .1648, 2202. 


.2361, 3814 


. .4573 


ox L/CO^XX^. 


'3157951 3.0e-35 (AC002131) 


Contains similarity to vesicle 




trafficking protein gb U91538 from Mus 


musculus. ESTs gb F: 




and gb F14097 come from this gene. [Arabidopsis thaliana] ' 


Sea No 


43031 


Seq. ID 


OJ000350_06.0403.C28 


Gene No. 


90042 


Strand 


+ 


Start 


239 


End 


4573 


Name 


OJ000350 06.0403.C28.ol.gs 


Method 


GENSCAN 


Start 


306 


End 


3897 


GI 


none 


Score 


.7 


Exons 


306. .430, 2260. .2361, 2444. 


.2575, 3046 


..3170, 3814. .3897 



43715 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43031 Seq. ID OJ000350_06 . 0403 . C28 

90042 Strand + 

239 End . 4573 

OJ000350_06 . 0403 . C28 . ol . np Method AAT/NAP 

1461 End 3894 

3157951 Score 814 

1461. .1650, 2076. .2361, 2444. .2590, 3094. .3170, 3814.. 3894 
(AC002131) Contains similarity to vesicle trafficking protein 
gb|U91538 from Mus musculus. ESTs gb|F154 94 and gb|F14097 come 
from this gene. [Arabidopsis thaliana] 



Seq. No. 


43031 








Seq. ID 


OJ000350 


_06.0403.C28 


Gene No . 


90043 








Strand 






Start 


3379 








End 


6971 




Name 


OJ000350 06 


. 0403 


.C28 .ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1436 








End 


3896 




GI 


none 








Score 


279 




Exons 


1436. .1636, 


1452 


. .1652, 


1459. 


.1656, 1461. .1652, 


2202. .2291, 




2203. .2292, 


2256 


. .2360, 


2259. 


.2360, 2267.. 2365, 


2291. .2365, 




2442. .2549, 


2443 


. .2586, 


2450. 


.2578, 3811.. 3894, 


3813. .3896 


Seq. No. 


43031 








Seq. ID 


OJ000350 


_06.0403.C28 


Gene No . 


90043 








Strand 






Start 


3379 








End 


6971 




Name 


OJ000350 06 


.0403 


.C28 .ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1452 








End 


3170 




GI 


none 








Score 


299 




Exons 


1452. .1652, 


1457 


. .1648, 


1459. 


.1656, 1461.. 1652, 


2202. .2291, 




2202. .2288, 


2203 


. .2292, 


2256. 


.2360, 2286.. 2360, 


2290. .2364, 




2291. .2365, 


2291 


. .2365, 


2442. 


.2552, 2443.. 2589, 


2450. .2599, 




2456. .2587, 


3093 


. .3170, 


3095. 


.3166 






Seq. No. 


43031 








Seq. ID 


OJ000350 


_06.0403.C28 


Gene No. 


90043 








Strand 






Start 


3379 








End 


6971 




Name 


OJ000350 06 


.0403 


.C28.01 


,tc 


Method 


TBLASTX: 


Cress 


Start 


1455 








End 


2592 




GI 


none 








Score 


271 




Exons 


1455. . 1652, 


1460 


. .1648, 


1461. 


.1652, 2202.. 2276, 


2202. .2279, 




2203. .2280, 


2312 


. .2413, 


2313. 


.2360, 2321.. 2365, 


2443- .2589, 




2443. .2592 














Seq. No. 


43031 








Seq. ID 


OJ000350 


_06.0403.C28 


Gene No. 


90043 








Strand 






Start 


3379 








End 


6971 




Name 


OJ000350 06 


.0403 


.C28.02 


. np 


Method 


AAT/NAP 




Start 


3379 








End 


5412 




GI 


6633834 








Score 


238 




Exons 


3379. .3406, 


4967 


. .5412 










GI Descrip, 


(AC009519) 


F1N19 


.3 [Arabidopsis thaliana] 




Seq, No. 


43031 








Seq. ID 


OJ000350 


_06.0403.C28 


Gene No, 


90043 








Strand 






Start 


3379 








End 


6971 




Name 


OJ000350 06 


.0403 


.C28.03 


.np 


Method 


AAT/NAP 




Start 


3990 








End 


6971 




GI 


322759 








Score 


76 





43716 




Exons 3990.. 4022, 4969.. 5146, 5454.. 5737, 6899.. 6971 

GI Descrip. pistil extensin-like protein (clone pMG14) - common tobacco 

(fragment) gi | 19927 | emb | CAA78393 I (Z14015) pistil extensin like 

protein [Nicotiana tabacum] 



Seq. No. 


43031 








Seq, ID 


OJ000350 06.0403 


.C28 


Gene No. 


90043 








Strand 


_ 




Start 


3379 








End 


6971 




Name 


OJ000350_06 


.0403. 


C28.02 


. gs 


Method 


GENSCAN 




Start 


4797 








End 


5576 




GI 


none 








Score 


.64 




Exons 


4797. .5576 












- 


Seq. No. 


43031 








Seq. ID 


OJ000350_06.0403 


.028 


Gene No. 


90043 








Strand 


_ 




Start 


3379 








End 


6971 




Name 


OJ000350 06 


.0403. 


C28.02 


. ts 


Method 


TBLASTX : Soybean 




Start 


5041 








End 


5288 




GI 


none 








Score 


79 




Exons 


5041. .5223, 


5058. 


.5234, 


5232. 


.5288 






Seq. No. 


43032 








Seq. ID 


OJ000350_06.0403 


.029 


Gene No. 


90044 








Strand 


+ 




Start 


169 








End 


305 




Name 


OJ000350 06 


.0403. 


C29.01 


. gs 


Method 


GENSCAN 




Start 


169 








End 


305 




GI 


none 








Score 


.8 




Exons 


169. .305 















Seq. No. 43032 

Gene No. 90045 

Start 6573 

Name OJ000350_06. 0403. 029. ol.gp 

Start 6339 

GI 2312838 

Exons 6339.. 6396 

GI Descrip. 1420932/gb | U61383 | ORU61383 7 
4-coiamarate-OoA ligase gene. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

10906 
AAT/GAP 
6396 
69 



06.0403.029 



. Oe-21 Oryza rufipogon 
intron 1, partial sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43032 
90045 
6573 

OJ000350_06 , 0403 . 029 . o4 . gs 



Seq. ID OJ000350_06. 0403.029 

Strand + 

End 10906 

Method GENSOAN 

End 10635 

Score .86 



6573 
none 

6573. .6708, 7260. .7822, 9590. .9885, 10006 .. 10075, 10170 104 4 0, 
10553. .10635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43032 
90045 
6573 

OJ000350 
7240 
1174740 
7240. .7822, 



Seq. ID OJ000350_06. 0403.029 
Strand 
End 

Method 
End 
Score 
10006. .10075, 

DNA TOPOISOMERASE II gi | 212957 6 | pir | | S53599 DNA topoisomerase II 
- Arabidopsis thaliana gi 1474890 (L21015) topoisomerase II 



06.0403.029.o2.np 



9590. .9885, 



OJ000350_ 
+ 

10906 
AAT/NAP 
10906 
863 

10170. .10440, 



10869. .10906 



43717 






L /ix a.D 1 aop 0 X 0 


LllClXXClllCtJ 








Seq. No- 


43032 






Seq. ID 


OJ000350_06.04 03.C29 


Gene No. 


90046 






Strand 






X D 0 / 






End 


2124 


Name 


VJUUUUODU UD. 




n Q 
. ^ 0 




GENSCAN 


C 4- •ft vf- 


i DD / 








2124 


GI 


none 






Score 


77 


Exons 


1 acn 1 7 
iOD / . .i/Ofi^ 










Seq. No. 


43032 






Seq. ID 


OJ000350_06. 04 03.C29 


Gene No. 


90047 






Strand 






3586 






End 


5570 


Name 


OJ000350 06. 


0403.C29.ol 


.tw 




TBLASTX • Wheat 


0 raru 


189 








4258 




none 








56 


Exons 


189.. 269, 3835. .3909, 3952.. 


49S4 ^959 


4258 


Seq. No. 


43032 






Seq. ID 


OJ000350_06.0403.C29 


Gene No. 


90047 






Strand 




ouari. 


3586 






End 


5570 


Name 


OJ000350 06. 


0403.C29.o3 


.gs 




0 JLi LN 0 V^r^iN 


btart 


3586 








SS37 

J ^ -J / 


bi 


none 






0 oux c 


96 


Exons 


3586. .4364, 


4385. .5537 








beq. NO. 


43032 






OCV^ • X 


OJ000350 06 0403. C29 


Gene No. 


90047 






Strand 




Start 


3586 






End 


5570 


Name 


OJ000350 06. 


0403.C29.ol 


.np 


Method 


AAT / NAP 


btaru 


3589 






End 


5570 


bi 


6723392 






Score 


1259 


Exons 


3589. .4298, 


4385. .4979, 


5016 


. .5570 




bi uescrip. 


{AL132956) pectinesterase-like protein 


r Ar^^bidoDsis thalianal 


beq. NO. 


43032 






Seq. ID 


OJ000350_06. 0403.C29 


Gene No. 


90047 






Strand 




Start 


3586 






End 


5570 


Name 


OJ000350 06. 


0403.C29.ol 


.ts 


Method 


TBLASTX : Soybean 


04- a >-4- 

brart 


3592 






End 


4167 


bi 


none 






Score 


189 


Exons 


3592. .3909, 


3599. .3874, 


3952 


..4077, 3968. .4078, 4078. .4167, 




4079. .4165 










beq. NO. 


43032 






Seq. ID 


OJ000350_06. 04 03.C29 


Gene No. 


90047 






Strand 




Start 


3586 






End 


5570 


Name 


OJ000350 06. 


0403.C29.ol 


.tc 


Method 


TBLASTX: Cress 


btart 


3613 






End 


4976 


bi 


none 






Score 


109 


Exons 


3613. .3900, 


3614. .3877, 


3955 


..4284, 3968. .4285, 4416. .4646, 




4435. .4623, 


4911. .4976 








Seq. No. 


43032 






Seq. ID 


OJ000350_06.04 03-C29 


Gene No. 


90047 






Strand 




Start 


3586 






End 


5570 


Name 


OJ000350 06. 


0403.C29.ol 


. tm 


Method 


TBLASTX: Maize 



43718 




O V V V 

o tar L 


1 f 








End 


4697 






none 








Score 


55 




Exons 


.00 / / . . Jo4 / , 




. 0 / /4 , 


0 / y y . 


.3909, 3952.. 4284, 


oyob . . 4 ZOO , 






4 4 JO . 


A Q 

. 4 bz y / 


y1 ^ c: 

4 dd b . 


.4697 






Seq. No. 


43032 








Seq. ID 


OJ000350 


_06.0403.C29 


Gene No. 


90047 








Strand 






start 


ooo 0 








End 


5570 




Name 


UJUUUjOU Ud 


U4 U J . 


c^y . oz 


■4- 

. ts 


Method 


TBLASTX: 


Soybean 


start 


4 loo 








End 


4703 




-r 
bi 


none 








Score 


73 




Exons 


4 ibo . . 4Zo4 / 


A 1 i^Q 

4 1 by . 


/! 0 Q R 


/I Q T 
4 00 / . 


.4623, 4410. ,4649, 


4bUo..4/UO 


oecj . iNo . 










Seq. ID 


OJ000350 




Gene No. 


90048 








Strand 






Start 


7361 








End 


10439 




Name 


OJ000350 06 


0403. 


C29.02 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7361 








End 


10439 




GI 


none 








Score 


56 




Exons 


7361. .7414, 


7406. 


.7555, 


7447. 


.7548, 7631. .7831, 


7756. .7830, 



9581. .9832, 9587. .9889, 9589. .9888, 10004 .. 10057 , 10137 10436, 
10167. .10439 



Seq. No. 


43032 


Seq. ID 


OJ000350_06.0403.C29 


Gene No. 


90048 


Strand 




Start 


7361 


End 


10439 


Name 


OJ000350 06.0403.C29.o2.tm 


Method 


TBLASTX: Maize 


Start 


7598 


End 


9865 


GI 


none 


Score 


205 


Exons 


7598. .7645, 7631. .7825, 7631 


..7681, 7756. .7824, 9587. .9865, 




9587. .9865 






Seq. No. 


43033 


Seq. ID 


OJ000350_06.0403.C30 


Gene No. 


90049 


Strand 


+ 


Start 


435 


End 


585 


Name 


OJ000350 06.0403.C30.ol.gs 


Method 


GENSCAN 


Start 


435 


* End 


585 


GI 


none 


Score 


.7 


Exons 


435. .494, 523. .585 






Seq. No. 


43033 


Seq. ID 


OJ000350_06.0403.C30 


Gene No. 


90050 


Strand 


+ 


Start 


10306 


End 


18367 


Name 


OJ000350 06.0403.C30.o2.np 


Method 


AAT/NAP 


Start 


10306 


End 


18367 • 


GI 


3757521 


Score 


567 


Exons 


10306. .10328, 15771. .15816, 


16187. .16250, 16336. .16395, 




17012- .17151, 17253. .17564, 


18131. .18367 


GI Descrip. 


(AC005167) putative ubiquitin-conjugating enzyme [Arabidopsis 




thaliana] 






Seq. No. 


43033 


Seq. ID 


OJ000350_06.0403-C30 


Gene No. 


90050 


Strand 


+ 


Start 


10306 


End 


18367 


Name 


OJ000350 06.0403.C30.o2.gp 


Method 


AAT/GAP 


Start 


14003 


End 


16102 


GI 


2309855 


Score 


791 



43719 



Exons 



14003. .14221, 14942. .15031, 15638 15664 , 16005.. 16102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43033 
90051 
1469 

OJ000350_06.0403.C30.o2.gs 
1469 



OJ000350 06.0403.C30 



Seq. ID _ 
Strand 

End 5584 
Method GENSCAN 
End 5584 
none Score . 9 

1469. .1544, 1602. .2286, 2395. .2485, 2674. .2859, 3302. .3553, 
3883. .3987, 4568. .4630, 5495. .5584 



43033 _ Seq. ID 

90051 Strand 
1469 End 
OJ000350_06.0403.C30.ol.gp Method 
1946 End 
2796687 Score 
1946. .2191 

43033 Seq. ID 

90052 Strand 
7345 End 
OJ000350_06.04 03.C30.o3.tm Method 
2653 End 
none Score 
2653. .2859, 3302. .3403 



OJ000350_06.0403.C30 

5584 
AAT/GAP 
2191 
429 



OJ000350_06.0403.C30 
9115 

TBLASTX: Maize 

3403 

86 



OJ000350 06.0403.C30 



43033 Seq. ID 

90052 Strand 
7345 End 9115 

OJ000350_06.04 03.C30.ol.np Method AAT/NAP 
7345 End 9115 

5922620 Score 73 

7345. .7474, 9071. .9115 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



43033 
90053 
14898 

OJ000350_06.0403.C30.o2,tm 
14898 
none 
14898. 
14967. 
16024, 



OJ000350 06.0403.C30 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14948, 14899. .14958, 14 922 .. 14 954 , 14967 .. 15032, 
15044, 14969. .15034, 16020 16082, 16023 16082, 
16083, 16067. .16249, 16090 .. 16248, 16329 16394 , 
16330. .16395, 16340 .. 16393, 16341 .. 16394 , 18130,-1824 6, 
18131. .18358 



18358 

TBLASTX: Maize 

18358 

43 



43033 Seq. ID 

90053 Strand 

14898 End 

OJ000350_06 . 0403 . C30 . ol . tc Method 

16178 End 



OJ000350_06.0403.C30 
18358 

TBLASTX: Cress 
17486 



43720 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI* Descrip. 



none 



Score 



60 



16178. .16240, 16329. .16394, 17002 17190, 17067 17150, 
17256. .17486, 17267,. 17449 



43033 Seq. ID 

90053 Strand 

14898 End 

OJ000350_06 . 04 03 . C30 . ol . ts Method 

16184 End 

none Score 



OJ000350_06.0403.C30 
18358 

TBLASTX : Soybean 

18222 

50 



16184. .16234, 16329 .. 16394 , 17014 17190, 17070 .. 17150, 
17251. .17442, 17252 .. 17563, 17253 .. 17564 , 18133.. 18222 



43033 
90053 
14898 

OJ000350_06.0403.C30.ol.tm 

17004 

none 



Seq. ID OJ000350_06.0403. 
Strand 

End 18358 

Method TBLASTX: Maize 

End 17567 

Score 72 



C30 



17004. .17084, 17009. .17164, 17011 17211, 17067 .. 17 189, 
17245. .17565, 1724 6 17566, 17247.. 17567 



43033 
90053 
14898 

OJ000350_06.0403.C30.ol.tw 

17035 

none 



Seq. ID OJ000350_06.0403. 
Strand 

End 18358 

Method TBLASTX : Wheat 

End 17561 

Score 151 



C30 



17035. .17190, 17048. .17146, 17070 .. 17150, 17259 .. 17561, 
17259. .17363, 17267.. 17560 



43034 
90054 
1 

OJ000350_06.04 03.C31.ol.gp 

1 

none' 
1. .241 

43034 
90055 
192 

OJ000350_06.0403.C31.ol.gs 

192 

none 

192. .1065, 1735. .2414 



.C31 



Seq. ID OJ000350_06.0403 

Strand + 

End 241 

Method AAT/GAP 

End - ,241 

Score 478 



Seq. ID OJ000350_06.0403,C31 
Strand 

End 2414 

Method GENSCAN 

End 2414 

Score .83 



OJ000350 06.0403.C31 



43034 Seq. ID 

90055 Strand 

192 End 2414 

OJ000350_06 , 0403 . C31 . ol . np Method AAT/NAP 

195 End 2249 

1360141 Score 1435 
195.. 1065, 1735.. 2249 

(X97980) protein kinase [Solanum berthaultii] 



Seq. No. 



43034 



Seq. ID OJ000350_06.0403.C31 



43721 




Gene No. 


90055 




Strand 


- 




Start 


192 




End 


2414 




Naine 


OJ000350 06.0403.C31.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


285 




End 


1814 




GI 


none 




Score 


137 




TT vr>n ^ 


285. .449, 295. .435, 498 


. .752, 


505. .717, 


891. .1070, 892. 


.106. 




1686. . 1814 










Sea No 


43034 




Seq. ID 


OJ000350_06,0403 


.031 


Gene No. 


90055 




Strand 






Start 


192 




End 


2414 




Name 


OJ000350 06.0403.C31.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


292 




End 


2177 




GI 


none 




Score 


143 




p. von 


292 . .432, 294 . .449, 498 


. .683, 


498. .716, 


508. .717, 888.. 


1067 




898. .1092, 1686. .2177, 


1795. , 


2109 






Seq. No. 


43034 




Seq. ID 


OJ000350_06.0403 


.C31 


Gene No. 


90055 




Strand 






Start 


192 




End 


2414 




Name 


OJ000350 06.0403.C31.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


294 ~ 




End 


659 






none 




Score 


126 






294 . .449, 295 . .441, 495 


. .644, 


498. .659, 


517. .657 




Seq. No. 


43034 




Seq. ID 


OJ000350_06.0403 


.031 


Gene No. 


90055 




Strand 






Start 


192 




End 


2414 




Name 


OJ000350 06.0403.C31.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


297 




End 


1050 




GI 


none 




Score 


129 




Exons 


297. .449, 298. .441, 498 


. .773, 


517. .753, 


750. .812, 891.. 


1049 



895. .1050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43034 Seq. ID OJ000350_06 . 0403 .031 

90055 Strand 

192 End 2414 

OJ000350_06 . 0403 . C31 . o2 . gp Method AAT/GAP 

858 End 1947 

uC-osflcyp017a03bl Score 810 

858.. 1065, 1735.. 1947 

'1360141/emb|CAA66616| 7.0e-63 (X97980) protein kinase [Solanum 
berthaultii] ' 



Seq. No. 


43034 








Seq. ID 


OJ000350_06.0403 


.031 


Gene No. 


90055 








Strand 






Start 


192 








End 


2414 




Name 


OJ000350 06. 


0403 


.031. o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1686 








End 


2177 




GI 


none 








Score 


238 




Exons 


1686. .2177, 


1789 


. .2127 










Seq. No. 


43034 








Seq. ID 


OJ000350_06.0403 


.031 


Gene No. 


90055 








Strand 






Start 


192 








End 


2414 




Name 


OJ000350 06. 


0403 


.031.02 


.ts 


Method 


TBLASTX : Soybean 




Start 


1815 








End 


2177 





43722 





none 






Score 


184 




Exons 


91*77 


X O X u . 


.2100 








oecj. NO. 


4 O U O J 






Seq. ID 


OJ000350_06.0403. 


C32 


Gene No. 


90056 






Strand 


+ 




Start 


8152 






End 


10950 




Na.in€ 


\ju \j \J 'J 'J yj \j \j 


. 0403 . 


C32.ol.gp 


Method 


AAT/GAP 






O U J D 






End 


10950 






Q7 1 R1 nft4 






Score 


2064 




Exons 




17 Z X Z • 


.9620, 9727 


..9860, 10571. .10663, 10757. 


, 10950 






De+00 


(U50064) type A-like 


cyclin [Zea mays] ' 




o e Cj . IN t? . 


*x ^ VJ ^ ^ 






Seq. ID 


OJ000350_06.0403, 


C32 


Gene No. 


90056 






Strand 


+ 




Start 


8152 






End 


10950 




Name 


OJ000350 06 


. 0403 . 


C32.ol.np 


Method 


AAT/NAP 




o tar L 


O X >^ ^ 






End 


10950 






\JJ^±. U ^ >J 






Score 


1508 




Exons 






,9620, 9727 


..9860, 10571. .10663, 10757. 


. 10950 




f AB024986) 


cyclin 


[Oryza sativa] 






Seq. No. 


43035 






Seq. ID 


OJ000350_06.0403. 


C32 


Gene No. 


90056 






Strand 


+ 




OL.ai.t 


O X .J ^ 






End 


10950 




Name 




• U *4 U J . 


C32.o4.gs 


Method 


GENSCAN 




otar u 


O X 






End 


10890 






none 






Score 


. 94 






8152 8364 


9212 . 


.9620, 9727 


. .9860, 10757. .10890 




Seq. No. 


43035 






Seq. ID 


OJ000350_06.0403. 


C32 


Gene No. 


90057 






Strand 






O Lai t. 


1 ft2S 






End 


4026 




Name 




• U 'x U J • 


C32.o2.gs 


Method 


GENSCAN 




o uar u 


1 ft 9 ^ ~~ 

X O Z .J 






End 


4026 




\jl 


none 






Score 


.82 






1 ft95 1 ft7S 

XO^O. .XO f -J f 


1991 . 


.2032, 2147 


..2312, 2366.. 2545, 3923.. 4026 


oeq. wo. 


fi J U J J 






Seq. ID 


OJ000350_06.0403. 


C32 




90058 






Strand 






start 


9386 






End 


10897 




Name 


OJ000350 06 


.0403. 


C32.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9386 






End 


10897 




GI 


none 






Score 


114 




Exons 


9386. .9556, 


9768. 


.9860, 9781 


,.9864, 10568, .10669, 10576. 


.10665, 




10592. .10669, 10744 .. 10887 , 


10748. .10897, 10751.. 10891 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



43035 
90058 
9386 

OJ000350_06.0403.C32.ol.tm 

9721 

none 



Seq. ID OJ000350_06.0403.C32 
Strand 

End 10897 

Method TBLASTX: Maize 

End 10822 

Score 191 



9721. .9858, 9722.-9859, 9726. .9860, 10568 .. 10669, 10570 .. 10665, 
10577. .10723, 10735. . 10821, 10748 .. 10822 , 10751.. 10822 



43035 
90058 



Seq. ID OJ000350_06.0403.C32 
Strand 



43723 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9386 End 

OJ000350_06.0403.C32.ol.tc Method 

9729 End 

none Score 



10897 

TBLASTX: Cress 

10893 

105 



9729.. 9863, 10568 .. 10669, 10589 .. 10663, 107 4 4 .. 10893, 
10751. .10891 



43036 
90059 
1 

OJ000350_06.0403.C33.ol.gp 
1 

97_1.R1084 
1..167, 249. .704 

'1399510 O.Oe+00 (U50064) type A-like cyclin [Zea mays]' 



Seq. ID OJ000350_06.0403.C33 

Strand + 

End 898 

Method AAT/GAP 

End 704 

Score 1098 



43036 
90059 
1 

OJ000350__06.0403.C33.ol.np 
1 

6331695 
1..167, 249. .317 
(AB024986) cyclin [Oryza sativa] 



Seq. ID OJ000350_06.0403.C33 

Strand + 

End 898 

Method AAT/NAP 

End 317 

Score 273 



43036 
90059 
1 

OJ000350_06.0403.C33.ol.gs 

113 

none 

113. .167, 474. .518, 845. .898 



Seq. ID OJ000350_06.0403.C33 

Strand + 

End 8 98 

Method GENSCAN 

End 898 

Score .75 



Seq. ID OJ000350_06.0403.C33 
Strand + 

5387 
AAT/GAP 
5387 
139 



43036 
90060 
5251 

OJ000350_06.0403.C33.o4.gp 
5251 

23880_4.R1084 
5251.. 5297, 5328.. 5387 

'5777619/emb|CAB53480.1t 4.0e-17 (AJ245900) CAA30377.1 protein 
[Oryza sativa] ' 



End 

Method 

End 

Score 



Seq. No. 


43036'"- 


Seq. ID 


OJ000350 


Gene No. 


90061 


Strand 


+ 


Start 


9077 


End 


11210 


Name 


OJ000350 06 


. 0403 . C33 . o2 . np Method 


AAT/NAP 


Start 


9017 


End 


10709 


GI 


6331695 


Score 


900 


Exons 


9017.. 9217, 


10084. .10492, 10576. .10709 




GI Descrip. 


(AB024986) 


cyclin [Oryza sativa] 




Seq. No. 


43036 


Seq. ID 


OJ000350 


Gene No. 


90061 


Strand 


+ 


Start 


9077 


End 


11210 


Name 


OJ000350 06 


.0403.C33.o3.gs Method 


GENSCAN 


Start 


9077 


End 


11210 



43724 



GI 


none 


Score 


.71 


Exons 


9077:. 9199, 10084 .. 10235, 10308. .10492 


, 10576. .10709, 




11118. .11210 






Seq. No. 


43036 


Seq. ID 


OJ000350 06.0403.C33 


Gene No. 


90061 


Strand 


+ 


Start 


9077 


End 


11210 


Name 


OJ000350 06.0403.C33.o5.gp 


Method 


AAT/GAP 


Start 


10083 


End 


10752 


GI 


97 1.R1084 


Score 


928 


Exons 


10083. .10492, 10576.. 10752 






GI Descrip. 


'1399510 O.Oe+00 (U50064) type A-like 


cyclin [2ea mays] ' 


Seq. No. 


43036 


Seq. ID 


OJ000350_06. 0403. 033 


fjpnp No 


90062 


Strand 




Start 


1964 


End 


6572 


Name 


OJ000350 06.0403.C33.o2.gp 


Method 


AAT/GAP 


Start 


1630 


End 


1876 


GI 


none 


Score 


410 


Exons 


1630. .1876 






Seq. No. 


43036 


Seq. ID 


OJ000350_06.0403.C33 


Gene No. 


90062 


Strand 




Start 


1964 


End 


6572 


Name 


OJ000350 06.0403.C33.o3.gp 


Method 


AAT/GAP 


Start 


1877 


End 


4165 


GI 


90811 1.R1084 


Score 


924 


Exons 


1877.. 2060, 2236.. 2293, 2376. 


.2403, 2560.. 2629, 3197.. 3297, 




4081. .4165 






GI Descrip. 


'2388999/emb|CAB11732| 8.0e-10 (Z98981) hypothetical protein 




[Schizosaccharomyces pombe] • 






Seq. No. 


43036 


Seq. ID 


OJ000350_06. 0403. 033 


Gene No. 


90062 


Strand 




Start 


1964 


End 


6572 


Name 


OJ000350 06.0403.C33.o2.gs 


Method 


GENSCAN 


Start 


1964 


End 


6572 


GI 


none 


Score 


.55 


Exons 


1964.. 2060, 2236.. 2293, 2376. 


.2403, 2560.. 2629, 3197.. 3297, 




4081. .4358, 5486. .5531, 6492. 


.6572 




Seq. No. 


43036 


Seq. ID 


OJ000350_06. 0403. 033 


Gene No. 


90063 


S,trand 




Start 


11538 


End 


12997 


Name 


OJ000350 06.0403.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


19 


End 


393 


GI 


none 


Score 


114 


Exons 


19. .165, 20. .166, 32. ,166, 33 


..167, 84 


..176, 246. .326, 247.. 




247. .315, 248. .328, 334. .393 






Seq. No. 


43036 


Seq. ID 


OJ000350_06.0403.O33 


Gene No. 


90063 


Strand 




Start 


11538 


End 


12997 


Name 


OJ000350 06.0403.C33.o4.tm 


Method 


TBLASTX: Maize 


Start 


10570 


End 


10709 


GI 


none 


Score 


186 


Exons 


10570. .10707, 10571. .10708, 10575 .. 10709, 10575. .10709 
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Seq. No. 


43036 




Seq. ID 


OJ000350_06.0403.C33 


Gene No. 


90063 




Strand 




Start 


11538 




End 


12997 


Name 


OJ000350 06.0403.C33 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


11464 




End 


11842 


GI 


none 




Score 


108 


Exons 


11464. ,11694, 11466. 


.11660, 


11665. .11841, 11684. .11842 


Seq. No. 


43036 




Seq. ID 


OJ000350_06.04 03.C33 


Gene No. 


90063 




Strand 




Start 


11538 




End 


12997 


Name 


OJ000350 06.0403.C33 


. o3 .np 


Method 


AAT/NAP 


Start 


11538 




End 


12997 


GI 


3810596 




Score 


381 


Exons 


11538. .11900, 12384. 


.12880, 


12978. .12997 


GI Descrip. 


(AC005398) putative 


retroelement pol 


polyprotein [Arabidopsis 



thaliana] 





Seq. No. 


43036 




Seq. ID 


OJ000350_06.04 03.C33 




Gene No. 


90063 




Strand 






Start 


11538 




End 


12997 




Name 


OJ000350 06 


.0403.C33.o3.tm 


Method 


TBLASTX: Maize 




Start 


12601 




End 


12777 


S. ^ 


GI 


none 




Score 


105 


'•: ™ 

f fl 


Exons 


12601. .12693, 12682,. 12777 






f 1 = 


Seq. No. 


43037 




Seq. ID 


OJ000350_06,0403.C34 




Gene No. 


90064 




Strand 


+ 




Start 


5218 




End 


7117 




Name 


OJ000350 06 


.0403,C34.ol.gp 


Method 


AAT/GAP 




Start 


5155 




End 


6861 




GI 


97 1.R1084 




Score 


1697 




Exons 


5155. .5250, 


5344.. 5477, 5565. 


.5640, 5705. .5781, 5863.-5896, 


f 1 




5982. .6131, 


6241., 6375, 6466. 


.6861 






GI Descrip. 


'1399510 0. 


Oe+00 (U50064) type A-like 


cyclin [Zea mays] ' 




Seq. No. 


43037 




Seq. ID 


OJ000350_06,0403.C34 




Gene No. 


90064 




Strand 


+ 




Start 


5218 




End 


7117 




Name 


OJ000350 06 


.0403.C34.o2.np 


Method 


AAT/NAP 




Start 


5158 




End 


6534 




GI 


6331695 




Score 


1087 




Exons 


5158. .5250, 


5344. .5477, 5565. 


.5640, 5705. .5781, 5863. .5896, 






5982- .6131, 


6241.. 6375, 6466. 


.6534 






GI Descrip. 


(AB024986) 


cyclin [Oryza sativa] 






Seq. No. 


43037 




Seq. ID 


OJ000350_06.04 03.C34 




Gene No. 


90064 




Strand 


+ 




Start 


5218 




End 


7117 




Name 


OJ000350 06 


.0403.C34.o2.gs 


Method 


GENSCAN 




Start 


5218 




End 


7117 




GI 


none 




Score 


.94 




Exons 


5218. .5250, 


5344., 5477, 5565. 


.5640, 5967. .6131, 7061. .7117 



Seq. No, 43037 Seq, ID OJ000350_06 . 0403 . C34 

Gene No, 90065 Strand 



43726 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_06.0403.C34.ol.np 
1 

6466937 



End 

Method 

End 

Score 



7031 
AAT/NAP 
7031 
1124 



1..689, 1145. .1659, 2145. .3033, 7009. .7031 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



43037 
90065 
1 

OJ000350_06.0403.C34.ol.gs 
92 

none 



Seq. ID OJ000350_06.0403.C34 
Strand 

End 7031 

Method GENSCAN 

End 4 4 59 

Score .7 



92. .617, 628. .696, 1146. .1298, 1304. .1649, 2003. .2210, 
2294. .2455, 2518. .2790, 3093. .3239, 3406. .3517, 3576. .4083, 
4159. .4459 



43037 
90065 
1 

OJ000350_06.0403.C34.o2.ts 

116 

none 

116. .439, 207. .383 

43037 
90065 
1 

OJ000350_06.0403.C34.o4.tm 

269 

none 

269. .502, 270. .500 

43037 
90065 
1 

OJ000350_06.0403.C34.o3.tm 

1217 

none 

1217.. 1306, 1309.. 1665 

43037 
90065 
1 

OJ000350_06.0403.C34.o3.ts 

2154 

none 

2154. .2261, 2279. .2440 

43037 
90065 
1 

OJ000350_06.0403.C34.o2.tm 

2444 

none 

2444. .2665, 2446. .2787 



Seq. ID OJ000350_06.0403.C34 
Strand 

End 7031 

Method TBLASTX : Soybean 

End 4 39 

Score 81 



Seq. ID OJ000350_06.0403.C34 
Strand 

End 7031 

Method TBLASTX : Mai ze 

End 502 

Score 140 



Seq. ID OJ000350_06.0403.C34 
Strand 

End 7031 

Method TBLASTX : Mai ze 

End 1665 

Score 238 



Seq. ID .OJ000350_06.0403.C34 
Strand 

End 7031 

Method TBLASTX : Soybean 

End 2440 

Score 113 



Seq. ID OJ000350_06.0403.C34 
Strand 

End 7031 

Method TBLASTX : Mai ze 

End 2787 

Score 151 



43727 



Seq. No. 43037 Seq. ID 

Gene No. 90065 Strand 

Start 1 End 

Name OJ000350_06.0403.C34 .ol. tw Method 

Start 2479 End 

GI none Score 

Exons 2479.. 2784, 2512.. 2784 



OJ000350_06.0403.C34 
7031 

TBLASTX: Wheat 

2784 

120 



Seq. No. 43037 

Gene No. 90065 

Start 1 

Name OJ000350_06.04 03.C34 .ol. tc 

Start 5155 

GI none 

Exons 5155.. 5256, 5176.. 5250, 5331. 

5566.. 5643, 5702.. 5782, 5883, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 06.0403.C34 



7031 

TBLASTX: Cress 
6375 
112 

5480, 5338.. 5478, 5565.. 5642, 
5912, 5985.. 6131, 6241.. 6375 



Seq. No. 43037 

Gene No. 90065 

Start 1 

Name OJ000350_06 . 0403 . C34 . o5 . tm 

Start 5155 

GI none 

Exons 5155.. 5256, 5157.. 5252, 5164. 
5338. .5409 



OJ000350_06.0403.C34 
7031 

TBLASTX: Maize 

5409 

164 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5310, 5322.. 5408, 5335., 5409, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43037 
90065 
1 

OJ000350_06.0403.C34.ol.ts 

5155 

none 

5155., 5256, 5163,. 5252, 5179. 
5338. ,5478, 5566,. 5643, 5566. 
5702.. 5782, 5703.. 5777, 5704, 
5985. .6137, 6240, .6374, 6241. 

43037 
90065 
1 

OJ000350_06.0403.C34.ol,tm 

5756 

none 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000350_06.0403.C34 
7031 

TBLASTX : Soybean 

6525 

140 



.5256, 5331.. 5474, 5335.. 5484, 

.5643, 5568.. 5645, 5660.. 5776, 

.5781, 5861.. 5899, 5981.. 6127, 

.6375, 6463., 6525, 6465.. 6518 

Seq. ID OJ000350_06.0403.C34 
Strand 

End 7031 

Method TBLASTX : Mai ze 

End 6543 

Score 55 



5756. .5782, 5845. .5901, 5862. ,5897, 5979.. 6137, 5980. .6129, 
5981. .6130, 6213. .6374, 6227. .6373, 6240. ,6374, 6241. .6375, 
6292.. 6384, 6463.. 6543, 6464.. 6532, 6465.. 6533 



Seq. No. 43038 Seq. ID 

Gene No. 90066 Strand 

Start 101 End 

Name OJ000350_06 . 0403. C35 . ol . np Method 

Start 101 End 

GI 7339703 Score 

Exons 101. .551 

GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



OJ000350_06.04 03.C35 
551 

AAT/NAP 
551 
677 
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Seq. No. 43038 Seq. ID 

Gene No. 90066 Strand 

Start 101. End 

Name OJ000350_06 . 0403 . C35 . ol . gs Method 

Start 226 End 

GI none Score 

Exons 226.. 520 

Seq. No. 43039 Seq. ID 

Gene No. 90067 Strand 

Start 258 End 

Name OJ000350_01 . 0405 . C3 . ol . gs Method 

Start 258 End 

GI none Score 

Exons 258.. 1109 



OJ000350_06.0403.C35 
551 

GENSCAN 

520 

.43 



OJ000350_01.0405.C3 
+ 

1109 
GENSCAN 
1109 
.79 



Seq. No. 43039 Seq. ID OJ000350 01. 0405. C3 

Gene No. 90068 Strand 

Start 2636 End 

Name OJ000350_01 . 0405 . C3 . o2 . np Method 

Start 2636 End 

GI 7489803 Score 
Exons 2636.. 3101 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| {U68408) 5' end not determined 
experimentally [Zea mays] 



OJ000350_01, 
+ 

3101 
AAT/NAP 
3101 
198 



Seq. No. 


43039 








Seq. ID 


OJ000350_01.0405 


.C3 


Gene No. 


90069 








Strand 






Start 


2620 








End 


3081 




Name 


OJ000350 01 


.0405. 


C3.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


984 








End 


1373 




GI 


none 








Score 


76 




Exons 


984. .1163, 


1211. . 


1354, 


1212. . 


1373 






Seq. No. 


43039 








Seq. ID 


OJ000350_01.0405 


.C3 


Gene No. 


. 90069 








Strand 






Start 


2620 








End 


3081 




Name 


OJ000350 01 


.0405. 


C3.01. 


tm 


Method 


TBLASTX: Maize 




Start 


1313 








End 


1591 




GI 


none 








Score 


100 




Exons 


1313. .1375, 


1317. 


.1379, 


1376. 


.1591, 1384.. 1509 




Seq. No. 


43039 








Seq. ID 


OJ000350_01.0405 


.C3 


Gene No. 


90069 








Strand 






Start 


2620 








End 


3081 




Name 


OJ000350 01 


.0405. 


C3.02. 


gs 


Method 


GENSCAN 




Start 


2620 








End 


3081 




GI 


none 








Score 


.82 




Exons 


2620. .2917, 


3014. 


.3081 










Seq. No. 


43040 








Seq. ID 


OJ000350_01.0405 


.C4 


Gene No. 


90070 








Strand 


+ 




Start 


1 








End 


334 




Name 


OJ000350 01 


.0405. 


C4.01. 


np 


Method 


AAT/NAP 




Start 


1 








End 


334 




GI 


4416302 








Score 


319 





43729 




Exons 


1. .334 






GI Descrip. 


(AF1057I6) copia-type pol polyprotein 




Seq. No. 


43040- 


Seq. ID 


OJ000350_01.0405.C4 


Gene No. 


90070 


Strand 


+ 




1 


End 


334 


Name 


OJ000350 01.0405.C4.ol.tm 


Method 


TRT.ASTX • Maiyp 

± J_lf^O i. i\ . L Id X ^ C? 


Start 


7 


End 


J X ^ 


GI 


none 


Score 


O *1 D 


Exons 


/..ZO^/ X*1..jXJ/ 






Seq. No. 


43040 


Seq. ID 


OJ000350_01.0405.C4 


Gene No. 


90070 


Strand 


+ 


b uart 


1 


End 


334 


Name 


OJ000350 01.0405.C4.ol.tc 


Method 


TRLASTX • Cress 


C 4- v4- 

btart 


80 


End 


310 

^ X w 




none 


Score 


177 


Exons 








Seq. No. 


43040 


Seq. ID 


OJ000350_01.0405.C4 


Gene No. 


90070 


Strand 


+ 


btart 


1 


End 


J J *± 


Name 


OJ000350 01.0405.C4.oI.gs 


Method 


O Cj LN O \^rtiN 


Start 


112 


End 


J J *4 


GI 


none 


Score 


. U f 


Exons 


I IZ . . 004 






Seq. No. 


43041 


Seq. ID 


OJ000350_01. 0405. CIO 


Gene No. 


90071 


Strand 


+ 


C 4- v4- 

o tar L 


56 


End 


671 

VJ / X 


Name 


OJ000350 01.0405.C10.ol.gs 


Method 


O CI IN O ^rt.LN 


otart 


56 


End 


O / X 


LjI 


none 


Score 




Exons 


56. .169, 484. .671 






beq. NO. 


43041 


Seq. ID 


OJ000350 01 0405 CIO 


Gene No. 


90072 


Strand 




Start 


591 


End 


1735 


Name 


OJ000350 01.0405.C10.ol.np 


Method 


AAT /MAP 


start 


591 


End 


1 7 "^S 


GI 


6498434 


Score 


fi7 


Exons 


591. .671, 1709. .1735 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


od U-L Vd J 


beq. NO. 


43042 


Seq. ID 


OLTono'^sn oi 0405 cii 

VJX.UIU-J.V-zXX 


Liene no . 


90073 


Strand 


-1- 


Start 


154 


End 


7 Qft 


Name 


OJ000350 01.0405-Cll.ol.np 


Method 


AAT /NAP 


Start 


154 


End 


798 


GI 


7484961 


Score 


157 




154. .798 






GI Descrip. 


extensin homolog T9E8.80 - 


Arabidopsis 


thaliana 




gil 4584539 lemb ICAB40769.il 


(AL049608) 


extensin-like protein 




[Arabidopsis thaliana] gi | 7268037 | emb | CAB78376. 1 | (AL161536 




extensin-like protein [Arabidopsis thaliana] 


Seq. No. 


43042 


Seq. ID 


OJ000350_01.0405.C11 



43730 




Gene No. 


90074 




Strand 




O LalTT, 


D D J 




End 


787 


Nd,rrLe 


n.Tnno3SO 01 0405 cii oi 


. qs 


Method 


GENSCAN 




D D ^ 




End 


787 




none 




Score 


. 99 




669 787 










43043 




Seq. ID 


OJ000350 01.0405.C13 


Gene No. 


90075 




Strand 






1 

X 




End 


706 


Name 


OJ000350 01.0405.C13.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


706 




4378066 




Score 


599 


"V 

cjXons 














[Sorghum bicolor] 


rri l46Rn?nRlriblAAn?7S71 


1|AF114171_12 


(AF114171) polyprotein 












Seq. No. 


43043 




Seq. ID 


OJ00'0350_01.0405.C13 


Gene No. 


90075 




Strand 






1 

X 




End 


706 


Name 


\J\J\J ^ \JX.\J*1\J^.V^XJ.WX 


. gs 


Method 


GENSCAN 


0 1 ai L, 


-/ 'J 




End 


462 


r* T 


none - 




Score 


.67 


Exons 


QR 971 3S1 46? 








Seq. No. 


43043 




Seq. ID 


OJ000350_01.0405.C13 


Gene No. 


90075 




Strand 




0 L a. Jl L 






End 


706 


Name 


WOUUuOJU \JX . • ^XJ . \J ±. 


. Liu 


Method 


TBLASTX: Maize 




1 6R ~ 

X U 0 




End 


487 




none 




Score 


137 


HiXOilo 


1 6fl 3n? 1 6Q ?Q7 ?90 


4 R7 


291. .428 


Seq. No. 


43043 




Seq. ID 


OJ000350_01.0405.C13 


Gene No. 


90075 




Strand 






1 

X 




End 


706 


Name 


ojnon^so 01 0405 ci3 oi 


.tw 


Method 


TBLASTX: Wheat 


C-(- a-r-l- 






End 


678 




none 




Score 


56 


Exons 


9Qn 4R7 37? 48S SI 4 


. .678 






Seq. No. 


43043 




Seq. ID 


OJ000350_01.0405.C13 


Gene No. 


90075 




Strand 






1 

X 




End 


706 


Name 




. tm 


Method 


TBLASTX: Maize 


0 Lar u 






End 


705 




none 




Score 


84 


Exons 


snfl 7ns SIR 661 










43044 




Seq. ID 


OJ000350_01. 0405.C14 


Gene No. 


90076 




Strand 


+ 


Start 


267 




End 


847 


Name 


OJ000350 01.0405.C14.ol 


,tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


847 


GI 


none 




Score 


102 


Exons 


1..105, 1..105, 3. .116, 


3. .116, 114.. 


164, 231. .308, 267. .404, 



43731 






666. . 809, 


677. .775, 679 


. .810, 


682. .810, 


701. .847 






Seq. No. 


43044 






Seq. ID 


OJ000350_01 


,0405 


.C14 


Gene No. 


90076 






Strand 


+ 






Start 


267 






End 


847 








OJ000350 


01. 0405.C14 .ol 


. as 


Method 


GENSCAN 






Start 


267 






End 


360 








none 






Score 


.76 






TT von ^ 


267 . . 360 














Seq. No. 


43045 






Seq. ID 


OJ000350_01 


.0405 


.C15 


Gene No. 


90077 






Strand 


+ 






Start 


204 






End 


509 






Name 


OJ000350 


01.0405.C15.ol 


.gs 


Method 


GENSCAN 






Start 


204 






End 


509 






GI 


none 






Score 


.88 






Exons 


204. .509 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



01.0405.C15 



43045 Seq. ID OJ000350_ 

90078 Strand + 

13253 End 16042 

OJ000350_01 . 0405 . C15 . o4 . gs Method GENSCAN 

13253 " End 16042 

none Score .78 

13253. .13348, 13705 .. 14 196, 14712 .. 15009, 15079 .. 15285, 
15846. .16042 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000350_01.0405.C15 
Strand + 
End 16042 
Method AAT/NAP 
End 15370 
Score 620 

15370 

T13D8.29 - Arabidopsis thaliana 
gi|3249084 |gb|AAC24068.1| (AC004473) Similar to red-1 (related 
to thioredoxin) gene gb 1X92750 from Mus musculus. ESTs 
gb|AA712687 and gb|Z37223 come from this gene [Arabidopsis 
thaliana] 



43045 
90078 
13253 

OJ000350__01.0405.C15.o3.np 

13669 

7486929 

13669. .14196, 14712 
hypothetical protein 



43045 
90079 
16999 

OJ000350_01.0405.C15.o5.gs 
16999 



none 
16999. 
18854. 
20234. 



.17153, 
.19022, 
.20390, 



22293. .22421, 



18284, 
19188. 
20608. 
22458, 



.18347, 
.19322, 
.20788, 
.22622 



Seq. ID 

Strand 

End 

Method 

End 

Score 

18429 

19402 



18534, 
19745, 



OJ000350_01 
+ 

22810 
GENSCAN 
22622 
.75 

18640 
20014 



.0405. C15 



.18751, 
.20149, 



20867. .21125, 21336 .. 22079, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 



43045 Seq. ID 

90079 Strand 

16999 End 

OJ000350_01 . 0405 .C15 . o4 . np Method 

17008 End 

7486095 Score 



OJ000350_01.0405.C15 
+ 

22810 
AAT/NAP 
22619 
3474 



43732 



Exons 17008. .17153, 18284 .. 18347 , 18429 18534 , 18640 .. 18751 , 

18854. .19022, 19188 .. 19321, 19398 19745, 20014 .. 2014 9, 
20234. .20482, 20568 .. 20788, 20867 21125, 21336 .. 22085, 
22293. .22619 

GI Descrip. hypothetical protein F24L7.13 - Arabidopsis thaliana 

gi I 2914700 I gb I AAC04490.il (AC003974) 26S proteasome regulatory 
subunit [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43045 
90079 
16999 

OJ000350_01.0405.C15.o2.gp 
19450 

uC-osflcypl56d05bl 



OJ000350_01.0405.C15 
+ 

22810 
AAT/GAP 
20325 
972 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19450. .19745, 20014 2014 9, 20234.. 20325 
'1168811/sp|P25859|CC2B__ARATH 2.0e-17 CELL DIVISION CONTROL 

PROTEIN 2 HOMOLOG B >gi_282864_pir S23096 protein kinase (EC 

2.7.1.37) cdc2 homolog B - Arabidopsis thaliana 
>gi_217851_dbj_BAA01624_ (D10851) p32 protein serine/threonine 
kinase-related protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



01.0405.C15 



OJ000350 
+ 

22810 
AAT/GAP 
22810 
1183 



tRNA-processing protein SEN3-like 



OJ000350_01.0405.C15 

10443 
AAT/NAP 
9009 
1041 



43045 Seq. ID 

90079 Strand 
16999 End 
OJ000350_01 . 0405 . C15 . o3 . gp Method 
21984 End 
14312_1.R1084 Score 
21984- .22079, 22293.. 22810 
'2914700 3.0e-31 (AC003974) 
[Arabidopsis thaliana] ' 

43045 Seq. ID 

90080 Strand 
4761 End 
OJ000350_01 . 0405 . C15 , ol , np Method 
3706 End 
6069646 Score 
3706. .4 682, 4965. .578 6, 8892. .9009 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 {AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 





putative non-LTR 


retroelement 


reverse 


transcriptase 


. {AC006248) 




[Oryza sativa] 










Seq. No. 


43045 




Seq. ID 


OJ000350_01. 


0405. C15 


Gene No. 


90080 




Strand 






Start 


4761 




End 


10443 




Name 


OJ000350 01.0405 


.C15.o2.gs 


Method 


GENSCAN 




Start 


4761 


End 


10443 




GI 


none 




Score 


.56 




Exons 


4761.. 5947, 6116 


..7010, 7319. 


.10055, 


10088. .10443 




Seq. No. 


43045 




Seq. ID 


OJ000350_01. 


0405. C15 


Gene No. 


90080 




Strand 






Start 


4761 




End 


10443 




Name 


OJ000350 01.0405 


.C15.ol.gp 


Method 


AAT/GAP 




Start 


5956 




End 


6435 





43733 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5455614 
5956. .6435 

43045 
90081 
24024 

OJ000350_01. 

3744 

none 

3744. .4280, 



Score 



951 



0405.C15.o7.tm 
3913. .4158, .4002. 



Seq. ID OJ000350_01.0405.C15 
Strand 

End 30351 

Method TBLASTX : Mai ze 

End 4280 

Score 123 
.4265 





Sea . . No . 


43045 








Seq. ID 


OJ000350_01.0405. 


C15 




Gene No . 


90081 








Strand 


- 






Start ' 


24024 








End 


30351 






Name 


OJ000350 01, 


0405, 


C15.05. 


ts 


Method 


TBLASTX : Soybean 






Start 


4575 








End 


5123 






GI 


none 








Score 


157 






Exons 


4575. .4697, 


4797 


.5123 












Qpa No . 


43045 








Seq. ID 


OJ000350_01.0405. 


015 




ripnp No . 


90081 








Strand 


- 






Start 


24024 








End 


30351 






Name 


OJ000350 01 


0405 


.015. ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


4662 








End 


5102 






GI 


none 








Score 


180 




f n 


Exons 


4662. .4760, 


4800 


, .5102 










; U 


Sea. No. 


43045 








Seq. ID 


OJ000350_01.0405, 


.C15 


B. ^ 


Gene No . 


90081 








Strand 


- 




r , 3 
h hi 


Start 


24024 








End 


30351 




1, ^ 


Name 


OJ000350 01 


.0405 


.C15.03. 


tm 


Method 


TBLASTX: Maize 






Start 


4737 








End 


5429 




fy 


GI 


none 








Score 


71 




a 


Exons 


4737. .5429, 


4960 


. .5196 












Seq. No. 


43045 








Seq. ID 


OJ000350_01.0405 


.015 




Cpnp No . 


90081 








Strand 








Start 


24024 








End 


30351 




'%J 


Name 


OJ000350 01 


.0405 


.015. o2. 


tw 


Method 


TBLASTX: Wheat 




f ^ 


Start 


5235 








End 


5522 






GI 


none 








Score 


91 






Exons 


5235. .5522, 


5236 


. .5499 












Seq. No. 


43045 








Seq. ID 


OJ000350_01.0405 


.015 




Gene No. 


90081 








Strand 








Start 


24024 








End 


30351 






Name 


OJ000350 01 


.0405 


.C15.06 


.tm 


Method 


TBLASTX: Maize 






Start 


5452 








End 


5939 






GI 


none 








Score 


64 






Exons 


5452. .5544, 


5457 


. .5543, 


5517. 


.5801, 5554. .5763, 5784. .5939, 






5802. .5927 
















Seq. No. 


43045 








Seq. ID 


OJ000350_01.0405 


.015 




Gene No. 


90081 








Strand 








Start 


24024 








End 


30351 






Name 


OJ000350 01 


.0405 


.015. o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


5529 








End 


5864 





43734 




GI 


none 




Score 


91 




Exons 


5529.. 5735, 5724.. 5864 








Seq. No. ' 


43045 




Seq, ID 


OJ000350_01.0405' 


.'C15 


Gene No. 


90081 




Strand 






Start 


24024 




End 


o ri "3 c 1 
30351 




Name 


OJ000350 01.0405.C15 


.olO. tm 


Method 


TBLASTX : Maize . 




Start 


5940 




End 


6371 




GI 


none 




Score 


86 




Exons 


5940.. 6371, 6103.. 6333 








Seq. No. 


43045 




Seq. ID 


OJ000350_01.0405 


.C15 


Gene No. 


90081 




Strand 






Start 


24024 




End 


30351 




Name 


OJ000350 01.0405.C15 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


6576 




End 


6857 




GI 


none 




Score 


52 




Exons 


6576.. 6716, 6588.. 6683, 6693 


..6857, 6763. .6855 




Seq. No. 


43045 




Seq. ID 


OJ000350_01.0405 


. C15 


Gene No. 


90081 




Strand 






Start 


24024 




End 


30351 




Name 


OJ000350 01.0405.C15 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


13681 




End 


15278 




GI 


none 




Score 


231 




Exons 


13681. .13923, 13681. 


.13986, 


13681. .14001, 13681. .13911, 






13683. .13925, 13749. 


.13922, 


14026. .14199, 14709. .14822, 






14709. .14825, 14709. 


.14825, 


14709. .14825, 14840 .. 15088 , 






14841. .14951, 14841. 


.15161, 


14844. .15122, 14844 .. 14936, 






14858. .15088, 15009. 


.15128, 


15159. .15278 




Seq. No. 


43045 




Seq. ID 


OJ000350_01.0405 


. C15 


Gene No. 


90081 




Strand 






Start 


24024 




End 


30351 




Name 


OJ000350 01.0405.C15 


-o3, ts 


Method 


TBLASTX : Soybean 




Start 


13846 




End 


15311 




GI 


none 




Score 


89 




Exons- 


13846. .13986, 14041, 


.14103, 


14853. .15284, 14858 .. 15082, 






14998. .15240, 15051. 


.15311 








Seq. No. 


43045 




Seq. ID 


OJ000350_01.0405 


.C15 


Gene No. 


90081 




Strand 






Start 


24024 




End 


30351 




Name 


OJ000350 01.0405.C15 


. o6 . tc 


Method 


TBLASTX: Cress 




Start 


17038 




End 


18695 




GI 


none 




Score 


110 




Exons 


17038. .17145, 18297. 


.18350, 


18414. .18551, 18639.. 18695 




Seq. No. 


43045 




Seq. ID 


OJ000350_01.0405 


.C15 


Gene No. 


90081 




Strand 






Start 


24024 




End 


30351 




Name 


OJ000350 01.0405.C15 


.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


18432 




End 


19491 




GI 


none 




Score 


139 




Exons 


18432. .18551, 18638. 


.18754, 


18639. .18752, 18851 .. 19024 , 






18864. .19025, 19185. 


.19310, 


19186. .19314, 19187. .19306, 






19384. .19491, 19401. 


.19490 









43735 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43045 
90081 
24024 

OJ000350_01.0405.C15.o5.tc 

19185 

none 

19185. .19310, 19186. .19338, 
19401. .19487, 19578. .19607, 

43045 
90081 
24024 

OJ000350_01.0405.C15.o4.tm 
19186 
none 
19186 
19381 
19511 



19323, 19187, 

19488, 19397, 

19555, 19549. 

20008. .20082, 20009. 

20083. .20151, 20084. 

20234. .20323, 20237. 



.19357, 
.19495, 
.19746, 
.20083, 
,20149, 
.20317 



Seq. ID 
Strand 
End 

Method 

End 

Score 
19187. .19306, 
19579. .19608 



OJ000350 01,0405.C15 



30351 

TBLASTX: Cress 
19608 
156 

19399. .19488, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 01.0405,C15 



30351 

TBLASTX: Maize 
20323 
143 

19188. .19322, 19189 .. 19323, 
19399. .19488, 19400 .. 19495, 
19564. .19743, 19569 .. 19769, 
20009. .20083, 20019 .. 20087, 
20084. .20152, 20085 20159, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43045 Seq. ID 

90081 Strand 

24024 End 

OJ000350_01.0405.C15.ol.ts Method 

20035 End 

none Score 



OJ000350_01.0405.C15 
30351 

TBLASTX : Soybean 

21590 

177 



20035. .20151, 20036. .20149, 20205. .20483, 20232 .. 20483, 

20234. .20485, 20281 .. 20484 , 20552 .. 20668 , 20565 .. 20789, 

20568. .20795, 20864 .. 21124 , 20880 .. 21125, 21332 .. 21589, 
21333. .21590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43045 
90081 
24024 

OJ000350_01.04'05.C15.o3.tc 

20087 

none 



Seq. ID OJ000350_01.0405.C15 
Strand 

End 30351 

Method TBLASTX : Cress 

End 20395 

Score 94 



20087. .20149, 20095 20151, 20234 20395, 20234 .. 20350, 
20281. .20394 



Seq. No. 43045 
Gene No. 90081 
Start 24024 

Name OJ000350_01 . 0405 . C15 . ol . tm 

Start 20334 
GI none 
Exons 20334, 
20563, 
20864, 



.20483, 
.20784, 
.21124, 
22290. .22499, 
22559. .22621, 
22701. .22736, 



20347. 
20565. 
20880. 
22290. 
22561. 
22702. 



20484, 
20789, 
21125, 
22556, 
22626, 
22746 



Seq. ID OJ000350_01.0405.C15 
Strand 

End 30351 

Method TBLASTX : Maize 

End 22746 

Score 94 
20348. .20485, 20552 .. 20668, 
20567. .20785, 20861 .. 21115, 
21332. .21943, 21333 .. 22082, 
22310. .22561, 22375 .. 22563, 
22575. .22622, 22675 .. 22746, 



Seq. No. 



43045 



Seq. ID OJ000350_01.0405.C15 



43736 




Gene No. 


90081 




Strand 






o rare 






' End 


30351 




Name 


UJUUUjDU U1.U41U0.U10 


. 04 . tC 


Method 


TBLASTX: Cress 




Start 






End 


20906 




GI 


none 




Score 


137 




Exons 


onQCc; OOTQQ Ofkc:^'? 


0 07 p 0 
. Z U / 0 Z / 


20571. .20795, 20880. .20906 




Seq. No. 


43045 




Seq. ID 


OJ000350_01.0405 


.015 


Gene No. 


90081 




Strand 






btar u 






End 


30351 




Name 


UJUUUJOU Ul.U^UO.L-lD 




Method 


TBLASTX: Cress 




Start 


0 1 mo 

Z lU / 0 




End 


21703 




GI 


none 




Score 


70 




Exons 


oimo oiioc^ oiOQfl 
ziu / 0 . . ziiZD / zizyo. 


. Z ± Du 5 / 


21332. .21703, 21333. .21701 




Seq. No. 






Seq. ID 


OJ000350_01.0405 




Gene No. 


90081 




Strand 






Start 


24024 




End 


30351 




Name 


UJUUUJOU U1.U4U0.U10 


r\9 +- <= 
. OZ . U S 


Method 


TBLASTX : Soybean 




Start 


z loy 1 




End 


22622 




GI 


none 




Score 


614 




Exons 


OT CQ1 oonm 01 ciq^ 
zloyl . . ZzUUi , zioyj. 


0 1 Q /I "5 

. z 1 y 4 0 / 


21699. .21995, 22021 .. 22080, 






OOOQH 0 0 >! Q Q 00'\A'\ 


0 0 / £; c 
. Z Z 4 00 f 


22559. .22621, 22575.-22622 




Seq. No. 


43045 




Seq. ID 


OJ000350_01.0405 


.€15 


Gene No. 


90081 




Strand 






b tart 


0 /! no >i 
Z4 UZ4 




End 


30351 




Name 


UuUUUoOU Ul.UflUO.UlO 


. OZ . L.C 


Method 


TBLASTX: Cress 




Start 


z 1 / /o 




End 


22625 




GI 


none 




Score 


295 




Exons 


01TT5 OIQ/I"^ OITT^ 

zi / / o. .ziyfiOf zi / / ft. 




22302. .22625, 22343.. 22459 




Seq. No. 


4oU40 




Seq. ID 


OJ000350_01.0405 


• C15 


Gene No. 


yUUol 




Strand 






Start 


24024 




End 


30351 




Name 


OJ000350_01. 0405. CIS 


. 06 . gs 


Method 


GENSCAN 




0 tart 


o/i no/i 




End. 


29885 




GI 


none 




Score 


.75 




Exons 


o/ino/i o/iriQc; o/iTin 
Z4 UZ4 . . 44 Uyo , Z4olU. 


0 A A A 
. Z 4 4 4 0 ^ 


24531. .24780, 25022 .. 25374 , 






OCC3Q "OC;Q'3£r OTHOI 

zoDjy . . zoyoD, z/uzi. 


0 T 0 '5 /I 


27514. .27575, 28223 .. 28367, 






OQQQQ OQIC^n OQ/1'5Q 

zo yy y . . z y lou , zy^oy. 


. z y 0 0 0 








Seq. No. 


4oU4o 




Seq. ID 


OJ000350_01.0405 




Gene No. 


90081 




Strand 






Start 


24024 




End 


30351 




Name 


UJUUUOOU U1.U4U0.U10 


.00. um 


Method 


TBLASTX: Maize 




Start 


Z4 IIZ 




End 


24589 




GI 


none 




Score 


97 




Exons 


0/110 O/OT^; 0/1'7'5 

Z41iZ , . Z4Z / D, Z41/0. 


0 / 0 T T 
, Z 4 Z / / / 


24265.-24444, 24278 . .24409, 






O/OC^ 0//// O/ROT 

Z4ZOO . . Z4444 , Z40Z/. 


0 / c: Q Q 
. Z 4 Oo y / 


24532. .24588 




Seq. No. 


43045 




Seq. ID 


OJ000350_01.0405 


.€15 


Gene No. 


90081 




Strand 






Start 


24024 




End 


30351 




Name 


OJ000350 01.0405.C15 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


24590 




End 


25682 




GI 


none 




Score 


215 





43737 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24590. .24781, 24592 24780, 24593 .. 24781 , 25019 .. 25657 , 
25019. .25681, 25020. .25682 



43045 Seq. ID 

90081 Strand 

24024 End 

OJ000350_01.0405.C15.o5.np Method 

28416 End 

4505323 Score 



OJ000350_01.0405.C15 

30351 
AAT/NAP 
30351 
63 



28416. .28544, 29697 .. 29951, 30330.. 30351 
Wiskott-Aldrich syndrome-like gi | 2116984 | dbj | BAA20128 | 
N-WASP [Homo sapiens] 



(D88460) 



43045 
90081 
24024 

OJ000350_01. 0405. C15. oil. tm 

29007 

none 

29007. .29180, 29014 .. 29148, 
29436. .29579, 29506. . 29580, 



Seq. ID OJ000350_01.0405.C15 
Strand 

End 30351 

Method TBLASTX : Maize 

End 29675 

Score 165 
29018. .29167, 2 9430 .. 29531 , 
29622. .29675 



OJ000350 01.0405.C16 



43046 Seq. ID 

90082 Strand 
7006 End 7500 

OJ000350_01 . 0405 . C16 . ol . np Method AAT/NAP 
7006 End 7500 

7484818 Score 299 

7006. .7500 

auxin-induced protein homolog F8F16.140 - Arabidopsis thaliana 
gi I 2827527 I emb I CAA16535.il (AL021633) auxin induced like-protein 
[Arabidopsis thaliana] gi | 7270034 | emb | CAB79850 . 1 | {AL161578) 
auxin induced like-protein [Arabidopsis thaliana] 



Seq. No. 


43046 




Seq. ID 


OJ000350 


Gene No. 


90083 




Strand 




Start 


8659 




End 


11631 


Name 


OJ000350 01 


.0405.C16.o2.gs 


Method 


GENSCAN 


Start 


8659 




End 


11631 


GI 


none 




Score 


.44 


Exons 


8659. .8866, 


10661. .10742, 


11314. .11477 


, 11519.. 


Seq. No. 


43047 




Seq. ID 


OJ000350 


Gene No. 


90084 




Strand 


+ 


Start 


3049 




End 


3988 


Name 


OJ000350 01 


.0405.C17.ol.np 


Method 


AAT/NAP 


Start 


3049 




End 


3988 


GI 


7363272 




Score 


152 


Exons 


3049, .3116, 


3863. .3988 






GI Descrip. 


(AP001552) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


43047 




Seq. ID 


OJ000350 


Gene No. 


90085 




Strand 




Start 


261 




End 


3642 


Name 


OJ000350 01 


.0405.C17.ol.gs 


Method 


GENSCAN 


Start 


261 




End 


3642 


GI 


none 




Score 


.41 



43738 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



261. .305, 496. .592^ 701 .. 831/ 1563 .. 1617 , 2478. .2514, 3574. .3642 



Seq. ID OJ000350_01.0405.C18 

Strand + 

End 840 

Method AAT/NAP 

End 840 

Score 321 



43048 
90086 
1 

OJ000350_01.0405.C18.ol.np 
1 

5295955 
1..190, 268. .840 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



43048 
90087 
3435 

OJ000350_01.0405.C18.o2.gs 

3435 

none 

3435. .3491, 5590.. 5661 



Seq. ID OJ000350_01.0405.C18 

Strand + 

End 5745 

Method GENSCAN 

End 5661 

Score .82 



Seq. ID OJ000350_01.0405.C18 

Strand + 

End 5745 

Method AAT/NAP 

End 5745 

Score 173 
3468. .3491, 4521.. 4634, 5590.. 5745 

(AC011708) galactokinase-like protein [Arabidopsis thaliana] 



43048 
90087 
3435 

OJ000350_01 . 0405 . C18 . o2 . np 

3468 

6630560 



43048 
90087 
3435 

OJ000350_01.0405.C18.ol.gp 
4261 
none 

4261. .4634, 5590.. 5682 

43048 
90088 
40 

OJ000350_01.0405.C18.ol.gs 
40 

none 

40. .122, 127. .329, 560. .706, 2606. .2615 



Seq. ID OJ000350_01.0405.C18 

Strand + 

End 5745 

Method AAT/GAP 

End 5682 

Score 809 



Seq. ID OJ000350_0i.0405.C18 
Strand 

End 2615 

Method GENSCAN 

End 2615 

Score .89 



Seq. ID OJ000350_01.0405.C19 

Strand + 

End 6097 

Method AAT/NAP 

End 3251 

Score 685 

1..55, 460. .563, 640. .705, 1051. .1130, 1355. .1474, 1794. .1940, 
2810.. 2925, 3007.. 3251 

(AC011708) galactokinase-like protein [Arabidopsis thaliana] 



43049 
90089 
1 

OJ000350_01.0405.C19.ol.np 
1 

6630560 



43049 
90089 



Seq. ID OJ000350_01.0405.C19 
Strand + 



43739 




start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000350_01.0405.C19,o2.tm 
135 
none 



End 

Method 

End 

Score 



6097 

TBLASTX: Maize 

731 

67 



135. .191, 451. .555, 453. .566, 454. .564, 546. .599, 613. .699, 
615. .731, 615. .722 



43049 
90089 
1 

OJ000350_01.0405.C19.ol.gp 
145 

2073_1.R1084 
145, .190, 455. .563, 640 
1750. .1925, 2070. .2110, 
3007. .3659 

'120900/sp|Q00052|GALl_LACHE 2.0e-26 GALACTOKINASE 

>gi_421585_pir ^A47032 galactokinase galK - Lactobacillus 

helveticus >gi_4 4000_emb_CAA40525_ (X57248) galactokinase 
[Lactobacillus helveticus] ' 



. .705, 
2191. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1051. .1130, 
.2219, 2310. 



OJ000350_ 
+ 

6097 
AAT/GAP 
3659 
2659 

1355. 
2379, 



01.0405.C19 



1454, 

2836. .2925, 



43049 
90089 
1 

OJ000350_01.0405.C19.ol.gs 
147 



End 

Method 
End 

none Score 
147. .190, 420. .563, 1051. .1130, 1355. .1454, 1750. .1925, 
2070. .2110, 2191. .2219, 2310. .2379, 2836. .2925, 3007. .3182, 
4467. .4737, 5982. .6097 



Seq, ID OJ000350_01.0405.C19 
Strand + 

6097 
GENSCAN 
6097 
.66 



43049 
90089 
1 

OJ000350_01.0405,C19.ol.tm 
1037 
none 
1037. 
1359. 
1750. 
2307. 
3005. 



.1132, 1050. .1133, 1051. 

.1454, 1363. .1455, 1740. 

.1923, 2063.. 2128, 2069. 

.2378, 2309. .2380, 2834. 

.3247 



Seq. ID OJ000350_01.0405.C19 

Strand + 

End 6097 

Method TBLASTX : Mai ze 

End 3248 

Score 123 

.1131, 1346. .1453, 1359. .1454, 
.1922, 1748. .1951, 1749. .1922, 
.2110, 2181, .2219, 2307. .2381, 
.2929, 2835,-2927, 2964, .3248, 



Seq. ID OJ000350_01.0405.C19 

Strand + 

End 6097 

Method TBLASTX : Soybean 

End 3251 

Score 96 



43049 
90089 
1 

OJ000350_01.0405.C19.ol.ts 
1821 
none 

1821. .1922, 1822. .1923, 2312. .2383, 2316. .2381, 2834. .2926, 
2835.-2927, 2964.. 3251, 3005.-3247 



43050 Seq. ID 

90090 Strand 

1 End 

OJ000350_01.0405.C20.ol.np Method 

1 End 



OJ000350_01 . 0405 . C20 
+ 

2684 

AAT/NAP 

2684 



43740 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



7488558 Score 1004. 

1..1388, 1792. .2497, 2668.-2684 

hypothetical protein 1 - wild cabbage transposon Melmoth 
gi|2462935|emb|CAA72989.1| (Y12321) open reading frame 1 
[Brassica oleracea] 



43050 
90091 
43 

OJ000350_01 . 04 05 . C20 . o4 . tm 
42 

none 

42. .272, 42, .272, 43.-273 

43050 
90091 
43 

OJ000350_01.0405.C20.ol.gs 
43 

none 

43. ,118, 1525.-1656, 2121. .2211, 2601.-2658 



Seq- ID OJ000350_01.0405.C20 
Strand 

End 2658 

Method TBLASTX : Mai ze 

End ' 273 

Score 167 



Seq, ID OJ000350_01.0405.C20 
Strand 

End 2658 

Method GENSCAN 

End 2658 

Score . 66 



43050 
90091 
43 

OJ000350_01.0405.C20-ol-tm 
375 
none 



Seq- ID OJ000350_01.0405.C20 
Strand 

End 2658 

Method TBLASTX : Mai ze 

End 828 

Score 383 



375.-743, 385.-744, 520. .744, 743. .814, 748. .828, 748. .828 



End 

Method 

End 

Score 



43050 
90091 
43 

OJ000350_01.0405.C20.o3.tc 
607 
none 

607.-801, 610. .798 

43050 
90091 
43 

OJ000350_01.0405.C20.o2.ts 
619 
none 

619. .648, 679. .765, 775. .1080, 813. .1079 



Seq. ID OJ000350_01.0405.C20 
Strand 

2658 

TBLASTX: Cress 
801 
178 



Seq. ID OJ000350_01-0405.C20 
Strand 

2658 

TBLASTX : Soybean 
1080 
43 



End 

Method 

End 

Score 



43050 
90091 
43 

OJ000350_01-0405.C20.ol.tw 

688 

none 



Seq. ID OJ000350_01-0405.C20 
Strand 

End 2658 

Method TBLASTX : Wheat 

End 1299 

Score 319 



688.-1122, 801. .1094, 1138. .1227, 1222.-1299 



43050 
90091 
43 



Seq. ID OJ000350_01.0405.C20 
Strand 

Etid 2658 



43741 



Name 


OJ000350_01 


. 0405 


. C20 . o2 


. tm 


Method 


ihJLAo i A : Maize 


Start 


835 








End 


14 iU 


GI 


none 








Score 


O O "3 


Exons 


835 . .1410, 


o c o 

o58 . . , 


1 T A 
1109 








Seq. No. 


43050 








Seq. ID 


OJ000350_01.0405.C20 


Gene No. 


90091 








Strand 




Start 


43 








Lna 




Name 


OJ000350 01 


. 0405 


.C20.O2 


.tc 


Method 


ibLiAo i A : Lress 


Start 


916 








hna 


1 '3 Q 


GI 


none 








Score 




Exons 


916 . . 1164 , 


A 1 O 

918 . . 


1205, 1186.. 


1 Joy 




Seq. No. 


43050 








Seq. ID 


OJ000350_01.0405.C20 


Gene No. 


90091 








Strand 




Start 


43 








bna 




Name 


OJ000350 01 


. 0405 


.C20.O3 


.ts 


Method 


ibLAo i A : ooyoean 


Start 


1225 








End 


T T Q A 

loo U 


GI 


none 








Score 


lo4 


Exons 


1225 . . 1380, 


1233 


, . 1364 








Seq. No. 


43050 








Seq. ID 


OJ000350_01.0405.C20 


Gene No. 


90091 








Strand 




Start 


43 








End 


2658 


Name 


OJ000350_01 


. 0405 


.020. ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2043 








End 


2444 


GI 


5509260 








Score 


324 


Exons 


2043. . 2195, 


2051 


O A O 

. . 2308 , 


O A C O 

2052 


..2444, 2375. .2440 


GI Descrip. 














Seq, No. 


43050 








Seq. ID 


OJ000350_01.0405.C20 


Gene No. 


90091 








Strand 




Start 


43 








End 


2658 


Name 


OJ000350 01 


. 0405 


.C20.O2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2070 








End 


2503 


GI 


none 








Score 


70 


Exons 


2070. . 2159, 


2085 


. .2159, 


2161 


..2301, 2202. .2501, 2204. .2308, 




2367 . . 2501, 


2375 


. .2503 








Seq. No. 


43050 








Seq. ID 


OJ000350_01.0405.C20 


Gene No. 


90091 








Strand 




Start 


43 








End 


2658 


Name 


OJ000350__01 


. 0405 


.C20.O3 


.tm 


Method 


TBLASTX: Maize 


Start 


2075 








End 


2396 


GI 


none 








Score 


315 


Exons 


2075 . . 2395, 


2076 


. .2396 








Seq. No. 


43050 








Seq. ID 


OJ000350_01 . 0405 .C20 


Gene No. 


90091 








Strand 




Start 


43 








End 


2658 


Name 


-rAAAOr~A A1 

OJ000350 01 


. 0405 


.C20.O1 


.tc 


Method 


TBLASTX: Cress 


Start 


2159 








End 


2435 


GI 


none 








Score 


295 


Exons 


2159. .2434, 


2160 


. .2435 








Seq. No. 


43051 








Seq. ID 


OJ000350_01.0405.C21 


Gene No. 


90092 








Strand 


+ 



43742 





Start 


137 




End 


2034 




Name 


OJ000350 01.0405.C21.ol 


.np 


Method 


AAT/NAP 




C-|- a r1- 


X ^ r 




End 


2034 






421955 




Score 


942 




TT von a 


1 ^7 ?53 <578 2034 












H \rriO'l~ h^l" 1 oii 1 '0T"0'i~^i n 4 
ii^y^i^ L.iic L. xodx ^xwucxii *t 


- potato transposon Tstl 






ai 1 2 1 4 3 4 1 emb 1 CAA3 66161 


(X52387) 0RF4 [Solanum tuberosiim] 




Qorr Mo 


43051 

1 J \J J X 




Seq. ID 


OJ000350_01.0405.C21 






90093 




Strand 


+ 




start 


5716 




End 


5859 




Name 


OJ000350 01.0405.C21.o2 


.gp 


Method 


AAT/GAP 




Qt Art 


5716 




End 


5859 






21474 1.R1084 




Score 


228 




TT von a 


5716. .5859 












'3894159 2.0e-10 (AC005312) : 


hypothetical protein [Arabidops: 






thaliana] ' 










Qan "Mo 


43051 




Seq. ID 


OJ000350_01.0405.C21 






90094 




Strand 






Start 


1 




End 


113 




Name 


OJ000350 01.0405.C21.ol 


.gp 


Method 


AAT/GAP 




O L. CLi. U 


1 




End 


113 






LIB3431-027-P1-K1-D5 




Score 


199 




Elxons 


1. .113 








%J 




•2190552 l.Oe-21 (AC001229) , 


Similar to 


Holcus major pollen 


r 

fit 




allergen (gb_Z27084) . [Arabidopsis thaliana]' 


1^ 

i, -J 


Q on "KTo 


43051 




Seq. ID 


OJ000350_01.0405.C21 




n^T\a Mo 
uene ino . 


90095 




Strand 






Start 


3161 




End 


10576 




Name 


OJ000350 01.0405.C21.o2 


,gs 


Method 


GENS CAN 


fy 




3161 




End 


10576 






none 




Score 


.53 


f ^ 




3161. .3281, 4256. .4329, 


5135 


..5254, 5454. .5520, 6458. .6568, 






6663.-6836, 6944. .7629, 


7631 


..7773, 7899. .8040, 8136. .8255, 






8376. .8498, 8897. .9270, 


9325 


..9556, 10451.. 10576 


=. "1 




43051 




Seq. ID 


OJ000350_01.0405.C21 


H_ _z 


Gene No. 


90095 




Strand 






Start 


3161 




End 


10576 




MaTno 


OJ000350 01.0405.C21.o2 


.np 


Method 


AAT/NAP 




O LdX L. 


6243 




End 


9571 




m 


4680204 




Score 


959 




TT von c 


6243. .6568, 6663.-6836, 


6944 


..8040, 8136. .9571 




ri!T nocoT~io 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Q orr Mo 


43051 




Seq. ID 


OJ000350_01.04 05.C21 




Gene No. 


90095 




Strand 






Start 


3161 




End 


10576 




Name 


OJ000350 01.0405.C21.o3 


.np 


Method 


AAT/NAP 




Start 


6433 




End 


9571 




GI 


4680204 




Score 


960 




Exons* 


6433. .6568, 6663. .6836, 


6944 


..8040, 8136. .9571 




GI Deserip, 


(AF114171) hypothetical 


protein . [Sorghum bicolor] 




Seq. No. 


43051 




Seq. ID 


OJ000350_01.0405.C21 



43743 




Gene No. 


90096 








Strand 




Start 


10703 








End 


15438 




OJ000350 01 


0405. 


C21 .o4 


. tm 


Method 


TBLASTX: Maize 




982 " 








End 


1278 












Score 


189 


P von Q 


982 1278 












Seq. No. 


43051 








Seq. ' ID 


OJ000350_01.0405.C21 


Gene No. 


90096 








Strand 




Start 


10703 








End 


15438 




OJ000350 01. 


0405. 


021. o4 


. ts 


Method 


TBLASTX : Soybean 




1198 ~ 








End 


1386 


o J. 


none 








Score 


184 


P von Q 


1198 1386, 


1200 . 


. 1343 








Seq. No. 


43051 








Seq. ID 


OJ000350_01. 0405. 021 


Gene No. 


90096 








Strand 






10703 








End 


15438 




OJ000350 01 


0405. 


C21 .o4 


. tw 


Method 


TBLASTX: Wheat 




1206 ■ " 








End 


1617 


oX 


n on ^ 








Score 


137 


IT von c 


1206 1373 


1207 . 


. 1374, 


1380. 


.1556, 1384. .1617 


Seq. No. 


43051 








Seq. ID 


OJ000350_01. 0405. 021 


Gene No. 


90096 








Strand 




qi- nrt 

0 U di. L. 


10703 








End 


15438 


LMdXiLcr 


OJ000350 01 


0405. 


C21 .ol 


. tm 


Method 


TBLASTX: Maize 


0 I. dX L. 


1387 ~ 
J. ^ 0 / 








End 


2049 


oX 


non 








Score 


323 


TT von Q 


1387 1779. 


1410 . 


. 1598, 


1641. 


.1742, 1815. .1991, 1819. .2049 


Cparr Mo 


43051 








Seq. ID 


OJ000350_01 . 0405 . 021 


Gene No. 


90096 








Strand 




Start 


10703 








End 


15438 


Nairie 


OJ000350 01. 


0405. 


C21 .o2 


. tc 


Method 


TBLASTX :Oress 


0 udx u 


1396 








End 


2051 


V7X 


non ^ 








Score 


108 


F von Q 


1396 1566, 

A. ^ Zf \J • 9 J. tj \J \J f 


1576. 


. 1668, 


1668. 


.1793, 1669. .1794, 1825. .2046, 




1833 2051 












Seq. No. 


43051 








Seq. ID 


OJ000350_01. 0405. 021 


Gene No. 


90096 








Strand 




0 L. d J- L. 


10703 








End 


15438 


LNdilLC 


OJ000350 01 


0405 . 


C21 .ol 


. ts 


Method 


TBLASTX : Soybean 


0 u di- u 


1405 ~ 

X *± \j 0 








End 


2100 


oX 


nonci 








Score 


644 


F von Q 


1405 2079 


1405 . 


. 1896, 


1407 . 


.1925, 2014.. 2100 


Seq. No. 


43051 








Seq. ID 


OJ000350_01.04 05.O21 


Gene No. 


90096 








Strand 




Start 


10703 








End 


15438 


Name 


OJ000350 01. 


0405. 


C21.06 


. tw 


Method 


TBLASTX: Wheat 


Start 


8490 








End 


8823 


GI 


none 








Score 


36 


Exons 


8490. .8510, 


8520. 


.8657, 


8521. 


.8601, 8661. .8822, 8725.-8823 


Seq. No. 


43051 








Seq. ID 


OJ000350_01. 0405.021 



43744 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



90096 Strand 

10703 ' End 

OJ000350_01 , 0405 . C21 . o3 . gs Method 

10703 End 

none Score 



15438 
GENSCAN 
15438 
.5 



10703. .10958, 11054. .11153, 12189 13703, 13835 .. 13996, 
14057. .14290, 15078.. 15438 



43051 
90096 
10703 

OJ000350_01.0405.C21.o5.gp 
11347 

342_1.R1084 
11347. .11906, 11985. 
M574406/gb|AAD24042 
sativa] * 



Seq. ID 
Strand 
End 

Method ' 
End 
Score 
12004, 12040. .15434 
II O.Oe+00 (AF121139) 



OJ000350 01.0405.C21 



15438 
AAT/GAP 
15434 
6751 



RIM2 protein [Oryza 



43051 
90096 
10703 

OJ000350_01.0405.C21.o4.gp 
11350 

342_1.R1084 

11350. .11906, -11985. .12004 



OJ000350 01.0405.C21 



Seq. ID 
Strand 

End 15438 
Method AAT/GAP 
End 15434 
Score 6745 
12040.. 15434 

M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



43051 Seq. ID 

90096 Strand 

10703 End 

OJ000350_01.0405.C21.o3.gp Method 

11358 End 

342 1.R1084 Score 



OJQ00350_01.0405.C21 

15438 
AAT/GAP 
15434 
6733 



11358. .11906, 11985. .12004, 12040.. 15434 

'4574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] * 

43051 Seq. ID OJ000350_01 . 04 05 .C21 

90096 Strand 

10703 End 15438 

OJ000350_01. 0405. 021. o4.np Method AAT/NAP 

12133 End 15438 

4680203 Score 3237 

12133. .13110, 13384. .13614, 13767.. 15438 

(AF114171) TNP2-like protein [Sorghum bicolor] 



43051 
90096 
10703 

OJ000350_01. 0405. 021. ol.tw 
12187 
none 
12187. 
12449. 
12552. 
13059. 



12279, 
,12544, 
,12593, 
,13313, 



12268. 
12481. 
12586. 



12348, 
12540, 
13305, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12361. .12501, 
12547. .12588, 



OJ000350 01.0405.C21 



15438 

TBLASTX: Wheat 
13501 
125 

12362. ,12502, 
12547. .12591, 



13232. .13501, 



12601. 
13315. 



.12918, 
.13500 



12875. .13297, 



43745 




Seq, No. 


43051 




Seq. ID 


OJ000350_01.0405 


.C21 


Gene No. 


90096 




Strand 






Start 


10703 




End 


15438 




Naine 


OJ000350 01.0405.C21 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


12769 ~ 




End 


13220 




GI 


none 




Score 


88 




TT von s 


12769. . 12918, 12769. 


. 13212, 


12794. .13216, 12875 .. 13216, 






13065 13220 










Seq. No. 


43051 




Seq. ID 


OJ000350_01.0405 


.C21 


Gene No . 


90096 




Strand 






Start 


10703 




End 


15438 




Naine 


OJ000350 01.0405.C21 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13147 ~ 




End 


13458 




GI 


none 




Score 


75 






13147 . . 13308, 13175. 


. 13258, 


13306. .13458, 13307. .13447 




O C • INU . 


43051 




Seq. ID 


OJ000350_01.0405 


.C21 


Gene No. 


90096 




Strand 






Start 


10703 




End 


15438 




Naitie 


OJ000350 01.0405.C21 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13502 ~ 




End 


13911 




GI 


none 




Score 


81 






13502 13588. 13504. 


. 13593, 


13504. .13587, 13621 .. 13701, 






13621. .13707, 13667. 


. 13708, 


.13703. .13822, 13706 .. 13831 , 






13707. . 13862, 13708. 


.13836, 


13848. .13910, 13861. .13911 




Seq- No. 


43051 




Seq. ID 


OJ000350_01.0405 


.C21 


Gene No . 


90096 




Strand 






Start 


10703 




End 


15438 




Name 


OJ000350 01.0405.C21 


. o3. ts 


Method 


TBLASTX: Soybean 






13944 ~ 




End 


14186 




GI 


none 




Score 


215 






13944 14186 










Seq. No. 


43051 




Seq. ID 


OJ000350_01.0405 


.C21 


Gene No. 


90096 




Strand 






Start 


10703 




End 


15438 




Nanie 


OJ000350 01.0405.C21 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14016 ~ 




End 


14473 




Ox 


none 




Score 


42 




F.5f on 


14016. . 14210, 14220. 


. 14345, 


14235. .14339, 14339 .. 14461, 






14345 14473 










O C • LN VjP » 


43051 




Seq. ID 


OJ000350_01.0405 


.C21 


Gene No. 


90096 




Strand 






Start 


10703 




End 


15438 




Naitie 


OJ000350 01.0405.C21 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14050 ~ 




End 


14518 




GI 


none 




Score 


153 




Exons 


14050. .14256, 14050. 


.14154, 


14055. .14279, 14259 14339, 






14259. .14345, 14360. 


.14464, 


14364. .14453, 14465 .. 14518, 






14466. .14510 










Seq, No. 


43051 




Seq. ID 


OJ000350_01-0405 


.C21 


Gene No. 


90096 




Strand 







43746 



Start 


10703 




IN diiic 


OJ000350 01 . 0405 .C21 . 


o3 . tc 


o tart. 


1 4 ^'^Q ~ 

X *» J J ^ 




PT 








14339. . 14647, 14367 . . 


14462, 


Seq. No. 


43051 




Gene No. 


90096 






10703 




Name 


OJ000350 01 . 0405 .C21 . 


o2.ts 


ouari. 


1 4^ft7 ~ 

X 1 >J o / 




PT 


none 






14387 . . 14683, 14405. . 


14629, 


O XT rt 

be<5 • rJO . 


4 J w O X 




Gene No. 


90096 




Start 


10703 






OJ000350 01.0405.C21. 


o5 . tw 




14734 




PT 






Cjxons 


14734 14871, 14745.. 


14873, 




14839 14997. 14840.. 


14989, 


Seq. No- 


43052 




Gene No. 


90097 




Start 


2738 




Name 


OJ000350 01.0405.C22, 


, ol.np 


Start 


2716 




GI 


7488030 





End 

Method 
End . 
Score 



15438' 

TBLASTX: Cress 

14654 

74 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



14502. .14654 

Seq. ID OJ000350_01.0405.C21 
Strand 

End 15438 

Method TBLASTX : Soybean 

End 14816 

Score 118 



Seq. ID OJ000350_01.0405.C21 
Strand 

End 15438 

Method TBLASTX : Wheat 

End 15132 

Score 94 
14747. .14902, 14748 .. 14870 , 
14980. .15132, 14994.. 15113 

Seq. ID OJ000350_01.0405.C22 

Strand + 

End 11939 

Method AAT/NAP 

End 7132 

Score 809 
.6755, 6921.. 7132 



2716.. 3103, 3191.. 3820, 6611. 

potassium transport protein homolog T9A4.5 - Arabidopsis 
thaliana gi | 3695407 | gb IAAC62807 . 1 1 {AF096373) similar to 
potassium transport proteins [Arabidopsis thaliana] 



Seq. ID OJ000350_01.0405.C22 

Strand + 

End 11939 

Method GENSCAN 

End 3823 

Score .86 



43052 
90097 
2738 

OJ000350_01.0405.C22.o2.gs 
2738 
none 

2738. .3823 

43052 
90097 
2738 

OJ000350_01.0405.C22.o3.gs 
4971 
none 

4971. .5046, 5575. .5667, 6070. .6154, 6517. .6787, 7231. .7301, 
8753.-9377, 9441.. 9562, 10356 .. 10580, 10791 .. 10902 , 
11104. .11254, 11526. .11705, 11806. .11939 



Seq. ID OJ000350_01.0405.C22 

Strand + 

End 11939 

Method GENSCAN 

End 11939 

Score .44 



43052 Seq. ID 

90097 Strand 

2738 End 

OJ000350_01 . 0405 . C22 . o2 . np Method 

8702 End 



OJ000350_01 . 0405 . C22 
+ 

11939 

AAT/NAP 

11006 



43747 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7488030 Score 717 

8702.. 9035, 9126.. 9809, 10453 10583, 10778.. 11006 
potassium transport protein homolog T9A4.5 - Arabidopsis 
thaliana gi | 3695407 | gb I AAC62807 . 1 | (AF096373) similar to 
potassium transport proteins [Arabidopsis thaliana] 



OJ000350_01.0405.C23 
+ 

3041 
AAT/NAP 
3041 
200 



43053 Seq. ID 

90098 Strand 
2748 End 
OJ000350_01 . 0405 . C23 . ol . np Method 
27 48 End 
7488030 Score 
2748. .3041 

potassium transport protein homolog T9A4.5 - Arabidopsis 
thaliana gi | 3695407 | gb IAAC62807 . 1 | (AF096373) similar to 
potassium transport proteins [Arabidopsis thaliana] 

43053 Seq. ID OJ000350_01 . 0405 . C23 

90099 Strand 

39 End 2953 

OJ000350_01 . 04 05 . C23 . ol . gs Method GENSCAN 
39 End 2953 

none Score .61 

39. .124, 1960. .2003, 2074. .2200, 2942. .2953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43054 Seq. ID 

90100 Strand 

1 End 

OJ000350_01 . 0405 . C24 . ol . np Method 

1 End 

7488030 Score 



OJ000350_01.0405.C24 
+ 

1641 
AAT/NAP 
1641 
702 



1..591, 1086. .1218, 1420. .1641 

potassium transport protein homolog T9A4.5 - Arabidopsis 
thaliana gi | 3695407 | gb I AAC62807 . 1 | (AF096373) similar to 
potassium transport proteins [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 01.0405.C24 



43054 
90101 
2154 

OJ000350_01.0405.C24.ol.gp 
2154 

2073_1.R1084 
2154. .2283 

'120900/sp|Q00052|GALl_LACHE 2.0e-26 GALACTOKINASE 

>gi_421585_pir ^A47032 galactokinase galK - Lactobacillus 

helveticus >gi_44000_emb_CAA40525_ {X57248) galactokinase 
[Lactobacillus helveticus] * 



2283 
AAT/GAP 
2283 
217 



43055 Seq. ID 

90102 Strand 
1 End 
OJ000350_01 . 04 05 . C26 . ol . gp Method 
1 End 
286743 Score 
1..311 

4204265 2.0e-22 (AC005223) 45643 [Arabidopsis thaliana] 



OJ000350_01.0405.C26 
+ 

1247 
AAT/GAP 
311 
609 



43748 



Seq. No. 


.43055 


Seq. ID 


OJ000350_01.0405.C2( 


Gene No. 


90102 


Strand 


+ 


Start 


1 


End 


1247 


Name 


OJ000350 01.0405.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1175 


GI 


7025862 


Score 


740 


Rxon «5 


1..331, 498. .710, 858. .1175 






GI Descrip. 


(AC024128) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


43055 


Seq. ID 


OJ000350_01.0405.C2 


Gene No. 


90102 


Strand 


+ 


Start 


1 


End 


1247 


Name 


OJ000350 01.0405.C26.ol.gs 


Method 


GENSCAN 


Start 


23 


End 


1247 


GI 


none 


Score 


1 


Exons 


23. .331, 498. .710, 858. .1247 




Sea No . 


43055 


Seq. ID 


OJ000350_01.0405.C2 


Gene No. 


90103 


Strand 


+ 


Start 


10745 


End 


10917 


Name 


OJ000350 01.0405.C26.o3.gp 


Method 


AAT/GAP 


Start 


10745 


End 


10917 


GI 


LIB3433-026-P1-K1-C1 


Score 


237 


R von 


10745. .10917 






HT Dpsprio 

VJ M 1-/^ fcj V-' A. ^ . 


'5852170/emb|AL117265.1 IOST17804 l.Oe- 


44 Oryza sativa 


indica (GIiA4) genomic DNA, chromosome 4 


, BAG clone:tl7804 ' 


Seq. No. 


43055 


Seq. ID 


OJ000350_01.0405.C2 


Gene No. 


90104 


Strand 


+ 


Start 


12530 


End 


17010 


Name 


OJ000350 01.0405.C26.o3.np 


Method 


AAT/NAP 


Start 


12530 


End 


17010 


GI 


4680179 


Score 


5619 


F, vnn ^ 


12530. .17010 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


43055 


Seq. ID 


OJ000350_01.0405.C2 


Gene No. 


90105 


Strand 




Start 


1139 


End 


1603 


Name 


OJ000350 01.0405.C26.o2.gp 


Method 


AAT/GAP 


Start 


1139 


End 


1603 


GI 


none 


Score 


915 


Exons 


1139.. 1603 






Seq. No. 


43055 


Seq. ID 


OJ000350_01.0405.C2 


Gene No. 


90106 


Strand 




Start 


2207 


End 


5299 


Name 


OJ000350 01.0405.C26.o4.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


1010 


GI 


none 


Score 


54 


Exons 


2. .79, 107. .313, 133. .333, 


169. .333, 201. .365, 912. .1010 


Seq. No. 


43055 


Seq. ID 


OJ000350_01.0405.C2 


Gene No. 


90106 


Strand 




Start 


2207 


End 


5299 


Name 


OJ000350 01.0405.C26.o3.ts 


Method 


TBLASTX : Soybean 


Start 


4 


End 


965 



43749 





GI 


none 




Score 


255 




Exons 


4. .51, 74. .313, 127, .342 


, 147 


..350, 501 


..716, 501. .713, 






515. .715, 855. .965 










Qpcr No 


43055 




Seq. ID 


OJ000350 01.0405.C26 




Gene No. 


90106 




Strand 


- 




Start 


2207 




End 


5299 




Naiue 


OJ000350 01.0405,C26.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4 




End 


1010 




GI 


none 




Score 


105 




P, von ^ 


4. .60, 8. .97, 74. .331, 77. .313, 78. .332 


:, 94. .333, 133. .333, 






479:. 715, 498. .716, 829. 


. 966, 


841 . . 960, 


855. .1010, 855. .962 




Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405.C26 




Gene No. 


90106 




Strand 






Start 


2207 




End 


5299 




Name 


OJ000350 01-0405. C26.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


485 




End 


992 




GI 


none 




Score 


153 




Exons 


485. .709, 494. .709, 498. 


.713, 


498. .710, 


858. .992 




Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405.C26 




Gene No. 


90106 




Strand 






Start 


2207 




End 


5299 




Naitie 


OJ000350 01 .0405 .C26.o2 . 


to 


Method 


TBLASTX: Cress 




Start 


494 ~ - 




End 


903 


ffi 


GI 


none 




Score 


127 


~ 


Exons 


494. .688, 497. .718, 498. 


.743, 


832. .903 




1 ; § 


Sea No. 


43055 




Seq. ID 


OJ000350_01.04 05.C26 


L Li 


Gene No. 


90106 




Strand 






Start 


2207 




End 


5299 




Name 


OJ000350 01.0405.C26-O1. 


tm 


Method 


TBLASTX: Maize 




Start 


2199 ~ 




End 


5233 


- ~ 


GI 


none 




Score 


450 




Exons 


2199. .2543, 2201 . .2542, 


4355. 


.4717, 4370. .5035, 4371. .4889, 


' S§ 




4465.. 5028, 5082.. 5222, 


5084. 


.5233, 5126. .5221, 5128. .5232 




Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405.C26 




Gene No. 


90106 




Strand 






Start 


2207 




End 


5299 




Name 


OJ000350 01.0405.C26.ol. 


to 


Method 


TBLASTX: Cress 




Start 


2204 




End 


4753 




GI 


none 




Score 


168 




Exnn^ 


2204. .2491,. 2207. .2479, 


2208. 


.2495, 2507. .2542, 4370.. 4669, 






4371. .4673, 4670. .4753, 


4674. 


.4748 






Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405.C26 




Gene No. 


90106 




Strand 






Start 


2207 




End 


5299 




Name 


OJ000350 01.0405.C26.o5, 


.ts 


Method 


TBLASTX: Soybean 




Start 


2204 




End 


2365 




GI 


none 




Score 


160 




Exons 


2204.. 2365, 2205.. 2360, 


2206. 


.2361 






Seq. No. 


43055 




Seq. ID 


OJ000350_01 .0405.C26 




Gene No. 


90106 




Strand 





43750 




start 


2207 






End 


5299 


Name 


OJ000350 01 


.0405, 


C26.o2.np 


Method 


AAT/NAP 


Start 


2207 






End 


5299 


GI 


4337195 






Score 


1493 


Kxon <? 


2207. .2543, 


4371. 


.5299 






GI Descrip. 


(AC006403) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


43055 






Seq. ID 


OJ000350_01.0405.C26 


Gene No. 


90106 






Strand 




Start 


2207 






End 


5299 


Name 


OJ000350 01 


.0405. 


C26.ol0.tw 


Method 


TBLASTX: Wheat 


Start 


2243 






End 


4651 


GI 


none 






Score 


102 


Exons 


2243. .2542, 


2244. 


.2417, 2285. 


.2539, 4370. .4414, 4412. .4651 


Spa No 


43055 






Seq. ID 


OJ000350_01.0405.C26 


fipnp No . 


90106 






Strand 




Start 


2207 






End 


5299 


Name 


OJ000350 01 


.0405. 


C26.ol.ts 


Method 


TBLASTX: Soybean 


Start 


^ ^ u u 






End 


5203 


GI 


none 






Score 


163 




2366. .2539, 


2373. 


.2543, 2378. 


.2542, 4355. .4705, 4366. .4872, 




4370. .5140, 


4371. 


.5141, 4638. 


.4748, 4640. .4702, 5126. .5203, 




5127. .5192 










Seq. No. 


43055 






Seq. ID 


OJ000350_01.0405.C26 


Gene No. 


90106 






Strand 




Start 








End 


5299 


Name 


OJ000350 01 


.0405, 


C26.o3.tc 


Method 


TBLASTX: Cress 


Start 


4760 






End 


5129 


GI 


none 






Score 


168 


Exons 


4760. .5065, 


4778. 


.5020, 5079. 


.5129 




Seq. No. 


43055 






Seq. ID 


OJ000350_01.0405.C26 


Genet • No . 


90106 






Strand 




Start 


2207 






End 


5299 


Name 


OJ000350 01 


.0405. 


C26.ol2.tw 


Method 


TBLASTX: Wheat 


Start 


4916 






End 


5219 


GI 


none 






Score 


183 


Exons 


4916. .4975, 


4964. 


.5218, 4964. 


.5218, 5007.. 5219 


Seq. No. 


43055 






Seq. ID 


OJ000350_01.0405.C26 


Gene No. 


90107 






Strand 




Start 


12752 






End 


12950 


Name 


OJ000350 01 


.0405. 


C26.oll.tw 


Method 


TBLASTX: Wheat 


Start 


■ 12752 






End 


12950 


GI 


none 






Score 


215 


p, von 


12752. .12949, 12753.. 12950 






Seq. No. 


43055 






Seq. ID 


OJ000350_01.0405.C26 


Gene No. 


90108 






Strand 




Start 


13001 






End 


13352 


Name 


OJ000350 01 


.0405. 


C26.o7.tw 


Method 


TBLASTX: Wheat 


Start 


13001 






End 


13352 


GI 


none 






Score 


307 



Exons 13001. .13174, 13002 .. 13352 , 13150.. 13218 



43751 



Seq. No. 43055 

Gene No. 90108 

Start 13001 

Name OJ000350_01 . 04 05 . C2 6 . o8 . tm 

Start 13002 

GI none 

Exons 13002. .13307 

Seq. No. 43055 

Gene No. 90109 

Start 13686 

Name OJ000350_01 . 04 05 . C26 . o9 . tw 

Start 13686 

GI none 

Exons 13686. .14039 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_01.0405.C26 
13352 

TBLASTX: Maize 

13307 

246 



OJ000350_01.0405.C26 
14039 

TBLASTX: Wheat 

14039 

257 



Seq. No. 43055 Seq. ID 

Gene No. 90110 Strand 

Start 14171 End 

Name OJ000350_01 . 04 05 . C26 . o4 . tw Method 

Start 14171 End 

GI none Score 

Exons 14171. .14611, 14172 .. 14654 , 

Seq- No. 43055 Seq. ID 

Gene No. 90110 Strand 

Start 14171 ' End 

Name OJ000350_01.0405.C26.o7.ts Method 

Start 14208 End 

GI none Score 

Exons 14208.. 14522 



OJ000350_01.0405.C26 
14684 

TBLASTX: Wheat 
14655 
531 

14175. .14651, 14281.. 14655 

OJ000350_01.0405.C26 
14684 

TBLASTX : Soybean 
14522 
198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43055 Seq. ID 

90110 Strand 

14171 End 
OJ000350_01 . 04 05 . C2 6 . o6 . tm Method 

14237 End 

none Score 

14237. .14674, 14241. .14684 



43055 
90111 
14595 

OJ000350_01.0405.C26.o2.ts 

14595 

none 

14595. .14627, 14595 .. 14 627 , 
14739. .14990, 14747. .14980 



OJ000350_01.0405.C26 
14684 

TBLASTX: Maize 

14684 

369 



Seq. ID OJ000350_01.0405.C26 
Strand 

End 15071 

Method TBLASTX : Soybean 

End 14990 

Score 57 
14631. .14684, 14633 .. 14674, 



43055 Seq. ID 

90111 Strand 

14595 End 
OJ000350_01 . 0405 . C26 . o7 . tm Method 

14739 End 

none Score 

14739. .15071, 14792.. 15070 



OJ000350_01.0405.C26 
15071 

TBLASTX: Maize 

15071 

306 



43752 




Seq. No. 


43055 




Seq. ID 


OJ000350__01.0405. 


C26 


Gene No. . 


90111 




Strand 






Start 


14595 




End 


15071 




Name 


OJ000350 01.0405.C26, 


. o5 - tw 


Method 


TBLASTX: Wheat 




Start 


14742 




End 


15005 




GI 


none 




Score 


369 




Exons 


14742. .15005, 14744. 


.15004 








Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405. 


.C26 


Gene No. 


90112 




Strand 






Start 


15006 




End 


15431 




Name 


OJ000350 01.0405.C26 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


15006 




End 


15431 




GI 


none 




Score 


584 




Exons 


15006. . 15431, 15008. 


.15424 








Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405, 


.C26 


Gene No. 


90112 




Strand 






Start 


15006 ' 




End 


15431 




Name 


OJ000350 01.0405.C26 


. o6. ts 


Method 


TBLASTX: Soybean 




Start 


15012 




End 


15260 




GI 


none 




Score 


208 




Exons 


15012. .15260 










Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405, 


.C26 


Gene No. 


90112 




Strand 






Start 


15006 




End 


15431 




Name 


OJ000350 01.0405.C26 


. o3 . tm 


Method 


TBLASTX:Maize 




Start 


15078 




End 


15431 




GI 


none 




Score 


448 




Exons 


15078. .15431, 15083. 


.15424 








Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405 


.026 


Gene No. 


90113 




Strand 






Start 


15459 




End 


16965 




Name 


OJ000350 01.0405.C26 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


15459 




End 


15999 




GI 


none 




Score 


619 




Exons 


15459. .15998, 15641. 


.15994, 


15733. .15999 




Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405 


• C26 


Gene No. 


90113 




Strand 






Start 


15459 




End 


16965 




Name 


OJ000350 01.0405.C26 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


15696 




End 


16022 




GI 


none 




Score 


89 




Exons 


15696. .15878, 15879. 


.16022, 


15881. .16021 




Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405 


.026 


Gene No. 


90113 




Strand 






Start 


15459 




End 


16965 




Name 


OJ000350 01.0405.C26 


.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


15786 




End 


16046 




GI 


none 




Score 


301 




Exons 


15786. .16046, 15797. 


.16045 








Seq. No. 


43055 




Seq. ID 


OJ000350_01.0405 


.026 



43753 




Gene No. 


90113 


Strand 








± ^ H -J y 


End 


16965 




Nsine 






TBLASTX • Mai ze 




O Lai L 


1 Rft 4 R " 
X O O 4 w) 


End 


16136 






none 




411 




Exons 


X<iJO*x^* • XuXO^/ X'JO'iv'. ■ J.UX^U 








Seq. No. 


43055 


Seq. ID 


OJ000350_01.0405 


.C26 


Gene No. 


90113 


Strand 








X *4 J -7 


End 


16965 




Nfiitie 




Method 


TBLASTX: Wheat 






X O U U -J 


End 


16631 






none 


Score 


715 






16005 16631 16008 16352. 


16064. .16510, 16571. .16630 




oeCJ . INO . 


*i J U J J 


Seq. ID 


OJ000350_01.0405 


.C2 6 


Gene No. 


90113 


Strand 






Start 


15459 


End 


16965 




Nd.rcie 




Method 


TBLASTX: Maize 






1 ft 4 ~ 
X D X O 1 


End 


16754 






none 


Score 


229 




Exons 


XDXOfi . . XDOJ-// XDXOJ. . X004D/ 


16199. .1634 


18, 16343. .16507, 






1fi?44 1 67S4 16S71 16741 








Seq. No. 


.43055 


Seq. ID- 


OJ000350_01.0405 


.C26 


Gene No. 


90113 


Strand 










End 


16965 




Name 


wU UVJUOOU UX. V^riWO.^^u.OO • L.W 


Method 


TBLASTX: Wheat 




o uarx. 


X 00<3X 


End 


16965 






none 


Score 


164 




TT* c 


1 fii^'^l 16747 1 66'^9 1676"^ 


16750. .16965 




o e q . LN o . 


ft O D 


Seq. ID 


OJ000350_01.0405 


.C27 


oene ino . 


Qfll 1 4 

X X fi 


Strand 


+ 




Start 


1187 


End 


11385 




Name 


OJ000350_01 .0405. C27 . ol . np 


Method 


AAT/NAP 




O LdX L. 


1 1 ft7 

X X o / 


End 


11385 






DO DX -7DU 


Score 


513 




Tj^ 1^ O 


1 1 ft7 1 R1 7 91 1 R 991 R 994"^ 

XXO/.*XJX// ^XXO*. X-J f ^ 


1..2598, 2674. .3151, 3590. .4084, 




1 1 '^4 9 11 '^ft S 








r\ ^ r-» /— 1 v~ -1 ■r-\ 
OX UCOOXX^. 




[Arabidopsis thaliana] 




Seq. No. 


43056 


Seq. ID 


OJ000350_01.0405 


.C27 


Gene No. 


90114 


Strand 


+ - 




o Uax L 


1 1 ft7 

X X o / 


End 


11385 




Name 


OTOnn'^^n ni n40R ^97 n9 rrd 


Method 


GENSCAN 




o uarr 


1 1 ft7 ~ 

X X o / 


End 


4090 






none 


Score 


.42 






1 1 R7 1 S79 91*^4 4nQn 








oeq . iNo . 




Seq. ID 


OJ000350_01.0405 


.C27 


Gene No. 


90115 


Strand 






Start 


16 


End 


398 




Name 


OJ000350 01.0405.C27.ol.gs 


Method • 


GENSCAN 




Start 


16 


End. 


398 




GI 


none 


Score 


.42 




Exons 


16. .398 









43754 






43056 




Seq. ID 


OJ000350_01.0405 


.C27 


Gene No. 


90116 




Strand 






Start 


10743 




End 


11393 




Name 


OJ000350 01.0405.C27 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


1186 




End 


1576 




GI 


none 




Score 


134 




Exons 


1186. .1260, 1187. .1267, 1187 


..1267, 1349. .1432, 1556. .1576 


Seq. No. 


•a J U J O 




Seq. ID 


OJ000350_01.0405 


■ s^c. 1 








Strand 






Start 






End 


11393 




Name 


OJ000350 01.0405.C27 


. o2 . np 


Method 


AAT/NAP 




Start 


10743 




End 


11393 




GI 


1 \J £. ^ O \J J. 




Score 


419 




Exons 


10749 1 0QQ1 1 1 1 "^Q 


.11393 








GI Descrip. 




transporter [Arabidopsis thaliana] 




Seq. No. 






Seq. ID 


OJ000350_01.0405 


P9 7 


Gene No. 


QOI 1 
X J- D 




Strand 






O La.r c 


1 07 4 




End 


11393 




Name 


OJ000350 01.0405.C27 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10750 




End 


11361 




GI 


none 




Score 


357 




Exons 


107R0 10QQ9 107C\^ 


1 r\ f\ f\ A 

. 10994 , 


10755. .10994, 11136 .. 11258 , 






111A0 119c;Q 11T40 


. iizoy , 


11233. .11343, 11243. .11344, 








. 11 Jol 








Seq. No. 


4 o r\ c 7 
fl J U Q / 




Seq. ID 


OJ000350_01.0405 






90117 




Strand 


+ 




Start 


1 




End 


261 




Name 


HTOOO'^^O 01 040R P9P 


.ol.np 


Method 


AAT/NAP 




Start 


1 
X 




End 


205 




GI 


DDDXy DU 




Score 


101 




Exons 


1 90 










GI Descrip. 


^iiXtX y D4 ; putative 


protein 


[Arabidopsis thaliana] 




O € q • IN O , 


•1 J U J / 




Seq. ID 


OJ000350_01.0405 




Gene No. 


90117 




Strand 


+ 




Start 


1 




End 


261 




Name 


OJ000350 01.0405.C28 


.ol.gs 


Method 


GENSCAN 




Start 


67 




End 


261 




GI 


none 




Score 


.82 




Exons 


67. .261 










Seq. No. 


43058 




Seq. ID 


OJ000450_09.0412 


.CI 


Gene No. 


90118 




Strand 


+ 




Start 


1 




End 


3426 




Name 


OJ000450 09. 0412. CI. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


3426 




GI 


6069646 




Score 


609 




Exons 


1..230, 1800. .2154, 


2437. .3426 







GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



43755 




Seq. No. 


43058 






Seq. ID 


OJ000450_09.0412 


.CI 


V3CllC INC? • 


90118 






u7 L i- ClI 1^ 


+ 






1 






EjLLKJL 


3426 






OJ000450 09. 


0412. CI. ol. 


9^ 


i iC? L 1 1 LI 


i_J L>l \^£^L^ 




O Lai L 


344 






End 


3332 






none 






O L- L* i- KZ 


. 52 




Exons 


344. .494, 1071. .1249, 1 










Seq. No. 








Seq. ID 


OJ000450_09.0412 


.CI 


Q n Q M ^ 


90119 






Qf rand 








2004 






End 


10271 




Nsitie 


OJ000450 09. 


0412. CI. ol. 


Llil 


L ie LilL^Li 


TRT,A*^TX • Mai 7P 




O LaT L 


1800 






FnH 


2369 






none 








373 




HjXons 


1800. .2369, 


1916. .2056, 




2302 






Seq. No. 


43058 






Seq. ID 


OJ000450_09.0412 


.CI 




90119 






o L i- ax 






O LaTL 


2004 






£jLL\J. 


10271 




Nsine 


OJ000450 09. 


0412. CI. o2. 


L o 


Vl\:i LilLfLl 






OLSr L 


1989 






Fnr! 
rjiiLi 


9^9R 






none 






OL.LJX tr 


X O X 




Exons 


1989. .2339, 


2346.-2369, 


^ ft u u 


9^9ft 






oeq . iNo . 


43058 






Seq. ID 


OJ000450_09.0412 


.CI 




90119 






Strand 






Start 


2004 






End 


10271 




Name 


OJ000450 09. 


0412. CI. o2. 


np 


Method 


AAT/NAP 




O Lai L 


2004 






End 


10271 






3915635 






Score 


323 




Exons 


2004. .2094, 


4251. .4379, 


4530 


..4672, 5742. .5943, 6027. .6125, 




7490. ,7597, 


10176. .10271 










CYCLIN DELTA-1 gi | 2995130 | emb | CAA58285 


1 (X83369) cyclin 


delta 




[Arabidopsis 


thaliana] 










Seq. No. 


43058 






Seq. ID 


OJ000450_09.0412 


.CI 


UdiC INL/ • 


90119. 






Strand 






o uari. 


2004 






End 


10271 




Name 


OJ000450 09. 


0412. CI. ol. 


tw 


Method 


TBLASTX: Wheat 




o Lar L 


2010 






End 


2450 






none 






Score 


256 




Exons 


2010. .2312, 


2012. .2302, 


2292 


..2450, 2357. .2446 




Seq. No. 


43058 






Seq. ID 


OJ000450_09.0412 


.CI 


uene lno . 


90119 






Strand 






o tarL 


2004 






End 


10271 




Name 


OJ000450 09. 


0412. CI. o3. 


tm 


Method 


TBLASTX: Maize 




C-t- a T-H 

o LarTz 


2381 






End 


2606 






none 






Score 


236 




Exons 


2381. .2605, 


2382. .2606 










Seq. No. 


43058 






Seq. ID 


OJ000450_09.0412 


.CI 


Gene No. 


90119 






Strand 






Start 


2004 






End 


10271 




Name 


OJ000450 09. 


0412. CI. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2939 






End 


3218 





43756 






none 








Score 


319 


Exons 




9Q4'^ 
^ *± J 


321 ft 








Seq. No. 


43058 








Seq. ID 


OJ000450_09.0412.C1 


Gene No. 


90119 








Strand 














End 


10271 


Nsitie 




0419 


CI n9 


tw 


Mpt hod 


TBLASTX : Wheat 


o tar L. 










End 


3299 




none 










171 


Exons 




«j ^ <j ^ 


3299 








Seq. No. 


43058 








-Seq. ID 


OJ000450_09.0412.C1 


Gene No. 


90119 








Strand 






2004 








End 


10271 


Name 


V»*'U VJ w W *i J VJ 


041 2 


. CI . o2 . 




Method 


GENSCAN 


o Uait. 


4 91ft ~~ 

T ^ X O 








End 


8075 




none 








Score 


.62 




491 ft 4?7 Q 


4 S'^O 

1 J J VJ 


4700, 


5815 


..5943, 7490. .7576, 7674. .8075 


beq. wo. 


*± o u o o 








Seq. ID 


OJ000450_09.0412.C1 


Gene No. 


90119 








Strand 




Start 


2004 








End 


10271 


Name 


n.Tnnn4sn oq 


0412 


. CI . o4 . 


tm 


Method 


TBLASTX: Maize 


b uart 


4^'^n ~" 








■ End 


5929 




none 








Score 


80 


Exons 


4 ^'^n 4 ■=! "=10 


4 *=iP9 

4 O O Z 


4 fi71 

• . 4 O / X / 


4 Sft2 


..4668, 4589. .4675, 4599. .4676, 




4 f;99 4 (^(^Q 
fi . . fi D 0 -7 f 


R7 1 0 

D I XU 


^Q99 


R74 3 


..5922, 5747. .5929 


Seq. No. 


43058 








Seq. ID 


OJ000450_09.0412.C1 


Gene No. 


90119 








Strand 




o uaxTU 


9004 








End 


10271 


Name 


O.T0004R0 OQ 


0419 


n nl 

■ ^ X • X . 


tc 


Method 


TBLASTX: Cress 


b tai U 


"=174^ ~ 








End 


7591 


r'T 


none 








Score 


108 


Exons 




R7 Qft 


RQ4 1 


6015 


..6116, 6025. .6117, 7490.. 7591 


beq. wo. 










Seq. ID 


OJ000450_09.0412.C1 


Gene No. 


90119 








Strand 




Start 


2004 








End 


10271 


Name 


n.T0004'sn OQ 


0412 


CI ol 

. ^ X • X . 




Method 


TBLASTX : Soybean 


b car t. 


R74 ~~ 








End 


7698 


oX 


none 








Score 


129 


Exons 




R771 


RQ4 4 

. . J ^ 4 4 / 


fi094 

D U ^ 4 


..6113, 6024. .6125, 6028. .6117, 




744S 7'=107 


7 4 7R 


7 Sfi4 


74 QO 


..7591, 7663. .7698, 7671. .7697 


Seq. No. 


43059 








Seq. ID 


OJ000450_09.0412.C2 


Gene No. 


90120 








Strand 


+ 


b tax U 


231 








End 


1856 


Name 


OJ000450 09 


.0412 


.C2.01. 


gs 


Method 


GENSCAN 


buarr 


231 








End 


1856 




none 








Score 


.6 


Exons 


231. .257, 1086.. 


1259, 1410.. 


1856 




Seq. No. 


43059 








Seq. ID 


OJ000450_09.0412.C2 


Gene No. 


90121 








Strand 


+ 


Start 


5946 








End ■ 


7203 


Name 


OJ000450 09 


,0412 


.C2.01, 


gp 


Method 


AAT/GAP 



43757 



start 5762 End 624 9 

GI uC-osflcypl74b05bl Score 976 

Exons 5762.-6249 

GI Descrip. ' 2131358/pir | | S67760 2.0e-ll hypothetical protein YDL201w - 
yeast (Saccharomyces cerevisiae) >gi_142 9356_emb_CAA674 68_ 
(X99000) ORE D1075 [Saccharomyces cerevisiae] 

>gi_1431332_emb_CAA98779_ (Z74249) ORE YDL201w [Saccharomyces 
cerevisiae] * 



Seq. No. 


43059 


Seq, ID 


OJ000450_ 


_09,0412. 


C2 


Gene No. 


90121 


Strand 


+ 






Start 


5946 


End 


7203 






Name 


OJ000450 09 0412 C2 o2.as 


Method 


GENSCAN 








5946 ~ 


End 


7171 










Score 


.85 








594 6. . 6314, 6713. .7171 










Seq. No. 


43059 


Seq. ID 


OJ000450_ 


_09.0412. 


C2 


Gene No. 


90121 


Strand 


+ 








5946 


End 


7203 






Name 


OJn004S0 09 0412 C2 ol no 


Method 


AAT/NAP 










End 


7203 








*± X U W ^ ^ *4 


Score 


657 








6030 6314, 6713.. 7203 












fY18644^ methvltransf erase- 


like protein 1 [Mus musculus] 




Seq. No. 


43059 


Seq. ID 


OJ000450 


_09.0412. 


C2 




90122 


Strand 


+ 








12586 

X <J o u 


End 


14469 








OJ000450 09 0412 C2 o4.as 


Method 


GENSCAN 








1 9Rft 6 ~ 
o o u 


End 


14469 








none 


Score 


.44 






T** von Q 


12586 12820. 12935 13102 . 


14243. .14469 






Seq. No. 


43059 


Seq. ID 


OJ000450 


_09.0412. 


C2 




90123 


Strand 


+ 










End 


20989 






Name 


OJnon4SO 09 0412 C2 o4 QD 


Method 


AAT/GAP 






o uar t. 




End 


20989 








none 


Score 


504 








20723 20989 










Seq. No. 


43059 


Seq. ID 


OJ000450 


_09.0412. 


C2 


Gene No. 


90124 


Strand 


+ 






Start 


35460 


End 


35649 






Name 


OJ000450 09.0412.C2.o7.gp 


Method 


AAT/GAP 






Start 


35460 


End 


35649 






GI 


none 


Score 


359 






Exons 


35460. .35649 










Seq. No. 


43059 


Seq. ID 


OJ000450 


_09.0412. 


C2 


Gene No. 


90125 


Strand 


+ 






Start 


41629 


End 


42663 






Name 


OJ000450 09.0412.C2.o8.gs 


Method 


GENSCAN 






Start 


41629 


End 


42663 






GI 


none 


Score 


.85 






Exons 


41629. .42180, 42499.. 42663 











43758 



Seq. No. 


43059 




90126 




fi DO OO 


Name 


0.70004^0 HQ 




fi DO DO 




5DZ/UUVJ 


Exons 


flDODO. .ft / J-^y 


Sea No. 


43059 


Gene No. 


90127 


Start 


6900 


Name 


OJ000450 09. 


Start 


6900 


GI 


39248 1.R108 


Exons 


6900. .7330 


GI Descrip. 


•4512325/dbj 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450__09.0412.C2 
+ 

47124 
AAT/GAP 
47124 
401 



OJ000450 09. 0412. C2 



7330 
AAT/GAP 
7330 
819 



A75230.il 2.0e-20 (AB023619) methyltransf erase 
related protein [Mus musculus] ' 



Qprr Mo 

IkJ ^ VJ . V./ . 


43059 


Seq. ID 


OJ000450_ 


_09.0412.C2 




90128 


Strand 






Start 


8040 


End 


10021 




Name 


OJ000450 09.0412.C2.o3.gp 


Method 


AAT/GAP 




Start 


7927 


End 


8940 




GI 


LIB3431-047-P1-N1-D8 


Score 


805 






7927. .8144, 8412. .8510, 8601 


..8699, 8910. .8940 




\3 1. tycoon J.^. 


'5911312/gb|AAD55746.1|AF026167 1 1 . Oe 


-46 (AF026167) ankyrin 


repeat protein EMB506 [Arabidopsis thaliana] ' 




Cori Mo 

0 ^ ^ . Vi\J » 


43059 


Seq. ID 


OJ000450_ 


_09.0412.C2 




90128 


Strand 






Start 


8040 


End 


10021 




Name 


OJ000450 09,0412.C2.o3.gs 


Method 


GENSCAN 




Start 


8040 


End 


10021 




GI 


none 


Score 


.65 




Exons 


8040. .8144, 8412. .8510, 8601 


. .8699, 8910. .9008, 


9171. .9269, 




9419. .9498, 9625. .10021 








Seq. No. 


43059 


Seq. ID 


OJ000450_ 


_09.0412.C2 


Gene No. 


90128 


Strand 






Start 


8040 


End 


10021 




Name 


OJ000450 09.0412.C2.o2.np 


Method 


AAT/NAP 




Start 


8046 


End 


9786 




GI 


5911312 


Score 


550 


9171. .9269, 


Exons 


8046. .8144, 8412. .8510, 8601 


..8699, 8910. .9008, 




9419.. 9498, 9628.-9786 








GI Descrip. 


(AF026167) ankyrin repeat protein EMB506 [Arabidopsis thaliana 


Seq. No. 


43059 


Seq. ID 


OJ000450 


_09.0412.C2 


Gene No. 


90129 


Strand 






Start 


15326 


End 


20411 




Name 


OJ000450 09.0412.C2.o3.np 


Method 


AAT/NAP 




Start 


15326 


End 


20411 




GI 


5091544 


Score 


' 880 




Exons 


15326. ,15421, 154 97 .. 15581, 


15676. .15796, 17345 


. .17404, 




17852. .18188, 18278 .. 18340, 


18678. .18808, 18872 


. .18998, 




19504. .19873, 20050 , .20211, 


20299. .20411 





43759 



\j ^ ^ \^ ^ r * 


fAC007067) T10O24 1^ 


[ [Arabidopsis thaliana] 






C • • 


43059 




Seq. ID 


OJ000450_ 


09. 0412 


.C2 


Gene No. 


90130 




Strand 








Start 


21367 




End 


21875 






Nflirie 


OJ000450 09 0412 C2 . 


o5. gp 


Method 


AAT/GAP 






O l_ Ct 1. L 


?l'?fi7 ~ 

^ X J \J / 




End 


21875 








Li\^ Uoxxoy^Lf^^iiu^i^x 




Score 


932 






Hi AVJllO 


21367 21875 














'283442/oirl IA40215 


5.0e-09 


TcD antigen - Trypanosoma cruzi 




43059 




Seq. ID 


OJ000450_ 


09.0412 


-C2 


Gene No. 


90131 




Strand 








Start 


24374 




End 


26665 






Name 


OJ000450 09. 0412. C2. 


o5 .np 


Method 


AAT/NAP 








24374 




End 


26665 








4105772 




Score 


526 








24374. .24589, 25203. 


,25303, 


25564 . .25693, 26531. 


.26665 




OX i^CO^XX^. 


(AF049917) PGP9B [Petunia x 


hybrida] 










43059 




Seq. ID 


OJ000450_ 


09.0412 


.C2 


rZartA Mo 


90132 




Strand 








Start 


28125 




End 


33768 






Name 


OJ000450 09. 0412. C2. 


o6 . gs 


Method 


GENSCAN 






Start 


28125 




End 


33768 






GI 


none 




Score 


.4 






Exons 


28125. .28627, 28973. 


.29027, 


29242. .29361, 29544. 


.29570, 






30037. .30192, 30271. 


.30550, 


31465. .31854, 32154. 


.32353, 






32502. .32602, 32747. 


.32950, 


33711. .33768 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



43059 
90132 
28125 

OJ000450_09.0412.C2.o6.np 

31449 

7447414 



OJ000450 09. 0412. C2 



Seq. ID _ 
Strand 

End 33768 
Method AAT/NAP 
End 32954 
Score 566 

31449. .31854, 32154 .. 32335, 32490 .. 32602, 32747.. 32954 
xyloglucan endo-1, 4-beta-D-glucanase homolog F25G13.170 - 
Arabidopsis thaliana gi 1 5123949 | emb | CAB45507 . 1 1 (AL079349) 
endoxyloglucan transf erase-like protein [Arabidopsis thaliana] 
gi I 7268010 | emb | CAB78350 . 1 1 (AL161535) endoxyloglucan 
transf erase-like protein [Arabidopsis thaliana] 



OJ000450_09.0412,C2 

33768 
AAT/GAP 
32915 

696 

32182. .32353, 32502 32594, 32758.. 32915 

5123950/emb|CAB45508.1| l.Oe-10 (AL079349) endoxyloglucan 
transferase-like protein [Arabidopsis thaliana] 



43059 Seq. ID 

90132 Strand 

28125 End 

OJ000450_09 . 04 12 . C2 . o6 . gp Method 

32182 End 

4880017 Score 



43059 Seq. ID 

90133 Strand 

34831 End 

OJ000450_09 . 0412 . C2 . o7 . gs Method 



OJ000450_09.0412.C2 

41134 
GENSCAN 



43760 



start 
GI 

Exons 



34831 -End 41049 

none Score . 91 

34831. .34902, 35940.. 36041, 36143 .. 36223, 36306 .. 36401 , 

36479. .36583, 36665 .. 36739, 37385 .. 3744 4 , 37 973 38 103, 

38188. .38263, 39326 .. 39472, 39801 39884 , 404 61 .. 40598 , 

40746. .40804, 40923. .41049 



Seq. No. 43059 Seq. ID 

Gene No. 90133 Strand 

Start 34831 End 41134 

Name OJ0004 50_09.0412.C2.o7 .np Method AAT/NAP 

Start 35798 End 41134 

GI 5091543 Score 1221 

Exons 35798. .35863, 35940 36041, 36143 36223, 36306 

36665. .36739, 37385 37541, 37970 38103, 38188 



OJ000450 09. 0412, C2 



.36583, 
.38263, 



39403. .39472, 39732 .. 39884 , 39986 40060, 4 04 61 .. 40598 , 
40746. .40804, 40923.. 41134 
GI Descrip. (AC007067) T10O24.12 [Arabidopsis thaliana] 



Seq. No. 43059 Seq. ID OJ000450_09. 0412.C2 

Gene No. 90134 Strand 

Start 44675 End 45664 

Name OJ000450_09 . 04 12 . 02 . o8 . np Method AAT/NAP 

Start 44675 End 45664 

GI 7433097 Score 867 

Exons 44675.. 45664 

GI Descrip. probable peroxidase - Arabidopsis thaliana 

gi|2245128 |emb|CAB10549.1| (Z97344) peroxidase like protein 
[Arabidopsis thaliana] gi | 7268522 | emb | CAB78772 . 1 1 (AL161547) 
peroxidase like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43059 
90135 
47628 

OJ0004 50_09 . 04 12 . C2 . o3 . tm 

6042 

none 

6042.. 6248, 6047.. 6247 



43059 
90135 
47628 

OJ000450_09. 

6045 

none 

6045. .6161, 
6749. .6811 



0412.C2.o4.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_09.0412.C2 
47698 

TBLASTX: Maize 

6248 

303 



OJ000450_09.0412.C2 
47698 

TBLASTX: Cress 

6811 

179 



6047. .6142, 6204. .6317, 6260. .6316, 6710. .6760, 



Seq. No. 43059 

Gene No. 90135 

Start 47628 

Name OJ000450_09. 0412.C2 .o4 .ts 

Start 6045 

GI none 

Exons 6045.. 6167, 6047.. 6169, 6210, 
6736.. 6831, 6737.. 6841 



Seq. ID OJ000450_09.0412.C2 
Strand 

End 47698 

Method TBLASTX : Soybean 

End 6841 

Score 192 

.6317, 626.0.. 6316, 6710.. 6736, 



43761 



Seq. No. ^ 43059 

Gene No. 90135 

Start 47628 

Name OJ000450_09 . 0412 . C2 . ol . tm 

Start 6249 

GI none 

Exons 6249.. 6326, 6264.. 6317, 6710, 
6939. .7181, 7068. .7181 



Seq. ID OJ000450_09.0412.C2 
Strand 

End 47698 

Method TBLASTX : Mai ze 

End 7181 

Score 77 

.7168, 6710.. 7159, 6715.. 7167, 



Seq. No. 


43059 








Seq. ID 


OJ000450_09.0412.C2 


Gene No. 


90135 








Strand 




Start 


47628 








End 


47698 


Name 


OJ000450 09. 


0412, 


C2.o2. 


to 


Method 


TBLASTX: Cress 


Start 


6874 








End 


7159 


GI 


none 








Score 


406 


Exons 


6874. .7155, 


6875. 


.7159 








Seq. No. 


43059 








Seq. ID 


OJ000450_09.0412.C2 


Gene No. 


90135 








Strand 




Start 


47628 








End 


47698 


Name 


OJ000450 09. 


0412. 


C2.03. 


tc 


Method 


TBLASTX: Cress 


Start 


8058 








End 


8702 


GI 


none 








Score 


65 


Exons' .r* 


8058. .8147, 


8059. 


.8145, 


8410. 


.8511, 8410.. 8505, 8412.. 8513, 




8412. .8510, 


8598. 


.8681, 


8601. 


.8702, 8 


641. .8700 



Seq. No. 43059 

Gene No. 90135 

Start 47628 

Name OJ000450_09. 0412 .02 . o3 . ts 

Start 12766 

GI none 

Exons 12766. .12822, 12774 12824 , 
12924. .13100 



Seq. ID OJ000450_09.0412.C2 
Strand 

End 47698 

Method TBLASTX : Soybean 

End 13101 

Score 88 
12903. .12995, 12922 .. 13101, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43059 
90135 
47628 

OJ000450_09 . 0412 . C2 . olO . tm 

21104 

none 

21104. .21271, 21149. .21373, 

21200. .21433, 21223 .. 21435, 

21266. .21493, 21293 .. 21553, 

21356. .21613, 21370 .. 21573, 

21430. .21528, 21473 21694 , 

21536. .21763, 21596. . 21847, 

21618. .21752, 21634 .. 21753, 

43059 
90135 
47628 

OJ000450_09 . 04 12 . C2 . o4 . tm 

21954 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21193 

21233 

21295 

21410 

21476 

21610 



OJ000450 09. 0412. C2 



47698 

TBLASTX: Maize 
23371 
86 

21369, 21193 
21493, 21257 
21549, 21334 
21583, 21424 
21694, 21496 
21753, 21611 



21315, 
21292, 
21378, 
21588, 
21531, 
21754, 



23147. .23371 



Seq. ID OJ000450_09.0412.C2 
Strand 

End 47698 

Method TBLASTX : Mai ze 

End 22822 

Score 4 0 



21954. .22010, 21971 .. 22138, 21976 .. 22077 , 22018 .. 22128 , 
22018. .22107, 2204 6 22369, 22058 .. 22105, 22079 .. 22414 , 



43762 




22152. .22319, 22169 .. 22408 , 22483 22503, 2254 1 .. 22597 , 
22576. .22641, 22606 22698 , 22616 22702, 22709 22822, 
22714. .22821 



Oc^ • viyj ■ 






Seq. ID 


OJ000450 


09. 0412 


.C2 


^^Y\^ Mo 


Qni 




Strand 










*i / O 




End 


47698 












Method 


TBLASTX: 


Z!res s 




O L al. L. 


24396 ~ 

^ *1 J J u 




End 


26651 












Score 


92 






Exons 


94'^Q^^ 94=^QQ 94401 


94 SQR 


24416. .24568, 25194 


95977 






^ J ± ^ 1 . * £^ .J £.\J £. f £. .J £.\J J- 9 


9S97R 


25577. .25690, 25592 


25699 






^SSQ'^ 9S7nn 9fiS9fl 


• ^ u u J u , 


26534. .26650, 26535 


26651 




Seq. No. 


43059 




Seq. ID 


OJ000450 


_09.0412 


.C2 




90135 

^ X .J ^ 




Strand 










*i / O t. O 




End 


47698 












Method 


TBLASTX: 






Q-t- a T--h 
o Laru 


944 in — 

Z fi *i ± U 




End 


26651 - 






o J. 


non o 




Score 


66 






£xons 


944in 94^R<^ 9441 4 


94 Sfi'^ 

. ^ 4 O U J / 


24416. .24568, 24425 


94 599 






9449Q 9mQ9 
^flfiZy, .Z40y^, ZOx^Z. 


• Z O Z / 0 , 


25194. .25277, 25197 


9 5971 






9RR^;9 9c;tf^Cin 9^^77 


9 R QQ 
. Z 0 D , 


25593. .25700, 26528 








26534. .26650, 26535. 


.26651 










O 6 • IN u . 


4 O w J ^ 




Seq. ID 


OJ000450 


09 . 0412 


.C2 


^^■r^o Mo 

kjene lno . 






Strand 










47 fi9ft 

4 / DZO 




End 


47698 






NsinB 


n.Tnnn4'^n nQ n4i9 


o9 1" w 


Method 


TBLASTX: 


y V 1 1 c a. L. 






944 1 ~ 

Z 4 4 X D 




End 


26650 








none 




Score 


72 






Exons 


24416. .24568, 24461. 


.24598, 


24480. .24599, 25194 


. .25277, 






25198. .25278, 25577. 


.25699, 


25593. .25679, 26528 


. .26623, 






9fiR^4 9fifiSn 9^^*^^ 


9f;fi9i 


26621. .26650 






Qi^rj Mo 
Deq • INO . 


4 OU O 5 




Seq. ID 


OJ000450 


09 . 04 12 


.C2 


rZono Mo 


-7U X JO 




Strand 








o u dx L 


47fi9fl 




End 


47698 






Nsme 


o.Tnnn4'^n nQ n4i9 ro 

'JUUUU40U U^.U4XZ.V^Z. 


oQ -f-Tn 


Method 


TBLASTX : 


L'iO. X ^ 






94 4 9 R 
Z41 fl ZO 




End 


25690 






GI 


none 




Score 


101 






Exons 


24425. .24595, 24429. 


.24590, 


25562. .25690 






Cqo Mo 
06q. HO. 


4 ouo 




Seq. ID 


OJ000450 


09 0419 




Liene wo. 


Z?U X JO 




Strand 










4 / DZ O 




End 


47698 






Nfline 


nTnnn4^n hq 0419 ^9 

VJUUUu40U U^?.U4XZ.k^Z, 


o1 1 -l-Tn 
OX X • Ulu 


Method 


TBLASTX: 


l*iCl X Zi 




Start 


25178 




End 


26651 






GI 


none 




Score 


96 






Exons 


25178. .25276, 25194. 


.25286, 


25197. .25286, 25201 


. .25287, 






26531. .26650, 26532. 


.26651, 


26534. .26650, 26550 


. .26651 




Seq. No. 


43059 




Seq. ID 


OJ000450 


_09.0412 


.C2 


Gene. No. 


90135 




Strand 








Start 


47628 




End 


47698 






Name 


OJ000450 09. 0412. C2. 


o8.tm 


Method 


TBLASTX : 


Maize 




Start 


31683 




End 


32606 







43763 






none 




Score 


77 




Exons 




"^1 77 Q 

.ox/ / !7 , 


32153. .32323, 32166 32288, 
















Seq. No. 


43059 




. X Lj* 


OJ0004S0 09 0412 


.C2 


Gene No. 


90135 




Q-t- r*a nH 






Q4- -J y4- 






oriu 


4 7 fiQft 




Name 




oR l-r' 




1 £3 Xir^O l.£\. > ^xcoo 




ocaiTu 








32332 




PT 


none 






7fi 




£jXons 


^9n7P ^9'^'^9 '^91 SI 

J f O » • O £. ^ O f J^Xw/X. 










Seq. No. 


43059 




0 • X Li/ 


OJ000450 09 0412 


.C2 


Gene No. 


90135 




0 L, X dl 








d7 fi9P 






47fiQft 

fl 1 \J ^ \D 




Name 


nTfinn^'^in hq 0419 r9 


UO • L.O 










'^91 11 ~ 
i. X X 






J ^ J ^ J 






none 




Score 


Q9 




EiXons 


■^9111 '^9'^9'^ "^9148 


^99Q4 








oeq. NO. 






Seq. ID 


OJ000450_09.0412 


P9 


Gene No. 


90135 




Strand 






Start 


47628 




End 


47698 




Name 


n.Tnnn4Rn hq 0419 (^9 


0 6 « tm 


Method 


TBLASTX: Maize 




o uaru 






End 


36185 






none 




Score 


84 




Exons 




. 00 0 0 D , 


35917. .35994, 35934 .. 36044, 






"^flOOO '^^^041 "^^^14"^ 


'^f^l ft 4 


36147. .36185 




oeq. NO. 






Seq. ID 


OJ000450_09,0412 


CO 


Liene no . 


Q01 




Strand 






o uaru 


4 7 fi9fi 




End 


47698 




Name 


OJ000450 09. 0412. C2. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


35806 




End 


37447 






none 




Score 


48 




Exons 


ODOUD. . JOODO/ jOoIO. 


. jO 0 0 D , 


35938. .36042, 35940 3604 4 , 






"^^041 "^SQQI "^f^OOP 


• J DU4 D , 


36141. .36224, 36143 36229, 






'^^;9Q9 '^(=;409 '^f^'^n^^ 


'^^^404 


36476. .36544, 36480 36542, 






'^7'^fl'=l '^7447 










oeq . iNO . 


ft jUO ^ 




Seq. ID 


OJ000450_09.0412 




Gene No. 


90135 




Strand 






Start 


47628 




End 


47698 




Name 


070004^0 OQ 0419 r9 
WUUUU40U U^.U4X^.V^^. 


o5 ■ tm 


Method 


TBLASTX: Maize 




o uar u 


^ / 0 / 




End 


38258 






none 




Score 


72 




CiXons 


"^7*^07 '^74ft0 '^7Q7'^ 


00 T f\A 

. JO X U4 , 


37974. .38108, 38173 .. 38253, 






'^ftlPfi "^^9^7 '^fl1ft7 


op 9 CO 








beq. NO. 


/I T n R Q 

ft JUD y 




Seq. ID 


OJ000450_09.0412 


P9 




Q01 




Strand 






Start 


47628 




End 


47698 




Name 


OJ000450 09. 0412. C2. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


44678 




End 


45506 




GI 


none 




Score 


110 




Exons 


44678. .45016, 44679. 


.44822, 


44762. .44878, 44886 .. 45017, 






45038. .45262, 45045. 


.45194, 


45164. .45505, 45221 .. 45436, 





43764 




45252. .45506 



Seq. No. 


43059 


Seq. ID 


OJ000450_09.0412 


.C2 


Gene No . 


90135 


Strand 






Start 


47628 


End 


47698 




Nsrue 


OJ000450 09.0412.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


44687 ~ 


End 


45595 




GI 


none 


Score 


47 




TT von ^ 


44687 44929, 44 963 .. 45016, 


45038. .45406, 45252 45404 , 






45422. 45595, 45450.. 45566 








Seq. No. 


43059 


Seq. ID 


OJ000450_09.0412 


.C2 


Gene No . 


90135 


Strand 






O L.Cli- U 


47628 


End 


47698 




Name 


OJ000450 09. 0412 .C2 .ol . ts 


Method 


TBLASTX : Soybean 




O L.CIX 


44699 ~ 


End 


45595 




GI 


none 


Score 


78 




P von Q 


44699 44950, 44 969 .. 45016, 


45038. .45319, 45054 45140, 






45368. .45595, 45369.. 45566 








Sea No. 


43059 


Seq. ID 


OJ000450_09.0412 


.C2 




90135 


Strand 






Start 


47628 


End 


47698 




IN OilLC 


OJ000450 09 0412 C2 ol tw 


Method 


TBLASTX: Wheat 






45038 ~ 


- End 


45589 






none 


Score 


68 




Exons 


45038. .45589, 45054 .. 45176, 


45239. .45385, 45252.. 45566 




Seq. No. 


43059 


Seq. ID 


OJ000450_09.0412 


.C2 




90135 


Strand 






Start 


47628 


End 


47698 




Name 


OJ000450 09 0412 C2 o7 tm 


Method 


TBLASTX: Maize 




Start 


47376 ~ 


End 


47698 




GI 


none 


Score 


139 




P. von <5 


47376. .47696, 47385. .47519, 


47395. .47697, 47579. .47698 




Seq. No. 


43059 


Seq. ID 


OJ000450_09.0412 


.C2 


Gene No. 


90135 


Strand 






Start 


47628 


End 


47698 






OJ000450 09.0412.C2.o9.gp 


Method 


AAT/GAP 






47628 


End 


47689 




ox 


LIB3434-010-P1-K1-F1 


Score 


93 




F von ^ 


47628. .47689 










'2829865 4.0e-41 {AC002396) 


N-terminal 


region similar to DNA 




proteins [Arabidopsis thaliana] ' 






Seq. No. 


43060 


Seq. ID 


OJ000450_09.0412 


.C3 


(^pne* No 


90136 


Strand 


+ 




O U CIJ. u 


7124 


End 


7230 




Name 


OJ000450 09.0412.C3.o3.np 


Method 


AAT/NAP 




Start 


7124 


End 


7230 




GI 


5852093 


Score 


80 




Exons 


7124. .7230 








GI Descrip. 


{AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


43060 


Seq. ID 


OJ000450_09.0412 


.C3 


Gene No. 


90137 


Strand 







43765 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End ■ 4551 

OJ000450_09.0412.C3.ol.gp Method AAT/GAP 

1 End 64 4 

LIB3434-010-P1-K1-F1 Score 517 

1..110, 204. .352, 430. .537, 622. .644 

•2829865 4.0e-41 (AC002396) N-terminal region similar to DNA-J 
proteins [Arabidopsis thaliana] * 



43060 
90137 
1 

OJ000450 09.0412.C3,ol.np 



OJ000450 09. 0412. C3 



Seq. ID 
Strand 

End 4551 
Method AAT/NAP 
1 End 3133 

4249662 Score 789 

1..110, 204. .352, 430. .537, 618. .708, 1157. .1207, 2067. .2171, 
2258. .2369, 2468. .2550, 2618. .2741, 3006. .3133 
(AF089810) Altered Response to Gravity [Arabidopsis thaliana] 
gi| 6714354 |gb|AAF26045.1|AC015986_8 (AC015986) ARGl protein 
(Altered Response to Gravity) [Arabidopsis thaliana] 



43060 
90137 
1 

0 J0004 50_09 . 04 12 . C3 . ol . gs 

205 

none 



Seq. ID OJ000450_09. 0412,03 
Strand 

End 4551 

Method GENSCAN 

End 4551 

Score .87 



205.. 404, 622. .708, 1157.. 1207, 2258.-2369, 2468.. 2550, 
2618. .2725, 3006. .3290, 3553, .3669, 4549. .4551 



Seq. No. 


43060 


Seq. ID 


OJ000450 


Gene No, 


90138 


Strand 




Start 


4947 


End 


5152 


Name 


OJ000450 09,0412,C3.o2.np 


Method 


AAT/NAP 


Start 


4947 


End 


5152 


GI 


6539571 


Score 


60 


Exons 


4947. .5152 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43060 


Seq. ID 


OJ000450 


Gene No. 


90139 


Strand 




Start 


6631 


End 


11714 


Name 


OJ000450 09,0412,C3.o2.gs 


Method 


GENSCAN 


Start 


6631 


End 


11714 


GI 


none 


Score 


.81 


Exons 


6631., 6769, 10708 .. 11042, 


11120. .11593, 


11610. . 


Seq. No. 


43060 


Seq. ID 


OJ000450 


Gene No. 


90139 


Strand 




Start 


6631 


End 


11714 


Name 


OJ000450 09.0412,C3.o4.np 


Method 


AAT/NAP 


Start 


8112 


End 


11501 


GI 


7487367 


Score 


339 



Exons 8112. .8143, 9843. .9939, 9988. .10056, 10884 .. 11034 , 11115. .11501 

GI Descrip. hypothetical protein T23J7.160 - Arabidopsis thaliana 

gi|4741200|emb|CAB41866,l| (AL049746) hypothetical protein 

[Arabidopsis thaliana] 



43766 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43060 Seq. ID OJ000450_09 . 04 12 . C3 

90139 Strand 

6631 End 11714 

OJ0004 50_09 . 0412 . C3 . o2 . gp Method AAT/GAP 

11026 End 11315 

uC-osroM202005hl0bl Score 547 

11026.. 11315 

'5123950/embl CAB45508.il l.Oe-10 (AL079349) endoxyloglucan 
transferase-like protein [Arabidopsis thaliana] ' 



43060 
90139 
6631 

OJ000450_09.0412.C3.o5.np 

11579 

6016874 

11579. .11680 

{AP000570) ESTs C19143 (E10020 
region of the predicted gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_09.0412.C3 

11714 
AAT/NAP 
11680 
42 



, D25076 (R3116) correspond to a 
Similar to putative AC9 



transposase. (P03010) [Oryza sativa] 



Seq. No. 


43060 


Seq. ID 


OJ000450_09.0412.C3 




90140 


Strand 




Start 


14816 


End 


15385 


Name 


OJ000450 09.0412.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


42 


End 


3142 


m 

O J- 


none 


Score 


61 




42. .113, 55. .108, 204. .353, 205. .354, 


419. .535, 429. .527, 




634. .711, 644. .715, 2050. .2178, 2064.. 


2177, 2067. .2180, 




2255.. 2371, 2256.. 2375, 2468. 


.2515, 2470. .2553, 2617. .2733, 




2618. .2743, 2619. .2744, 3014. 


.3142 




Seq. No. 


43060 


Seq. ID 


OJ000450_09.0412,C3 


Gene No. 


90140 


Strand 




Start 


14816 


End 


15385 


Name 


OJ000450 09.0412.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


249 


End 


3149 


GI 


none 


Score 


132 


Exons 


249. .353, 250. .354, 404. .535, 


419. .535, 616. .711, 621. .710, 




623. .712, 1157.. 1216, 2064. .2174, 2068 


..2175, 2255. .2371, 




2256.-2372, 2464. .2547, 2471. 


.2530, 2472. .2546, 2613. .2759, 




2618. .2743, 2620. .2745, 3003. 


.3083, 3005.. 3073, 3014.. 3109, 




3015. .3116, 3095. .3148, 3096. 


.3149 




Seq. No. 


43060 


Seq. ID 


OJ000450__09.0412.C3 


Gene No. 


90140 


Strand 




Start 


14816 


End 


15385 


Name 


OJ000450 09.0412.C3.o2.ts 


Method 


TBLASTX: Soybean 


Start 


425 


End 


711 


GI 


none 


Score 


68 


Exons 


425. .535, 429. .527, 631. .711, 


635. .709 


, 640. .711 


Seq. No. 


43060 


Seq. ID 


OJ000450_09.0412.C3 


Gene No. 


90140 


Strand 




Start 


14816 


End 


15385 


Name 


OJ000450 09.0412.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2255 


End 


3091 



43767 






none * 


Score 


105 




EiXons 


2255. .2371, 2277. ,2378, 2473.-2553, 2611. .2733, 2615. .2740 




2618.. 2743, 2619. .2759, 2997.. .3083, 3014.. 3091 






43060 


Seq. ID 


OJ000450_09.0412 


.03 


Gene No. 


90140 


Strand 






Start 


14816 


End 


15385 




Nsme 


OJ000450 09.0412.C3.o2.tm 


Method 


TBLASTX: Maize 




oua J- 1. 


9706 


End 


10091 






none 


Score 


293 




r V T*l O 


9706.. 9987, 9710.. 9988, 9783.-9995, 10021 .. 1008 9, 10026 


- . 1 




10027. .10089, 10028.. 10090 








oeq . iNu • 




Seq. ID 


OJ000450_09.0412 


.C3 


Gene No. 


Qfi 1 A n 

X 4 U 


Strand 






Start 


X 0 X D 


End 


15385 




Name 


piTonn^Rn piq c\A^9 n"^ tm 


Method 


TBLASTX: Maize 




o ucir L 


1 flR fifi ~ 

X U O tJ u 


End 


11378 






none 


Score 


84 




Exons 


10866. .10940, 10866. .11069, 


10867. .11007, 11117. .11230, 






11118. .11228, 11309. .11377, 


11334. .11378 




Seq. No. 




Seq. ID 


OJ000450_09.0412 


.C3 


Gene No. 


yu X u 


Strand 








Xft O X D 


End 


15385 




Name 




Method 


GENSCAN 




otairu 


X4 O X u 


End 


15385 






none 


Score 


.79 






14316 1^027 15054 15150 


15332. .15385 




Seq. No. 


43061 


Seq. ID 


OJ000450_09.0412 


.05 


Gene No. 


90141 


Strand 


+ 








End 


9179 




Name 


ninnnA^n C\Q 0419 P5 n1 rrci 
UUUUU4JU u -? . u*i x^ . • ux . y o 


Method 


GENSCAN 




ouar L. 


Z o U 0 


End 


4361 






none 


Score 


.47 




Exons 


9ftn^ "^1 1 '^99R A'^f^^ 

ZOUO. .OXXO, OZ^Z). •'iJOX 








Ot^v^ • LNtj • 


4oU bX 


Seq. ID 


OJ000450_09.0412 


.05 




90141 


Strand 


+ 






2805 


End 


9179 




Name 


OJ000450 09.0412.C5.ol.np 


Method 


AAT/NAP 




Start 


2868 


End 


9097 






7487366 


Score 


586 




HiXOIlo 


2868. .3388, 8071. .9097 








oi uescxTxp. 


hypothetical protein T23 J7 . 


150 - Arabidopsis thaliana 






gi| 474 11991 emb ICAB41865.il 


{AL049746) 


putative protein 






[Arabidopsis thaliana] 








oeq • iNO . 


43061 


Seq. ID 


OJ000450_09.0412 


.05 


Gene No. 


90141 


Strand 


+ 




Start 


2805 


End 


9179 




Name 


OJ000450 09.0412.C5.o3.gs 


Method 


GENSCAN 




Start 


7704 


End 


9179 




GI 


none 


Score 


1 




Exons 


7704. .9179 









43768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43061 
90142 
16433 

OJ000450_09.0412.C5.o3.np 

16433 

6466937 



Seq. ID OJ000450_09.0412.C5 

Strand + 

End 20288 

Method AAT/NAP 

End 20288 

Score 1008 



16433. .16460, 18099 .. 18554 , 18582. .20288 

{AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



43061 
90143 
9527 

OJ000450_09.0412.C5.o4.ts 

3375 

none 



Seq. ID OJ000450_09.0412.C5 
Strand 

End 14260 

Method TBLASTX : Soybean 

End 8504 

Score 52 



3375. .3443, 3434. .3709, 3549. .3710, 8223. .8504 



43061 
90143 
9527 

OJ000450_09.0412.C5.o6.tm 

3921 

none 



Seq. ID OJ000450_09.0412.C5 
Strand 

End 14260 

Method TBLASTX: Maize 

End 9041 

Score 61 



3921. .4004, 4016. .4165, 4044. .4157, 4137. .4211, 4248. .4292, 
8685. .8768, 8778.-8846, 8802. .8900, 8916. ,9041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43061 
90143 
9527 

OJ000450_09 . 0412 . C5 . ol . gp 
9527 

4671 1.R1084 



Seq. ID OJ000450_09.0412.C5 
Strand 

End 14260 

Method AAT/GAP 

End 12434 

Score 1414 



9527.. 9688, 9783.. 9900, 9991.. 10069, 10927 .. 11128 , 11226 .. 11261, 
12198. .12434 

•4544428/gb|AAD22337.1|AC006955_23 7.0e-33 (AC006955) unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43061 
90143 
9527 

OJ000450_09 . 04 12 . C5 . o4 . tm 

9788 

none 



Seq. ID OJ000450_09.0412.C5 
Strand 

End 14260 

Method TBLASTX: Maize 

End 10074 

Score 164 

9788. .9898, 9789. .9899, 9791. .9898, 9792. .9899, 9953. .10069, 
9991.. 10074, 9992.. 10069 



43061 
90143 
9527 

OJ000450_09.0412.C5.ol.tc 
9818 
none 

9818.. 9895, 9995.. 10060, 10924 .. 10971 , 10925 .. 10975, 
10981. .11133, 10985. .11125, 11211. .11267 



Seq. ID OJ000450_09.0412-C5 
Strand 

End 14260 

Method TBLASTX : Cress 

End 11267 

Score 65 



Seq. No. 



43061 



Seq. ID OJ000450_09.0412.C5 



43769 




Gene No. 


90143 




Strand 






Start 


9527 




End 


14260 




Name 


OJ00045.0 09. 0412. C5. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


9827 




End 


11267 




GI 


none 




Score 


81 




Exons 


9827.. 9898, 9830.. 9904, 9992.. 10072, 10921 .. 11133, 10925 






10927. .11127, 11223. 


.11267, 


11225.. 11263 




Seq. No. 


43061 




Seq. ID 


OJ000450_09.0412. 




Gene No . 


90143 




Strand 


- 




Start 


9527 




End 


14260 




Name 


OJ000450 09. 0412. C5. 


o2 .np 


Method 


AAT/NAP 




Start 


9986 




End 


12707 




GI 


4544428 




Score 


340 




Exons 


9986.. 10069, 10927.. 


11128, 


11226. .11261 


, 12198. .12270, 






12605. .12707 










GI Descrip. 


(AC006955) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


43061 




Seq. ID 


OJ000450_09.0412. 




Gene No. 


90143 




Strand 






Start 


9527 




End 


14260 




Name 


OJ000450 09. 0412. C5. 


o4 .gs 


Method 


GENSCAN 




Start 


10480 




End 


14260 




GI 


none 




Score 


.72 




Exons 


10480. .10491, 10927. 


.11128, 


12234. .12569, 13132 .. 1327 1, 






14219. .14260 










Seq. No. 


43061 




Seq. ID 


OJ000450_09.0412. 


CD 


Gene No. 


90143 




Strand 






Start 


9527 




End 


14260 




Name 


OJ000450 09. 0412. C5, 


o2.tm 


Method 


TBLASTX: Maize 




Start 


10880 




End 


11267 




GI 


none 




Score 


48 




Exons 


10880. .10918, 10881. 


.10916, 


10922. .11170, 10924. .11172, 






10924. .11187, 10925, 


.11173, 


11019. .11222, 11178. .11264, 






11196. .11267 










Seq. No. 


43061 




Seq. ID 


OJ000450_09.0412. 


C5 


Gene No. 


90144 




Strand 






Start 


18719 




End 


19552 




Name 


OJ000450 09. 0412. C5. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


18719 




End 


19552 




GI 


none 




Score 


131 




Exons 


18719. .18862, 18914. 


.19156, 


19244. .19327, 19448.. 19552 




Seq. No. 


43061 




Seq. ID 


OJ000450_09.0412, 


C5 


Gene No. 


90145 




Strand 






Start 


19540 




End 


20077 




Name 


OJ000450 09. 0412. C5. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


19540 




End 


20023 






none 




Score 


393 




Exons 


19540. .20019, 19541. 


.20023 








Seq. No. 


43061 




Seq. ID 


OJ000450_09.0412. 


C5 


Gene No. 


90145 




Strand 






Start 


19540 




End 


20077 




Name 


OJ000450 09. 0412. 05. 


o3 . ts 


Method 


TBLASTX: Soybean 





43770 





1 Q^ll 




none 




19577 . . 19891 


Seq. No. 


43061 


Gene No. 


90145 


Ci- a y-t- 
O L-alT U 


1. ^ -J *i \J 


Nfiitie 


0.70004^0 09 0412. C5, 




X -7 0 U J 




none 


Hi AUliO 


19603 20076* 19604 


Seq. No. 


43061 


Gene No. 


90146 


OL.Cli.U- 


19987 


IN a. me 


0.70004^0 09 0412 C5 








none 


IT von Q 


19987 20286. 20000 


Seq. No. 


43061 


Gene No. 


90146 


O U a. J. L. 


19987 


Na.ine 


n.Tnnn4sn 09 0412 C5 

\JKJ \J \J \J ^ ^ \J WJ.vTX^.w.*^ 






bl 


none 


CjXvJIIo 


90027 20230 20027 


Seq. No. 


43061 


Gene No. 


90146 




19987 


Name 


OJ0004S0 09 0412 C5 


oi-.a.ir u 


9007ft ~ 




none 




9007ft 909ft7 90080 


0 e q . IN 0 • 






Q01 47 


start 


1 


Name 


OJ000450_09.0412.C6 




1 

X 




fi4 f;fiQ^7 

0*1 DD -7 J f 


Exons 


X • . X J !70 


Kj± uesciip . 


^ r\\^ UXXu^X/ ^u.L,ct(-Xvc; 




-t-Vial T 3n^5l 


Seq. No. 


43062 


Gene No. 


90148 




^^4 '^9 


Name 


n.T0004S0 OQ 0419 Pfi 


0 uari. 




GI 


none 


Exons 


5. .205, 13. .51, 151 


Seq. No. 


43062 


Gene No. 


90148 


Start 


5432 



01 . tm 
.20077 

02. ts 
.20287 

,o2.tw 



End 19891 
Score 202 



Seq. ID OJ000450_09.0412.C5 
Strand 

End 20077 

Method TBLASTX : Mai ze 

End 20077 

Score 599 



Seq. ID OJ000450_09.0412.C5 
Strand 

End 20287 

Method TBLASTX : Soybean 

End 20287 

Score 259 



Seq. ID OJ000450_09.0412.C5 
Strand 

End 20287 

Method TBLASTX : Wheat 

End 20265 

Score 201 



.20242, 20113.. 20265 



, o5. tm 
. .20286 

. ol .np 



Seq. ID OJ000450_09.0412.C5 
Strand 

End 20287 

Method TBLASTX : Maize 

End 20287 

Score 243 



Seq. ID OJ000450_09.0412.C6 
Strand + 

• 1396 



End 

Method AAT/NAP 
End 1396 



Score 934 
retroelement pol polyprotein [Arabidopsis 



Seq. ID OJ000450_09. 0412. C6 
Strand 

End 5508 

.o3.tw Method TBLASTX : Wheat 

End 205 

Score 219 



.204 



Seq. ID OJ000450_09.0412.C6 
Strand 

End 5508 



43771 








04 1 9 

W*3 J. ^ 


r6 oi 


• Liu 




TBLASTX • Ms 1 7p 
















671 














Q 1^ O T~ o 


802 










/ *i O «J . 


671 








Seq. No. 


43062 








Seq. ID 


OJ000450_09.0412 


.06 


Gene No. 


90148 








Strand 








.J *i ^ ^ 








FnH 


5508 




Nsiue 


n.Tonndsn oq 


0419 


r6 n1 




Mot" Ho(H 






Ol-air L. 


69 ~ 








FnH 


445 














Q oo 


330 




EjXons 




444 












Seq. No. 


43062 








Seq. ID 


OJ000450_09.0412 


.06 


Gene No. 


90148 








Strand 








5432 








End 


5508 




Ns-ine 


OJ000450 09. 


0412 


.C6.01 


.tw 


Mo +■ h oH 








293 








FnH 


885 
\j \j -J 




HT 
ox 


none 










297 




Exons 


293. .676, 385.-669, 745. .885 








Seq. No. 


43062 








Seq. ID 


OJ000450_09.0412 


.06 


Gene No. 


90148 








Strand 






O Ldl. U 


5432 








End 


5508 




Nsiue 


OJ000450 09. 


0412 


.06. o2 


.tm 


Method 


TBLASTX • Ms i 7P 






733 








End 


1 '^90 
J. o ^ u 




o J. 


none 








Score 


SOS 

^ w *J 




EjXons 


733. .1320, 769.. 


1029, 


852. .1034, 1102. 


1320 




Seq. No. 


43062 








Seq. ID 


OJ000450_09.0412 


.06 


Gene No. 


90148 








Strand 








5432 








End 


5508 




IN dlUc; 


OJ000450 09. 


0412 


.06. o4 


.tw 


Method 


TBLASTX • Whpst 

X 0±jr\kj X ^ . Wilt? CI I- 




O Ldi C 


886 








End 


1061 

X\J \J X 






none 








Score 


1 Q1 

X^ X 






886. .1050, 8 


97. . 


1061 










Seq. No. 


43062 








Seq. ID 


OJ000450_09.0412 


.06 


Gene No. 


90148 








Strand 






O LdX. u 


5432 








End 


SS08 

sJ \J \J 




Ndiue 


OJ000450 09. 


0412 


.06. o2 


.tw 


Method 


TBLASTX • Whps"t- 






2204 








End 


9470 






none 








Score 


1 90 




Exons 


2204. .2470, 


2205 


. .2462 










Seq. No. 


43062 








Seq. ID 


OJ000450_09.0412 


.06 


Gene No. 


90148 








Strand 






O CdX L. 


5432 








End 


J »J VJ o 




N3.I[ie 


OJ000450 09. 


0412 


.06. o3 


.tm 


Method 


TRLASTX • Ma i 7P 






2204 








End 


94 70 




GI 


none 








Score 


90 




Exons 


2204. .2470, 


2205 


. .2462 










Seq. No. 


43062 








Seq. ID 


OJ000450_09.0412 


.06 


Gene No. 


90148 








Strand 






Start 


5432 








End 


5508 




Name 


OJ000450 09. 


0412 


.06. o3 


.gs 


Method 


GENSCAN 





43772 




start 


5432 






End 


5508 






GI 


none 






Score 


.7 






Exons 


5432. .5508 














Seq, No. 


43063 






Seq. ID 


OJ000450 


_04. 


0410. C3 


Gene No. 


90149 






Strand 


+ 






Start 


5945 






End 


7640 






Name 


OJ000450 04.0410 


.03. ol. 


gp 


\A n 4- V» /H 








Start 


4706 






End 


5140 






GI 


5886 1.R1084 






Score 


836 






Exons 


4706. .5140 














GI Descrip. 


'11957/emb|X15901|CHOSXX 0 


Oe+00 Rice 


complete 


chloroplast 




genome ' 














Seq. No. 


43063 






Seq. ID 


OJ000450 


_04. 


0410. C3 


bene wo . 


90149 






Strand 


+ 






Start 


5945 






End 


7640 






Name 


OJ000450 04.0410 


.C3.o2. 


gs 


Method 


GENSOAN 






Start 


5945 






End 


7640 






GI 


none 






Score 


.61 






Exons 


5945.. 6485, 7486 


. .7640 












Seq. No. 


43063 






Seq. ID 


OJ000450 


_04. 


0410. C3 


Gene No . 


90150 






C4- -k-'i m,/-] 

brrana 


+ 






Start 


11780 






End - 


13670 






Name 


OJ000450 04.0410 


.C3.04 , 


gs 


Method 


GENSOAN 






Start 


11780 






End 


13366 






GI 


none 






Score 


1 






Exons 


11780. .13366 














Seq. No. 


43063 






Seq. ID 


OJ000450 


_04. 


0410. C3 


Gene No . 


90150 






Strand 


+ 






Start 


11780 






End 


13670 






Name 


OJ000450 04.0410 


.03. o3. 


gp 


Method 


AAT/GAP 






Start 


11918 




End 


12394 






GI 


none 






Score 


879 






Exons 


11918. .12394 














Seq. No. 


43063 






Seq. ID 


OJ000450 


_04. 


0410. 03 


Gene No . 


90150 






o Lrana 


+ 






Start 


11780 






End 


13670 






Name 


OJ000450 04.0410 


.03.04. 


gp 


Method 


AAT/GAP 






Start 


12760 






End 


13039 






GI 


none 






Score 


522 






Exons 


12760. .13039 














Seq. No. 


43063 






Seq. ID 


OJ000450 


_04. 


0410.03 


Gene No - 


90150 






Strand 


+ 






Start 


11780 






End 


13670 






Name 


OJ000450 04.0410 


.03.05. 


gp 


Method 


AAT/GAP 






Start 


13081 




End 


13670 






GI 


none 






Score 


1151 






Exons 


13081. .13670 














Seq. No. 


43063 






Seq. ID 


OJ000450_ 


_04. 


0410. 03 


Gene No. 


90151 






Strand 








Start 


217 






End 


2784 







43773 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ0004 50_04 . 04 10 . C3 . ol . gs Method 

217 End 

none Score 
217. .2784 



GENSCAN 

2784 

.4 



Seq. ID OJ000450_04 .0410.03 
Strand 

5660 
AAT/GAP 
5660 
687 



End 

Method 

End 

Score 



43063 
90152 
5288 

OJ000450_04.0410.C3.o2.gp 
5288 

LIB34 31-005-P1-N1-A5 
5288. .5660 

•131251/sp|P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ {X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406_prf 15' 





oeq . iMO . 


43063 




Seq. ID 


OJ000450 04.0410.03 




Liene jno . 


90153 




St" r;5nd 






oTzarc 


8464 




End 


11105 


f 1 


Name 


OJ000450 04. 0410. C3. 


o3.gs 


Mp-H hod 


GENSOAN 




Start 


8464 




End 


11105 


s i £ 


GI 


none 




Score 


.81 


I y 


Exons 


8464.-8595, 9253.. 9534, 10634 


10911, 


11024 . . 11105 


1 J 


oeq . ino • 


43063 




Sea ID 


OJ000450 04 . 0410 . 03 


I i 1 


Gene No . 


90154 








, =^ 


o tar L. 


13951 




End 


21741 




Name 


OJ000450 04.0410,03. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


205 




End 


1086 




GI 


none 




Score 


58 




Exons 


205. .327, 229. .327, 


403. .549, 


404. .550 


, 640. .768, 826. .1086 




Seq. No. 


43063 




Seq. ID 


OJ000450_04.0410.O3 




Gene No. 


90154 




Strand 




r ^ 


Start 


13951 > 




End 


21741 




Name 


OJ000450 04. 0410. 03. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


218 




End 


550 




GI 


none 




Score 


225 




Exons 


218. .550, 222. .314, 


226. .324, 


403. .549 






Seq. No. 


43063 




Seq. ID 


OJ000450_04.0410.C3 




Gene No. 


90154 




Strand 






Start 


13951 




End 


21741 




Name 


OJ000450 04.0410.03. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


403 




End 


912 




GI 


none 




Score 


138 




Exons 


403. .549, 640. .768, 


826. .912 








Seq. No. 


43063 




Seq. ID 


OJ000450_04.0410.O3 




Gene No. 


90154 




Strand 






Start 


13951 




End 


21741 




Name 


OJ000450 04.0410.03. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


640 




End 


1263 



43774 



GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



none Score 62 

640. .1263, 671. .751, 829. .1026, 959. .1171, 1081. .1263 



43063 
90154 
13951 

OJ000450_04.0410.C3.ol.tc 
967 
none 



Seq. ID OJ000450_04 .0410.C3 
Strand 

End 21741 

Method TBLASTX : Cress 

End ■ 1584 

Score 52 



967. .1200, 1105. .1188, 1222. .1401, 1235. .1402, 1390. .1584, 
1391. .1546 



43063 
90154 
13951 

OJ000450_04 .0410.C3.ol.tw, 
991 
none 



Seq. ID OJ000450_04.0410.C3 
Strand 

End 21741 

Method TBLASTX : Wheat 

End 1381 

Score 102 



991. .1200, 995. .1174, 1222. .1380, 1235. .1381 



43063 
90154 
13951 

OJ000450_04 .0410.C3.o3.ts 
1126 
none 



Seq. ID OJ000450_04.0410.C3 
Strand 

End 21741 

Method TBLASTX : Soybean 

End 1575 

Score 41 



1126. .1188, 1132. .1200, 1231. .1380, 1235. .1381, 1405. .1575, 
1406. .1558 



43063 
90154 
13951 

OJ000450_04.0410.C3.o3.tm 
1264 
none 



Seq. ID OJ000450_04.0410.C3 
Strand 

End 21741 

Method TBLASTX : Mai ze 

End 1737 

Score 158 



1264. .1389, 1265. .1390, 1388. .1567, 1402. .1638, 1666. .1737 



43063 
90154 
13951 

OJ000450_04.0410.C3.o7.ts 
1753 
none 



Seq. ID OJ000450_04.0410.C3 
Strand 

End 21741 

Method TBLASTX : Soybean 

End 2139 

Score 112 



1753.. 1836, 1951.. 2040, 2056.. 2139 



43063 
90154 
13951 

OJ000450_04.0410.C3.o6.tc 
1777 
none 



Seq. ID OJ000450_04.0410.C3 
Strand 

End 21741 

Method TBLASTX: Cress 

End 2538 

Score 64 



1777.. 1827, 1951.. 2043, 2056.. 2136, 2173.. 2259, 2183.. 2245, 
2311. .2367, 2485. .2538 



43063 
90154 
13951 



Seq. ID OJ000450_04.0410.C3 
Strand 

End 21741 



43775 



Name 


OJ000450 04 


.0410. 


C3.05. 


tm 


Method 


TBLASTX: Maize 


Start 


1984 








End 


2442 


GI 


none 








Score 


45 


Exons 


1984. .2022, 


1988. 


.2029, 


2042. 


.2131, 2044. .2145, 2170. .2262, 




2180. .2245, 


2311. 


.2442, 


2327. 


.2437 




Seq. No. 


43063 








Seq. ID 


OJ000450_04.0410.C3 


Gene No. 


90154 








Strand 




Start 


13951 








End 


21741 


Name 


OJ000450 04 


.0410. 


C3.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


2179 








End 


2442 


GI. 


none 








Score 


83 


Exons 


2179. .2262, 


2183. 


.2245, 


2311. 


-2442, 2321. .2437 


Seq. No. 


43063 








Seq. ID 


OJ000450__04.0410.C3 


Gene No. 


90154 








Strand 




Start 


13951 








End 


21741 


Name 


OJ000450 04 


.0410. 


C3.07. 


tm 


Method 


TBLASTX: Maize 


Start 


4756 








End 


5026 


GI 


none 








Score 


250 


Exons 


4756. .4977, 


4756. 


.4869, 


4757. 


.4978, 4875. .4925, 4878. .4925, 




4966. .5025, 


4967. 


.5026, 


4967. 


.5026 




Seq. No. 


43063 








Seq. ID 


OJ000450_04.0410.C3 


Gene No. 


90154 








Strand 




Start 


13951 








End 


21741 


Name 


OJ000450 04 


.0410. 


C3.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


5097 








End 


7056 


GI 


none 








Score 


93 


Exons 


5097. .5279, 


5109. 


.5273, 


5116. 


.5292, 5214. .5342, 5215. .5340, 




5216. .5341, 


5473. 


.5997, 


5480. 


.6034, 5500. .5757, 5501. .6055, 




6018. .6209, 


6026. 


.6604, 


6035. 


.6208, 6043. .6591, 6263. .6601, 




6596. .6721, 


6606. 


.6749, 


6653. 


.6760, 6655. .6750, 6756. .6872, 




6759. .6860, 


6808. 


.6870, 


6866. 


.7048, 6867. .7049, 6880. .7056 


Seq. No. 


43063 








Seq. ID 


OJ000450_04 .0410.C3 


Gene No. 


90154 








Strand 




Start 


13951 








End 


21741 


Name 


OJ000450 04 


.0410. 


C3 .olO 


. tm 


Method 


TBLASTX: Maize 


Start 


5238 








End 


5521 


GI 


none 








Score 


175 


Exons 


5238. .5348, 


5238. 


.5354, 


5239. 


.5349, 5276. .5368, 5360. .5425, 




5365. .5430, 


5382. 


.5447, 


5401. 


.5439, 5442. .5468, 5443. .5469, 




5465. .5521, 


5479. 


.5520, 


5480. 


.5521 




Seq. No. 


43063 








Seq. ID 


OJ000450__04 .0410.C3 


Gene No. 


90154 








Strand 




Start 


13951 








End 


21741 


Name 


OJ000450 04 


.0410. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5966 








End 


6418 


GI 


none 








Score 


126 


Exons 


5966. .6028, 


5968. 


.6045, 


6037. 


.6411, 6038. .6415, 6039. .6416, 




6263. .6418 












Seq. No, 


43063 








Seq. ID 


OJ000450_04.0410.C3 


Gene No. 


90154 








Strand 




Start 


13951 








End 


21741 



43776 






Name 


OJ000450 04.0410.C3.o3.tc 


Method 


TBLASTX: Cress 




C4- a r"!" 




End 


7049 




u± 


n o r> o 


Score 


119 




Elxons 


6530.. 6604. 6530 


..6607, 6597. .6752, 6604. .6741, 






fifiDfi *=;7S9 6653 6754. 6756 


..6869, 6773.-6859, 6777.. 6875, 






6866 7048- 6867. .7049 








oeq • iNO . 


ft J u oo 


Seq. ID 


OJ000450_04 .0410.C3 




Gene No. 


90154 


Strand 






Start 


13951 


End 


21741 






OJ000450 04 .0410.C3.ol3.tm 


Method 


TBLASTX: Maize 






<5160 ~ 


End 


9337 






n on 


Score 


48 




Exons 


Q1 60 Q216 9161 9217, 9163 


..9198, 9183.. 9215, 9217.. 9336, 






9221 9337, 9238 .9303, 9251 


. .9337 






oeq. wo. 


43063 


Seq. ID 


OJ000450_04 .0410.C3 




Gene No. 


90154 


Strand 






Start 


13951 


End 


21741 




Name 


OJ000450 04.0410.C3.ol2.tm 


Method 


TBLASTX: Maize 




o uart 


9475 


End 


10847 






none 


Score 


66 




Exons 


9475. .9546, 9480. .9545, 10587 .. 10697 , 


10625. .10699, 






1 nf;Q4 inR4f^ in6QS infi47 


10697. .10846 




Seq. No. 




Seq. ID 


OJ000450_04.0410.C3 


rii 


Gene No. 


on 1 c >i 


Strand 










End 


21741 


r ^ 


Name 


OJ000450 04.0410.C3.o2.tw 


Method 


TBLASTX: Wheat 


'-'^ 


o tar u 


11918 


End 


12028 


'%J 


VjJ. 


none 


Score 


58 


1 y 


Exons 


11918. .12001, 11922. .11957, 


11926. .12021, 11927.. 12028 


= 


oeq . iNO . 


43063 


Seq. ID 


OJ000450_04.0410.C3 




Gene No. 


90154 


Strand 




y 


Start 


13951 


End 


21741 


F " 


Name 


OJ000450 04.0410.C3,o8.tm 


Method 


TBLASTX: Maize 




o T-airt, 


11918 


End 


12316 






none 


Score 


170 


L ™i 


Exons 


11918. .12001, 11926. .12078, 


11930. .12031, 12043. .12261, 






12080. .12271, 12143. .12277, 


12275. .12316 




oeq ■ INO . 


43063 


Seq. ID 


OJ000450_04.0410.C3 






90154 


Strand 






Start 


13951 


End 


21741 




Name 


OJ000450 04.0410.C3.ol.tm 


Method 


TBLASTX: Maize 




04- a 


12892 


End 


13368 






none 


Score 


500 




Exons 


12892. .13203, 12893 .. 13225, 


12896. .13207, 13210 .. 13272, 






13211. .13294, 13233. .13307, 


13280. .13366, 13287 .. 13328 , 






13309. .13368 








Seq. No. 


43063 


Seq. ID 


OJ000450_04.0410.C3 




Gene No. 


90154 


Strand 






Start 


13951 


End 


21741 




Name 


OJ000450 04.0410.C3.o5.gs 


Method 


GENSCAN 




Start 


13951 


End 


21739 



43777 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



13951. .14456, 14752 .. 17229, 20062 .. 20253, 20359 20662 , 
21299. .21386, 21482 .. 21585, 217 19 ... 21739 



43063 
90154 
13951 

OJ000450_04.04 

14029 

none 

14029. .14115, 
14993. .15049, 
15593. .15754, 
15605. .15724, 
15752. .16174, 
15755. .15856, 
15881. .16351, 
16190. .16339, 
16394. .16507, 



10.C3.o4.tc 



16421. 
16817. 



,16603, 
,16888 



14239. 
15185. 
15593. 
15635. 
15752. 
15818. 
15981. 
16259. 
16403. 
16553. 



.14286, 
.15337, 
.15751, 
.15739, 
.16168, 
.16117, 
.16214, 
.16360, 
,16510, 
,16666, 



Seq. ID OJ000450_04.0410.C3 
Strand 

21741 

TBLASTX: Cress 
16888 
66 

14986, 14820. .14984, 
15544, 15542. .15754, 
15751, 15605. .16051, 
15686, ,16165, 15743 .. 16165, 
15752, ,16153, 15755 .. 16168 , 
15819. ,15941, 15827, .16168, 
16171, 16172. .16273, 
16393, 16352. .16384, 
16561, 16421. .16684, 



End 

Method 

End 

Score 

14819 

15485 

15599 



16025 
16352 
16421 



43063 
90154 
13951 

OJ000450_04.0410.C3,o6.ts 

14170 

none 



16556. .16684, 16640 .. 16693, 



Seq. ID OJ000450_04.0410.C3 
Strand 

End 21741 

Method TBLASTX : Soybean 

End 15256 

Score 130 • 



14170. .14286, 14753. .14986, 14 987 .. 15064 , 15083, .15256 



43063 
90154 
13951 

OJ000450_04 . 04 10 , C3 . oil . tm 

14239 

none 



Seq, ID OJ000450_04.0410.C3 
Strand 

End 21741 

Method TBLASTX : Mai ze 

End 15283 

Score 7 4 



14239. .14304, 14807 ,. 1504 9, 14846, . 14980, 15083. .15283 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000450 04. 0410. C3 



21741 
AAT/GAP 
15021 
509 



43063 
90154 
13951 

OJ000450_04.0410.C3.o6.gp 
14761 

LIB3477-005-P1-K1-B12 
14761. .15021 

'5734642/dbj IBAA83373.il 2.0e-14 (AP000391) ESTs 
C22657 (S0014) ,022656 (S0014) correspond to a region of the 
predicted gene.; Similar to receptor protein kinase, ERECTA 
(AC004484) [Oryza sativa] >gi_6006357_dbj_BAA84787 , 1_ (AP000559) 
ESTs C22657 (S0014) ,C22656 (S0014) correspond to a region of the 
predicted gene.; Similar to receptor protein kinase, ERECTA 
(AC004484) [Oryza sativ' 



43063 Seq. ID 

90154 Strand 

13951 End 

OJ000450 04.0410.C3.o3.tw Method 



OJ000450_04.0410.C3 
21741 

TBLASTX: Wheat 



43778 





1 /I Q *? tf; 






End 


15208 






bi 


none 






Score 


63 






Exons 


14876. 


.14980, 14876. 


. 1 3U 01 , 


15080. .15208 






beq, NO. 


43063 






Seq. ID 


OJ000450 


U f± . u 4 1 u 




rt M rt 

bene no. 


90154 






Strand 








Start 


13951 






End 


21741 






Name 


OJ000450 04. 0410. C3. 


o4 . tm 


Method 


TBLASTX : 1 


Maize 




o uar L 


15482 






End 


16300 






bl 


none 






Score 


75 






Exons 


15482. 


.15523, 15483. 




15509. .15664, 15530 








15540. 


.15839, 15749. 


1 Q 4 ^ 
. 1 3 0 fl f± / 


15755. .15856, 15971 








16025. 


.16174, 16052. 


• 1 D 1 D 0 / 


16139. .16300 






O rt M rt 

becj. NO. 


43063 






Seq. ID 


OJ000450 


04 04 1 n 

U *i . U *i -L VJ 




Gene No. 


90154 






Strand 








Start 


13951 






End 


21741 






Name 


OJ000450 04. 0410. C3. 


o4 . t S 


Method 


TBLASTX: 






btar u 


15755 






End 


16366 






GI 


none 






Score 


151 






Exons 


15755. 


.16000, 15768. 


. 1 DU D / , 


15770. .16072, 15899 


• • 10100, 






15992. 


.16165, 16181. 


. 1 D J DD 










Seq. No. 


43063 






' Seq. ID 


OJ000450 


_04 .0410 


.C3 


Gene No. 


90154 






Strand 








o uar u 


13951 






End 


21741 






Name 


OJ000450 04. 0410. C3. 


0/ .gp 


Method 


AAT/GAP 






btarr 


20036 






End 


20352 






bl 


3767631 




Score 


557 






Exons 


20036. 


.20352 












O rt rt M rt 

Seq. NO. 


43063 






Seq. ID 


OJ000450 


CiA 0410 
U fl * U f± 1 U 


• 


rt « rt XT rt 

bene no. 


90154 






Strand 








btart 


13951 






End 


21741 






Name 


OJ000450 04. 0410. C3. 


06. tm 


Method 


TBLASTX:! 


Maize 




Start 


20154 






End 


21741 






bl 


none 






Score 


36 






Exons 


20154. 


.20222, 20158. 




20230. .20247, 20270 


90 '^4 1 






20309. 


.20677, 20339. 


, ZVOOO f 


20340. .20678, 21296 


9 1 0 p c 






21297. 


.21386, 21299. 


. z 1 00 0 , 


21497. .21583, 21502 


91 Rfi R 






21503. 


.21586, 21669. 


. z 1 / 4 u , 


21669. .21740, 21670 


917 41 

• . Z 1 / fl 1 




Seq. No. 


43063 






Seq. ID 


OJ000450 


_04.0410 


.C3 


Gene No. 


90154 






Strand 








otar u 


13951 






End 


21741 






Name 


OJ000450 04. 0410, C3. 


08 . gp 


Method 


AAT/GAP 






0 4--, v-^- 

brart 


21493 






End 


21739 






bl 


427695 






Score 


279 






Exons 


21493. 


.21585, 21672. 












06 q « LNQ • 


43064 






Seq. ID 


OJ000450 


_04.0410 


.C5 


Gene No. 


90155 






Strand 


+ 






Start 


2474 






End 


18106 






Name 


OJ000450 04. 0410. C5. 


ol . gs 


Method 


GENSCAN 






Start 


2474 






End 


4291 






GI 


none 






Score 


.57 






Exons 


2474. . 


2619, 2813.. 2988, 3001 


..3048, 3706. .3870, 


4235. .4291 



43779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43064 Seq. ID 

90155 Strand 

2474 End 

OJ000450_04.0410.C5.ol.np Method 

3709 End 

6979913 Score 



OJ000450_04 .0410.C5 
+ 

18106 
AAT/NAP 
17899 
1260 



3709. .3870, 4723. .4792, 4869. .4927, 5128. .5203, 5385. .5462, 
5597. .5684, 6554. .6809, 16140 .. 16255, 16325 .. 16542 , 
17001. .17032, 17125. .17227, 17453 .. 17561, 17650. .17899 
(AF221526) prunasin hydrolase isoform PHA precursor [Prunus 
serotina] 



43064 
90155 
2474 

OJ000450_04 . 04 10 . C5 . o2 . gs 

5378 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5378. .5462, 6517. .6701, 7964. .8059, 8329. .8523, 9288. .9403, 
9473. .9690, 9798. .9829, 9924. .10026, 10239 .. 10347 , 104 33 .. 10621, 
11646. .11760, 12543. .12828, 13081 .. 1314 6, 13269 .. 13327 , 
13395.. 13523 



OJ000450_04 .0410.C5 
+ 

18106 
GENSCAN 
13523 
.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43064 Seq. ID 

90155 Strand 

2474 End 

OJ000450_04 . 04 10 . C5 . o3 . gs Method 

14134 End 

none Score 



OJ000450_04 .0410.C5 
+ 

18106 
GENSCAN 
17818 
.81 



14134. .14218, 14817. .15102, 16325 .. 16542, 17059 .. 17087 , 
17125. .17227, 17453 .. 17561, 17650.. 17818 



43064 
90155 
2474 

OJ000450_04 . 0410 .'C5 . o2 . gp 
17190 

55850_1.R1084 

17190. .17227, 17453. .17561, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_ 
+ 

18106 
AAT/GAP 
18106 
1086 



04 .0410. C5 



17650. .18106 



'1236961 2 
serotina] * 



. Oe-32 (U50201) prunasin hydrolase precursor [Prunus 



43064 
90156 
18167 

OJ000450_04 . 0410 .C5 .o4 .gs 

18167 

none 

18167. .18287, 18379.. 18626 

43064 
90157 
10236 

OJ000450_04 . 0410 . C5 . ol . gp 
10236 

55850 1.R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_04 .0410-C5 
+ 

18626 
GENSCAN 
18626 
.79 



OJ000450 04. 0410. C5 



10760 
AAT/GAP 
10760 
673 



43780 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10236, .10345, 10431.. 10760 

•1236961 2.0e-32 (U50201) prunasin hydrolase precursor [Prunus 
serotina] ' 



43064 

90158 

20247 

OJ0004 

3811 

none 

3811. . 

4873. . 

5596. . 

9312. . 

10228. 

12645. 

13799. 

14779. 

16137. 

16326. 

17443. 



50 04 .0410.C5.ol.ts 



3870, 4720. .4851, 4720 
4908, 5113.. 5202, 5130 
5685, 6515.. 6742, 6558 
9404, 9474. .9674, 9482 
.10347, 10229. .10351, 
.12704, 13091. .13195, 
.13894, 13817. .13894, 
.14967, 14783. .15052, 
.16259, 16161. .16256, 
.16526, 17127. .17228, 
.17565, 17630. .17815, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 04. 0410. C5 



20701 

TBLASTX: Soybean 
17826 
80 

..4794, 4722. .4829, 4859. .4927, 
..5201, 5387.. 5470, 5595.. 5690, 
..6878, 6570. .6809, 9285. .9407, 
..9634, 9920.. 10030, 9927.. 10028, 
10407. .10607, 10430. .10609, 
13104. .13202, 13259. .13327, 
13822. .13905, 14330 14416, 
14790. .15011, 14792. .15034, 
16260. .16445, 16325 16525, 
17127. .17231, 17128, .17229, 
17647. .17826, 17653.. 17823 

Seq. ID OJ000450_04 .0410.C5 
Strand 

End 20701 

Method TBLASTX : Mai ze 

End 15034 

Score 54 



43064 
90158 
20247 

OJ000450_04 . 04 10 . C5 . o2 . tm 
4720 
none 

4720. .4791, 4859.-4927, 5112. .5201, 5131. .5202, 5387. .5470, 
5595. .5669, 5596. ,5670, 6557. .6748, 6558. .6692, 6558. .6809, 
6720.. 6809, 13104 .. 13193, 13259 .. 13327, 13793 .. 13894 , 
13796. .13879, 13822 .. 13893, 14330. . 14401, 14783 .. 15034 , 
14797. .14973 



50 04.0410.C5.ol.tc 



43064 
90158 
20247 
OJ0004 
4747 
none 
4747. . 
6555. . 
9471. . 
10445. 
13799. 
14780. 
16316. 
17143. 
17915. 

43064 
90158 
20247 

OJ000450_04 .0410.C5.ol.tw 
5115 
none 



Seq. ID 
Strand 
End 

Method , 
End 
Score 



OJ000450 04. 0410. C5 



4791, 4880. .4927, 5113 
6809, 6563.. 6805, 6565 
9578, 9474.. 9632, 9482 
.10531, 10560. .10622, 
.13894, 14336, .14416, 
.15049, 16146, .16259, 
.16471, 16323. .16442, 
.17229, 17660. .17758, 
.17983 



20701 

TBLASTX: Cress 
17983 
58 

.5202, 5387.. 5467, 5605.. 5685, 
.6825, 9294. .9407, 9464. .9619, 
.9607, 9942. .10028, 10443 ,. 10535, 
13149. .13193, 13280. .13327, 
14692. .15030, 14780 .. 15034 , 
16148. .16255, 16288 ,. 164 61, 
16325. .16459, 16326 .. 16484 , 
17662. .17748, 17777 ., 17839, 



Seq. ID OJ000450_04.0410.C5 



Strand 
End 

Method 

End 

Score 



20701 

TBLASTX: Wheat 

16475 

98 



5115. .5201, 5125. .5202, 5396. .5455, 5404. .5487, 5599. ,5685, 



43781 




6555. .6692, 6557. .6748, 6720. .6806, 9303. .9407, 9474. .9623, 
9482. ,9616, 13817 .. 13894 , 13819 .. 13893, 13823 .. 13894 , 
14327. .14416, 14780 .. 15031, 14782 14 973, 16155 .. 16259, 
16325. .16468, 16326.. 16475 



C . W . 


43064 


Seq. ID 


OJ000450_04.0410.C5 




90158 


Strand 






20247 


End 


20701 




OJ000450 04.0410.C5.ol.tm 


Method 


TBLASTX: Maize 


O J. L. 


9372 


End 


17812 




none 


Score 


48 




9372.. 9407, 9477.. 9614, 9924.. 10091, 10229 .. 10348 , 10430.. 




10430 10579 10431 10595. 


10434. .10595, 10453 .. 10596, 




^f^77A 16329 16457 


17125. .17229, 17 647 .. 17796, 




17648. .17812, 17651.. 17809 






Ocrv^ . INtJ . 


4^nfi4 


Seq. ID 


OJ000450_04.0410.C5 






Strand 




o L. ai- 




End 


20701 




n.Tnnn4sn n4 n4in n2 tw 


Method 


TBLASTX: Wheat 


q-h a r1- 


QQTft ~ 
/ o 


End 


17812 


GI 


none 


Score 


68 


Exons 


9978.. 10037, 10433 .. 10531, 


10434. .10535, 10545 .. 10619, 




10548. .10595, 17178 .. 1724 6, 


17179. .17238, 17650 .. 1774 8 , 




17fiS1 177S2 17762 17fil2 


17765. .Ill 


309 






Seq. ID 


OJ000450_04.0410.C5 


rZotVid Mo 




Strand 




q+- a rl" 




End 


20701 


Name 




Method 


GENSCAN 


Start 


20247 


End 


20701 


GI 


none 


Score 


.88 


V OT^ Q 


20247. .20528, 20561.. 20701 






qcarr Mo 


43065 


Seq. ID 


OJ000450_04.0410.C6 


rZoFio Mo 


90159 


Strand 


+ 




567 


End 


2282 


Name 


OJ000450 04.0410.C6.ol.gs 


Method 


GENSCAN 


Start 


567 


End 


1497 


GI 


none 


Score 


.48 


Exons 


567. .714, 1224. .1294, 1468. 


.1497 




Coo Mo 


43065 


Seq. ID 


OJ000450_04.0410.C6 


r^OTlA Mo 


90159 


Strand 


+ 


q4- a r-f- 


567 


End 


2282 


IN CLIUC 


OJ000450 04.0410.C6.o2.np 


Method 


AAT/NAP 


Start 


1061 


End 


2282 


GI 


6103585 


Score 


167 


Exons 


1061. .1142, 1618. .1713, 1791. .1849, 2075. .2154, 2264. .2282 


GI Descrip. 


( AF14 9311 ) raucaf f ricine-0- 


beta-D-glucosidase [Rauvolfia 




serpentina] 






Seq. No. 


43065 


Seq. ID 


OJ000450_04.0410.C6 


Gene No. 


90159 


Strand 


+ 


Start 


567 


■ End 


2282 


Name 


OJ000450 04.0410.C6.o2.gs 


Method 


GENSCAN 


Start 


1784 


End 


1849 



43782 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1784. .1849 



Score .68 



OJ000450 04. 0410. C6 



43065 Seq. ID 

90160 Strand 
1 End 1094 

OJ000450_04 .0410.C6.ol.np Method AAT/NAP 
1 End 1094 

4507349 Score 131 

I. .850, 1024. .1094 

TATA box binding protein (TBP) -associated factor, RNA polymerase 

II, CI, 130kD gi|3024681|sp|O00268|T2D3_HUMAN TRANSCRIPTION 
INITIATION FACTOR TFIID 135 KD SUBUNIT (TAFII-135) (TAFII135) 
(TAFII-130) (TAFII130) gi I 205832 6 | emb | CAA72189 | (Y11354) subunit 
of RNA polymerase II transcription factor TFIID [Homo sapiens] 



Cpsrr Mo 

O . Lii W . 


43066 


Seq. ID 


OJ000450__04.0410.C7 


Hpnf^ No - 


90161 


Strand 


+ 


Start 


213 


End 


3029 


Name 


OJ000450 04.0410.C7.ol.gs 


Method 


GENSCAN 


Start 


213 


End 


668 


GI 


none 


Score 


.74 


Exons 


213. .668 






O C ^ . LN u . 


43066 


Seq. ID 


OJ000450_04.0410.C7 




90161 


Strand 


+ 




213 


End 


3029 


Name 


OJ000450 04 .0410.C7 .ol.np 


Method 


AAT/NAP 


04-3 7-4- 


257 


End 


2847 


GI 


6979913 


Score 


845 


Exons 


257, .512, 1378. .1493, 1563.. 


1784, 1936 


..1963, 2063. .2165, 




2411,. 2519, 2605., 2847 








(AF221526) prunasin hydrolase isoform 


PHA precursor [Prunus 




serotina] 






Seq. No. 


43066 


Seq, ID 


OJ000450_04.0410.C7 


Gene No. 


90161 


Strand 


+ 


Start 


213 


End 


3029 


Name 


OJ000450 04.0410,C7.ol.gp 


Method 


AAT/GAP 


Start 


617 


End 


995 


GI 


.LIB3474-011-P1-K1-A2 


Score 


683 


Exons 


617. .995 






GI Descrip. 


'3128190 2.0e-17 (AC004521) 


putative beta-glucosidase 




[Arabidopsis thaliana] * 






Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410,C7 


Gene No. 


90161 


Strand 


+ 


Start 


213 


End 


3029 


Name 


OJ000450 04.0410.C7,o2.gs 


Method 


GENSCAN 


Start 


1372 


End 


2785 


GI 


none 


Score 


.74 


Exons 


1372.. 1493, 1563,, 1780, 2091 


..2165, 2411, ,2519, 2605. .2785 


Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410.C7 


Gene No. 


90161 


Strand 


+ 


Start 


213 


End 


3029 


Name 


OJ000450 04 ,0410.C7.o2.gp 


Method 


AAT/GAP 



43783 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1592 End 2475 

4880915 Score 906 

1592.. 1780, 1936.. 2165, 2411.. 2475 

3128190 2.0e-17 (AC004521) putative beta-glucosidase 
[Arabidopsis thaliana] 



43066 Seq. ID 

90161 Strand 

213 End 

OJ000450_04 . 04 10 . C7 . o3 . gp Method 

2463 End 

36810_1.R1084 Score 
2463. .2519, 2605. .3029 

•1155255 9.0e-15 (U39228) beta-glucosidase [Prunus avium]' 



OJ000450_04.0410.C7 
+ 

3029 
AAT/.GAP 
3029 
846- 



OJ000450_04.0410.C7 
+ 

8304 
GENSCAN 
8304 
.51 



43066 Seq. ID 

90162 Strand 
6919 End 
OJ000450_04.0410.C7.o4 .gs Method 
6919 End 
none Score 
6919.. 6931, 7802.. 8304 

-43066 Seq. ID 

90163 Strand 
11113 End 
OJ0004 50_04 . 04 10 . C7 . o6 . gs Method 
11113 End 
none Score 
11113. .11314, 11461. .11594, 11707 .. 1214 8 , 12234 .. 12593, 
12674. .12852, 12950 .. 13217 , 13285 .. 13430, 13612 .. 13785, 
14199. .14391, 14410, .14616, 15049 .. 15653, 15915 .. 16217, 
16933. .19521 



OJ000450_04.0410.C7 
+ 

19521 
GENSCAN 
19521 
.61 



Seq. ID 

Strand 

End 

Method 

End 

Score 



43066 
90163 
11113 

OJ000450_04.0410.C7.o2.np 
12867 
7463013 

12867. .12963, 13077 .. 13528 , 13588 14 535, 14569 14831, 
15168. .15426, 19171. .19316 

saframycin Mxl synthetase B - Myxococcus xanthus 

gi 1 1171128 I gb I AAC44128.il (U24657) saframycin Mxl synthetase B 

[Myxococcus xanthus] 



OJ000450 
+ 

19521 
AAT/NAP 
19316 
618 



04. 0410. C7 



43066 
90164 
23473 

OJ000450_04 .0410.C7.o4 .np 

23473 

6721561 

23473. .23541, 24507, 



OJ000450_04 .0410.C7 
+ 



Seq. ID 
Strand 

End 25656 
Method AAT/NAP 
End 25656 
Score 1050 
.24697, 24768.-24826, 24894.. 25656 
(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 Idbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 



43784 




protein [Oryza sativa] 



Seq. No, 


43066 




Seq. ID 


OJ000450_ 


04 .0410 


.07 




90165 




Strand 


+ 






D uazr u 


^ ^ J O / 




End 


44015 






Naitie 




o 9 . gs 


Method 


GENSCAN 








^ ^ -J O ' 




End 


32754 








none 




Score 


.88 






Exons 


9Q'^fi7 9Qfin7 




30052. .30223, 30260. 


. 30697, 






'^0791 30R'^7 30846 


. 31020, 


31038. .32754 








43066 




Seq. ID 


OJ000450_ 


04 .0410 


.07 


ripnp No 


90165 




Strand 


+ 






Start 


29387 




End 


44015 






Name 


OJ000450 04. 0410. C7. 


o6.np 


Method 


AAT/NAP 






O udL U 


30331 




End 


44012 








7228457 




Score 


8719 






XT' V /^■o o 


30331. .30697, 30759. 


.32691, 


32755. .33589, 33711. 


.34670, 






34737. .35653, 43379. 


.44012 












(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 












Seq. No. 


43066 




Seq. ID 


OJ000450_ 






Gene No. 


90165 




Strand 


+ 






Q-l- ra r--t- 

o uar U 


29387 




End 


44015 






Name 


OJ0b0450 04. 0410. C7. 


ol2 .gs 


Method 


GENSCAN 






otar t 


37788 




End 


44015 








none 




Score 


.54 








37788. .39489, 39598. 


.39770, 


39846. .40021, 40157. 








41460. .41485, 42027. 


.42540, 


42635.-42864, 43362. 


.43637, 






43779. .44015 












Seq. No. 


43066 




Seq. ID 


OJ000450_ 


04.0410 


.07 




90166 




Strand 








ouar L 


27193 




End 


31330 






Name 


OJ000450 04. 0410. C7. 


o5 .np 


Method 


AAT/NAP 






o Laru 


27163 




End 


31330 






PT 


5902445 




Score 


1506 








27163. .28400, 28440. 


.28999, 


31310. .31330 






GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 






O C ■ IN vj . 


43066 




Seq. ID 


OJ000450_ 


04 .0410 


.07 


oene ino . 


90166 




Strand 








o uart. 


27193 




End 


31330 






Name 


OJ000450 04. 0410. 07. 


o8 .gs 


Method 


GENSCAN 






otarc 


27193 




End 


28968 






PT 


none 




Score 


.6 






P von Q 


27193. .27935, 28001. 


.28069, 


28071. .28968 






Seq- No. 


43066 




Seq. ID 


OJ000450_ 


04 .0410 


-07 


Gene No. 


90167 




Strand 








Start 


36000 




End 


36859 






Name 


OJ000450 04. 0410. C7. 


oil .gs 


Method 


GENSCAN 






Start 


36000 




End 


36859 






GI 


none 




Score 


.56 






Exons 


36000. .36118, 36341. 


.36458, 


36821. .36859 







43785 




Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410.C7 


Gene No. 


90168 


Strand 




Start 


44634 


End 


47749 


Name 


OJ000450 04.0410.C7.ol3.gs 


Method 


GENSCAN 


Start 


44634 


End 


47749 


GI 


none 


Score 


.79 


Exons 


44634. .46124, 46174 .. 46438, 4 6488 .. 4 7335, 47360 .. 47553, 




47620. .47749 






Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410.C7 


Gene No . 


90168 


Strand 




Start 


44634 


End 


47749 


Name 


OJ000450 04.0410.C7.o7.np 


Method 


AAT/NAP 


Start 


44637 


End 


47749 


GI 


6907089 


Score 


4042 


Exons 


44637. .46387, 46488. .47749 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410.C7 


Gene No. 


90169 


Strand 




Start 


48389 


End 


48514 


Name 


OJ000450 04.0410.C7.o3.ts 


Method 


TBLASTX : Soybean 


Start 


257 


End 


2770 


GI 


none 


Score 


321 


Exons 


257. .445, 261. .530, 279. .512, 


1375. .1494, 1527. .1700, 




1561. .1719, 1567. .1761, 2066. 


.2167, 2401. .2523, 2433. .2519 




2579.-2770, 2602. .2763 






Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410.C7 


Gene No. 


90169 


Strand 




Start 


48389 


End 


48514 


Name 


OJ000450 04.0410.C7.ol3.tw 


Method 


TBLASTX: Wheat 


Start 


258 


End 


1722 


GI 


none 


Score 


268 


Exons 


258. .509, 260. .442, 1393. .1494, 1551,. 


1706, 1555.. 1722 


Seq. No. 


43066 


Seq. ID 


OJ000450 04. 0410. C7 


Gene No. 


90169 


Strand 




Start 


48389 


End 


48514 


Name 


OJ000450 04.0410.G7.o2.tc 


Method 


TBLASTX: Cress 


Start 


258 


End 


2764 


GI 


none 


Score 


277 


Exons 


258. .512, 266. .508, 288. .524, 


1384. .1494, 1386. .1493, 




1531. .1719, 1563. .1697, 2081. 


.2167, 2615. .2707, 2617. .2703 




2723. .2764 






Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410.C7 


Gene No. 


90169 


Strand 




Start 


48389 


End 


48514 


Name 


OJ000450 04.0410.C7.oll.tm 


Method 


TBLASTX: Maize 


Start 


261 


End 


512 


GI 


none 


Score 


239 


Exons 


261. .512, 275. .448, 285. .512 






Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410.C7 


Gene No. 


90169 


Strand 





43786 



start 


48389 


End 


48514 




Name 


OJ000450 04.0410.C7.ol0.tm 


Method 


TBLASTX: Maize 




Start 


1462 


End 


2767 




GI 


none 


Score 


42 




TT von *5 


1462.. 1494, 1567.. 1704, 2063 


..2230, 2401. .2520, 2602, .2751, 




2603,. 2767, 2606.. 2764 








Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410. 


,C7 


Gene No. 


90169 


Strand 






Start 


48389 


End 


48514 




Name 


OJ000450 04 .0410.C7 .ol6. tw 


Method 


TBLASTX: Wheat 




Start 


2117 


End 


2782 




GI 


none 


Score 


69 




Exons 


2117. .2167, 2605. ,2703, 2606 


.,2707, 2717. .2782, 2720. .2764 


Sea No. 


43066 


Seq, ID 


OJ000450_04.0410. 


. C7 


Gene No, 


90169 


Strand 






Start 


48389 


End 


48514 




Name 


OJ000450 04,0410.C7,o8.tm 


Method 


TBLASTX: Maize 




Start 


18870 


End 


19176 




GI 


none 


Score 


137 




P von Q 


18870. .18980, 18871 .. 18981, 


18960, .19121, 18964. ,19122, 






19122. .19175, 19123. .19176 








O C a Li • 


43066 


Seq. ID 


OJ000450_04,0410 


. 07 


fiorip No 


90169 


Strand 






start 


48389 


End 


48514 




Name 


OJ000450 04.0410.C7.o8.tw 


Method 


TBLASTX: Wheat 




Start 


27173 


End 


44003 




GI 


none 


Score 


64 




F.vons 


27173, .27298, 27217. .27303, 


27328. ,27780, 27524 ., 27631, 






27673. .27765, 43395. .43685, 


43427, .43684, 43541 ,. 43711, 






43877. .43996, 43878. .44003 








Sea No. 


43066 


Seq. ID 


OJ000450_04.0410 


.07 


Gene No. 


90169 


Strand 






Start 


48389 


End 


48514 




Name 


OJ000450 04 .0410.07 ,ol5,tm 


Method 


TBLASTX: Maize 




Start 


27208 


End 


43967 




GI 


none 


Score 


52 




TP von 


27208 ..27291, 27242. .27298, 


27286. .27402, 27292 .. 27474 , 






43782. .43883, 43871. .43966, 


43884. .43967 




Seq. No. 


43066 


Seq. ID 


OJ000450_04 .0410 


.07 


Gene No. 


90169 


Strand 






Start 


48389 


End 


48514 




Name 


OJ000450 04.0410.C7,ol2,tm 


Method 


TBLASTX: Maize 




Start 


27700 ~ 


End 


43475 






none 


Score 


222 




TT von ^ 


27700. .27870, 41745. .42038, 


43410. .43475 




Seq. No. 


43066 


■ Seq. ID 


OJ000450_04.0410 


.07 


Gene No. 


90169 


Strand 






Start 


48389 


End 


48514 




Name 


OJ000450 04.0410,C7.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


27802 


End 


35648 




GI 


none 


Score 


172 





43787 




EjXons 


97ftnC> 97R19 




28100. .28156, 35294. . 3564 4 , 
















Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 


Gene No. 


90169 












4ft ^fiQ 

*i O JO ^ 






4fiSl 4 

1 0 ^ X *4 




Ndine 


r).Tnnn4^n n4 n4in ci 


o 4 "hTn 




1 OJ-lMo i a . LYla J. iti 






97Qft9 ~ 




Ejna 


'^^4 ft n 

J J *x 0 U 






none 






1 67 

X u / 




Cxons 


?7QR^> ?ft?R7 ?7QR? 


28270 




ft n ^si ft "^^4*^7 




Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 


Gene No. 


90169 












48389 






4RS1 4 
1 0 J X 1 




Ns-itie 


r)jnnn4sn n4 n4in r7 


o 1 4 • t w 


Mo"t~ h oH 


X OXj/^O X /\ . vVilCd L. 




a r-|- 


?ft4Q? ~ 






^4 Qfi4 
J 1 ^ u 1 










Score 


^^7 




Lj ^ ^ fr* 


9ft4Q9 9ft74Q 9R4Q(^ 


9R7 ^0 




9ft '^4704 '^4Qfi4 




0€q • LNU • 


1 J u o o 




Seq. ID 


OJ000450_04.0410 


. C7 




90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7. 


oll.tw 


Method 


TBLASTX: Wheat 




S3 start 


28789 




End 


34649 




Q GI 


none 




Score 


241 




fil Exons 


28789. .28962, 34191. 


.34412, 


34215. .34466, 34280 344 65, 




ST; 


34500. .34649, 34511. 


.34648 











Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410 


.C7 




Gene No. 


90169 


Strand 








Start 


48389 


End 


48514 






Name 


OJ000450 04.0410.C7.o7.ts 


Method 


TBLASTX: Soybean 






Start 


28789 


End 


34904 






GI 


5666795 


Score 


68 






Exons 


28789. .28938, 34338 34436, 


34512. .34649, 34704.. 34904 






GI Descrip. 


4206306 2'.0e-10 (AF049110) 


prpol [Zea mays] 






Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410 


.C7 




Gene No. 


90169 


Strand 








Start 


48389 


End 


48514 






Name 


OJ000450 04.0410.C7.ol6.tm 


Method 


TBLASTX: Maize 






Start 


31027 


End 


31275 






GI 


none 


Score 


197 






Exons 


31027. .31275, 31029.. 31274 










Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410 


.C7 




Gene No. 


90169 


Strand 








Start 


48389 


End 


48514 






Name 


OJ000450 04.0410.C7.ol2.tw 


Method 


TBLASTX: Wheat 






Start 


31039 


End 


31377 






GI 


none 


Score 


116 






Exons 


31039. .31137, 31056. .31136, 


31104. .31343, 31120.. 31377 





Seq. No. 43066 Seq. ID OJ000450_04 . 04 10 . C7 

Gene No. 90169 Strand 

Start 48389 End 48514 

Name OJ000450 04 . 0410 . C7 . o9 . tw Method TBLASTX: Wheat 



43788 




start 


32112 




End 


32598 




GI 


none 




Score 


399 




Exons 


32112. .32285, 32113 


. .32598,. 


32307. .32567, 32332.. 32571 




Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 


Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


32763 




End 


40265 




GI 


none 




Score 


569 




Exons 


32763. .33218, 32764 


. .33225, 


32764. .33219, 40062.. 40265 




Seq. No. 


43066 




Seq. ID 


OJ000450_04 .0410 


.C7 


Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


. o8 . ts 


Method 


TBLASTX: Soybean 




Start 


32803 




End 


40226 




GI 


none 




Score 


116 




Exons 


32803. .33027, 33034 


. .33168, 


40092. .40226 




Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 


Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


32980 




End 


40451 




GI 


none 




Score 


191 




Exons 


32980. .33393, 39984 


. .40451, 


40059. .40418, 40196. .40450 




Seq- No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 


Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


33304 




End 


40733 




GI 


none 




Score 


114 




Exons 


33304. .33588, 33594 


. .33674, 


40374. .40733, 40382.. 40720 




Sea. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 


Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


. o6 . tw 


Method 


TBLASTX: Wheat 




Start 


33333 




End 


40811 




GI 


none 




Score 


301 




Rxons 


33333. . 33593, 33334 


. .33594, 


33372. .33668, 334 33.-33594, 






33597. .33752, 33605 


. .33727, 


40395. .40811 




Seq. No. 


43066 




Seq. ID 


OJ000450_04 .0410 


.C7 


Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


33412 




End 


40997 




GI 


none 




Score 


92 




Exons 


33412. .33588, 33588 


. .33755, 


40494. .40997, 4 0535. .40915 




Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 


Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


.o4 . tw 


Method 


TBLASTX: Wheat 





43789 






Start 


38223 




End 


38800 






GI 


none 




Score 


201 






F. von 


38223. . 38429, 38.240. 


.38431, 


38241. .38429, 38299 .. 38430, 








38430. .38792, 38435. 


.38800, 


38436.-38792, 38632. .38793 






Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 




Gene No. 


90169 




Strand 








Start 


48389 




End 


48514 






Name 


OJ000450 04. 0410. C7. 


o7 . tm 


Method 


TBLASTX: Maize 






Start 


38225 




End 


38462 






GI 


none 




Score 


64 






Exons 


38225. . 38344, 38226. 


.38423, 


38235. .38462, 38237.. 38461 






Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 




Gene No. 


90169 




Strand 








Start 


48389 




End 


48514 






Name 


OJ000450 04. 0410. C7. 


o5 . ts 


Method 


TBLASTX : Soybean 






Start 


38270 




End 


38666 






GI 


none 




Score 


131 






IT vnn s 


38270. .38404, 38271. 


.38405, 


38445. .38666, 38465.. 38653 






Sea No 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 




Gene No. 


90169 




Strand 








Start 


48389 




End 


48514 






Name 


OJ000450 04. 0410. C7. 


o5 . tw 


Method 


TBLASTX: Wheat 




^- = 

f\ i 


Start 


39150 




End 


39632 






GI 


none 




Score 


340 






Exons 


39150. .39425, 39162. 


.39419, 


39170. .39424, 39438 .. 39632 , 




I'd 




39443. . 39604 










r i £ 


Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 




Gene No. 


90169 




Strand 






E 


Start 


48389 




End 


48514 






Name 


OJ000450 04. 0410. C7. 


o4 , ts 


Method 


TBLASTX : Soybean 






Start 


39390 ~ 




End 


39632 






GI 


none 




Score 


285 




' ==. 


Exons 


39390. .39632, 39392. 


.39586, 


39396. .39626 






Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.C7 




Gene No. 


90169 




Strand 








Start 


48389 




End 


48514 






Name 


OJ000450 04. 0410. C7. 


o6 . tm 


Method 


TBLASTX: Maize 






Start 


39390 ~ 




End 


39635 






GI 


none 




Score 


294 






Exons 


39390. .39635, 39392. 


.39601, 


39396. .39626 






Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410 


.07 




Gene No. 


90169 




Strand 








Start 


48389 




End 


48514 






Name 


OJ000450 04 . 0410 . C7 . 


ol5 . tw 


Method 


TBLASTX: Wheat 






Start 


39686 ~ 




End 


39869 






GI 


none 




Score 


183 






Exons 


39686. .39865, 39687, 


.39869 










Seq. No. 


43066 




Seq, ID 


OJ000450_04.0410 


.C7 




Gene No. 


90169 




Strand 








Start 


48389 




End 


48514 





43790 



Name OJ0004 50_04 . 04 10 . C7 . o9 . tm 

Start 39708 

GI none . 

Exons 39708. .39803, 39816 .. 39959, 

Seq. No. 43066 

Gene No. 90169 

Start 48389 

Name OJ0004 50_04 . 04 10 . C7 . ol . ts 

Start 40757 

GI none 

Exons 40757. .41014, 40758 .. 41012, 

Seq. No. 43066 

Gene No. 90169 

Start 48389 

Name OJ000450_04 . 0410.C7 . ol . tw 

Start 40934 

GI none 

Exons 40934. .41359, 40935 .. 41360, 



Method TBLASTX : Mai ze 
End 39959 
Score 67 
39818. .39958 

Seq. ID OJ000450_04 ,0410.C7 
Strand 

End 48514 

Method TBLASTX : Soybean 

End 41014 

Score 346 
40826. .41014 

Seq. ID OJ000450_04 .0410.C7 
Strand 

End 48514 

Method TBLASTX : Wheat 

End 41361 

Score 713 
41284.. 41361 







43066 




Seq. ID 


OJ000450_04 .0410.C7 






90169 




Strand 








48389 




End 


48514 


\ ~ 


Name 


OJ000450 04. 0410. C7 


.06. ts 


Method 


TBLASTX: Soybean 


% '• - 


Start 


41019 




End 


41218 


r : ; 


GI 


none 




Score 


161 


f 1 
^5 if 


£_i A \J i i O 


41019. .41123, 41033 


. .41131, 


41127. .41213, 41129. .41218 




Seq. No. 


43066 




Seq. ID 


OJ000450_04,0410.C7 




Gene No. 


90169 




Strand 




fu 


Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


.ol4 . tm 


Method 


TBLASTX: Maize 


X 'Si. 

%J 


Start 


41139 




■ End 


41314 




GI 


none 




Score 


212 




Exons 


41139. .41309, 41139 


, .41303, 


41141. .41314 




Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410.C7 


r ~ 


Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


41310 




End 


41675 




GI 


none 




Score 


441 




Exons 


41310. .41675, 41382 


. .41672, 


41459. .41674 - 




Seq. No. 


43066 




Seq. ID 


OJ000450_04.0410.C7 




Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. 07 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


41394 




End 


41742 




GI 


none 




Score 


506 




Exons 


41394. .41738, 41397 


. .41735, 


41404. .41742, 41426. .41737 




Seq. No. 


43066 




Seq. ID 


OJ000450_04 . 0410. C7 




Gene No. 


90169 




Strand 






Start 


48389 




End 


48514 




Name 


OJ000450 04. 0410. C7 


.o7 . tw 


Method 


TBLASTX: Wheat 



43791 



o LciX U 


4 1 4 ft 7 

*a X *4 O ' 


End 


41846 




yjl. 


none 


Score 


417 




Kxons 


dldftl 41ft4fi 41Sftn 


41492. .41836 




Seq. No. 


43066 


Seq. ID 


OJ000450_04.0410. 


C7 


Gene No. 


90169 


Strand 








4 8389 


End 


48514 




Nfline 




Method 


TBLASTX: Wheat 




o Lair U 


4 1 R77 ~ 

H XO f f 


End 


42275 






none 


Score 


562 




£xons 


41R77 4997S 41ft7ft 4??fi4 


41879. .42265 




Seq. No. 


43066 


Seq. ID 


OJ000450_04 .0410. 


C7 


Gene No. 


90169 


Strand 








48'^8 9 

1 O J o ^ 


End 


48514 




Nd.nie 


n,Tnnn4sn 04 04in r7 ns tm 


Method 


TBLASTX: Maize 






49049 ~ 

*i Z, *1 ^ 


End 


42316 






none 


Score 


351 




Kxons 


49049 49314 49044 4931fi 


42076. .42315 




o6q. INvJ . 


4 J W D O 


Seq. ID 


OJ000450_04 .0410. 


C7 


Gene No. 


90169 


Strand 






Start 


48389 


End 


48514 




Name 


n.T0004S0 04 0410 CI n1 3 I-tti 


Method 


TBLASTX: Maize 






4 931 ft ~ 

fi 4^ O X o 


End 


42565 






none 


Score 


219 




Exons 


4931ft 49S0fi 49399 494R0 


42354. .42494, 42519 .. 42557 , 






49R91 49^^^ 








O c ^ • IN VJ • 


430fifi 

•a J V U U 


Seq. ID 


OJ000450_04.0410. 


C7 


Gene No. 


90169 


Strand 






Start 


48389 


End 


48514 




Name 


OJ000450 04 .0410.C7.o8.np 


Method 


AAT/NAP 






48389 


End 


48514 






7523512 


Score 


190 






48389. .48514 










{AP001633) hypothetical protein [Oryza 


sativa] 




oeq. cvo - 


43067 


Seq. ID 


OJ000450_04.0410. 


C8 




90170 


Strand 


+ 




Start 


5394 


End 


16730 




Name 


OJ000450 04 .0410.C8.o2.gs 


Method 


GENSCAN 




O LdX U 


5394 


End 


16730 




oX 


none 


Score 


.56 




Exons 


5394.. 5458, 6327.. 6641, 6679 


..6785, 7833. .8014, 8106. .8208, 




9467.-9749, 11795 .. 11915, 13263 134 19, 


16291. .16343, 






16590. .16730 








th? C VJ * IN ^ ■ 


43067 


Seq, ID 


OJ000450_04 .0410. 


C8 


Gene No. 


90170 


Strand 


+ 




Start 


5394 


End 


16730 




Name 


OJ000450 04.0410.C8.o3.np 


Method 


AAT/NAP 




Start 


6331 


End 


8258 




GI 


7109467 


Score 


678 




Exons 


6331.. 6581, 6679.. 6785, 7833 


..8014, 8106. .8258 





GI Descrip. (AC016662) putative 60S ribosomal protein L6 [Arabidopsis 
thaliana] 



43792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000450_04.0410.C8 

Strand + 

End 16730 

Method AAT/GAP 

End 6786 

Score 390 



43067 
90170 
5394 

OJ000450_04.0410.C8.ol.gp 
6418 
2800914 
6418. .6581, 6679. .6786 

4158227/emb|AJ132110|OCU132110 l.Oe-14 Oryctolagus cuniculus 
mRNA for epithelial sodium channel, gamma subunit 



43067 Seq. ID 

90170 Strand 
5394 End 
OJ000450_04 . 0410 . C8 . o2 . gp Method 
6758 End 
18112_3.R1084 Score 
6758. .6785, 7833. .8014, 8106. .8471 

'464621/sp|P34091|RL6_MESCR 6.0e-45 60S RIBOSOMAL PROTEIN L6 

(YL16-LIKE) >gi_280374_pir S28586 ribosomal protein ML16 - 

common ice plant >gi_19539_emb_CAA4 9175_ (X69378) ribosomal 
protein YL16 [Mesembryanthemum crystallinum] ' 



OJ000450_04.0410.C8 
+ 

16730 
AAT/GAP 
8471 
1112 



43067 Seq. ID 

90170 : Strand 
5394 End 

OJ000450_04 . 04 10 . C8 . o4 . np Method 
7209 End 
133446 Score 



OJ000450_04 .041Q.C8 
+ 

16730 
AAT/NAP 
13750 
687 



7209. .7240, 9692. .10122, 10284 10358 , 13718. .13750 
DNA-DIRECTED RNA POLYMERASE BETA" CHAIN gi | 6698 6 | pir | | RNRZC2 
DNA-directed RNA polymerase (EC 2.7.7.6) beta '-2 chain - rice 
chloroplast gi 1 11973 I emb I CAA33988 I (X15901) RNA polymerase beta' 
subunit-2 [Oryza sativa] 



OJ000450_04 .0410.C8 
+ 

16730 
AAT/NAP 
12454 
1048 



43067 Seq. ID 

90170 Strand 
5394 End 
OJ000450_04 .0410.C8.o5.np Method 
10400 End 
131294 Score 
10400. .11076,. 12391. .12454 

PHOTOSYSTEM II D2 PROTEIN (PHOTOSYSTEM Q (A) PROTEIN) 
gi|72665|pir| IF2RZD2 photosystem II protein D2 - rice 
chloroplast gi | 11964 | emb | CAA34013 | (X15901) PSII D2 protein 
[Oryza sativa] gi | 226682 | prf | I 1603356G photosystem II D2 protein 
[Oryza sativa] 



Seq. ID OJ000450_04.0410.C8 

Strand + 

End 16730 

Method AAT/GAP 

End 11931 

Score 289 

l.Oe-170 Oryza sativa subsp, indica 



43067 
90170 
5394 

OJ000450_04,0410.C8.o5.gp 
11759 

1629_2.R1084 
11759. .11931 

'1245217/gb|U49840|OSU49840 

large ribosomal RNA gene, chloroplast gene encoding chloroplast 



43793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



rRNA, partial sequence' 



43067 
90170 
5394 

OJ000450_04 .0410.08. o6.np 
13132 
132862 

13132. .13521, 14185. .14612 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L2 gi | 7 1088 | pir | | R5RZ2 
ribosomal protein L2 - rice chloroplast 



Seq. ID OJ000450_04.0410.C8 

Strand + 

End 16730 

Method AAT/NAP 

End 14612 

Score 1362 



Seq. ID OJ000450_04.0410.C8 

Strand + 

End 16730 

Method AAT/NAP 

End 14877 

Score 427 



43067 
90170 
5394 

OJ000450_04 .0410.C8.o7.np 
14632 
82538 
14632. .14877 

hypothetical 9K protein (rpsl9-rpl2 intergenic region) - rice 
chloroplast gi | 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza sativa] 
gi|12074 |emb|CAA33926| (X15901) ORF82 [Oryza sativa] 
gi|226650|prf I I1603356CA ORE 82 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000450_04 .0410.C8 

Strand + 

End 16730 

Method AAT/NAP 

End 15155 

Score 478 



43067 
90170 
5394 

OJ000450_04.0410.C8.o8.np 
14877 
1213601 
14877. .15155 

(X15901) ribosomal protein S19 [Oryza sativa] 

gi|226648 Iprf I 1 1603356BY ribosomal protein S19 [Oryza sativa] 



43067 
90171 
1 

OJ000450_04 . 04 10 . C8 . ol . np 
1 

7228457 



Seq. ID OJ000450_04.0410.C8 
Strand 

End 5000 

Method AAT/NAP 

End 5000 

Score 1801 



1..42, 707. .862, 986. .1876, 1931. .3487, 4824. .5000 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 43067 

Gene No. 90171 

Start 1 

Name OJ000450_04 .0410.C8.ol.gs 

Start 299 

GI none 

Exons 299.. 1753, 1922.. 2233, 2364, 
4438. .4882 



OJ000450_04.0410.C8 

5000 
GENSCAN 
4882 
.73 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2690, 2771. .3298, 3311. .4236, 



Seq. No. 
Gene No. 
Start 



43067 
90172 
4929 



Seq. ID OJ000450_04.0410.C8 
Strand 

End 5433 



43794 



Name 

Start 

GI 

Exons 

GI Descrip. 
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. .14747, 


14698. .14748, 14699. 


.14749, 






14889. .14987, 14895 


. .14984 










Seq. No. 


43067 




Seq. ID 


OJ000450_ 


04.0410 


.C8 


Gene No. 


90176 




Strand 








Start 


15215 




End 


15677 






Name 


OJ000450 04. 0410. C8 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14131 




End 


14439 






GI 


none 




Score 


457 






Exons 


14131. .14439, 14131 


. .14247, 


14132. .14437, 14163. 


.14438 




Seq. No. 


43067 




Seq. ID 


OJ000450_ 


04.0410 


.C8 


Gene No . 


90176 




Strand 








Start 


15215 




End 


15677 






Name 


OJ000450 04. 0410. C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14760 




End 


15194 






GI 


none 




Score 


155 






Exons 


14760. . 14849, 14761 


. .14862, 


14801. .14890, 14805. 


. 14864, 






14851. . 14925, 14851 


. .14919, 


14855. .15154, 14856. 


.15194, 






14895. . 15155, 14971 


. .15159 










Seq. No. 


43067 




Seq. ID 


OJ000450_ 


04.0410 


.08 


Gene No. 


90176 




Strand 








Start 


15215 




End 


15677 






Name 


OJ000450 04. 0410. C8 


.o7.gp 


Method 


AAT/GAP 






Start 


15215 




End 


15578 






GI 


5455469 




Score 


654 






Exons 


15215. .15578 












GI Descrip. 


131251/sp 1 P12094 | PSBA_ORYSA 


8.0e-56 PHOTOSYSTEM 


Q(B) PROTEIN 



43801 



KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32k:Da protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 



Seq. No. 43067 Seq. ID 

Gene No. 90176 Strand 

Start 15215 End 

Name OJ0004 50_04 . 04 10 . C8 . o2 . tc Method 

Start 15252 End 

GI none Score 

Exons 15252. .15620, 15270.. 15620 



OJ000450_04.0410.C8 
15677 

TBLASTX: Cress 

15620 

385 



OJ000450 04. 0410. C8 



Seq. No. 43067 Seq. ID 

Gene No. 90176 Strand 

Start 15215 End 15677 

Name OJ000450_04 . 0410 . C8 . o9 . np Method AAT/NAP 

Start 15273 End 15677 

GI 131251 Score 666 

Exons 15273. .15677 

GI Descrip. PHOTOSYSTEM Q(B) PROTEIN (32 KD THYLAKOID MEMBRANE PROTEIN) 

(PHOTOSYSTEM II PROTEIN Dl) gi | 72661 1 pir | | FMRZ32 photosystem II 
protein Dl precursor - rice chloroplast gi | 11958 | emb | CAA34 007 | 
(X15901) PSII 32kDa protein [Oryza sativa] gi 1343212 (M36191) 
Q-B protein (psbA) [Oryza sativa] gi | 226249 | prf | | 1503143A psbA 
gene [Oryza sativa] gi | 226406 | prf | | 1510376A quinone bind 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43067 
90177 
15731 

OJ000450_04 . 04 10 . C8 . o9 . ts 

15731 

none 



Seq. ID OJ000450_04.0410.C8 



Strand 
End 

Method 

End 

Score 



15849 

TBLASTX: Soybean 

15849 

185 



15731. .15841, 15731. .15841, 15733 1584 9, 15733.. 15843 

43068 . Seq. ID OJ000450_04 . 04 10 . C9 

90178 Strand + 

473 End 3936 

OJ000450_04 . 04 10 . 09 . ol . np Method AAT/NAP 

473 End 3936 

128657 Score 1812 

473. .645, 2050. .2471, 3184. .3936 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 2, CHLOROPLAST 
gi|6614 9|pir| IDERZN2 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - rice chloroplast gi | 669085 | emb | CAA33941 1 
(X15901) NADH dehydrogenase ND2 [Oryza sativa] 

gi|669089|emb|CAA33920| (X15901) NADH dehydrogenase ND2 [Oryza 
sativa] gi | 226656 | prf | | 1603356CG NADH dehydrogenase ND2 [Oryza 
sativa] 



Seq. No. 43068 

Gene No. 90178 

Start 473 

Name OJ000450_04 . 0410.C9,o2 .gp 

Start 1017 



Seq. ID OJ000450_04.0410.C9 

Strand + 

End 3936 

Method AAT/GAP 

End 1398 



43802 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



uC-osflcyp033a04bl Score 699 

1017. .1398 

•6016845/cibj |AP000570,1|AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_ 
+ 

5506 
AAT/GAP 
5506 
503 



04. 0410. 09 



43068 
90179 
5231 

OJ0004 50_04 .0410.C9.o3.gp 
5231 

LIB3474-003-P1-K1-F1 
5231. .5506 

' 114521/spl P12084 |ATPA_ORYSA l.Oe-78 

>gi_67827_pir PWRZA H+-transporting 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] * 



ATP SYNTHASE 
ATP synthase 



ALPHA CHAIN 
(EC 3.6.1.34) 



43068 Seq. ID 

90180 Strand 
5675 End 
OJ0004 50_04.0410.C9.o3.np Method 
5675 End 
133806 Score 
5675. .5932 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S16 gi | 282999 | pir | | S287 66 
ribosomal protein S16 - barley chloroplast 

gi| 11603|emb|CAA36973| (X52765) ribosomal protein rpsl6 [Hordeum 
vulgare] 



OJ000450_04.0410.C9 
+ 

5932 
AAT/NAP 
5932 
336 



Seq. No. 


43068 


Seq. ID 


OJ000450_04.0410. 


C9 


Gene No. 


90181 


Strand 


+ 




Start 


6502 


End 


6769 




Name 


OJ000450 04.0410.C9.o5.gp 


Method 


AAT/GAP 




Start 


6502 


End 


6769 




GI 


40596 1.R1084 


Score 


445 




Exons 


6502. .6769 








GI Descrip. 


'11957/emb|X15901|CHOSXX 1 


Oe-104 Rice 


complete chloroplast 




genome ' 








Seq. No. 


43068 


Seq. ID 


OJ000450_04 .0410. 


C9 


Gene No. 


90182 


Strand 


+ 




Start 


7266 


End 


8092 




Name 


OJ000450 04.0410.C9.o4.np 


Method 


AAT/NAP 




Start 


7266 


End 


8092 




GI 


226689 


Score 


1197 




Exons 


7266. .8092 








GI Descrip. 


RNA polymerase beta [Oryza 


sativa] 






Seq. No. 


43068 


Seq. ID 


OJ000450_04.0410. 


C9 


Gene No. 


90183 


Strand 






Start 


3501 


End 


5031 




Name 


OJ000450 04.0410.C9.o2.np 


Method 


AAT/NAP 




Start 


3501 


End 


5031 




GI 


82523 


Score 


901 




Exons 


3501. .3618, 4414. .5031 








GI Descrip. 


hypothetical 29K protein (trnH-trnV intergenic region) - 


' rice 



43803 



chloroplast gi|12034 |emb|CAA33940| (X15901) ORF249 [Oryza 
sativa] gi | 12068 | emb | CAA33 921 | (X15901) ORF249 [Oryza sativa] 
gi|226655|prf M 1603356CF ORF 249 [Oryza sativa] 



Seq. No. 43068 Seq. ID OJ000450_04 . 04 10 . C9 

Gene No. 90184 Strand 

Start 5697 End 5908 

Name OJ000450_04 . 0410 . C9 . o4 . gp Method AAT/GAP 

Start 5697 End 5908 

GI uC-osflcyp086a01al Score 361 

Exons 5697.. 5908 

GI Descrip. ' 133806/sp | P25875 | RR16_H0RVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_einb_CAA36973_ {X52765) ribosomal 
protein rpsl6 [Hordeum vulgare] * 



Seq. No. 


43068 








Seq. ID 


OJ000450_04.0410.C9 


Gene No . 


90185 








Strand 




Start 


7847 








End 


7974 


Name 


OJ000450_04, 


.0410. 


09. o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


2037 








End 


2252 


GI 


none 








Score 


247 


Exons 


2037. .2252, 


2056. 


.2250 








Seq. No. 


43068 








Seq. ID 


OJ000450_04.0410.C9 


Gene No. 


90185 








Strand 




Start 


7847 








End 


7974 


Name 


OJ000450 04, 


.0410. 


09. ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3457 








End 


3950 


GI 


none 








Score 


659 


Exons 


3457. .3792, 


3459. 


.3938, 


3459. 


.3950, 3542.. 3940 


Seq. No. 


43068 








Seq. ID 


OJ000450_04.0410.C9 


Gene No. 


90185 








Strand 




Start 


7847 








End 


7974 


Name 


OJ000450 04, 


.0410. 


09. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3746 








End 


4231 


GI 


none 








Score 


318- 


Exons 


3746. .3979, 


3747. 


.3986, 


3747. 


.3986, 3933.. 4025, 3975.. 4025, 




3976. .4026, 


3985. 


.4026, 


4011. 


.4079, 4024. .4089, 4037. .4114, 




4037. .4078, 


4039. 


.4116, 


4041. 


.4121, 4043. .4105, 4096. .4152, 




4096. .4152, 


4154. 


.4231, 


4154. 


.4231 




Seq. No. 


43068 








Seq. ID 


OJ000450_04.0410.C9 


Gene No. 


90185 








Strand 




Start 


7847 








End 


7974 


Name 


OJ000450 04, 


.0410. 


09. o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5012 








End 


5360 


GI 


none 








Score 


86 


Exons 


5012. .5098, 


5048. 


.5110, 


5049. 


.5150, 5072.. 5206, 5083.. 5220, 




5086. .5253, 


5130. 


.5273, 


5196. 


.5255, 5224.. 5256, 5250.. 5282, 




5265. .5360, 


5276. 


.5359, 


5280. 


.5360 




Seq. No. 


43068 








Seq. ID 


OJ000450_04.0410.O9 


Gene No. 


90185 








Strand 




Start 


7847 








End 


7974 


Name 


OJ000450 04, 


.0410. 


09. o4. 


ts 


Method 


TBLASTX : Soybean 



43804 




start 


5082 










End 5914 






GI 


none 










Score 4 6 






E von s 


5082. 


. 5120, 


5083. 


.5121, 


5140. 


.5226, 5140.. 5247, 


5365. 


.5397, 




5400. 


.5450, 


5401. 


.5442, 


5446. 


.5490, 5691. .5891, 


5696. 


.5914, 




5696. 


.5890, 


5698. 


.5913 










O C ^ • LN U • 


43068 










Seq. ID OJ000450 


_04.04ip.C9 




90185 










Strand 








7847 










End 7 974 






Name 


OJ000450 04 


.0410. 


C9.o3. 


tm 


Method TBLASTX : 


Maize 




Start 


6143 










End 6517 






GI 


none 










Score 65 






Exons 


6143. 


. 6196, 


6193. 


.6288, 


6193. 


.6252, 6194.. 6289, 


6201. 


.6299, 




6279. 


. 6323, 


6317. 


.6397, 


6318. 


.6380, 6321.. 6398, 


6322. 


.6381, 




6371. 


.6409, 


6382. 


.6420, 


6385. 


.6423, 6412. .6474, 


6419. 


.6478, 




6437. 


.6475, 


6474. 


.6515, 


6478. 


.6516, 6479.. 6517 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



43068 
90185 
7847 

OJ000450_04 .0410.C9.o2.tc 

6483 

none 

6483.. 6632, 6491.. 6634, 6492. 
6683.. 6730, 6712.. 6825, 6737. 
6753. .6845, 6754. .6891, 6929. 
6937.. 6975, 6942.. 7019, 6977. 

43068 
90185 
7847 

OJ000450_04.0410.C9.ol.tm 

6518 

none 

6518.. 6667, 6519.. 6695, 6519. 
6749. .6775, 6749. .6772, 6754. 

43068 
90185 
7847 

OJ000450_04.0410.C9.o4.tm 

6925 

none 

6925.. 7008, 6932.. 7006, 6986. 
7013. .7105, 7017. .7106, 7024. 
7126. .7158, 7126. .7158 

43068 
90185 
7847 

OJ000450_04.0410.C9.o3.tc 

7266 

none 

7266. .7517, 7268. .7522, 7281. 

43068 
90185 



Seq. ID OJ000450_04.0410.C9 
Strand 

End 7 974 

Method TBLASTX : Cress 

End 7 029 

Score 157 

.6632, 6621.. 6662, 6623.. 6661, 
.6829, 6749.. 6835, 6753.. 6836, 
.6964, 6930.. 6974, 6934.. 6975, 
.7024, 6979.. 7029 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 04. 0410. C9 



7974 

TBLASTX: Maize 
6777 
233 

6680, 6663.. 6755, 6673.. 6765, 
6777 



Seq. ID OJ000450_04.0410.C9 
Strand 

End 7 974 

Method TBLASTX : Mai ze 

End 7158 

Score 114 

.7030, 7004. .7030, 7006. .7101, 
.7113, 7125. .7157, 7125. .7157, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7523, 7285.. 7524 



OJ000450_04 .0410.C9 
7974 

TBLASTX: Cress 
7524 
170 



Seq. ID 
Strand 



OJ000450 04. 0410. C9 



43805 




start 


7847 








End 


7974 




Name 


OJ000450 04 


. 0410 


.09. o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7266 ~ 








End 


7521 




GI 


none 








Score 


280 




Exons 


7266. .7520, 


7269 


. .7520, 


7279 


. .7521 






Sen No 


43068 








Seq. ID 


OJ000450_04,0410 


.09 


Gene No. 


90185 








Strand 






Start 


7847 








End 


7974 




Name 


OJ000450 04 


. 0410 


.09. o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7619 








End 


7974 




GI 


none 








Score 


217 




Rxons 

^\ w 1 1 O 


7619. .7798, 


7627 


. .7779, 


7629 


..7799, 7642. .7809, 7761. .7943, 




7775. .7942, 


7776 


. .7943, 


7780 


..7965, 7936. .7974 




Seq. No. 


43068 








Seq. ID 


OJ000450_04.0410 


.09 


Gene No, 


90185 








Strand 






Start 


7847 








End 


7974 




Name 


OJ000450 04 


.0410 


.09. ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7694 ~ 








End 


7905 




GI 


none 








Score 


197 




F.xon 9 


7694 . .7903, 


7710 


. . 7904, 


7710 


..7904, 7711. .7905 




Seq. No. 


43068 








Seq. ID 


OJ000450_04.0410 


.09 


Gene No. 


90185 








Strand 


— 




Start 


7847 








End 


7974 




Name 


OJ000450 04 


. 0410 


.09. o2. 


as 


Method 


GENSOAN 




Start 


7847 ~ 








End 


7942 




GI 


none 








Score 


.49 




Exons 


7847. .7942 














Seq. No. 


43069 








Seq. ID 


OJ000450_07.0411 


.02 


Gene No. 


90186 








Strand 


+ 




Start 


677 








End 


2532 




Name 


OJ000450 07 


.0411 


.O2.ol. 


gs 


Method 


GENSOAN 




Start 


677 








End 


2532 




GI 


none 








Score 


.54 




FiXon*? * 

j_j X X 


677. .748, 1040.. 


1217, 2477.. 


2532 






Seq. No. 


43069 








Seq. ID 


OJ000450_07.0411 


.02 


Gene No. 


90187 








Strand 


+ 




Start 


3405 








End 


3649 




Name 


OJ000450 07 


.0411 


.02.02. 


np 


Method 


AAT/NAP 




Start 


3405 








End 


3649 




GI 


7340924 








Score 


66 




Exons 

^^^^^^ 1 X w 


3405. .3649 














GI Descrio. 


(AP001550) : 


hypothetical 


. protein [Oryza 


sativa] 




Seq. No. 


43069 








Seq. ID 


OJ000450_07.0411 


.02 


Gene No. 


90188 








Strand 


+ 




Start 


5328 








End 


18819 




Name 


OJ000450 07 


.0411 


.02.04. 


np 


Method 


AAT/NAP 




Start 


5328 








End 


18819 




GI 


3980411 








Score 


176 





Exons 5328. .5482, 8934. -.9042, 13379 .. 13511 , 13629 .. 13706, 

13806. .13940, 15804 .. 15945, 17017 .. 17409, 18761.. 18819 
GI Descrip. (AO004561) putative proline-rich protein [Arabidopsis thaliana] 



43806 



Seq. No. 43069 Seq. ID 

Gene No. 90188 Strand 

Start 5328 End 

Name OJ0004 50_07 , 04 11 . C2 . o3 . gs Method 

Start 10376 End 

GI none Score 
Exons 



OJ000450_07.0411.C2 
+ 

18819 
GENSCAN 
11871 
.85 



10376. .10849, 10975 .. 11052, 11208 .. 11271 , 11387 ., 11517 , 
11620. .11871 



Seq. No. 43069 Seq, ID 

Gene No. 90188 Strand 

Start 5328 End 

Name OJ000450_07 . 0411 . 02 . ol . gp Method 

Start 15409 End 

GI 184_1.R1084 Score 

Exons 15409. .15517 

GI Descrip. ' 5441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28 952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ000450_07.0411.C2 
+ 

18819 
AAT/GAP 
15517 
164 



Seq. No. 


43069 




Seq. ID 


OJ000450_07.0411.C2 


Gene No . 


90189 




Strand 




Start 


1162 




End 


9947 


Name 


OJ000450 07 


.0411.C2.o3.np 


Method 


AAT/NAP 


Start 


1162 ~ 




End 


3799 


GI 


4539658 




Score 


67 


Exons 


1162. .1180, 


3667. .3799 






GI Descrip. 


(AF06,1282) 


serine carboxypeptidase-like protein [Sorghum 




bicolbr] 








Seq. No. 


43069 




Seq. ID 


OJ000450_07.0411.C2 


Gene No. 


90189 




Strand 




Start 


1162 




End 


9947 


Name 


OJ000450 07 


,0411.C2.o2.gs 


Method 


GENSCAN 


Start 


2927 




End 


9947 


GI 


none 




Score 


.'56 


Exons 


2927. .3022, 


4069.. 4182, 4554. 


.4634, 4703.. 4828, 6735.. 6848, 




7793. .7914, 


7988.. 8106, 8383. 


.8471, 9048. .9389, 9891. .9947 


Seq. No. 


43069 




Seq- ID 


OJ000450_07.0411-C2 


Gene No. 


90190 




Strand 




Start 


16924 




End 


17550 


Name 


OJ000450 07 


.0411.C2.o3.tw 


Method 


TBLASTX: Wheat 


Start 


3 




End 


258 


GI 


none 




Score 


63 


Exons 


3. .65, 70.. 


258, 84. .248 






Seq. No. 


43069 




Seq. ID 


OJ000450_07.0411.C2 


Gene No. 


90190 




Strand 




Start 


16924 




End 


17550 


Name 


OJ000450 07 


.0411.C2.o5.tm 


Method 


TBLASTX: Maize 


Start 


276 




End 


446 


GI 


none 




Score 


185 


Exons 


276. .446, 289. .438 






Seq. No. 


43069 




Seq. ID 


OJ000450_07.0411.C2 



43807 



Gene No. 


90190 










Strand 






Start 


16924 










End 


17550 




Name 


OJ000450 07 


. 0411 


.C2.ol. 


tm 




Method 


TBLASTX:M^ize 




Start 


536 ~ 










End 


1447 




GI 


none 










Score 


672 




E von q 


536. . 1324, 


559. . 


861, 575.. 


934 


, 901.. 1158, 1301.. 1447 




Seq. No. 


43069 










Seq. ID 


OJ000450_07.0411 


.C2 


Gene No. 


90190 










Strand 






Start 


16924 










End 


17550 




Name 


OJ000450 07 


.0411 


.C2.02. 


tw 




Method 


TBLASTX: Wheat 






587 










End 


898 






none 










Score 


307 




"P. von 


587. .898, 622. .8 


61 












Seq. No. 


43069 










Seq. ID 


OJ000450_07.0411 


.02 


Gene No. 


90190 










Strand 






Start 


16924 










End 


17550 




btaine 


OJ000450 07 


.0411 


.C2.05. 


tw 




Method 


TBLASTX: Wheat 




Start 


899 










End 


1174 




GI 


none 










Score 


90 




TT von q 


899. .1012, 


901. . 


945, 1022. 


.1174 






Seq. No. 


43069 










Seq. ID 


OJ000450_07..0411 


.02 


Gene No. 


90190 










Strand 






Start 


16924 










End 


17550 




Name 


OJ000450 07 


.0411 


.C2.ol. 


ts 




Method 


TBLASTX: Soybean 






1103 










End 


1626 




w -L 


none 










Score 


102 




Rvnn q 


1103. .1327, 


1295 


. .1420, 


1441. 


.1626 






Seq. No. 


43069 










Seq. ID 


OJ000450_07.0411 


.02 


Gene No. 


90190 










Strand 






Start 












End 


17550 




Name 


OJ000450 07 


.0411 


.C2.04. 


tw 




Method 


TBLASTX: Wheat 




Start 


1328 










End 


1798 




GI 


none 










Score 


90 




R von Q 


1328. .1447, 


1414 


. .1623, 


1700. 


.1798 






Seq. No. 


43069 










Seq. ID 


OJ000450_07.0411 


.02 


Gene No. 


90190 










Strand 






Start 


16924 










End 


17550 




Name 


OJ000450 07 


.0411 


.C2.04. 


tm 




Method 


TBLASTX: Maize 






1453 










End 


1647 






none 










Score 


187 




TTvon q 

i-J ^\ \-/ L 1 ^ 


1453. .1647, 


1464 


. .1637 












Seq. No. 


43069 










Seq. ID 


OJ000450_07.0411 


.02 


Gene No. 


90190 










Strand 






Start 


16924 










End 


17550 




Name 


OJ000450 07 


.0411 


.C2.o2. 


tm 




Method 


TBLASTX: Maize 




Start 


1667 










End 


2167 




GI 


none 










Score 


324 




Exons 


1667. .1915, 


1696 


. .1926, 


1697. 


.2068, 2081.. 2167 




Seq. No. 


43069 










Seq. ID 


OJ000450_07.0411 


.02 


Gene No. 


90190 










Strand 







43808 



start 


16924 


End 


17550 


Na.in.e 


OJ000450 07 . 0411.C2.ol. tw 


Method 


TBLASTX: Wheat 




1892 ~ 


End 


2260 




none 


Score 


320 




1892 2260, 2137.. 2259 






Seq. No. 


43069 


Seq. ID 


OJ000450_07.0411 


Gene No. 


90190 


Strand 




Start 


16924 


End 


17550 


Naine 


OJ000450 07.0411.C2.o3.tm 


Method 


TBLASTX: Maize 


O L.CI J. U 


15408 


End 


15518 




none 


Score 


180 




15408. .15518, 15408. .15512, 15409.. 15513 


Seq. No. 


43069 


Seq. ID 


OJ000450_07.0411 


Gene No. 


90190 


Strand 


— 


Start 


16924 


End 


17550 


M -a rn O 


OJ000450 07.0411.C2.o5.gs 


Method 


GENSCAN 




16924 


End 


17550 




none 


Score 


.99 




16924. .17550 






O C vJ . l^i W • 


43070 


Seq. ID 


OJ000450_07.0411 


Gene No. 


90191 


Strand 


+ 


Start 


1025 


End 


1829 




OJ000450 07.0411.C3.ol.np 


Method 


AAT/NAP 


O L.CtX L- 


1025 


End 


1334 




6539588 


Score 


318 


P Yon Q 

Hi A Wl lO 


1025. .1334 






KT Descrio. 

^ w ^ ^ • 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43070 


Seq. ID 


OJ000450_07.0411 


Gene No. 


90191 


Strand 


+ 


Start 


1025 


End 


1829 




OJ000450 07.0411.C3.ol.gs 


Method 


GENSCAN 


o udx u 


1181 


End 


1829 


v3X 


none 


Score 


.56 




1181. .1326, 1401. .1557, ^1812. 


.1829 




O d • w . 


43070 


Seq. ID 


OJ000450_07.0411 


Gene No. 


90192 


Strand 


+ 


Start 


5689 


End 


8375 


Name 


OJ000450 07.0411.C3.o3.np 


Method 


AAT/NAP 




5689 


End 


8375 


ox 


100484 


Score 


387 


P von c 


5689. .5745, 6989. .7291, 7419. 


.8375 




ox L^COOXX^. 


hypothetical protein - garden 


snapdragon 




43070 


Seq. ID 


OJ000450_07.0411 


Gene No. 


90192 


Strand 


+ 


Start 


5689 


End 


8375 


Name 


OJ000450 07.0411.C3.o2.np 


Method 


AAT/NAP 


Start 


7018 


End 


8163 


GI 


99922 


Score 


533 


Exons 


7018. .7279, 7413. .8163 






GI Descrip. 


hypothetical protein - soybean gi | 930025 I emb | CAA31883 | 



(X13528) 



ORE (334 AA) [Glycine max] 



43809 



Seq. No. 43070 

Gene No. 90193 

Start 8870 

Name OJ000450_07 . 04 11 . C3 . ol . gp 

Start 8773 

GI 277_1.R1084 

Exons 8773.. 9056, 9135.. 9427, 9542 
GI Descrip. ' 126401/sp | P29250 | L0X2_0RYSA 



Seq. ID OJ000450_07.0411.C3 

Strand + 

End 12194 

Method AAT/GAP 

End 12194 

Score 5469 
.9779, 10165. .12194 



O.Oe+00 LIPOXYGENASE L-2 

>gi_100690_pir S23454 lipoxygenase (EC 1.13.11,12) L-2 - rice 

>gi_20267_emb_CAA4 5738_ (X64396) lipoxygenase [Oryza sativa] ' 



Seq. No. 


43070 




Seq. ID 


OJ000450_07. 


0411. 


C3 


Gene No. 


90193 




Strand 


+ 






Start 


8870 




End 


12194 






Name 


OJ000450 07. 


0411 


. C3.o3.gs Method 


GENSCAN 






Start 


8870 




End 


12059 






GI 


none 




Score 


.96 






Exons 


8870. .9056, 


9135 


..9427, 9542. .9779, 10165. .12059 






Seq. No. 


43070 




Seq. ID 


OJ000450_07. 


0411. 


C3 


Gene No. 


90193 




Strand 


+ 






Start 


8870 




End 


12194 






Name 


OJ000450 07. 


0411 


. C3.o4.np Method 


AAT/NAP 






Start 


8870 




End 


12056 






GI 


126401 




Score 


4277 






Exons 


8870. .9056, 


9135 


..9427, 9542.. 9779, 10165.. 12056 






GI Descrip. 


LIPOXYGENASE 


L-2 


gil 100690 Ipirl IS23454 


lipoxygenase 


(EC 





1.13.11.12) L-2 - rice gi | 20267 | emb | CAA4 5738 | 
lipoxygenase [Oryza sativa] 



(X64396) 



Seq. No. 43070 

Gene No. 90194 

Start 12839 

Name OJ000450__07 . 04 11 . C3 . o2 . gp 

Start 12834 

GI 28902_1.R1084 

Exons 12834. .13396 

GI Descrip. '2739374 2.0e-27 (AC002505) 
thaliana] ' 



Seq. ID OJ000450_07.0411.C3 

Strand + 

End 15286 

Method AAT/GAP 

End 13396 

Score 983 

hypothetical protein [Arabidopsis 



Seq. No. 43070 Seq. ID 

Gene No. 90194 Strand 

Start 12839 End 

Name OJ0004 50_07 . 04 11 . C3 . o4 . gs Method 

Start 12839 End 

GI none Score 

Exons 12839. . 14308 



OJ000450_07.0411.C3 
+ 

15286 
GENSCAN 
14308 
. 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43070 Seq. ID 

90194 Strand 

12839 End 

OJ000450_07 .0411.C3.o5.np Method 

12854 End 

7487881 Score 



OJ000450_07.0411.C3 
+ 

15286 
AAT/NAP 
15286 
1149 



12854. .14081, 14116. .14215, 15167. .15286 
hypothetical protein T9J22.16 - Arabidopsis thaliana 



43810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi|2739374 |gb|AAC14498.1| {AC002505) En/Spm-like transposon 
protein [Arabidopsis thaliana] 



43070 
90194 
12839 

OJ000450_07.0411.C3.o3.gp 
13361 

uC-osflm202113f01bl 
13361. .13878 

'2739374 l.Oe-58 (AC002505) 
thaliana] ' 



Seq. ID OJ000450_07.0411.C3 

Strand + 

End 15286 

Method AAT/GAP 

End 13878 

Score 968 

hypothetical protein [Arabidopsis 



43070 
90195 
19319 

OJ000450_07.0411.C3.o6.np 
19096 
7459616 

19096. .19188, 19328. .19401, 
20900. .21077, 21120. .21208 

hypothetical protein F18B3.120 - Arabidopsis thaliana 
gi|4835235|emb|CAB42913.11 (AL049862) putative protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450 
+ 

21217 
AAT/NAP 
21208 
912 



07. 0411. 03 



19540. .20339, 20427 .. 20818 , 



Seq. No. 


43070 




Seq. ID 


OJ000450 


_07.0411 


.C3 


Gene No. 


90195 




Strand 


+ 






Start 


19319 




End 


21217 






Name 


OJ000450 07.0411.C3.o5. 


gs 


Method 


GENSCAN 






Start 


19319 




End 


21217 






GI 


none 




Score 


.5 






Exons 


19319. .21217 












Seq. No. 


43070 




Seq. ID 


OJ000450 


_07.0411 


.C3 


Gene No. 


90196 




Strand 








Start 


3405 




End 


8581 






Name 


OJ000450 07.0411.C3.o2. 


gs 


Method 


GENSCAN 






Start 


3405 




End 


8581 






GI 


none 




Score 


.6 






Exons 


3405. .3631, 7190. .7268, 


8396. 


.8581 








Seq. No. 


43070 




Seq. ID 


OJ000450 


_07.0411 


.C3 


Gene No. 


90197 




Strand 








Start 


14495 




End 


14905 






Name 


OJ000450 07.0411.C3.o4. 


gp 


Method 


AAT/GAP 






Start 


14495 




End 


14905 






GI 


none 




Score 


815 






Exons 


14495. .14905 












Seq. No. 


43070 




Seq. ID 


OJ000450 


_07.0411 


.C3 


Gene No. 


90198 




Strand 








Start 


27840 




End 


29341 






Name 


OJ000450 07.0411.C3.o5. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


7021 




End 


7364 






GI 


none 




Score 


62 






Exons 


7021.. 7080, 7094. .7261, 


7272. 


.7364 









43811 



# 



Seq. No. 43070 

Gene No. 90198 

Start 27840 

Name OJ000450_07 . 04 11 . C3 . ol . ts 

Start 8879 

GI none 
Exons 



Seq. ID • OJ000450_07,0411.C3 
Strand 

End 29341 

Method TBLASTX : Soybean 

End 11999 

Score 7 6 



8879. .9019, 9146. .9247, 9148. .9249, 9247. .9372, 9251. .9424, 
9542. .9616, 9617. .9697, 9704 .. 9724 10203 10319, 10203 10301 , 
10311. .10388, 10421. .10666, 10422 .. 10652, 10671 .. 107 66, 
10788. ,10877, 10835 .. 10903, 10943 .. 11683, 1094 4 11999, 
11759. .11998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43070 
90198 
27840 

OJ000450_07.0411.C3.ol.tc 

8882 

none 



Seq. ID OJ000450_07.0411.C3 
Strand 

End 29341 

Method TBLASTX : Cress 

End 12059 

Score 136 



8882. .9052, 8884. .9051, 9121. .9252, 9122. .9253, 9259. .9387, 
9260. .9424, 9542. .9613, 9623.-9688, 9698. .9724, 10200 107 69, 
10202. .10342, 10469. .10753, 10788 .. 10877 , 10955 .. 10993, 
10956. .11243, 11009. .11239, 11168 .. 11992 , 11223 .. 11993, 
11985. .12059 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43070 
90198 
27840 

OJ000450_07.0411.C3.o4 .tm 

8903 

none 



Seq. ID OJ000450_07.0411.C3 
Strand 
End 

Method 
End 
Score 



29341 

TBLASTX: Maize 

9241 

215 



8903. .9052, 8905. .9060, 9122. .9241, 9130. .9240 



43070 
90198 
27840 

OJ000450_07.0411.C3.ol.tm 

9251 

none 



Seq. ID OJ000450_07.0411.C3 
Strand 

End 29341 

Method TBLASTX : Mai ze 

End 12058 

Score 55 



9251. .9328, 9350. .9415, 9407. ,9430, 9563. .9622, 9611. .9691, 
10164. .10232, 10482. .10772, 104 82 .. 10694 , 10484 .. 10780, 
10785. .10823, 10830 .. 10910, 10835 .. 10903, 10902 .. 11174 , 
10971. .11078, 11021. .11173, 11174 .. 11677 , 11175 .. 11678, 
11694. .11837, 11804. .11824, 11826 .. 11987 , 1 182 6 . . 11984 , 
11975. .12058 



Seq. No. 43070 

Gene No. 90198 

Start 27840 

Name OJ000450_07 . 04 11 . C3 . ol . tw 

Start 10335 

GI none 

Exons 10335. .10739, 10403.. 10735 

Seq. No. 43070 

Gene No. 90198 

Start 27840 

Name OJ000450 07 . 0411 .03 . o7 . tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000450_07.0411-C3 
29341 

TBLASTX: Wheat 

10739 

559 



OJ000450_07.0411.C3 
29341 

TBLASTX: Maize 



43812 




start 


10338 




End 


10481 




GI 


none 




Score 


217 




Exons 


10338. .10481, 10394. 


. 10480 








Seq, No. 


43070 




Seq. ID 


OJ000450_07.0411. 


C3 


Gene No. 


90198 




Strand 






Start 


27840 • 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


10761 




End 


11258 




GI 


none 




Score 


143 




Exons 


10761. . 10871, 10761. 


.10871, 


10795. .10872, 10943 11257, 






10944. .11258, 11136. 


.11258 








Seq. No. 


43070 




Seq. ID 


OJ000450_07.0411. 


C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11442 




End 


11711 




GI 


none 




Score 


416 




Exons 


11442. .11498, 11444. 


. 11683, 


11445. .11711 




Seq. No. 


43070 




Seq. ID 


OJ000450_07.0411. 


C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. 03. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


12747 




End 


13108 




GI 


none 




Score 


35 




Exons 


12747 . . 12773, 12794 . 


.12967, 


12880.. 12963, 12943 .. 13107, 






12944 . . 13108 










Seq. No. 


43070 




Seq. ID 


OJ000450_07.0411. 


C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13210 




End 


13687 




GI 


none 




Score 


790 




Exons 


13210. . 13686, 13211 . 


.13687 








Seq. No. 


43070 




Seq. ID 


OJ000450_07.0411. 


C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13579 ~ 




End 


13816 




GI 


none 




Score 


243 




Exons 


13579. . 13746, 13580. 


.13816 








Seq. No. 


43070 




Seq. ID 


OJ000450_07.0411. 


C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13664 




End 


14086 




GI 


none 




Score 


69 




Exons 


13664. .13732, 13882. 


.14058, 


13892. .14086 




Seq. No. 


43070 




Seq. ID 


OJ000450_07.0411. 


C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 





43813 



Name 

Start 

GI 

Exons 



OJ0004 50_07.0411.C3.o2.tc 

13676 

none 

13676. .13732, 13682 13759, 
13834. ,13923, 13991.. 14053 



Method TBLASTX : Cress 
End 14053 
Score 63 
13684. .13749, 13763 .. 14002 , 



Seq. No. 43070 

Gene No. 90198 

Start 27840 

Name OJ0004 50_07 . 041 1 . C3 . o3 . ts 

Start 19119 

GI none 

Exons 19119. .19187, 19120 .. 19188, 
19541. .19837, 19555.. 19674 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_07.0411.C3 
29341 

TBLASTX: Soybean 

19837 

110 



19313. .19384, 19327 .. 1938 6, 



Seq. No. 


43070 




Seq. ID 


OJ000450_07.0411 


.C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o6. tm 


Method 


TBLASTX: Maize 




Start 


19528 




End 


19837 




GI 


none 




Score 


277 




Exons 


19528. .19674, 19541. 


.19837 








Seq. No. 


43070 




Seq. ID 


OJ0004-50_07.0411 


.C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


19535 




End 


19837- 




GI 


none 




Score 


254 




Exons 


19535. .19837, 19558. 


.19674 









Seq. No. 


43070 




Seq. ID 


OJ000450_07.0411 


.C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


19867 




End 


21199 




GI 


none 




Score 


48 




Exons 


19867. .19941, .19868. 


.19909, 


19952. .20002, 20042 .. 20326, 






20050. .20157, 20437. 


.20709, 


20438. .20797, 20917 .. 21015, 






20918. .21043, 21125. 


.21199, 


21130. .21183 




Seq. No. 


43070 




Seq. ID 


OJ000450_07.0411 


.C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19936 




End 


26390 




GI 


none 




Score 


412 




Exons 


19936. .20157, 19949. 


.20284, 


20246. .20284, 26334.. 26390 




Seq. No. 


43070 




Seq. ID 


OJ000450_07,0411 


.C3 


Gene No. 


90198 




Strand 






Start 


27840 




End 


29341 




Name 


OJ000450 07. 0411. C3. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


20135 




End 


20713 




GI 


none 




Score 


121 . 




Exons 


20135. .20347, 20432. 


.20713, 


20434. ,20709 





43814 



Seq. No. 43070 

Gene No. 90198 

Start 27840 

Name OJ000450_07 . 04 1 1 . C3 . o3 . tm 

Start 20297 

GI none 
Exons 



Seq. ID OJ000450_07.0411.C3 
Strand 

End 29341 

Method TBLASTX : Maize 

End 21034 

Score 4 9 



20297. .20347, 204 17 .. 20788 , 2044 9 20709, 20894 21034 , 
20914.. 21033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ0004.50_07.0411-C3 
Strand 

End 29341 

Method TBLASTX : Wheat 

End 20686 

Score 221 



43070 
90198 
27840 

OJ0004 50_07.0411.C3.o6.tw 
20432 
none 

20432. .20686, 20563.. 20679 

43070 
90198 
27840 

OJ000450_07.0411.C3.o7.gs 
27840 
none 

27840. .28272, 284 11 .. 28558, 28624 .. 28882 , 29077 .. 29193, 
29213. .29341 



Seq. ID OJ000450_07.0411.C3 
Strand 

End 29341 

Method GENSCAN 

End 29341 

Score .83 



Seq. ID OJ000450_07.0411.C4 

Strand ^ - 

End 591 

Method AAT/GAP 

End 591 

Score 141 



43071 
90199 
500 

OJ000450_07.0411.C4.ol.gp 
500 

LIB3477-003-P1-K1-E9 
500. .591 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



43072 
90200 
77 

OJ000450_07 . 0411 . C5 . ol . gs 
77 

none 

77. .158, 315. .400 

43072 
90201 
19441 

OJ000450_07.0411.C5.o4.np 

19425 

6523417 



Seq. ID OJ000450_07.0411.C5 

Strand + 

End 4 00 

Method GENSCAN 

End 4 00 

Score . 66 



Seq. ID OJ000450_07.0411.C5 



Strand 
End 

Method 

End 

Score 



+ 

20737 
AAT/NAP 
20737 
616 



19425. .19635, 20231 .. 20398, 20548.. 20737 

(AJ242017) deoxyhypusine synthase [Nicotiana tabacum] 



43072 
90201 
19441 



Seq. ID OJ000450_07.0411.C5 
Strand + 
End 20737 



43815 



Name 


OJ000450 07.0411.C5.o6.gs 


Method 


GENSCAN 


Start 


19441 


End 


19763 


GI 


none 


Score 


.69 


Exons 


19441. .19635, 1974 6. .19763 






Seq. No. 


43072 


Seq. ID 


OJ000450 


Gene No. 


90202 


Strand 




Start 


931 


End 


2032 


Name 


OJ000450 07.0411.C5.o2.gs 


Method 


GENSCAN 


Start 


931 


End . 


2032 


GI 


none 


Score 


.8 


Exons 


931. .984, 1898. .2032 






Seq, No. 


43072 


Seq. ID 


OJ000450 


Gene No. 


90203 


Strand 




Start 


9800 


End 


14831 


Name 


OJ000450 07.0411.C5.ol.np 


Method 


AAT/NAP 


Start 


9284 


End 


14615 


GI 


6069646 


Score 


1052 


Exons 


9284. .10267, 10550 .. 11360, 


14595. .14615 


GI Descrip. 


(AP000616) similar to putative reverse 


transcri 



.se (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 


.05 


Gene No. 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 


0411.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


9290 




End 


9853 




GI 


none 




Score 


74 




Exons 


9290. .9514, 


9530.. 9763, 9663.. 9767, 9791.. 9853 




Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 


.C5 


Gene No. 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 


0411.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9713 




End 


10093 




GI 


none 




Score 


200 




Exons 


9713. .10093 










Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 


.C5 


Gene No. 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 


0411.C5.o4.gs 


Method 


GENSCAN 




Start 


9800 




End 


12640 




GI 


none 




Score 


.73 




Exons 


9800. .10240, 


10364. .10856, 


11025. .12640 




Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 


.C5 


Gene No. 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 


0411.C5.o7.tm 


Method 


TBLASTX: Maize 




Start 


9986 




End 


10277 




GI 


none 




Score 


121 




Exons 


9986. .10087, 


10100. .10267, 


10101. .10277 





43816 




Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 




Gene No. 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 0411. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10256 




End 


10696 




GI 


none 




Score 


117 




Exbns 


10256. .10387, 10394, 


.10696, 


10404. .10694 




Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 




Gene No. 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 0411. C5 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10337 




End 


11023 




GI 


none 




Score 


70 




Exons 


10337. .11023, 10338 


.10592, 


10626. .10778 




Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 


. CD 


Gene No. 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 0411. C5 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10820 




End 


11134 




GI 


none 




Score 


194 




Exons 


10820. .11134 










Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 


. CD 


Gene No . 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 0411. C5 


. o6. tm 


Method 


TBLASTX: Maize 




Start 


11024 




End 


11368 




GI 


none 




Score 


138 




Exons 


11024. .11224, 11025 


. .11357, 


11288. .11368 




Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 


. Co 


Gene No . 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 0411. 05 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


11531 




End 


11965 




GI 


none 




Score 


167 




Exons 


11531. .11965, 11676 


. .11915 








Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 


. Co 


Gene No.. . 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 0411. C5 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11960 




End 


12340 




GI 


none 




Score 


187 




Exons 


11960. . 12340 










Seq. No. 


43072 




Seq. ID 


OJ000450_07.0411 


.05 


Gene No. 


90203 




Strand 






Start 


9800 




End 


14831 




Name 


OJ000450 07. 0411. C5 


.08. tm 


Method 


TBLASTX: Maize 




Start 


12194 




End 


12427 




GI 


none 




Score 


48 




Exons 


12194. .12283, 12200 


. .12283, 


12287. .12427, 12338, .12424 





43817 



Seq. No. 43072 Seq. ID OJ0004 50_07 . 04 11 . C5 

Gene No. 90203 Strand 

Start 9800 End 14831 

Name OJ000450_07 . 0411 .C5 . ol .gp Method AAT/GAP 

Start 14382 End 14831 

GI LIB3432-059-P1-K1-D8 Score 725 

Exons 14382. .14831 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 43072 Seq. ID 

Gene No. 90204 Strand 

Start 19416 End 

Name 0 JOOO 4 50_07 . 04 1 1 . C5 . o4 . tm Method 

Start 19416 End 

GI none Score 

Exons 19416. .19655, 194 17 .. 19656, 20227 .. 204 00, 20231 204 07 , 
20231. .20401 



OJ000450_07.0411.C5 
20630 

TBLASTX: Maize 
20407 
251 





Seq. No. 


43072 






Seq. ID 


OJ000450_07.0411 


.C5 




Gene No. 


90204 






Strand 








Start 


19416 






End 


20630 






Name 


OJ000450 07. 


0411. C5 


.ol. ts 


Method 


TBLASTX : Soybean 






Start 


19554 






End 


20630 






GI 


none 






Score 


90 




ffl 


Exons 


19554. .19637 


, 19579 


. .19653, 


20230. .20400, 20231 .. 204 13, 








20231. .20401 


, 20547 


. .20630, 


20548.. 20628 




f ^ 

S . 5 


Seq. No. 


43072 






Seq. ID 


OJ000450_07.0411 


.05 




Gene No. 


90205 






Strand 








Start 


20583 






End 


20737 






Name 


OJ000450 07. 


0411. C5 


. o5 . tm 


Method 


TBLASTX: Maize 






Start 


20583 






End 


20737 






GI 


none 






Score 


163 






Exons 


20583. .20732 


, 20583 


. .20735, 


20584. .20736, 20585.. 20737 






Seq. No. 


43073 






Seq. ID 


OJ000450_07.0411 


.C6 




Gene No. 


90206 






Strand 


+ 






Start 


120 






End 


9777 






Name 


OJ000450 07. 


0411. C6 


.ol.gp 


Method 


AAT/GAP 






Start 


120 






End 


445 






GI 


3107663 






Score 


493 






Exons 


120. .445 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



43073 
90206 
120 

OJ000450_07.0411.C6.ol.gs 

165 

none 



Seq. ID OJ000450_07.0411.C6 

Strand + 

End 9777 

Method GENSCAN 

End 9777 

Score .47 



165. .474, 1008. .1138, 1866. .2138, 3027. .3116, 3339. .3545, 
3602.. 5986, 6050.. 8158, 8199.. 8324, 8386.. 9777 



43073 
90206 
120 

OJ000450_07 . 04 11 . C6 . ol . np 



Seq. ID OJ000450_07.0411.C6 

Strand + 

End 9777 

Method AAT/NAP 



43818 



start 3620 End 9774 

GI 7228457 Score 9676 

Exons 3620.. 3986, 4048.. 5986, 6050., 6884, 7007... 8158, 8226.. 9774 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 





Sea No. 


43073 




Seq. ID 


OJ000450 


07 . 0411 


. C6 




cpnp Mo 


90207 




Strand 


+ 








Start 


. 14592 




End 


19810 








Name 


OJ000450 07. 0411. C6. 


o4 . np 


Method 


AAT/NAP 








Start 


14592 




End 


15064 








GI 


5042454 




Score 


258 








p. von 


14592. .14788, 15011. 


.15064 














(AC007789) putative 


polyprotein [Oryza 


sativa] 








Sea No 


43073 




Seq. ID 


OJ000450_ 


07 . 0411 


.C6 






90207 




Strand 


+ 








Start 


14592 




End 


19810 








Name 


OJ000450 07.0411.C6.o3.gs 


Method 


GENSCAN 








Start 


14726 




End 


19810 








GI 


none 




Score 


.42 










14726. .14867, 15113. 


.15180, 


15946. .16498, 16988. 


. 17063, 




f i 




19795. .19810 














Spa No 


43073 




Seq. ID 


OJ000450_ 


07 . 0411 


.C6 




Cpnp Nd 


90207 




Strand 


+ 






FLJ 


start 


14592 




End 


19810 






f ^ 


Name 


OJ000450 07. 0411. C6. 


o4 .gp 


Method 


AAT/GAP 






s _ s 


Start 


18953 




End 


19491 








GI 


2311735 




Score 


769 






fU 


Exons 


18953. .19052, 19147. 


.19491 












Seq. No. 


43073 




Seq. ID 


OJ000450_ 


07.0411 


.C6 


^ SS? 


Gene No. 


90208 




Strand 


+ 








Start 


21303 




End 


25103 






jr_ J_ 


Name 


OJ000450 07. 0411. C6. 


o5 .gp 


Method 


AAT/GAP 






% ^1 


Start 


21247 




End 


24998 








GI 


1128 1.R1084 




Score 


2597 








Exons 


21247. .21389, 21507. 


.21545, 


21662. .21748, 21841. 


.21962, 








22103. .22179, 22658. 


.22782, 


23020. .23112, 23363. 


.23455, 








23539. .23736, 23860. 


.23964, 


24058. .24123, 24331. 


.24408, 








24667. .24778, 24864. 


.24998 











GI Descrip. * 1707998/sp | P50433 | GLYM_SOLTU O.Oe+00 SERINE 

HYDROXYMETHYLTRANSFERASE, MITOCHONDRIAL PRECURSOR (SERINE 
METHYLASE) (GLYCINE HYDROXYMETHYLTRANSFERASE) (SHMT) 

>gi_481944_pir S40218 glycine hydroxymethyltransf erase (EC 

2.1.2.1) - potato >gi_438247_emb_CAA81082_ (Z25863) glycine 
hydroxymethyltransferase [Solanum tuberosum] • 



Seq. No. 43073 

Gene No. 90208 

Start 21303 

Name OJ000450_07 , 0411 . C6 . o4 . gs 

Start • 21303 

GI none 
Exons 



Seq. ID OJ000450_07,0411.C6 

Strand + 

End 25103 

Method GENSCAN 

End 24971 

Score .88 



21303. .21389, 21662 .. 21748 , 21841 .. 21962, 22103 .. 22179, 



43819 



22658. .22782, 23020 23112, 23363 23455, 23539.-23736, 
23860. .23964, 24058 .. 24123, 24331 24408 , 24667 .. 24778, 
24864. .24971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



43073 
90208 
21303 

OJ000450_07.0411.C6.o5.np 

21303 

1707998 

21303. .21389, 21507 .. 21545, 
22103.-22179, 22658 .. 22782, 
23539.-23736, 23860 23964 , 
24667.-24778, 24864 .. 24 971 , 



Seq- ID 
Strand 
End 

Method 

End 

Score 
21662. .21748, 
23020. .23112, 



OJ000450_07.0411.C6 
+ 

25103 
AAT/NAP 
25103 
1679 

21841. .21962, 
23363. .23455, 



24331. .24408, 



24058. .24123, 
25069. .25103 

SERINE HYDROXYMETHYLTRANSFERASE, MITOCHONDRIAL PRECURSOR 
METHYLASE) (GLYCINE HYDROXYMETHYLTRANSFERASE) (SHMT) 
gi I 481944 Ipir I I S40218 glycine hydroxymethyltransf erase (EC 
2.1.2.1) - potato gi| 438247 |einb|CAA81082. II (Z25863) glycine 
hydroxymethyltransf erase [Solanum tuberosum] 



(SERINE 



Seq. No. 43073 Seq. ID 

Gene No. 90209 Strand 

Start 10406 End 

Name OJ000450_07 . 0411 .C6 .o2 .gs Method 

Start 10406 End 

GI none Score 

Exons 10406.. 12191, 12286.-13547 



OJ000450_07.0411.C6 

13547 
GENSCAN 
13547 
.75 



Seq. No- 


43073 


Seq, ID 


OJ000450_07.0411 


.C6 


Gene No- 


90209 


Strand 






Start 


10406 


End 


13547 




Name 


OJ000450 07.0411.C6.o2.np 


Method 


AAT/NAP 




Start 


10409 


End 


13547 




GI 


6907089 


Score 


4737 




Exons 


10409. .12191, 12286.. 13547 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43073 


Seq. ID 


OJ000450_07.0411 


.C6 


Gene No. 


90210 


Strand 






Start 


14186 


End 


16116 




Name 


OJ000450 07.0411.C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


288 


End 


896 




GI 


none 


Score 


249 




Exons 


288. .476, 288. .425, 292. .486, 


296. .487, 


792. .896, 798.. 


896 



Seq. No- 43073 

Gene No. 90210 

Start 14186 

Name OJ000450_07 . 0411.C6.o6. tm 

Start 1899 

GI none 

Exons 1899-.2030, 1904.. 2008, 2009. 



OJ000450_07. 0411. C6 
16116 

TBLASTX: Maize 

16116 

145 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2143, 2010. .2144, 2037. .2138, 



15939. .16058, 15943 .. 16071, 15945 .. 16040, 16066. .16116 



Seq. No. 
Gene No. 
Start 



43073 
90210 
14186 



Seq. ID OJ000450_07.0411.C6 
Strand 

End 16116 



43820 





OJ000450 07 


0411 


. C6 . o6 . 


u w 


Method 


TBLASTX: Wheat 




Start 


4274 ~ 








End 


4666 






non d 








Score 


58 




on <? 


4274 4321 


4328 


. .4426, 


4333 


.4425, 4393. .4632, 4409. .4666 


Seq. No. 


43073 








Seq. ID 


OJ000450_07.0411 


.C6 


Gene No. 


90210 








Strand 


- 




L. a J. L. 


14186 

X *1 X o u 








End 


16116 






0.70004 "^n 07 


0411 

V ^ X X 


r6 o7 




Method 


TBLASTX: Maize 






4 27 Q ~~ 








Fnd 


4 564 




ox 


none 








Score 


197 




P von Q 


4279 4563 


4316 


4564 










Seq. No. 


43073. 








Seq. ID 


OJ000450_07.0411 


.06 


Gene No. 


90210 








Strand 


- 




O L.CIX L. 


14186 








End 


16116 






n.T0004^0 07 


0411 

*i X X 


r6 o3 




Method 


TBLASTX: Wheat 




C-f- -ty-t- 
tD I. CtX L, 


R4 07 ~ 

J *i y / 








End 


5893 




wX 










Score 


415 




F* von Q 

Xi 1 O 


S407 SS80 


5408 


5893, 


5602 . 


.5862 






Seq. No. 


43073 








Seq. ID 


OJ000450_07.0411 


.C6 


Gene No. 


90210 








Strand 






O U dX L. 


X *3 X o u 








End 


16116 






0.70004^0 07 


0411 

u *x X X 


r6 oi 




Method 


TBLASTX: Wheat 




O L dX I, 


60^=17 ~ 








End 


6520 




ox 


n on o 








Score 


225 




P von Q 


60S7 6S00 


60S8 

U V/ J o 


6S1 3 


60^Q 


.6520, 6059.. 6514 




Seq- No. 


43073 








Seq. ID 


OJ000450_07.0411 


.C6 


Gene No. 


90210 








Strand 






o udx u 


14186 








End 


16116 




KI ;3 TTi o 


n.70004S0 07 


0411 

M X X 


r6 o3 


L O 


Method 


TBLASTX : Soybean 




O L,dX L. 


60Q8 ~~ 








End 


6463 




ox 


n on o 








Score 


117 




R von Q 


6098 6322 


6329 
\j -J ^ ^ 


64 63 










Seq." No. 


43073 








Seq. ID 


OJ000450_07.0411 


.C6 


Gene No. 


90210 








Strand 






r1- 

O L. dX L 


14186 - 

X *z X o u 








End 


16116 




Name 


O.70004S0 07 


0411 

VJ *i X X 


Pfi o9 




Method 


TBLASTX: Maize 




o udx u 


6188 ~ 

U X o o 








End 


6544 




O X 


n on & 








Score 


395 




P von ^ 


61 88 6'^44 


6223 


6S34 


62 3Q 


.6544 






Seq. No. 


43073 








Seq. ID 


OJ000450_07.0411 


.C6 


Gene No. 


90210 








Strand 






O UdX L 


14186 

X *i X O U 








End 


16116 




LNdluc 


O.700 04 50 07 


0411 

U T X X 


r6 o3 


-l-m 


Method 


TBLASTX: Maize 




o i-dx u 


6S71 ~ 








End 


6955 




oX 


none 








Score 


365 




Exons 


6571. .6936, 


6572 


. .6955 










Seq. No. 


43073 








Seq. ID 


OJ000450_07.0411 


,C6 


Gene No. 


90210 








Strand 






Start 


14186 








End 


16116 




Name 


OJ000450 07. 


0411 


.C6.02. 


tw 


Method 


TBLASTX: Wheat 





43821 



start 6628 

GI none 

Exons 6628.. 7041, 6629.. 7048 

Seq. No. 43073 

Gene No. 90210 

Start 14186 

Name OJ000450_07 . 04 11 . C6. o2 . ts 

Start 6707 

GI none 

Exons 6707.. 7078, 6724.. 6867 

Seq, No. 43073 

Gene No. 90210 

Start 14186 

Name OJ0004 50_07 . 04 11 . C6 . o5 . tw 

Start 7703 

GI none 

Exons 7703.. 7954, 7718.. 7927, 7768. 
7999. .8136 



End 7048 
Score 488 



Seq. ID OJ000450_07.0411.C6 
Strand 

End 16116 

Method TBLASTX : Soybean 

End 7078 

Score 274 



Seq. ID OJ000450_07.0411.C6 
Strand 

End 16116 

Method TBLASTX : Wheat 

End 8137 

Score 229 

.7953, 7988. .8137, 7997. .8134, 



Seq. No. 43073 Seq. ID 

Gene No. 90210 Strand 

Start 14186 End 

Name OJ000450_07 . 0411 . C6 . o4 . tm Method 

Start 8644 End 

GI none Score 

Exons 8644.. 8967, 8673.. 8954 



OJ000450_07.0411.C6 
16116 

TBLASTX: Maize 

8967 

362 



Seq. No. 43073 

Gene No. 90210 

Start 14186 

Name OJ000450_07 . 04 11 . C6 . o4 . tw 

Start 8781 

GI none 
Exons 



Seq. ID OJ000450_07.0411.C6 



Strand 
End 

Method 

End 

Score 



16116 

TBLASTX: Wheat 

9162 

371 



8781. .8837, 8782. .9162, 8785. .9123, 8883. .9131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43073 
90210 
14186 

OJ000450_07.0411.C6.o8.tw 

9163 

none 



Seq. ID OJ000450_07.0411.C6 



Strand 
End 

Method 

End 

Score 



16116 

TBLASTX: Wheat 

9765 

259 



9163. .9447, 9168. .9446, 9639. .9761, 9640. .9765 



Seq. No. 


43073 








Seq. ID 


OJ000450_07.0411 


.06 


Gene No. 


90210 








Strand 






Start 


14186 








End 


16116 




Name 


OJ000450 07 


.0411. 


.06. o8. 


tm 


Method 


TBLASTX: Maize 




Start 


9634 








End 


9780 




GI 


none 








Score 


186 




Exons 


9634. .9780, 


9639. 


. .9773 










Seq. No. 


43073 








Seq. ID 


OJ000450_07.0411 


.06 


Gene No. 


90210 








Strand 






Start 


14186 








End 


16116' 




Name 


OJ000450 07 


.0411, 


.06.03. 


np 


Method 


AAT/NAP 





43822 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14186 End 14320 

7523512 Score 135 

14186.. 14320 

(AP001633) hypothetical protein [Oryza sativa] 



43073 

90211 

21239 

OJ0004 

21239 

none 

21239. 

21500. 

21838. 

22106. 

22656. 

23001. 

23360. 

23859. 

24328. 

24643. 

24667. 



50 07 .0411.C6.ol.tni 



,21319, 
.21544, 
.21966, 
.22177, 
.22781, 
.23105, 
.23458, 
.23963, 
.24408, 
.24780, 
.24780, 



21295 
21506 
21838 
22108 
22657 
23017 
23536 
23860 
24328 
24665 
24863 



.21318, 
.21538, 
.21939, 
.22179, 
.22782, 
.23136, 
.23739, 
.23964, 
.24408, 
.24778, 
.24901, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21321 

21662 



OJ000450 07. 0411. C6 



24969 

TBLASTX: Maize 
24969 
53 

21389, 21339. .21389, 
21748, 21733. .21747, 



21840. .21962, 22104 .. 22178 , 

22108. .22179, 22656 .. 22781, 

22657. .22782, 22993 23118 , 

23339. .23458, 23340 .. 23456, 

23536.-23736, 23858 .. 23935, 

24055. .24123, 24057 .. 24122 , 

24330. .24410, 24330 .. 244 13, 

24666. .24779, 24 666 .. 24782, 

24863.-24967, 24934. .24969 



beq. wo. 


43073 








Gene No . 


90211 








brar u 


21239 








Name 


OJ000450 07. 0411. C6. 


ol.ts 


Start 


21662 








GI 


none 








Exons 


21662. 


.21748, 


21838. 


.21966, 




22104. 


.22178, 


22655. 


.22774, 




22657. 


.22782, 


23001. 


.23090, 




23360. 


.23458, 


23362. 


.23418, 




23536. 


.23739, 


23538. 


.23741, 




23860. 


.23964, 


24055. 


.24123, 




24333. 


.24446, 


24643. 


.24780, 




24667. 


.24780, 


24862. 


.24891, 


Seq. No. 


43073 








Gene No. 


90211 








Start 


21239 








Name 


OJ000450 07. 0411. C6. 


o2 . tc 


Start 


21662 








GI 


none 








Exons 


21662. 


.21748, 


21838. 


.21966, 


Seq. No, 


43073 








Gene No. 


90211 








Start 


21239 








Name 


OJ000450 07. 0411. C6. 


o3. tc 


Start 


22140 








GI 


none 








Exons 


22140. 


.22178, 


22656. 


.22736, 




22657. 


.22782, 


22993. 


.23118, 




23017. 


.23136 







Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_07.0411.C6 
24969 

TBLASTX : Soybean 

24964 

142 



21840. .21965, 22103. 

22656. .22775, 22657. 

23017. .23136, 23017. 

23532. .23738, 23536. 

23657. .23746, 23859. 

24057. .24122, 24328. 

24666.-24779, 24666. 

24863. .24901, 24920. 



.22177, 
.22782, 
,23136, 
,23739, 
.23963, 
.24408, 
.24782, 
.24964 



Seq. No. 



43073 



Seq. ID OJ000450_07.0411.C6 
Strand 

End 24969 

Method TBLASTX: Cress 

End 21966 

Score ' 160 



Seq. ID OJ000450_07 .0411.C6 
Strand 

End 24 969 

Method TBLASTX : Cress 

End 23136 

Score 66 



Seq. ID OJ000450_07.0411.C6 



43823 



Gene No. 90211 Strand 

Start 21239 End 

Name OJ000450_07 . 0411 . C6 . ol . tc Method 

Start 23369 End 

GI none Score 

Exons 23369. .23458, 2337 9 23456, 23380 

23538. .23738, 23657 .. 2374 6, 23859 

23860. .23976, 24055 .. 24123, 24055 

24330. .24467, 24 640 24780, 24666 
24863. .24901 



24969 

TBLASTX: Cress 
24901 
120 

23457, 23536. .23739, 
23954, 23859. .23963, 
24156, 24328. .24408, 
24782, 24862. .24888, 





Seq. No. 


43073 


Seq. ID 


OJ000450_ 


_07.0411.C6 




Gene No. 


90211 


Strand 








Start 


21239 


End 


24969 






Name 


OJ000450 07.0411.C6.o7.tw 


Method 


TBLASTX: Wheat 




Start 


23675 


End 


24119 






GI 


none 


Score 


44 






Exons 


23675. .23695, 23676 .. 23705, 23695 23739, 23700 


. .23753, 






23858. .23932, 23859 .. 23963, 23860 .. 23964 , 24056 


. .24118, 






24057 24119 










Seq. No. 


43074 


Seq. ID 


OJ000450 


_07.0411.C7 




Gene No. 


90212 


Strand 








Start 


185 


End 


4068 






Name 


OJ0004 50 07 0411 C7.ol.as 


Method 


GENSCAN 






Start 




End 


4068 






GI 




Score 


.67 






Exons 


IftS 293 517 634, 826. .989, 


1030.. 1195, 2215. 


.2343, 






9^fi7 9fi1 R "^1 ^9 ^?n? '^204 


.3399, 3749. .3782, 


3977. .4068 




Seq. No. 


43075 


Seq. ID 


OJ000450 


_07. 0411. CIO 




Gene No . 


90213 


Strand 


+ 






Start 


1558 


End 


1891 




5 


Name 


OJ000450 07.0411.C10.ol.gp 


Method 


AAT/GAP 




f ^ 


Start 


1558 


End 


1891 




-A 


GI 


2798412 


Score 


599 






Exons 


1558.. 1891 










GI DescriD. 


4760545/dbj IBAA77333.il 1 . Oe- 


10 {AB019492) IDN4 


-GGTR14 [Homo 






sapiens] 










Seq. No. 


43075 


Seq. ID 


OJ000450 


_07. 0411. CIO 




Gene No. 


90214 


Strand 








Start 


419 


End 


844 






Name 


OJ000450 07.0411.C10.ol.gs 


Method 


GENSCAN 






Start 


419 


End 


844 






GI 


none 


Score 


.86 






Exons 


419. .844 










Seq. No. 


43075 


Seq. ID 


OJ000450 


_07. 0411. CIO 




Gene No. 


90215 


Strand 








Start 


1681 


End 


8970 






Name 


OJ000450 07.0411.C10.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


1609 


End 


2311 






GI 


none 


Score 


316 






Exons 


1609. .1632, 1642. .1950, 1658. 


.1930, 1669.. 1941, 


1933. .2025, 






1937.. 2023, 1939.. 2025, 2071. 


.2310, 2096.. 2311, 


2097. .2309 



43824 




Sea. No. 


43075 








Seq. ID 


OJ000450 


07. 0411. CIO 


Gene No 


90215 








Strand 






Start 


1681 








End 


8970 




Name 


OJ000450 07 


.0411. 


C10.O2 


.gs 


Method 


GENSCAN 




Start 


1681 








End 


8764 




GI 


none 








Score 


.79 




Exons 


1681. .2007, 


2097. 


.2309, 


2463. 


.2814, 3384. .3460, 


3939. .4J81, 




4566. .4766, 


6050. 


.6264, 


6392. 


.6792, 7819. .7915, 


7985. .8051, 




8510. .8764 














Seq. No, 


43075 








Seq. ID 


OJ000450 


_07. 0411. CIO 


Gene No. 


90215 








Strand 






Start 


1681 








End 


8970 




Naine 


OJ000450 07 


.0411. 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1690 ~ 








End 


5449 




GI 


7293088 








Score 


321 






1690. .2007, 


2097 . 


.2309, 


2463. 


.2791, 5413. .5449 




QT Dp<5Ci'io. 


(AE003499) 


CG9213 


gene product [Drosophila melanogaster] 


Sea No 


43075 








Seq. ID 


OJ000450 


_07. 0411. CIO 


Gene No. 


90215 








Strand 






Start 


1681 








End 


8970 




Name 


OJ000450 07 


.0411. 


C10.O2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1735 ~ 








End 


2117 




GI 


none 








Score 


109 




TT von s 

lit 1 o 


1735 1920, 


1784 . 


.1915, 


1798. 


.1965, 1805. .1927, 


1940. .2008, 




1941 . .2009, 


1948 . 


.2010, 


1948. 


.2025, 2097. .2117 




Sea No 


43075 








Seq. ID 


OJ000450 


_07. 0411. CIO 


Gene No. 


90215 








Strand 






Start 


1681 








End 


8970 




Name 


OJ000450 07 


.0411. 


C10.O4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2622 








End 


4202 




GI 


none 








Score 


205 




Rxons 


2622 . .2816, 


2622. 


.2816, 


3400. 


.3459, 3404. .3460, 


3928. .4059, 




3939. . 4067, 


4069, 


.4158, 


4083. 


.4202, 4085. .4201, 


4086. .4202 


Sea No 


43075 








Seq. ID 


OJ000450 


_07. 0411. CIO 


Hene No 


90215 








Strand 






Start 


1681 








End 


8970 




Name 


OJ000450 07 


.0411. 


C10.O3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


4203 








End 


6175 




GI 


none 








Score 


74 




Exons 

J_l Awl 1 O 


4203. .4283, 


4203. 


.4358, 


4208. 


.4327, 4266. .4481, 


4321. .4482, 




4328 . .4483, 


4351. 


.4482, 


4553. 


.4750, 4563. .4769, 


4564. .4752, 




4566. .4754, 


6050. 


.6175, 


6065. 


.6166 






Sea No 


43075 








Seq. ID 


OJ000450 


_07. 0411. CIO 


Gene No. 


90215 








Strand 






Start 


1681 








End 


8970 




Name 


OJ000450 07 


.0411. 


ClO.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4257 








End 


6169 




GI 


none 








Score 


61 




Exons 


4257. .4343, 


4335. 


.4481, 


4372. 


.4482, 4563. .4763, 


4564 . .4674, 




4581. .4763, 


4699. 


.4764, 


6119. 


.6169 






Seq. No. 


43075 








Seq. ID 


OJ000450 


_07. 0411. CIO 



43825 




Gene No. 


90215 






Strand 






oCa J. L. 


X D 0 J. 






PnH 


8970 




Nsiue 


\J\J\J\JUH u\J \J 1 


0411 

• W M ± X . 


PI 0 o9 rrn 

^XU . KJ^ * 
















PnH 


\J X *4 ^ 






none 






O^LJX C7 


ft R7 




Bxons 




*i J u 0 • 


• 4 / DO/ \J\J J\J » 


fil 4 Q 






oeq. NO. 


f± J u / o 






Seq. ID 


OJ000450_07.0411 


.CIO 


Gene No . 


0091 ^ 






Strand 






Start 


1681 






End 


8970 




Name 


OJ000450_07 


.0411. 


C10.O2 . tm 


Method 


TBLASTX: Maize 






/ -7 *i J 






End 


8931 






none 






Score 


83 




Exons 


f D m , 0\J ^ ^ f 


7 Qfi9 


R0R7 7Q77 


.8057, 8497. .8748, 8497. .8736, 






ft soft 

0 ^ \J 0 * 


R7fiS ftftOR 


.8915, 8816.. 8926, 8819.. 8926, 






ft ft 91 
0 0 Z X • 


ft Q9ft 
• 0 -?z 0 








oeq . INO • 








Seq. ID 


OJ000450_07.0411 


.CIO 


Gene No. 


90215 






Strand 






Start 


1681 






End 


8970 




Name 


ninnndRn 07 


.0411. 


C10.o2.np 


Method 


AAT /NAP 




o Lari, 


/ ^D*± 






End 


8925 






DO ^ 0 4 X / 






Score 


-445 




T -^r -r^ C» 




8510. 


.8752, 8827. 


.8925 






uescrxp. 


{ a T9 4 9 01 7 ^ 


deoxyhypusine synthase [Nicotiana tabacum] 




Seq. No. 


43075 






Seq. ID 


OJ000450_07.0411 


- CIO 


Gene No. 


90215 






Strand 






o uarx- 


1 ^^fti 
X 00 X 






End 


8970 




Name 


nT0004'=10 07 


.0411. 


C10.o3.ts 


Method 


TBLASTX : Soybean 




ocar u 


0 00 X 






End 


8970 




PT 
ox 


none 






Score 


75 






ooox. , 0 f 0 f f 


8682. 


.8765, 8842. 


.8970, 8843. .8926 




oeq • INO • 


A '307 






Seq. ID 


OJ000450_07.0411 


n 1 

• X X 


Gene No. 


90216 






Strand 






Start 


1 






End 


271 




Name 


nT0004R0 07 


.0411. 


Cll.ol.np 


Method 


AAT /NAP 




o tar L. 


1 ~~ 
X 






End 


271 




r'T 


iTcoo^ 1 7 
DOzi j4 X / 






Score 


73 




rjXuris 


1911 Q9 


.271 










uescr j.p . 


/7VT949017^ 
^ Au Z 4 Z U X / } 


deoxyhypusine synthase [Nicotiana tabacum] 




oeq. iNO. 


A "5077 






Seq. ID 


OJ000450_06.0410 


.C9 


Gene No. 


90217 






Strand 


+ 




Start 


3837 






End 


4862 




Name 


n TO 004^0 f)f^ 


.0410. 


C9.o2.np 


Method 


AAT /NAP 




o tar L 


00 X ^ 






End 


4844 






^^7 9Q099 
D / Z y U Z Z 






Score 


358 




ciXons 


001 Q A'^Qfi 
jOX^. .40^D/ 


4424. 


.4844 








GI Descrip . 


f nPOOQI 7 7 \ 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


43077 






Seq. ID 


OJ000450_06.0410 


.C9 


Gene No. 


90217 






Strand 


+ 




Start 


3837 






End 


4862 




Name 


OJ000450 06 


.0410. 


C9.o2.gs 


Method 


GENSCAN 




Start 


3837 






End 


4862 





43826 







Score 


. 99 




von Q 


^837 4862 








Seq. No. 


43077 


Seq. ID 


OJ000450_06.0410 


.C9 


Gene No. 


90218 


Strand 








539 


End 


2325 




Nsnie 


OlT000450 06 0410 C9 ol as 


Method 


GENSCAN 






^ ^ ^ 


End 


2325 




r* T 


n on o 
1 iwiic 


Score 


.71 




Exons 


539 664. 1500 1643. 2211.. 


2325 






^prr No 


43077 


Seq. ID 


OJ000450_06.0410 


.C9 


Gene No. 


90219 


Strand 






Start 


7182 


End 


7805 




Name 


OJ000450 06.0410.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


255 


End 


1666 




GI 


none 


Score 


76 




Exons 


255. .293, 519. .662, 533. .646 


, 535. .678 


, 537. .665, 1498. 


.1665, 



1499. .1666 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43077 
90219 
7182 

OJ0004 50_06.0410.C9.o2.tm 

255 

none 



Seq. ID OJ000450_06.0410.C9 
Strand 

End 7805 

Method TBLASTX : Mai ze 

End 2393 

Score 180 



255. .293, 534. .665, 535. .666, 537. .665, 550. .666, 1492. .1638, 
1498. .1644, 1499. .1645, 2201. .2308, 2212. .2307, 2218. .2319, 
2241.. 2336, 2274. .2336, 2282.. 2374, 2328. .2393 



43077 
90219 
7182 

OJ000450_06.0410.C9.o2.ts 

255 

none 



Seq. ID OJ000450_06.0410,C9 
Strand 

End 7805 

Method TBLASTX : Soybean 

End 2319 

Score 133 



255. .293, 537. .665, 538. .666, 538. .666, 1486. .1638, 1498. .1638, 
1499. .1.639, 2201. .2308, 2212. .2307, 2218. .2319 



43077 
90219 
7182 

OJ000450_06.0410.C9.ol.tw 

624 

none 



Seq. ID OJ000450_06.0410.C9 
Strand 

End 7805 

Method TBLASTX : Wheat 

End 2390 

Score 63 



624. .665, 625.-666, 626. .667, 1492. .1644, 1498. .1644, 

1499. .1660, 2201. .2308, 2212. .2307, 2224. .2316, 2280. .2330, 

2282.. 2329, 2346.. 2390 



43077 
90219 
7182 

OJ000450_06.0410.C9.ol.tm 
3981 
none 



Seq. ID OJ000450_06.0410.C9 
Strand 

End 7805 
Method TBLASTX : Maize 
End 7805 
Score " 100 



3981. .4049, 3983. ,4048, 4143. .4214, 4218. .4274, 4325.-4387, 
4326. .4388, 4373. .4471, 4428. .4472, 7533. .7715, 7636. .7701, 



43827 



7755. .7805 



Seq. No, 43077 

Gene No. 90219 

Start 7182 

Name OJ0004 50_0 6 . 04 10 . C9 . ol . ts 

Start 4125 

GI none 

Exons 4125. .4208, 4218. .4274, 4332, 



Seq. ID OJ000450_06.0410.C.9 
Strand 

End 7805 

Method TBLASTX : Soybean 

End 7805 

Score 79 

.4385, 4539. .4607, 4641. .4784, 



7200. .7403, 7431. .7499, 7533. .7610, 7638. .7697, 7761. .7805 



Seq. No. 43077 

Gene No. 90219 

Start 7182 

Name OJ0004 50_06 . 0410 . C9 . ol . tc 

Start 4331 

GI none 

Exons 4331.. 4378, 4332.-4385, 4539. 

7446. .7499, 7533. .7616, 7603. 



Seq. ID 
•Strand 
End 

Method 
End 
Score 



OJ000450 06. 0410. C9 



7805 

TBLASTX: Cress 
7698 
70 

4598, 4638. .4832, 7212. .7406, 
7698, 7644.. 7697 



Seq. No. 43077 

Gene No. 90219 

Start 7182 

Name OJ0004 50_0 6 . 04 10 . C9 . o3 . tm 

Start 4568 

GI hone 

Exons 4568.. 4591, 4569.. 4601, 4614. 

7213. .7428, 7437. .7469 



Seq. ID OJ000450_06.0410.C9 
Strand 

End 7805 

Method TBLASTX : Maize 

End 7469 

Score 61 

.4841, 4643. .4831, 7203. .7427, 



Seq. No. 43077 Seq. ID 

Gene No. 90219 Strand 

Start 7182 End 

Name OJ0004 50_0 6 . 04 10 . C9 . o3 . gs Method 

Start 7182 End 

GI none Score 

Exons 7182.. 7739 



OJ000450_06.0410.C9 

7805 
GENSCAN 
7739 
.75 



Seq. No. 


43077 




Seq. ID 


OJ000450_06. 


0410. C9 


Gene No. 


90219 




Strand 






Start 


7182 




End 


7805 




Name 


OJ000450 06 


.0410.C9.o3.np 


Method 


AAT/NAP 




Start 


7200 




End 


7805 




GI 


6729022 




Score 


250 




Exons 


7200. .7805 










GI Descrip. 


(AC009177) 


unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


43078 




Seq. ID 


OJ000450_06. 


0410. CIO 


Gene No. 


90220 




Strand 


+ 




Start 


3553 




End 


6110 




Name 


OJ000450 06 


.0410. CIO. o3.gs 


Method 


GENSCAN 




Start 


3553 




End 


6110 




GI 


none 




Score 


.69 




Exons 


3553. .3652, 


3846. .4002, 5184. .5302, 5474.. 5569, 6001.. 6110 


Seq. No. 


43078 




Seq. ID 


OJ000450_06. 


0410. CIO 


Gene No. 


90221 




Strand 


+ 




Start 


16361 




End 


17616 





43828 



Nsine 


OJ000450 06.0410.C10.o7.gs 


Method 


GENSCAN ■ 




Start 


16361 ~ 


End 


17616 






none 


Score 


.46 




Exons 


16361. .16382, 17058 .. 17087, 


17597. .17616 




Seq. No. 


43078 


Seq. ID 


OJ000450_06 . 0410 , 


.CIO 


Gene No. 


90222 


Strand 


+ 




Start 


18382 


End 


1 O O O 1 

1898 1 






OJ000450 06.0410.C10.o8.gs 


Method 


GENSCAN 




O U dJL L. 


18382 ~ 


End 


18981 




ox 


none 


Score 


.91 




Exons 


' 18382. .18981 








Sea No. 


43078 


Seq. ID 


OJ000450_06.0410. 


.CIO 


Gene No. 


90222 


Strand 


+ 




Start 


18382 


End 


18981 






OJ000450 06.0410.C10.o3.np 


Method 


AAT/NAP 




O L. ClI. 1- 


18385 ~ 


End 


18975 




U X 


6694699 


Score 


384 






18385 . . 18975 










(AF210064) dirigent protein 


[Thuja plicata] 




O C U . LN . 


43078 


Seq. ID 


OJ000450_06.0410 


.CIO 


Gene No. 


90222 


Strand 


+ 




Start 


18382 


End 


18981 




Name 


OJ000450 06.0410.C10.ol.gp 


Method 


AAT/GAP 




Start 


18720 


End 


18978 




GI 


4969019 


Score 


• 470 




F von ^ 


18720. .18978 








ox L/C O -L -L ^ • 


4454038/emb|CAA23035.1| 4.0e-29 (AL035394) putative disease 


resistance response protein 


[Arabidopsis thaliana] 




Secj. No. 


43078 


Seq. ID 


OJ000450_06.0410 


.CIO 


Gene No. 


90223 


Strand 


+ 




Start 


21119 


End 


21742 




Name 


OJ000450 06.0410.C10.ol0.gs 


Method 


GENSCAN 




Start 


21119 


End 


21742 




GI 


none 


Score 


1 




Exons 


21119. .21742 " • ' 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID 
Strand 
End 

Method 
End 
Score 



43078 
90224 
24498 

OJ000450_06.0410.C10.o4 .np 
24498 
7487237 

24498. .24609, 25913 .. 27012, 27197. .27263 
hypothetical protein T20B5.15 - Arabidopsis thaliana 
gi|2623309|gb|AAB86455.1| (AC002409) putative 
TGACG-sequence-specific bZIP DNA-binding protein [Arabidopsis 
thaliana] 



OJ000450 
+ 

35062 
AAT/NAP 
27263 
364 



06. 0410. CIO 



43078 
90224 
24498 

OJ000450_06.0410.C10.ol2.gs 
25772 



Seq. ID OJ000450_06. 0410. CIO 

Strand + 

End 35062 

Method GENSCAN 

End 34553 



43829 



GI none Score .84 

Exons 25772. .27017, 28501 .. 28773, 29252 .. 29275 , 30258 304 4 4 , 

30682. .30757, 32895 .. 33022 , 33252 ... 33381 , 337 93 .. 33972, 

34371. .34553 



Seq. No. 43078 

Gene No. 90224 

Start 24498 

Name OJ0004 50_06 .0410. CIO . o4 . gp 

Start 31902 

GI 701288 
Exons 



Seq. ID OJ000450_06. 0410. CIO 

Strand + 

End 35062 

Method AAT/GAP 

End 33033 

Score 74 3 



31902. .32003, 32607 .. 32708 , 32784.. 33033 



Seq. No. 


43078 


Seq. ID 


OJ000450_06. 0410. CIO 


Gene No . 


90224 


Strand 


+ 


start 


24498 


End 


35062 


Name 


OJ000450 06.0410.C10.o5.np 


Method 


AAT/NAP 


O L.C11. U 


32366 


End 


34697 


GI 


6562002 


Score 


653 


Rvon *? 


32366. .32476, 33128 .. 33381, 


33793. .33972, 34371 .. 34526, 




34608. .34697 






GI Descrip. 


(AL133363) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


43078 


Seq. ID 


OJ000450_06.0410.C10 


Gene No . 


90224 


Strand 


+ 


start 


24498 


End 


35062 


Name 


OJ000450 06.0410.C10.o5.gp 


Method 


AAT/GAP 


Start 


34368 


End 


35062 


GI 


3768640 


Score 


1081 


R vnns 


34368. .34526, 34608.. 35062 






GI Descrip. 


4335739/gb|AAD17417 1 3.0e-ll 


(AC00624 


8) hypothetical protein 




[Arabidopsis thaliana] 






^e^n No 


43078 


Seq. ID 


OJ0004 50_06.0410.C10 




90225 


Strand 


+ 




35298 


End 


35869 


Name 


OJ000450 06.0410.C10.o6.gp 


Method 


AAT/GAP 


Start 


35298 


End 


35869 


GI 


2798815 


Score 


637 


Exons 


35298. .35869 






GI Descrip. 


3660464 /emb|AJ001753|ATI134T 


l.Oe-20 


Arabidopsis thaliana mRl 


for Inositol 1, 3, 4-Trisphosphate 5/6 


Kinase 


Seq. No. 


43078 


Seq. ID 


OJ000450_06.0410.C10 


Gene No. 


90226 


Strand 




Start 


24 


End 


343 


Name 


OJ000450 06.0410.C10.ol.gs 


Method 


GENSCAN 


Start 


24 


End 


343 


GI 


none 


Score 


.96 


Exons 


24. .343 






Seq. No. 


43078 


Seq. ID 


OJ000450_06. 0410.C10 


Gene No. 


90227 


Strand 




Start 


5805 


End 


1034 6 


Name 


OJ000450 06.0410.C10.ol.np 


Method 


AAT/NAP 


Start 


5805 . 


End 


7681 


GI 


5734715 


Score 


310 



43830 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



\2 Seq. No. 

ffi Gene No. 

fij Start 

L ~ Name 

H Start 
GI 

^3 Exons 

Seq. No. 

Gene No. 

Start 
'"■4 Name 
¥^ Start 
,3 GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5805.. 5835, 7073.. 7681 

(AC008075) Similar to gb|AF110333 PrMC3 protein from Pinus 
radiata and is a member of PF| 00135 Carboxylesterases family. 
EST gb|N37841 comes from this gene. [Arabidopsis thaliana] 



43078 Seq. ID 

90227 Strand 

5805 End 
OJ000450_06. 0410. CIO. o4 .gs Method 

6806 End 

none Score 
6806. .7873 



OJ000450_06. 0410. CIO 

10346 
GENSCAN 
7873 
.9 



OJ000450 06. 0410. CIO 



43078 Seq. ID 

90227 Strand 
5805 End 10346 

0 J0004 50_06 . 04 10 . CIO . o2 . np Method AAT/NAP 
6818 End 9809 

5734715 Score 306 

6818.. 7687, 9666. .9809 

(AC008075) Similar to gb|AF110333 PrMC3 protein from Pinus 
radiata and is a member of PF| 00135 Carboxylesterases family. 
EST gb|N37841 comes from this gene. [Arabidopsis thaliana] 



43078 
90227 
5805 

OJ000450_06. 0410. CIO. o5.gs 

9306 

none 

9306. .10346 

43078 
90228 
12206 

OJ000450_06.0410.C10.o6.gs 

12206 

none 

12206. .13282 

43078 
90229 
22729 

OJ000450_06.0410.C10.o2.gp 
22511 

35649_1.R1084 

22511. .22612, 22689 22966, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_06.0410.C10 

10346 
GENSCAN 
10346 
1 



OJ000450_06.0410.C10 

13282 
GENSCAN 
13282 
.99 



Seq. ID 
Strand 
End 

Method 
End 
Score 
23126. .23175 



OJ000450 06. 0410. CIO 



24903 
AAT/GAP 
23175 
610 



4454038/emb|CAA23035.1| 4.0e-29 (AL035394) putative disease 
resistance response protein [Arabidopsis thaliana] ' 



43078 
90229 
22729 

OJ000450_06.0410.C10.oll.gs 
22729 
none 



Seq. ID OJ000450_06. 0410. CIO 



Strand 
End 

Method 

End 

Score 



24903 
GENSCAN 
24903 
.84 



22729. .22746, 22770 .. 22966, 23126 .. 23300, 24439.. 24903 



43831 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43078 Seq. ID OJ000450_06 . 04 10 , CIO 

90229 Strand 

22729 End 24903 

OJ0004 50_06 . 04 10 . CIO . o3 . gp Method AAT/GAP 

23550 End 23913 

uC-osrocyp031c04bl Score 597 

23550.. 23913 

'1707032 2.0e-15 (U80445) coded for by C. elegans cDNA ykl3g5.3; 

coded for by C. elegans cDNA yk21g6.3; coded for by C. elegans 

cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 

by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA 
yk65h8' 



Seq. No. 43078 

Gene No. 90230 

Start 34255 

Name OJ000450_06 . 0410. CIO . o6 . np 

Start 34255 

GI 7303287 
Exons 



Seq. ID OJ000450_06. 0410. CIO 
Strand 

End 40065 

Method AAT/NAP 

End 40020 

Score 1843 



34255. .34287, 35638 .. 35952 , 36068 .. 36319, 36635 .. 36844 , 
37429. .37590, 37683.-37867, 37969 .. 38285, 388 64 38 984 , 
39057. .40020 

GI Descrip. (AE003817) CG6197 gene product [Drosophila melanogaster] 



Seq. No. 43078 Seq. ID 

Gene No. 90230 Strand 

Start 34255 End 

Name OJ000450_06 .0410. CIO . ol3 . gs Method 

Start 35512 End 

GI none Score 
Exons 



OJ000450_06.0410.C10 

40065 
GENSCAN 
40065 
.96 



35512. .35970, 36068 .. 36319, 36635 36835, 37420 37590, 
37683. .37867, 37960 38285, 38864.. 40065 



Seq. No. 43078 Seq. ID 

Gene No. 90230 Strand 

Start 34255 End 

Name OJ0004 50_06 . 04 10 . CIO . o7 . gp Method 

Start 37505 End 

GI 4878395 Score 

Exons 37505. .37590, 37683, 
GI Descrip. 



OJ000450_06.0410.C10 

40065 
AAT/GAP 
38044 
642 



.37867, 37960.. 38044 
1707032 2.0e-15 (U80445) coded for by C. elegans cDNA ykl3g5.3; 
coded for by C. elegans cDNA yk21g6.3; coded for by C. elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C, elegans cDNA yk65h8.3; coded for by C. elegans cDNA yk65h8 



Seq. No. 


43078 




Seq. ID 


OJ000450 


Gene No. 


90231 




Strand 




Start 


41266 




End 


42137 


Name 


OJ000450 06. 0410. CIO 


ol4 .gs 


Method 


GENSCAN 


Start 


41266 




End 


42137 


GI 


none 




Score 


.79 


Exons 


41266. .41294, 41516. 


41669, 


41922. .42137 


Seq. No. 


43078 




Seq. ID. 


OJ000450 


Gene No. 


90232 




Strand 




Start 


45154 




End 


45301 



43832 



Name 

Start 

GI 

Exons 



OJ000450_06. 0410. CIO. ol.tw - Method TBLASTX : Wheat 

2 End 13202 

none Score 130 

2. .85, 50. .271, 102. .272, 7497. .7556, 7505. .7558, 7608. 

7616. .7828, 9999. .10067, 10119 .. 10169, 10120 10311, 

10215. .10310, 12905. .12973, 12912 .. 12971, 13007 13063, 

13011. .13085, 13113. .13202, 13127.. 13201 



7811, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43078 

90232 

45154 

OJ0004 

2 

none 
2. .76, 
7521. . 
9673. . 
9933. . 
10212. 
12746. 
13011. 



50 06.0410.C10.o4.tm 



Seq. ID OJ000450_06. 0410. CIO 
Strand 

End 45301 

Method TBLASTX : Maize 

End 13204 

Score 116 



101, .202, 102. .197, 7154. .7333, 7197. .7391, 7370. .7558, 
7556, 7614. .7709, 7616. .7693, 7679. .7828, 7680.. 7811, 
9747, 9675, .9755, 9801. .9878, 9805. .9930, 9897.. 10016, 
9995, 9981, .10067, 10054 .. 10068, 10119 .. 101 69, 
.10343, 10222. .10311, 12552 12752 , 12554 .. 12751 , 
.12772, 12770. .12973, 12912 .. 12971, 13007 .. 13096, 
.13085, 13107. .13202, 13121 .. 13204 , 13121.. 13201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43078 
90232 
45154 

OJ000450_06. 0410. CIO. o3.tc 
2 

none 



Seq. ID OJ000450_06. 0410. CIO 
Strand 

End 4530i" 

Method TBLASTX : Cress 

End 12853 

Score 69 



2. .76, 7070. .7141, 7071. .7142, 7154. .7258, 7268, .7327, 
7388. .7558, 9591. ,9662, 9675, ,9755, 9804, .9857, 9900. ,9998, 
9981. .10067, 12470. ,12541, 12474 ,. 12524 , 12554 .. 12622 , 
12555. .12623, 12668 ,, 12721 , 12675,-12722, 12773.. 12853 



Seq. No. 43078 

Gene No. 90232 

Start 45154 

Name QJ000450_06, 0410.C10.o6,tm 

Start-^: _ 6824 

GI . none 
Exons 



Seq, ID OJ000450_06. 0410. CIO 
Strand 

End 45301 

Method TBLASTX : Mai ze 

End^ 12494 

Score 231 



6824. .7093, 6825. .7094, 9391, ,9537, 9393, .9566, 9564, 
9583.. 9615, 12230 .. 12310, 12230 124 93, 12234.. 12494 



,9614, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43078 
90232 
45154 

OJ000450_06.0410.C10.ol.ts 
6827 



Seq, ID OJ000450_06. 0410. CIO 
Strand 

End 45301 
Method TBLASTX : Soybean 
End 12853 
Score 74 

6827. .7033, 7055. .7141, 7056. .7142, 7154. .7258, 7227. .7319, 
7262. .7321, 7388. .7558, 9396.-9539, 9397. .9540, 9585. .9644, 
9592. .9645, 9675. .9755, 9804. .9857, 9909. .10016, 9993. .10067, 
12230. .12430, 12288 .. 12431, 124 64 .. 1254 1, 12474 .. 12599, 
12554. .12640, 12627 .. 12719, 12662 .. 12721, 12782.. 12853 



none 



Seq. No. 
Gene No. 
Start 



43078 
90232 
45154 



Seq. ID 

Strand 

End 



OJ000450 06. 0410. CIO 



45301 



43833 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000450_06.0410.C10.o2.tc Method 
18493 End 
none Score 



TBLASTX: Cress 

21745 

48 



18493. .18540, 18619 .. 18666, 18691 .. 18 975, 187 65 .. 18 950, 
21245. .21292, 21380 .. 21415, 214 66 .. 21735, 21467. .21745 



43078 
90232 
45154 
OJ000450 
22431 
none 
22431 
22647 
23120 
23140 



06.0410.C10.o5.tm 



22616, 22471. 

22961, 22685. 

23245, 23121. 
23322 



.22623, 
.22837, 
.23303, 



43078 
90232 
45154 

OJ000450_06.0410.C10.o4 .ts 

22719 

none 

22719. .22820, 
23127. .23300, 
24499. .24624 



22719. .22961, 
23140. .23313, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22495. .22614, 
22686. .22967, 
23121. .23300, 



OJ000450 06. 0410. CIO 



45301 

TBLASTX: Maize 
23322 
170 

22529. .22615, 
22735. .22962, 
23128. .23322, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

22738 

23142 



OJ000450 06. 0410. CIO 



22956, 
23303, 



45301 
TBLASTX 
24624 
71 

22871 
24464 



Soybean 



.22957, 
.24622, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43078 Seq. ID 

90232 Strand 
45154 End 
OJ000450_06 . 04 10 . CIO . o3 . tm Method 
26404 End 
none Score 

26404. .26463, 26405 .. 26491, 26432 .. 26851 , 26434 

26492. .26818, 26760 .. 26849, 2684 6 .. 2692 6, 26854 

26864. .26926, 26927 .. 27019, 26927 27013, 26929 

26953. .27003, 284 99 .. 28621 , 28500 28 637 , 28503 



OJ000450 06. 0410. CIO 



45301 

TBLASTX: Maize 
28652 
67 



.26799, 
.26925, 
.27018, 
.28652 



43078 
90232 
45154 

OJ000450_06. 0410. CIO. o7.tm 

28658 

none 

28658. .28723, 28 658 .. 28726, 
28749. .28955, 28752 .. 28 961 , 

43078 
90232 
45154 

OJ000450_06 . 0410 . CIO . o9 . tm 

32953 

none 

32953. .33021, 32970 .. 33020, 
33123. .33290, 33124.. 33297 



Seq. ID OJ000450_06. 0410. CIO 
Strand 

End 45301 

Method TBLASTX : Mai ze 

End 28961 

Score 69 
28659. .28739, 28662 .. 28733, 
28778. .28957 

Seq. ID OJ000450_06. 0410. CIO 
Strand 

End 45301 

Method TBLASTX : Mai ze 

End 33302 

Score 64 
32974. .33021, 33120 .. 33302, 



Seq. No. 



43078 



Seq. ID OJ000450_06. 0410. CIO 



43834 



Gene No. 


90232 






Start 


45154 






Nd.ine 


OJ000450 06. 0410. CIO 


. o2 . ts 


O UdX. U 


32997 








none 






TP %r /^rt c? 

LiKOLlS 


32997. 


.33026, 33102. 






33309. 


.33386, 33790. 


. 33897, 


Seq. No. 


43078 






Gene No. 


90232 






o udi. u 


45154 






Nairie 


OJ000450 06. 0410. CIO 




o Laru 


33303 








none 






R von Q 


33303. 


.33380, 33304. 


. 33381, 


Seq, No. 


43078 






Gene No. 


90232 






O L.CIJL U ■ 


45154 






Name 


OJ000450 06. 0410. CIO 


O R 1~ Q 


o L.aj. u 


33898 








none 






tr von c 


33898. 


.33993, 34365. 


.34544, 


oeq. LNo . 


43078 






Gene No. 


90232 






Start 


45154 








OJ000450 06. 0410. CIO 


. o5 . tc 


Q4- a r--l- 

onar t 


33904 








none 






Exons 


33904. 


.33993, 34368. 


. J 1 J *± *s , 




34611. 


.34760 




Seq. No. 


43078 






Gene No. 


90232 








45154 






Ncuue 


OJ000450 06. 0410. CIO 




o uar t 


34401 








none 






T** von c: 


34401. 


.34544, 34403. 


. 34531, 


oeq. NO. 


43078 






Gene No . 


90232 






btar t 


45154 






Name 


OJ000450 06. 0410. CIO 


- 

. o J. • tm 


buart 


35392 








none 






Exons 


35392. 


.35460, 35393. 


^4 fid 




35503. 


.35604, 35510. 


. -J -J \j \j f 




35759. 


.35824, 35767. 


.35790, 




35847. 


.35972, 35848. 


.35973, 




36069. 


.36176, 36175. 


.36321, 




36600. 


.36836, 36620. 


.36838, 




37410. 


.37523, 37419. 


.37547, 




37527. 


.37586, 37529. 


.37591, 



Strand 

End 45301 

Method TBLASTX : Soybean 

End 33897 

Score 38 
33121. .33381, 33308 .. 33388 , 
33790. .33885 

Seq. ID OJ000450_06. 0410. CIO 
Strand 

End 45301 

Method TBLASTX : Mai ze 

End 33963 

Score 133 
33790. .33963, 33799.. 33960 

Seq. ID OJ000450_06. 0410. CIO 
Strand 

End 45301 

Method TBLASTX : Soybean 

End 34724 

Score 77 
34392. .34544, 34611.. 34724 

Seq. ID OJ000450_06. 0410. CIO 
Strand 

End 45301 

Method TBLASTX : Cress 

End 34760 

Score 97 
34370. .34537, 34608 .. 34757, 



Seq. ID OJ000450_06. 0410. CIO 
Strand 

End 45301 

Method TBLASTX : Maize 

End 34790 

Score 175 



Seq. ID 
Strand 
End 

Method 

End 

Score 
35453. .35470, 
35572. .35658, 
35845. .35973, 
36058. .36177, 
36179. .36328, 
36639. .36839, 
37420. .37554, 
37531. .37590 



OJ000450 06. 0410. CIO 



45301 

TBLASTX: Maize 
37591 
48 

35501. .35581, 
35583. .35705, 
35846. .35965, 
36068. .36181, 
36183. .36320, 
36640. .36837, 
37420. .37530, 



Seq. No. 



43078 



Seq. ID OJ000450_06. 0410. CIO 



43835 




Gene No. 


90232 




Strand 






Start 


45154 




End 


45301 






OJ000450 06 0410 CIO 


. o4 . t c 


Method 


TBLASTX: Cress 




C4- >-4- 


J J O I V? 




End 


36203 






LIVJLLKS 




Score 


44 




Bxons 


^Sftdfi "^SRfil ^5848 


35880 


35878. .35973, 35884 .. 35973, 






^fiOfiS ^620? 36069 


. 36194 , 


36087. .36203 




Seq. No. 


43078 




Seq. ID 


OJ000450_06.0410 


.CIO 


Gene No. 


90232 




Strand 






O Udl. L 


*a J ± J *1 




End 


45301 




Naiue 


n.Tnnn4'=in 06 04io no 


n3 1- 


Method 


TBLASTX: Soybean 




Of- a 


■^6248 ~ 




End 


36841 






none 




Score 


87 




Bxons 


'^6948 '^6'^9ft 362'S? 


36320 


36597. .36836, 36620.. 36841 




o6q. iNO . 


4 3078 




Seq. ID 


OJ000450_06.0410 


.CIO 


Lzene ino. 






Strand 






Start 


45154 




End 


45301 




Name 


OJ000450 06. 0410. CIO 


.ol.tc 


Method 


TBLASTX: Cress 






37474 




End 


38029 






none 




Score 


93 




Exons 


37474 37SQ3 374ftS 


37S98 


37485. .37598, 374 87 37603, 






37644 3786S 37678 


37869 


37681. .37866, 37682 .. 37870, 






37727 37870 37Q61 


. 38029, 


37968. .38018 




oeq. wo. 


4 3078 




Seq. ID 


OJ000450_06.0410 


. CIO 


uene ino • 






Strand 






o uari. 


45154 




End 


45301 




Name 


OJ000450 06. 0410. CIO 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


37729 




End 


39114 










Score 


80 




Exons 


3772Q 3783Q 37729 


37791 


37731. .37808, 37794 37868, 






377Q4 37868 377QS 


37869 


37961. .38287, 37962 .. 38288, 






37Q62 38288 379Q1 


38179 


38114. .38299, 38850 .. 39014 , 






38863 3Q03Q 39001 


39042 


39088. .39114 




Seq. No. 


43078 




Seq. ID 


iDJ000450_06.0410 


.CIO 


Gene No. 


90232 




Strand 






O UdX L. 


4 SI S4 

1 J X ^ *3 




End 


45301 




Name 


0.70004^0 06 0410 PI 0 


n6 1-r 


Method 


TBLASTX: Cress 




o udir u 


38133 ~ 
JO X oo 




End 


39021 






none 




Score 


102 






38133 3828S 38138 


38287 


38863. .39021 




Seq. No. 


43078 




Seq. ID 


OJ000450_06,0410 


.CIO 


Gene No. 


90232 




Strand 






o LdX U 


4S1 S4 

1 J X ^ *x 




End 


45301 




Name 


n.T0OO4S0 06 0410 PIO 


. \j X o • ^ o 


Method 


GENSCAN 




Q-l- a r-+- 

ot.ar t 


4S1 S4 ~" 
4 J X J 4 




End 


45301 




GI 


none 




Score 


.71 




Exons 


45154. .45198, 45224. 


.45301 








Seq. No. 


43079 




Seq. ID 


OJ000450_06.0410 


.Cll 


Gene No. 


90233 




Strand 


+ 




Start 


6049 




End 


13239 




Name 


OJ000450 06.0410.C11 


.o2.gs 


Method 


GENSCAN 





43836 



start 


6049 


End 


10759 


GI 


none 


Score 


.52 


Exons 


6049.. 6289, 6961.. 7003, 7159 


..7326, 8125. .8226, 8288.-8637, 




9762. .10467, 10511 .. 10617 , 10725. .10759 


Seq. No. 


43079 


Seq. ID 


OJ000450_06. 0410. Cll 


Gene No. 


90233 


Strand 


+ 


Start 


6049 


End 


13239 


Name 


OJ000450 06 . 0410 . Cll . ol . gp 


Method 


AAT/GAP 


Start 


9660 


End 


10171 


GI 


uC-osf lM202052c07bl 


Score 


995 


Exons 


9660 . . 10171 






GI Descrip. 


M234848 l.Oe-12 (AF082131) 


gag-pol polyprotein [Zea mays] 


Seq. No. 


43079 


Seq. ID 


OJ000450_06. 0410. Cll 


Gene No. 


90233 


Strand 


+ 


Start 


6049 


End 


13239 


Name 


OJ000450 06.0410.Cll.ol.np 


Method 


AAT/NAP 


Start 


9770 


End 


13239 


GI 


7489738 


Score 


2230 


Exons 


9770.. 9946, 9980.. 13239 






GI Descrip. 


gaq-pol polyprotein - maize 


copia-like 


retrotransposon Sto-4 


gi 1 4234852 Igb IAAD12997.il (AF082133) gag-pol polyprotein [Zea 




mays] 






Seq. No. 


43079 


Seq. ID 


OJ000450_06. 0410. Cll 


Gene No. 


90233 


Strand 


+ 


Start 


6049 


End 


13239 


Name 


OJ000450 06.0410.Cll.o2.gp 


Method 


AAT/GAP 


Start 


10403 


End 


10976 


GI 


uC-osflcyp006al0bl 


Score 


842 


Exons 


10403. .10617, 10725.. 10976 






GI Descrip. 


M234846 7.0e-13 (AF082130) 


gag-pol polyprotein [Zea mays] 


Seq. No. 


43079 


Seq. ID 


OJ0004 50_06. 0410.C11 


Gene No. 


90234 


Strand 




Start 


742 


End 


5527 


Name 


OJ000450 06.0410.Cll.ol.gs 


Method 


GENSCAN 


Start 


742 


End 


5527 


GI 


none 


Score 


.57 


Exons 


742. .930, 1499. .1635, 1733.. 


.1853, 1893 


..2103, 4128. .4173, 




4664. ,4735, 5344. .5527 






Seq. No. 


43079 


Seq. ID 


OJ0004 50_06.0410.C11 


Gene No. 


90235 


Strand 




Start 


11322 


End 


13360 


Name 


OJ000450 06.0410,Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


9863 


End 


10465 


GI 


none 


Score 


467 


Exons 


9863. .10441, 9985. .10431, 10187. .10465 




Seq. No. 


43079 


Seq. ID 


OJ000450_06. 0410. Cll 


Gene No. 


90235 


Strand 




Start 


11322 


End 


13360 


Name 


OJ000450 06.0410.Cll.o3.gs 


Method 


GENSCAN 


Start 


11322 


End 


13360 


GI 


none 


Score 


.79 



43837 




Exons 


11322 . . 11545, 13187 . 


. 13360 








Seq. No. 


43079 




Seq. ID 


OJ000450_06.0410- 


Cll 


Gene No. 


90235 




Strand 






Start 


11322 




End 


13360 




Name 


OJ000450 06.0410.C11 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11722 




End 


12144 




GI 


5509260 




Score 


121 




Exons 


11722 . . 11754, 11730 . 


. 11888, 


11850. .12083, 11869.. 12144 




GI Descrip. 












Seq. No. 


43079 




Seq. ID 


OJ000450_06.0410. 


Cll 


Gene No. 


90235 




Strand 






Start 


11322 




End 


13360 




Name 


OJ000450 06.0410.C11 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11850 




End 


12633 




GI 


none 




Score 


41 




Exons 


11850. . 11888, 11869. 


. 12135, 


11886. .12134, 12140. .12223, 






12230. .12448, 12258. 


. 12494, 


12266. .12448, 12427 12633, 






12435. . 12629 










Seq. No. 


43079 




Seq. ID 


OJ000450_06.041Q. 


Cll 


Gene No. 


90235 




Strand 






Start 


11322 




End 


13360 




Name 


OJ000450 06.0410.C11 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


11869 ~ 




End 


12316 




GI 


none 




Score 


220 




Exons 


11869. . 12144, 11886. 


. 12134, 


12230. .12316 




Seq. No. 


43079 




Seq. ID 


OJ000450_06.041O. 


Cll 


Gene No. 


90235 




Strand 






Start 


11322 




End 


13360 




Name 


OJ000450 06.0410.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12439 ~ 




End 


12723 




GI 


none 




Score 


228 




Exons 


12439. . 12723, 12573. 


. 12713 








Seq. No. 


43079 




Seq. ID 


OJ000450_06.0410. 


Cll 


Gene No. 


90235 




Strand 






Start 


11322 




End 


13360 




Name 


OJ000450 06.0410.C11 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


12619 ~ ' 




End 


13185 




GI 


none 




Score 


85 




Exons 


12619. . 12771, 12819, 


. 12965, 


12994. .13185 




Seq. No. 


43079 




Seq. ID 


OJ000450_06.0410. 


Cll 


Gene No. 


90235 




Strand 






Start 


11322 




End 


13360 




Name 


OJ000450 06.0410.C11 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12792 ~ 




End 


13188 




GI 


none 




Score 


135 




Exons 


12792. .12965, 12824. 


.12964, 


12973. .13188 




Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410. 


C12 


Gene No. 


90236 




Strand 


+ 




Start 


3067 




End 


6270 




Name 


OJ000450 06.0410.C12 


. o2 . gs 


Method 


GENSCAN 





43838 



start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3067 End 6270 

none Score .97 

3067. .3105, 3941. .4582, 4963. .5113, 5750 .. 5922, 6.163 6270 



. gs 



43080 
90237 
7777 

OJ000450_06.0410.C12.o3 
7777 
none 

7777. ,7932, 8377. .8484, 
10734. .10980, 12505. ,12561, 
15114, .15362, 16036. .16137, 
17198. .17224, 17703. .17718 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8583,. 8765, 9369. 
14149. .14274, 
16496 



OJ000450_06.0410.C12 
+ 

17718 
GENSCAN 
17718 
.53 

10130, 10472. .10621, 
14660. .15036, 
16789, 16846. .16889, 



43080 
90237 
7777 

OJ000450_06.0410,C12.o2.gp 

16583 

none 

16583. ,17141 

43080 
90238 
19087 

OJ000450_06,0410.C12.o2,np 

19087 

5922631 

19087. .19211, 19470. .19714, 
20811. ,20959, 21086 .. 22009, 



Seq. ID OJ000450_06.0410.C12 

Strand + 

End 17718 

Method AAT/GAP ^ 

End 17141 

Score 1021 



Seq. ID 
Strand 
End 

Method 
End 
Score 
19949. .20151, 



OJ000450_06.0410.C12 
+ 

25179 
AAT/NAP 
25143 
6704 

20197, .20768, 



22616. ,25143 

(AP000492) ESTs C26347 {C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-l. {AF049110) [Oryza sativa] 
gil 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 





Cinful 


-1. (AF049110) 


[Oryza 


sativ 










Seq. No- 


43080 






Seq. ID 


OJ000450_ 


_06 


.0410, 


C12 


Gene No. 


90238 






Strand 


+ 








Start 


19087 






End 


25179 








Name 


OJ000450 06,0410,C12 


-o4 .gs 


Method 


GENSCAN 








Start 


19087 






End 


25179 








GI 


none 






Score 


,4 








Exons 


19087. 


,22001, 22098. 


.25179 












Seq, No- 


43080 






Seq. ID 


OJ000450_ 


_06 


.0410. 


C12 


Gene No. 


90239 






Strand 


+ 








Start 


29416 






End 


30477 








Name 


OJ000450 06.0410.C12 


.06. gs 


Method 


GENSCAN 








Start 


29416 






End 


30477 








GI 


none 






Score 


.95 








Exons 


29416. 


.29459, 29940. 


.30108, 


30127. .30477 








Seq. No. 


43080 






Seq. ID 


OJ000450_ 


_06 


,0410, 


C12 


Gene No. 


90240 






Strand 











43839 




start 


36735 


End 


38385 


Name 


OJ000450 06.0410.C12.o8.gs 


Method 


GENSCAN 


Start 


36735 ~ 


End 


38385 


GI 


none 


Score 


.95 


Exons 


36735. .37093, 37292. .37412, 


37887. .38036, 38149.. 38385 


Seq. No. 


43080 


Seq. ID 


OJ000450_06. 0410.C12 


Gene No. 


90240 


Strand 


+ 


Start 


36735 


End 


38385 


Name 


OJ000450 06.0410.C12.o3.gp 


Method 


AAT/GAP 


Start 


36821 ~ 


End 


37224 


GI 


none 


Score 


772 


Exons 


36821. . 37224 






Seq. No. 


43080 


Seq. ID 


OJ0004 50_06. 0410.C12 


Gene No. 


90241 


Strand 




Start 


1100 


End 


1726 


Name 


OJ000450 06.0410.C12 .ol.gs 


Method 


GENSCAN 


Start 


1100 ~ 


End 


1726 


GI 


none 


Score 


. 85 


Exons 


1100. . 1726 






Seq. No. 


43080 


Seq. ID 


OJ000450_06.0410.C12 


Qer^e No . 


90242 


Strand 




Start 


6425 


End 


6828 


Name 


OJ000450 06.0410.C12.ol.gp 


Method 


AAT/GAP 


Start 


6425 


End 


6828 


GI 


LIB3474-002-P1-K1-C3 


Score 


808 


Exons 


6425. .6828 






GI Descrip. 


'1707032 2.0e-15 (U80445) coded for by 


C. elegans cDNA ykl3g5 




coded for by C. elegans cDNA ylc21g6.3; 


coded for by C. elegan; 




cDNA CEMSE18F; coded for by C. elegans 


cDNA ykl26bl.3; coded ; 




by C. elegans cDNA yk65h8.3; coded for 


by C. elegans cDNA 




yk65h8' 






Seq. No. 


43080 


Seq. ID 


OJ000450_06.0410.C12 


Gene No. 


90243 


Strand 




Start 


25495 


End 


28436 


Name 


OJ000450 06.0410.C12.o5.gs 


Method 


GENSCAN 


Start 


25495 


End 


28436 


GI 


none 


Score 


.85 


Exons 


25495. .25943, 26016 .. 26120, 


26193. .26382, 26458 .. 26645, 




26765. .27226, 27264 .. 274 65, 


27552. .28436 


Sea. No. 


43080 


Seq. ID 


OJ000450_06.0410.C12 


Gene No. 


90243 


Strand 




Start 


25495 


End 


28436 


Name 


OJ000450 06.0410.C12.o3.np 


Method 


AAT/NAP 


Start 


25498 


End 


28436 


GI 


6691716 


Score 


2306 


Exons 


25498. .25943, 26016 .. 26128 , 


26279. .26382, 26458 .. 26652, 




26829. .27096, 27179 .. 27354 , 


27552. .28436 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6691717 Idbj | BAAS 9397.11 


(AP000570) hypothetical protein 




[Oryza sativa] 






Seq. No. 


43080 


Seq. ID 


OJ000450_06.0410.C12 



43840 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



90244 Strand 

31180 End 

OJ000450_06 . 04 10 . C12 . o7 . gs . Method 

31180 End 

none Score 



35472 
GENSCAN 
35472 
.65 



31180. .31211, 32056. .32186, 328 97 32910, 34355 34375 , 
35398. .35472 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43080 
90245 
38898 

OJ000450_06.0410.C12.o9.gs 

38898 

none 



Seq. ID OJ000450_06. 0410. 012 
Strand 

End 40723 
Method GENSCAN 
End . 40723 
Score .61 



38898. .39409, 40339 .. 40456, 40712. .40723 



43080 
90245 
38898 

OJ000450_06.0410.C12.o4 .np 
38901 
3776578 
38901. .39498 

(AC005388) ESTs gb|F13915 and gb|F13916 come from this gene. 
[Arabidopsis thaliana] 



Seq. ID OJ000450_06.0410.C12 
Strand 

End 40723 

Method AAT/NAP 

End 39498 

Score 311 



43080 
90245 
38898 

OJ000450_06.0410.C12.o4.gp 
39077 

29656_1.R1084 
39077, .39409, 40339.. 40571 

'3776578 2.0e-21 (AC005388) ESTs gb^F13915 and gb_F13916 come 
from this gene. [Arabidopsis thaMana] ' 



Seq. ID OJ000450_06.0410.C12 
Strand 

End 40723 
Method AAT/GAP 
End 40571 
Score . 1088 



43080 
90246 
41181 

OJ0004 50_06 . 0410 . C12 . o5 . gp 
41181 
3760640 
41181.. 41258 

4176420/dbj IBAA37167I 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] 



Seq. ID OJ000450_06.0410.C12 
Strand 

End 41258 

Method AAT/GAP 

End 41258 

Score 82 



43080 
90247 
41941 

OJ000450_06.0410.C12,o9.tm 

4492 

none 



Seq. ID OJ000450_06.0410.C12 
Strand 

End 44463 

Method TBLASTX : Maize 

End 5118 

Score 131 



4492. .4587, 4493. .4588, 4959. .5111, 4960. .5118, 4961. .5110, 
4966. .5112 



Seq. No. 
Gene No. 



43080 
90247 



Seq. ID OJ000450_06.0410.C12 
Strand 



43841 



start 


41941 




End 


44463 




Naitie 


OJ000450 06.0410.C12 


. o8 . tw 


Method 


TBLASTX: Wheat 




Start 


20373 




End 


20775 




GI 


none 




Score 


283 




Exons 


20373. .20642, 20374. 


.20775 








Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410. 


.012 


Gene No. 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06.0410.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


21349 




End 


22146 




GI 


none 




Score 


149 




Exons 


21349. .21525, 21412. 


.21525, 


21570. .21806, 21574 .. 21804 , 






21853. .22146, 21903. 


.22142 








Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


.C12 


Gene No. 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06.0410.C12 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


22066 




End 


22431 




GI 


none 




Score 


138 




Exons 


22066. .22290, 22297. 


.22431 








Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


.012 


Gene No. 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06.0410.C12 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


22147 




End 


22381 




GI 


none 




Score 


281 




Exons 


22147, .22380, 22167. 


.22379, 


22168. .22380, 22217. .22381 




Seq. No. 


43080 




Seq. ID 


OJ000450_06. 0410 


.012 


Gene No. 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06.0410.C12 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


22156 




End 


22512 




GI 


none 




Score 


367 




Exons 


22156. .22512, 22197. 


.22502, 


22219. .22512 




Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


.012 


Gene No. 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06.0410.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


22381 




End 


22800 




GI 


none 




Score 


470 




Exons 


22381. .22800, 22383. 


.22799 








Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


.012 


Gene No. 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06.0410.C12 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


22675 




End 


23076 




GI 


none 




Score 


318 




Exons 


22675. .23076, 22692. 


.22835, 


22872. .23042 




Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


.012 


Gene No. 


90247 




Strand 







43842 



start 


41941 




Nani6 


OJ000450 06.0410.C12 


o3 . tm 


O Ld^ I. 


22743 






n ono 




EiXons 


22997 22744. 


22998, 




23161. .23187 




Seq. No. 


43080 




Gene No. 


90247 




Start 


41941 




Name 


OJ000450 06.0410.C12 


, o7 . tw 




22845 " 






none 




P von Q 


22845. .23117, 22846. 


.23274 


Seq. No. 


43080 




Gene No. 


90247 






41941 




Name 


OJ000450 06. 0410 .C12 


. o4 . t s 


o car u 








none 




P von Q 


23302. .23406, 23310. 


.23690, 


Seq. No. 


43080 




Gene No. 


90247 






41941 




Name 


Ol7000450 06 0410. C12 


.06. tw 


o uar L 


9^^1 1 ~ 

^ J J J. X 




oX 


n ono 




R von Q 


23311. .23733, 23319. 


.23723 


Seq- No. 


43080 




Gene No. 


90247 




Start 


41941 




IN CLilLC 


OJ000450 06.0410.C12 


. o7 . tm 


oi-art 






oX 


n ono 




■p von Q 


23563. .23817 




Seq. No. 


43080 




Gene No. 


90247 




Start 


41941 




Name 


Ojn00450 06 0410 C12 


.oil. tw 


o L.ar L 






oX 


n on o 




R von ^ 

Awl lO 


23749. .23883, 23908. 


.24048 


Seq. No. 


43080 




Gene No. 


90247 




Start 


41941 




Name 


OJ000450 06 0410 C12 


. o2 . tm 


Start 


24046 




GI 


none 




Exons 


24046. .24369, 24066. 


.24356, 


Seq. No. 


43080 




Gene No. 


90247 





End 

Method 

End 

Score 



■44463 - 
TBLASTX: Maize 
23187 
272 



23019. .23150, 23020 .. 23163, 



Seq. ID OJ000450_06.0410.C12 
Strand 

End 4 44 63 

Method TBLASTX : Wheat 

End 23274 

Score 415 



Seq. ID OJ000450_06.0410.C12 
Strand 

End 44 4 63 

Method TBLASTX : Soybean 

End 23690 

Score 88 
23446. .23688 

Seq. ID OJ000450_06.0410.C12 
Strand 

End 44463 

Method TBLASTX : Wheat 

End 23733 

Score 415 



Seq. ID OJ000450_06.0410.C12 
Strand 

End 44463 

Method TBLASTX : Mai ze 

End 23817 

Score 192 



Seq, ID OJ000450_06.0410.C12 
Strand 

End 44463 

Method TBLASTX : Wheat 

End 24048 

Score 134 



Seq. ID OJ000450_06.0410.C12 
Strand 

End 44463 

Method TBLASTX : Mai ze 

End 24 4'08 

Score 447 
24360. .24407, 24361. .24408 

Seq. ID OJ000450_06.0410.C12 
Strand 



43843 



start 


41941 




End 


44463 


Name 


OJ000450 06.0410.C12 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


24051 




End 


24438 


GI 


none 




Score 


420 


Exons 


24051. .24362, 24052. 


.24438, 


24253. .24438 


Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


Gene No. 


90247 




Strand 




Start 


41941 




End 


44463 


Name 


OJ000450 06.0410.C12 


.08 .tm 


Method 


TBLASTX: Maize 


Start 


24510 




End 


24783 


GI 


none 




Score 


95 


Exons 


24510. .24617, 24511. 


.24609, 


24600. .24674, 24604 24687 , 




24697. .24783 








Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


Gene No. 


90247 




Strand 




Start 


41941 




End 


44463 


Name 


OJ000450 06.0410.C12 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


24553 




End 


25167 


GI 


none 




Score 


349 


Exons 


24553. .25044, 24573. 


.24662, 


24714. .24815, 25030.. 25167 


Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


Gene No. 


90247 




Strand 




Start 


41941 




End 


44463 


Name 


OJ000450 06.0410.C12 


. 06 . tm 


Method 


TBLASTX: Maize 


Start 


24895 




End 


25128 


GI 


none 




Score 


148 


Exons 


24895. .25047, 24996. 


.25046, 


25026. .25127, 25027.. 25128 


Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


Gene No. 


90247 




Strand 




Start 


41941 




End 


44463 


Name 


OJ000450 06.0410.C12 


.plO.tw 


Method 


TBLASTX: Wheat 


Start 


28026 




End 


28316 


GI 


none 




Score 


211 


Exons 


28026. .28316 








Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


Gene No . 


90247 




Strand 




Start 


41941 




End 


44463 


Name 


OJ000450 06.0410.C12 


-ol . tm 


Method 


TBLASTX: Maize 


Start 


38898 




End 


40547 


GI 


none 




Score 


56 


Exons 


38898. .38951, 38961. 


.39395, 


38963. .39391, 39016 .. 39396, 




39388. .39447, 40331. 


.40414, 


40335. .40415, 4 0509 .. 40547 , 




40521. . 40547 








Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410 


Gene No. 


90247 




Strand 




Start 


41941 




End 


44463 


Name 


OJ000450 06.0410.C12 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


38955 




End 


39405 


GI 


none 




Score 


250 


Exons 


38955.-39395, 39016. 


.39405 







43844 




Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410. 


C12 


Gene No, 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06 0410 C12 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


38966 ~ 




End 


39322 




GI 


none 




Score 


367 




p von 


38966 39319, 38967. 


. 39320, 


39016. .39321, 39263. .39322 




Seq. No. 


43080 




Seq. ID 


OJ000450_06.0410. 


C12 


Gene No. 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06.0410.C12 


.ol.ts 


Method 


TBLASTX : Soybean 






38991 ~ 




End 


39404 




GI 


none 




Score 


217 




P. von 


38991 .. 39404, 39016. 


. 39387 








Qprr No 


43080 




Seq. ID 


OJ000450_06.0410. 


C12 


Gene No. 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06.0410.C12 


. ol 0 . qs 


Method 


GENSCAN 




Start 


41941 ~ 




End 


44209 




ox 


none 




Score 


.46 




F" von Q 


41941 42016 42061 


. 42175, 


42462. .42541, 4 3053 .. 4 3165, 






43807 44013 44174 


. 44209 








O . LN W • 


43080 




Seq. ID 


OJ000450_06.0410. 


C12 


f^pnA No 


90247 




Strand 






Start 


41941 




End 


44463 




Name 


OJ000450 06.0410.C12 


. o5 . tm 


Method 


TBLASTX :Maize 




Start 


43034 




End 


44249 




GI 


none 




Score 


108 




Exons 


43034. .43129, 43035. 


.43166, 


43043. .43168, 4 3047 .. 43166, 






43798. .43998, 43805. 


.44014, 


43807. .44016, 43959 .. 44021, 






44168. .44248, 44169. 


.44249 









Seq. No. 43080 

Gene No. 90247 

Start 41941 

Name OJ000450_06 . 0410 . C12 . o3 . ts 

Start 43046 

GI none 

Exons 43046. .43168, 43050 .. 43166, 
43898. .44014, 43906 .. 44016, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

43805 

44168 



OJ000450 06.0410.C12 



44463 

TBLASTX : Soybean 
44248 
132 

43915, 43807. .43914, 
44248, 44169. .44237 



Seq. No. 43080 
Gene No. 90247 
Start 41941 

Name OJ0004 50_06 . 04 10 . C12 . o5 . np 

Start 43049 
GI 7486992 

Exons 43049. .43165, 43807 .. 44013, 

GI Descrip. hypothetical protein T13L16 

gi|6598526|gb|AAD20114.2| (AC006201 

[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000450 06.0410.C12 



44463 
AAT/NAP 
44463 
388 

44174. .44463 

5 - Arabidopsis thaliana 

hypothetical protein 



Seq. No. 
Gene No. 



43080 
90247 



Seq. ID 
Strand 



OJ000450 06.0410.C12 



43845 



start 41941 End 44463 

Name OJ000450_06. 0410 .C12 .o6.gp Method AAT/GAP 

Start 43124 End 44250 

GI 10061_1.R1084 Score 582 

Exons 43124. .43165, 43807 .. 44013, 44174. ,44250 

GI Descrip. ' 4454038/einb | CAA23035 . 1 | 4.0e-29 (AL035394) putative disease 
resistance response protein [Arabidopsis thaliana] ' 



Seq. No. 43081 Seq. ID 

Gene No. 90248 Strand 

Start 755 End 

Name OJ0004 50_06 . 0410 . C17 . ol . gs Method 

Start 755 End 

GI none Score 

Exons 755.. 960 



OJ000450_06.0410.C17 
+ 

960 

GENSCAN 

960 

.75 



Seq. No. 43082 

Gene No. 90249 

Start 248 

Name OJ0004 50_00 . 0410 . C2 . ol . gs 

Start 248 

GI none 
Exons 



Seq. ID OJ000450_00.0410.C2 



Strand 
End 

Method 

End 

Score 



+ 

1418 
GENSCAN 
1418 
.71 



248. .635, 791. .876, 972. .1090, 1172. .1267, 1376. .141^ 



Seq. No. 


43082 








Seq. ID 


OJ000450 


_00.0410 


.C2 


Gene No. 


90250 








Strand 








Start 


3250 








End 


5199 






Name 


OJ000450 00 


.0410 


.C2.o2. 


gs 


Method 


GENSCAN 






Start 


3250 








End 


5199 






GI 


none 








Score 


.42 






Exons 


3250. .3819, 


4641 


. .4707, 


4776. 


.4966, 5113.. 5199 






Seq. No. 


43082 








Seq. ID 


OJ000450 


_00.0410 


.C2 


Gene No. 


90250 








Strand 








Start 


3250 








End 


5199 






Name 


OJ000450 00 


.0410 


.C2.01. 


np 


Method 


AAT/NAP 






Start 


3256 








End 


3717 






GI 


4959710 








Score 


482 






Exons 


3256. .3717 
















GI Descrip. 


(AF135596) 


Skpl 


[Medicago sativa] 








Seq. No. 


43082 








Seq. ID 


OJ000450 


_00.0410 


.C2 


Gene No. 


90251 








Strand 








Start 


7751 








End 


7983 






Name 


OJ000450 00 


.0410 


.C2.01. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3241 








End 


3727 






GI 


none 








Score 


69 






Exons 


3241. .3396, 


3254 


. .3460, 


3256. 


.3507, 3499.. 3726, 


3536. .3727 


Seq. No. 


43082 








Seq. ID 


OJ000450 


_00.0410 


.C2 


Gene No. 


90251 








Strand 








Start 


7751 








End 


7983 






Name 


OJ000450 00 


.0410 


.C2.01. 


tc 


Method 


TBLASTX: 


Cress 




Start 


3256 








End 


3715 






GI 


none 








Score 


83 






Exons 


3256. .3498, 


3257 


. .3460, 


3535. 


.3708, 3536.. 3715 







43846 



Seq. No. 


43082 








Gene No. 


90251 








Start 


7751 








Nsine 


OJ000450 00. 


0410. 


C2.ol. 


ts 


C:+- a -ri- 
ot, air t 


3256 ~ 








\j± 


none 








F. von 


3256. .3498, 


3257. 


.3460, 


3535 


Seq. No. 


43082 








Gene No. 


90251 








O L.Cli. L. 


7751 








Nsine 


OJ000450 00. 


0410. 


C2.ol. 


tw 




3304 ~ 










none 








TT von 

£j Awl iO 


3304 . .3498, 


3314 . 


.3460, 


3535 


Seq. No. 


43082 








Gene No. 


90251 








Start 


7751 








Name 


OJ000450 00. 


0410 . 


C2.o3. 


crs 


o uar L. 


7751 ~ 










none 








F von Q 


7751. .7901, 


7964 , 


.7983 




o e q . In O . 


43083 








Gene No. 


90252 








Start 


108 








Name 


OJ000450 00 


0410 


C4.01. 


tc 


o LdX L. 


30 










none 










30. .113, 114. .362, 130, 


.294, 




469. .564 








Seq. No. 


43083 








Gene No. 


90252 








Start 


108 








Name 


OJ000450 00 


.0410 


.04. ol 


. as 




108 








L3 J. 


none 








XT' V /*M^ o 


108. .626 








O • IN ■ 


43083 








Gene No... 


90252 








Start 


108 








Name 


OJ000450 00 


.0410 


.C4.01 


.np 


Start 


114 








GI 


7378764 








Exons 


114. .611 









Seq. ID OJ000450_00.0410.C2 
Strand 

End 7983 

Method TBLASTX : Soybean 

End 3670 

Score 94 
.3660, 3536.. 3670 

Seq. ID OJ000450_00.0410.C2 
Strand 

End 7983 

Me t hod TBLAS TX : Whe a t 

End 3615 

Score 65 



Seq. ID OJ000450_00.0410.C2 
Strand 

End 7983 

Method GENSCAN 

End 7983 

Score .86 



Seq. ID OJ000450_00.0410.C4 
Strand 

End 626 

Method TBLASTX: Cress 

End 581 

Score 118 



Seq. ID OJ000450_00.0410.C4 
Strand 

End 626 

Method GENSCAN 

End 626 

Score .67 



Seq. ID OJ000450_00.0410.C4 
Strand 

End 626 

Method AAT/NAP 

End 611 

Score 430 



GI Descrip. (AJ277096) putative kinetochore protein [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000450_00.0410.C4 
Strand 

End 626 

Method TBLASTX : Soybean 

End 582 

none Score 120 

114. .356, 121. .294, 402. .488, 402 . . 488 , 468 . . 542, 477. .497, 



43083 
90252 
108 

OJ000450_00.0410.C4 .ol.ts 
114 



43847 




523.-582 



Seq. No. 


43083 


Seq. ID 


OJ0004 50 00. 0410. C4 




90252 


Strand 




Start 


108 


End 


626 


Na.niB 


OJ000450 00 0410 C4 ol tw 


Method 


TBLASTX * Wheat 


Start 


162 ~ 


End 


579 


GI 


none 


Score 


94 


Exons 


162. .356, 402. .539, 414. .500, 


526. .579 




Sea No 


43083 


Seq. ID 


OJ000450 00 . 0410 . C4 


npnp No 


90252 


Strand 




Start 


108 


End 


626 


Name 


OJ000450 00.0410.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


168 ~ 


End 


584 


GI 


none 


Score 


167 


Exons 


168. .488, 168. .533, 468. .584, 


469. .564 




Seq. No. 


43084 


Seq. ID 


OJ0004 50 00 . 0410 .C5 


fllpriP No 


90253 


Strand 






1594 


End 


2714 


Name 


OJ000450 00 0410 C5 ol cm 


Mp1~ h od 


AAT /GAP 


Start 


1594 ~ 


End 


2714 


GI 


none 


Score 


1123 




1594 1738 2137 2248 2347 


. 2714 




Seq. No. 


43084 


Seq. ID 


OJ000450_00.0410.C5 


fzjprip Nn 


90254 


Strand 


+ 


Start 


4695 


End 


4932 


Name 


OJ000450 00.0410.C5.ol.np 


Method" 


AAT /NAP 


Start 


4695 


End 


4932 


GI 


7228441 


Score 


95 




4695. .4932 






GI Descrio. 


(AP001366) hypothetical protein [Oryza 


sa t i va 1 


Seq. No. 


43084 


Seq. ID 


OJ000450_00.0410.C5 


Gene No. 


90255 


Strand 




Start 


5600 


End 


9000 


Name 


OJ000450 00.0410.C5.o2.np 


Method 


AAT /NAP 


Start 


5600 


End 


9000 


GI 


7489738 


Score 


2358 


Exons 


5600. .9000 






GT Dpsptio 


gag-pol polyprotein - maize copia-like 


retrotransposon Sto 




gi|4234852|gb|AAD12997.1| (AF082133) gag-pol polyprotein [ 




mays] 






Sea No 


43084 


Seq. ID 


OJ000450_00.0410.C5 


ripnp No 


90255 


Strand 






5600 


End 


9000 


Name 


OJ000450 00.0410.C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


5639 


End 


6143 


GI 


none 


Score 


84 


Exons 


5639.. 5830, 5865.. 6056, 6039. 


.6143 




Seq. No. 


43084 


Seq. ID 


OJ000450_00.0410.C5 


Gene No. 


90255 


Strand 




Start 


5600 


End 


9000 



43848 




Name 


OJ000450 00. 


0410,. 


C5.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


5651 








End 


6051 


GI 


none 








Score 


98 


Exons 


5651. .5866, 


5874. 


.6047, 


5875. 


.6051 




Seq. No, 


43084 








Seq. ID 


OJ000450_00.0410.O5 


Gene No. 


90255 








Strand 




Start 


5600 








End 


9000 


Name 


OJ000450 00 


0410. 


C5.02. 


ts 


Method 


TBLASTX : Soybean 


Start 


5654 








End 


6220 


GI 


none 








Score 


76 


Exons 


5654. .5845, 


5874, 


.6026, 


6039. 


.6143, 6146. .6220 


Seq. No. 


43084 








Seq. ID 


OJ000450_00.0410.O5 


Gene No. 


90255 








Strand 




Start 


5600 








End 


9000 


Name 


OJ000450 00 


.0410 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6146 








End 


6541 


GI 


none 








Score 


97 


Exons 


6146. .6406, 


6147 


.6266, 


6380. 


.6541 




Seq. No. 


43084 








Seq. ID 


OJ000450_00.0410.C5 


Gene No. 


90255 








Strand 




Start 


5600 








End 


9000 


Name 


OJ000450 00 


.0410 


.C5.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


6206 








End 


6983 


GI 


none 








Score 


117 


Exons 


6206. .6607, 


6245 


. .6571, 


6686. 


.6721, 6691. .6834, 6693.-6923, 




6697. .6912, 


6705 


. .6932, 


6920. 


.6982, 6924. .6983 


Seq. No. 


43084 








Seq. ID 


OJ000450_00.0410.C5 


Gene No. 


90255 








Strand 




Start 


5600 








End 


9000 


Name 


OJ000450 00 


.0410 


.05. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6693 








End 


7110 


GI 


5509260 








Score 


74 


Exons 


6693. .6923, 


6754 


. .6912, 


6771. 


.6932, 6919. .7110, 6921. .7007 


GI Descrip. 














Seq. No. 


43084 








Seq. ID 


OJ000450_00.0410.C5 


Gene No. 


90255 








Strand 




Start 


5600 








End 


9000 


Name 


OJ000450 00 


.0410 


.C5.04. 


tm 


Method 


TBLASTX: Maize 


Start 


6693 








End 


6923 


GI 


none 








Score 


86 


Exons 


6693. .6923, 


6697 


. .6912 








Seq. No. 


43084 








Seq. ID 


OJ000450_00. 0410.05 


Gene No. 


90255 








Strand 




Start 


5600 








End 


9000 


Name 


OJ000450 00 


.0410 


.05. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8320 








End 


8785 


GI 


none 








Score 


126 


Exons 


8320. .8412, 


8464 


. .8748, 


8471. 


.8749, 8495. .8785, 8496. .8774 


Seq. No. 


43085 








Seq. ID 


OJ000450_00.0410.C7 


Gene No. 


90256 








Strand 


+ 



43849 



start 


5847 


End 


6838 


Name 


OJ000450 00.0410.C7.ol.gp 


Method 


AAT/GAP 


Start 


5847 


End 


6838 


GI 


69970 1.R1084 


Score 


731 


Exons 


5847.. 6022, 6395. .6622, 6815 


. . 6838 




GI Descrip. 


•2894791/gb|U69698 ICPU69698 


2.0e-13 Cryptosporidium parvum 




shock protein 70 (Hsp 70) mRNA, complete cds ' 


Seq. No. 


43085 


Seq. ID 


OJ000450_00.0410.C7 


Gene No. 


90257 


Strand 




Start 


952 


End 


6036 


Name 


OJ000450 00.0410.C7.ol.gs 


Method 


GENSCAN 


Start 


952 


End 


6036 


GI 


none 


Score 


.53 


Exons 


952. .1041, 1358. .1546, 1796. 


.1997, 278 


0..2904, 3055.. 3153, 




3558.-3595, 3778.. 3881, 4338 


..4515, 5904. .6036 


Seq. No. 


43085 


Seq. ID 


OJ000450_00.0410.C7 


Gene No. 


90258 


Strand 




Start 


7628 


End 


8767 


Name 


OJ000450 00.0410.C7.o2.gs 


Method 


GENSCAN 


Start 


7628 


End 


8767 


GI 


none 


Score 


.47 


Exons 


7628. .7679, 8682. .8767 






Seq. No. 


43086 


Seq. ID 


OJ000450_00.0410.C8 


Gene No. 


90259 


Strand 


+ 


Start 


2042 


End 


3335 


Name 


OJ000450 00.0410.C8.o2.gs 


Method 


GENSCAN 


Start 


2042 


End 


3335 


GI 


none 


Score 


.54 


Exons 


2042.. 2179, 2585.. 2658, 3025 


..3201, 3275.. 3335 


Seq. No. 


43086 


Seq. ID 


OJ000450_00.0410.C8 


Gene No. 


90260 


Strand 




Start 


918 


End 


3404 


Name 


OJ000450 00.0410.C8.o2.np 


Method 


AAT/NAP 


Start 


455 


End 


3404 


GI 


7106516 


Score 


64 


Exons 


455. .482, 2640. .2772, 3279.. 


3404 




GI Descrip. 


{AP001278) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43086 


Seq. ID 


OJ000450_00.0410.C8 


Gene No. 


90260 


Strand 




Start 


918 


End 


3404 


Name 


OJ000450 00.0410.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


871 


End 


1373 


GI 


none 


Score 


71 


Exons 


871. .1182, 924. .1148, 1200.. 


1247, 1201 


..1248, 1302. .1373 


Seq. No. 


43086 


Seq. ID 


OJ000450_00.0410.C8 


Gene No. 


90260 


Strand 




Start 


918 


End 


3404 


Name 


OJ000450 00.0410.C8.ol.np 


Method 


AAT/NAP 


Start 


900 


End 


1391 


GI 


7248399 


Score 


229 


Exons 


900, .1391 







43850 




GI Descrip. (AP001389) Similar to Arabidopsis thaliana Skpl homolog 
(AF059295) [Oryza sativa] 



Seq. No. 


43086 


Seq. ID 


OJ000450_00. 


0410. 


C8 


Gene No. 


90260 


Strand 








Start 


918 


End 


3404 






Name 


OJ000450 00.0410.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


915 


End 


1361 






GI 


none 


Score 


61 






Exons 


915. .1049, 924. .1139, 925.. 


1140, 1200. 


.1262, 1201.. 


1278, 






1302 . . 1361 










Seq. No. 


43086 


Seq. ID 


OJ000450_00. 


0410. 


C8 


Gene No. 


90260 


Strand 








Start 


918 


End 


3404 






Name 


OJ000450 00.0410.C8.ol.gs 


Method 


GENSCAN 






Start 


918 


End 


1358 






GI 


none 


Score 


.84 






Exons 


918. .1289, 1308. .1358 










Seq. No. 


43086 


Seq. ID 


OJ000450_00. 


0410. 


C8 


Gene No. 


90260 


Strand 








Start 


918 


End 


3404 






Name 


OJ000450 00.0410.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


924 


End 


1361 






GI 


none 


Score 


95 






Exons 


924. .1175, 934. .1137, 1200. 


.1247, 1302 


. .1361 






Seq. No. 


43087 


Seq. ID 


OJ000450_00. 


0410. 


C9 


Gene No. 


90261 


Strand 


+ 






Start 


1 


End 


709 






Name 


OJ000450 00.0410.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


709 






GI 


7228450 


Score 


122 






Exons 


1..32, 186. .273, 404. .524, 


594. .709 








GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43087 


Seq. ID 


OJ000450_00. 


0410. 


C9 


Gene No. 


90262 


Strand 


+ 






Start 


746 


End 


4526 






Name 


OJ000450 00.0410.C9.ol.gs 


Method 


GENSCAN 






Start 


746 


End 


4526 






GI 


none 


Score 


,46 






Exons 


746. .889, 1359. ,1482, 1751. 


.1927, 2093 


..3213, 3567. 


.4526 


Seq. No. 


43087 


Seq. ID 


OJ000450_00. 


0410. 


09 


Gene No. 


90262 


Strand 


+ 






Start 


746 


End 


4526 






Name 


OJ000450 00.0410.C9.ol.gp 


Method 


AAT/GAP 






Start 


1060 


End 


1517 






GI 


4968598 


Score 


811 






Exons 


1060. .1517 










Seq. No. 


43087 


Seq. ID 


OJ000450_00. 


0410. 


C9 


Gene No. 


90262 


Strand 


+ 






Start 


74 6 


End 


4526 






Name 


OJ000450 00.0410.C9.o2.np 


Method 


AAT/NAP 







43851 



start 


1692 


GI 


6539588 


Exons 


1692. .1935 


GI Descrip. 


(AP000837) 


Seq. No. 


43088 


Gene No. 


90263 


Start 


1085 


Name 


OJ000450 00 


Start 


1085 


GI 


none 


Exons 


1085. .1641, 


Seq. No. 


43088 


Gene No. 


90263 


Start 


1085 


Name 


OJ000450 00 


Start 


1088 


GI 


7378764 


Exons 


1088. .1607 


GI Descrip. 


(AJ277096) 


Seq. No. 


43088 


Gene No. 


90263 


Start 


1085 


Name 


OJ000450 00 


Start 


1100 


GI 


none 


Exons 


1100. .1300, 




1500. .1565 


Seq. No. 


43088 


Gene No. 


90263 


Start 


1085 


Name 


OJ000450 00 


Start 


1100 


GI 


none 


Exons 


1100. .1300, 




1500. .1571 


Seq. No. 


43088 


Gene No. 


90263 


Start 


1085 


Name 


OJ000450 00 


Start 


1100 


GI 


none 


Exons 


1100. .1300, 


Seq. No. 


43088 


Gene No. 


90263 


Start 


1085 


Name 


OJ000450 00 


Start 


1136 


GI 


none 


Exons 


1136. .1321, 



End 
Score 



1935 
192 



Seq. ID OJ000450_00. 0410. CIO 
Strand 

End 2461 



OJ000450_00. 0410. CIO. o2.gs Method GENSCAN 



End 
Score 



2461 

.99 



Seq. ID OJ000450_00. 0410. CIO 
Strand 

End 2461 



OJ000450_00.0410.C10.ol.np Method AAT/NAP 



End 
Score 



1607 
340 



Seq. ID OJ000450_00. 0410. CIO 
Strand 

End 2461 



End 
Score 



1567 
102 



Seq. ID OJ000450_00. 0410. CIO 
Strand 

End 2461 



End 
Score 



1573 
124 



Seq. ID OJ000450_00. 0410. CIO 
Strand 

End 24 61 

OJ0004 50_00 . 04 10 . CIO . ol . ts Method TBLASTX : Soybean 



End 
Score 



1567 
104 



1100.. 1300, 1133. .1321, 1391.. 1567, 1392.. 1565 

Seq. ID OJ000450_00. 0410. CIO 
Strand 

End 2461 

OJ000450 00.0410.C10.ol.tw Method TBLASTX: Wheat 



End 
Score 



1570 
83 



Seq, No. 



43089 



Seq. ID OJ000450_00,0410.C13 



43852 




Gene No. 


90264 


Strand 


+ 


otart 


T c; o 1 


End 


9953 


Name 


OJUUU40U uu . U4 lu . J . o/ . gs 


Method 


GENSCAN 


Start 




End 


9953 


GI 


none 


Score 


.4 


Exons 


TCOI QHOn QQHO QOQI Q1 1 O 


.9315, 9369.. 9518, 9837.. 9953 


Seq. No. 


x o r\ Q Q 


Seq. ID 


OJ000450 00.0410.C13 


Gene No. 


90264 


Strand 


+ 


Start 


7521 


End 


9953 


XT 

Name 


OJ000450 00.0410.C13.o2.np 


Method 


AAT/NAP 


Start 


7536 


End 


8018 


GI 


7378764 


Score 


385 


Exons 


7536. .8018 






GI Descrip. 


(AJ277096) putative kinetochore protein [Hordeum vulgare] 


Seq. No. 


43089 


Seq. ID 


OJ000450_00.0410.C13 




90265 


Strand 




Start 


70 


End 


3200 


Name 


OJ000450 00.0410.C13.ol.np 


Method 


AAT/NAP 


Start 


70 


End 


3200 


GI 


7248394 


Score 


3445 


Exons 


70. .450, 887. .1956, 2227. .2508, 2552.. 


3200 


GI Descrip. 


(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


43089 




Seq. ID 


OJ000450_00.0410 


.C13 


Gene No. 


90266 




Strand 






Start 


7593 




End 


9583 




Name 


OJ000450 00.0410.C13.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


572 




End 


1006 




GI 


none 




Score 


35 




Exons 


572. .862, 657. .737, 789 


. .863, 


917. .1006 




Seq. No. 


43089 




Seq. ID 


OJ000450_00.0410 


.C13 


Gene No. 


90266 




Strand 






Start 


7593 




End 


9583 




Name 


OJ000450 00.0410.C13.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


635 




End 


1052 




GI 


none 




Score 


81 




Exons 


635.. 877, 639.. 752, 810 


. .878, 


908. .1051 


,, 918.. 1052, 918 


. .1052 


Seq. No. 


43089 




Seq. ID 


OJ000450_00.0410 


.C13 


Gene No. 


90266 




Strand 






Start 


7593 




End 


9583 




Name 


OJ000450 00.0410.C13.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


1203 




End 


1672 




GI 


none 




Score 


69 




Exons 


1203. .1349, 1205. .1390, 


1380. 


.1637, 1391. .1672 




Seq. No. 


43089 




Seq. ID 


OJ000450_00.0410 


.C13 


Gene No. 


90266 




Strand 






Start 


7593 




End 


9583 




Name 


OJ000450 00.0410.C13.o2 


.tw 


Method 


TBLASTX: Wheat 





43853 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



1289 
none 

1289. .1390, 

43089 
90266 
7593 

OJ000450_00, 
1358 
none 

1358. .1819, 

43089 
90266 
7593 

OJ000450_00. 
1687 
none 

1687. .1977, 

43089 
90266 
7593 

OJ000450_00. 
1820 
none 

1820. .2032, 

43089 
90266 
7593 

OJ000450_00, 
1889 
none 

1889. .2023, 

43089 
90266 
7593 

OJ000450_00. 
4299 
none 

4299, .4445, 

43089 
90266 
7593 ' 

OJ000450_00. 
7563 
none 

7563. .7679, 
7779. .8018 

43089 
90266 
7593 

OJ000450 00, 



1293.. 1388, 1367. 

,0410. 013. ol.tm 
1359. .1670, 1755. 

.0410.C13.ol.tw 
1688. .2095, 1755, 

0410. 013. 02. tm 
1820. .2035, 1821 

0410. 013. o4.ts 
2039. .2257 

.0410. 013. o4.tm 
4324. .4419, 4470, 

0410. 013. 03. tm 
7565.. 7678, 7614, 



End 1663 

Score 50 
.1663, 1457. .1615 

Seq. ID OJ000450_00. 0410. 013 
Strand 

End 9583 

Method TBLASTX: Maize 

End 1819 

Score 334 
.1817 

Seq. ID OJ000450_00. 0410. 013 
Strand 

End 9583 

Method TBLASTX : Wheat 

End 2095 

Score 227 
.2078 

Seq. ID OJ000450_00. 0410. 013 
Strand 

End 9583 

Method TBLASTX : Mai ze 

End 2035 

Score 93 
.2033 

Seq. ID OJ000450_00. 0410. 013 
Strand 

End 9583 

Method TBLASTX : Soybean 

End 2257 

Score 14 0 



0410. 013. o2.ts 



Seq. ID OJ000450_00. 0410. 013 
Strand 

End 9583 

Method TBLASTX : Mai ze 

End 4595 

Score 55 
.4595, 4471. .4578 

Seq. ID OJ000450_00. 0410. 013 
Strand 

End 9583 

Method TBLASTX : Maize 

End 8018 

Score 121 

.7745, 7658. .7744, 7778. .8011, 

Seq. ID OJ000450_00. 0410.013 
Strand 

End 9583 

Method TBLASTX : Soybean 



43854 




btar u 


/ D DD 






End 


8018 




GI 


none 






Score 


55 




Exons 


/ODO. . / D^fl/ 


1 ac.Q 11 A ^ 


777 R 


. .8011, 7776. .8018 




beq. NO. 








Seq. ID 


OJ000450_00.0410 


.C13 


Gene No. 


90266 






Strand 






Start 


7593 






End 


9583 




Naiue 


r\ ic\c\f\A nn 

UUUUUflOU uu 


n^ 1 n PI r\i 

. UfiXU.V^XO.OJ.. 




. Method 


TBLASTX: Cress 




Start 


/ODD 






End 


8018 






none 






Score 


102 




Exons 


/ ODD . . / 0 1 zf f 


7^0*5 7^7R 
/DOJ. • /D/O, 


/ Dfi D 


..7744, 7659. .7745, 7775. .8002, 




111 fi Pm fi 












Seq. No. 


43089 






Seq. ID 


OJ000450_00.0410 




Gene No. 


90266 






Strand 








f Djj 






End 


9583 




Name 


UJUUUfiDU uu 


n4 1 n PI o4 


U W 


Method 


TBLASTX: Wheat 




Start 


/ D Do 






End 


7970 




GI 


none 






Score 


46 




Exons 


1 c; (^ft 7^91 
/ODO. • / O^L ± f 


7^:np 77QQ 
/DUO. • / / -/-?, 


/ U X J 


..7744, 7785. .7970 




Seq. No. 


4 juo y 






Seq. ID 


OJ000450_00.0410 


.C13 


Gene No. 


90266 






Strand 


- 




Start 


7593 






End 


9583 




Name 


UJUUU4DU uu 


.0410.C13.o3. 


np 


Method 


AAT/NAP 




Start 








End 


9583 




GI 








Score 


236 




Exons 


TRQQ 7CQ7 

/ D yo . . / Do / , 


9072. .9263, 


9338 


. .9583 






GI Descrip. 


/7\T 1 n '70CC;\ 


zhb0009.1 [Oryza 


sativa] 






beq. wo. 


A n or* 
4 ou yu 






Seq. ID 


OJ000450_00.0410 




Gene No. 


90267 






Strand 


+ 




Start 


1 






End 


838 




Name 


ujuuufiou uu 


.0410.C14.ol. 


np 


Method 


AAT/NAP 




Start 


i 






End 


838 




GI 


D / 4z / z y 






Score 


597 




Exons 


i . . 4 ii , oU4 


. .838 










GI Descrip. 


f n tri Oil Q ^ 


RIM2 protein 


[Oryza sativa] 






Seq. No. 


43090 






Seq. ID 


OJ000450_00.0410 


Pi A 


Gene No. 


90267 






Strand 


+ 




buart 


1 






End 


838 




Name 


(JJUUU4oU UU 


.0410.C14.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 








End 


418 




GI 


none 






Score 


62 




Exons 




277, 55.. 237, 


306 


..410, 307 


..417, 310. .411, 


311. 


Seq. No. 


43090 






Seq. ID 


OJ000450_00.0410 


.C14 


Gene No. 


90267 






Strand 


+ 




Start 


1 






End 


838 




Name 


OJ000450 00 


.0410.C14.ol. 


gs 


Method 


GENSCAN 




Start 


60 






End 


663 




GI 


none 






Score 


.93 




Exons 


60. .123, 195. .373, 574.. 


663 








Seq. No. 


43091 






Seq. ID 


OJ000450_00.0410 


.C15 


Gene No. 


90268 






Strand 


+ 





43855 




start 


903 


End 


13825 


Name 


OJ000450 00.0410.C15.ol.np 


Method 


AAT/NAP 




903 


End 


13825 




4680204 


Score 


930 




903. .2315, 2407. .3491, 3580.. 


.3753, 3847. .4023, 4425. .4551, 




13788. .13825 








(AF114171) hypothetical protein [Sorghum bicolor] 


C Q /nr M 

O 6 q . IM O . 


43091 


Seq. ID 


OJ000450_00.0410.C15 


Gene No. 


90268 


Strand 


+ 


Start 




End 


13825 




OJ000450 00.0410.C15.ol.gs 


Method 


GENSCAN 


q-i- -a T^-l- 
O LdX L 


981 


End 


4610 


ox 


none 


Score 


.46 




981. .1692, 1918. .2315, 2407., 


.2600, 2844. .3491, 3580. .3753, 




3847. .3957, 4059. .4131, 4227, 


..4325, 4425. .4610 


Seq. No. 


43091 


Seq. ID 


OJ000450_00.0410.C15 


Gene No, 


90268 


Strand 


+ 


o u ai- L. 


903 


End 


13825 


Name 


OJ000450 00.0410.C15.o2.gp 


Method 


AAT/GAP 


OL.C1X u 


10206 


End 


10572 


oX 


286983 


Score 


702 




10206. .10572 






0 > n • 


43091 


Seq. ID 


OJ000450_00.0410.C15 


Gene No. 


90268 


Strand 


+ 


r1- 


903 


End 


13825 


Name 


OJ000450 00.0410.C15.o2.np 


Method 


AAT/NAP 


Start 


13064 


End 


13597 


ox 


7488906 


Score 


276 


EjXons 


13064. .13135, 13355.. 13597 






OX L/C7oOX-L^. 


fimbriata-associated protein 


- sweet orange (fragment) 


gi 1 2759997 | emb | CAA05891 . 1 1 (AJ003134 ) 


fimbriata-associated 




protein [Citrus sinensis] 






Seq. No. 


43091 


Seq. ID 


OJ000450_00.0410.C15 


Gene No. 


90268 


Strand 


+ 


q4-;ar1- 


903 


End 


13825 


LN diiic 


OJ000450 00.0410.C15.o4.gs 


Method 


GENSCAN 


q4- a ■r^- 
o Udx t 


13100 


End 


13603 


oX 


none 


Score 


.97 


Exons 


13100. .13603 






Seq. No. 


43091 


Seq. ID 


OJ0004 50_00.0410.C15 


Gene No. 


90269 


Strand 




q+- 0 r-f- 
0 L. dx u 


11019 


End 


12576 


Name 


OJ000450 00.0410.C15.ol.tw 


Method 


TBLASTX: Wheat 




1522 


End 


1925 


oX 


none 


Score 


204 




1522.. 1632, 1524.. 1760, 1625 


..1720, 1755. .1925, 1808. .1924 


Seq. No. 


43091 


Seq. ID 


OJ0004 50_00.0410.C15 


Gene No. 


90269 


Strand 




Start 


11019 


End 


12576 


Name 


OJ000450 00.0410.C15.o4,tw 


Method 


TBLASTX: Wheat 


Start 


1926 


End 


2619 



43856 




GI 


none 




Score 


65 




Exons 


1926.. 2006, 2247.. 2318, 2401 


.. .2619 






Seq. No. 


43091 




Seq. ID 


OJ000450_00.0410 


.C15 




90269 




Strand 






Start 


11019 




End 


12576 




Name 


OJ000450 00.0410.C15 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


3566 




End 


3925 




GI 


none 




Score 


144 




Exons 


3566.. 3766, 3575.. 3763, 3844 


..3918, 3845. .3925 




Seq. No. 


43091 




Seq. ID 


OJ000450__00.0410 


.C15 


Gene No. 


90269 




q-h r;^ nH 






O L-CXX U 






FnH 


1 9 S7 




Name 


o.Tnnodsn on 0410 ns 




Mot" h oH 


OHj IN 0 ^r\lN 




Start 


1 1 m Q ~ 

X X U ± -7 






X ^ ^ 17 X 




GI 






0 O^X C 


R 4 
.0*3 




Exons 


1iniQ 114 "^fi 1170? 


1 1 7 Q4 

. X X / -7*1 , 


1184"=; IIP 

XXOM-J. .xxc 


19100 191'^Q 

) \j / f X^XUU..X^XOZ7, 






191QQ 19'^QI 










Seq. No. 


43091 




Seq. ID 


OJ000450_00.0410 


.C15 




-7 U ^ D _7 




Strand 






Start 


1 1 m Q 




End 


12576 




Name 




, * qp 


Method 


AAT/GAP 




Start 


1 91 1 n ~ 




End 


12576 




GI 






Score 


863 




Exons 


x^xxu. . x^o / o 










Seq. No. 


43091 




Seq. ID 


OJ000450_00.0410 


.C15 


Gene No. 


90270 




Strand 








1 ?1 Ifl 




End 


13762 




Name 


n.Tnnn4Rn on n4in n s 


• (J X . LUl 


Method 


TBLASTX: Maize 




Start 


1 '^1 '^ft ~ 
X 0 X ^ 0 




End 


13762 




GI 






Score 


184 




Exons 


X.JX.JO..XO«JXX, X^X*x^. 


. X «J ^ x^ , 


13346. .13597, 13358 .. 13636, 
















Seq. No. 


43091 




Seq. ID 


OJ000450_00.0410 


.C15 


Gene No. 






Strand 






OL.CIX L. 


1 '^1 '^ft 
Xu xoo 




End 


13762 




Name 




. 01 . ZC 


Method 


TBLASTX: Cress 




Start 


13139 




End 


13605 




GI 


none 




Score 


202 




Exons 


13139. .13345, 13141. 


.13311, 


13337. .13597, 13355 .. 13594 , 






13420. .13605 










Seq. No. 


43091 




Seq. ID 


OJ000450_00.0410 


.C15 


oene ino . 


90270 




Strand 






Start 


13138 




End 


13762 




Name 


OJ000450 00.0410.C15 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13177 




End 


13611 




GI 


none 




Score 


142 




Exons 


13177. .13311, 13187. 


.13312, 


13355. .13597, 13393.. 13611 




Seq. No. 


43091 




Seq. ID 


OJ000450_00.0410 


.C15 


Gene No. 


90270 




Strand 






Start 


13138 




End 


13762 





43857 





OJ000450 00 0410 C15.o2 tw 


Method 


TBLASTX;! 


Wheat 






13241 ~ 


End 


13549 






\J -L 


none 


Score 


63 








13241 13312, 13337 13543, 


13355. . 13549 








43092 


Seq. ID 


OJ000450 


00.0410 


-C16 


Gene No. 


90271 


Strand 


+ 






Start 


1 


End 


5926 








OJ000450 00.0410.C16.ol.np 


Method 


AAT/NAP 








1 


End 


1762 








7340881 


Score 


97 








1..233, 1704. .1762 












(AP001551) hypothetical protein [Oryza 


sativa] 






O ^ ^ • 1>HJ • 


43092 


Seq. ID 


OJ000450 


_00.0410 


,C16 


Gene No. 


90271 


Strand 


+ 






Start 


1 


End 


5926 








OJ000450 00.0410.C16.ol.gs 


Method 


GENSCAN 






O Ld J. U 


991 


End 


5237 








none 


Score 


.71 








991.. 1095, 2017.. 2209, 2797 


..2823, 3189. .3249, 


3393. .3492, 




3932. .4121, 4542. .4621, 4715. .4808, 5035. .5237 






O C • IN (J • 


43092 


Seq. ID 


OJ000450 


_00.0410 


.C16 




90271 


Strand 


+ 






Start 


1 


End 


5926 






Name 


OJ000450 00.0410.C16.ol.gp 


Method 


AAT/GAP 






O L.dX I. 


1589 


End 


1699 








uC-osflcyp088bl2bl 


Score 


153 








1589. .1699 










ox uco\^xx^. 


'5257255/dbj | AP000364 . 1 1 AP000364 3.0e- 


36 Oryza 


sativa genom: 




DNA, chromosome 8, clone : P0026F07 ' 










43092 


Seq. ID 


OJ000450 


_00.0410 


.C16 


Gene No. 


90271 


Strand 


+ 






Start 


1 


End 


5926 






Name 


OJ000450 00.0410.C16.o3.np 


Method 


AAT/NAP 






O LdX L. 


4401 


End 


5926 








7340881 


Score 


151 






P von Q 


4401. .4621, 4715. .4839, 4953. .5181, 5866.-5926 






\3 X LJC^OOXX^. 


(AP001551) hypothetical protein [Oryza 


sativa] 






O C . LN * 


43092 


Seq. ID 


OJ000450 


_00.0410 


.C16 


Gene No. 


90272 


Strand 








Start 


869 


End 


4919 






LNdlLLC 


OJ000450 00.0410.C16.o2.np 


Method 


AAT/NAP 






O UdX U 


869 


End 


4919 






\j± 


4680183 


Score 


135 






Exons 


869. .985, 4874. .4919 










IjX JJcoL'XX^y. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


43092 


Seq. ID 


OJ000450 


_00.0410 


.C16 


Gene No. 


90273 


Strand 








Start 


5838 


End 


5926 






Name 


OJ000450 00.0410.C16.o4.np 


Method 


AAT/NAP 






Start 


5838 


End 


5926 






GI 


4680183 


Score 


138 







43858 




Exons 5838.. 5926 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 





Seq. No. 


43093 


Seq. ID 


OJ000450_00,0410.C17 




Gene No. 


90274 


Strand 


+ 




o L. ax. u 


1 


End 


1889 




Naitie 


OJ000450 00.0410.C17.ol.np 


Method 


AAT/NAP 






1 


End 


1889 






6063554 


Score 


285 






1,.80, 499. .705, 1054. .1081, 


1717. .1889 




GI Descrio. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 {E04 64 ] 




correspond to. a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


43093 


Seq. ID 


OJ000450_00.0410.C17 






90274 


Strand 


+ 






1 


End 


1889 






OJ000450 00.0410.C17.ol.gp 


Method 


AAT/GAP 




O Lair U 


29 


End 


143 






uC-osflcyp088bl2bl 


Score 


155 




C von Q 


29. .143 








GI Descrip. 


'5257255/dbj IAP000364.il AP000364 3.0e-36 Oryza sativa genom: 




DNA, chromosome 8, clone : P0026F07 ' 






o 6 q . IN u . 


43093 


Seq. ID 








90275 


Strand 




ill 




1025 


End 


1 709 


f Li 




OJ000450 00,0410.C17.o2.gs 


Method 




H 


Start 


1025 


End 


1702 


hi 


GI 


none 


Score 


.69 




Exons 


1025. .1157, 1593. ,1702 






r ; \ 


O c ^ > LN w • 


43094 


Seq. ID 


OJ000450_00.0410.C18 




/tlomo Wo 


90276 


Strand 


+ 


[3 


ol^dx u 


503 


End 


601 




Mamo 

LN dillC 


OJ000450 00.0410.C18.ol.gs 


Method 


GENSCAN 




Start 


503 


End 


601 


f — 




none 


Score 


.46 


r===; 


Exons 


503. .601 








O ^ • IN • 


43095 


Seq. ID 


OJ000450_00 .0410. C20 




Mo 


90277 


Strand 






O U dl> L 


1 


End 


474 




Name 


OJ000450 00.0410.C20,ol.np 


Method 


AAT/NAP 




O Cdl. L. 


1 


End 


145 




V3 J. 


7523502 


Score 


121 




P Yon Q 


1. .145 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43095 


Seq. ID 


OJ000450_00.0410.C20 




Gene No, 


90277 


Strand 






Start 


1 


End 


474 




Name 


OJ000450 00.0410.C20.ol.gp 


Method 


AAT/GAP 




Start 


17 


End 


474 




GI 


4968598 


Score 


815 




Exons 


17. .474 







43859 




O c • IN O . 


*i J U -? O 


Seq. ID 


OJ000450 00. 


0410. 


C24 


Gene No. 


90278 


Strand 








Start 


1 


End 


452 






Nsine 


OJ000450 00.0410.C24.ol.np 


Method 


AAT /NAP 






Q+- a Y-+- 


1 


End 


452 








4416302 


Score 


136 






Exons 


1. .452 










kjL uescrip. 


(AF105716) copia-type pol polyprotein 


r Zpa ma vs 1 






Seq. No. 


43097 


Seq. ID 


OJ000450_00. 


0410. 


C25 


Gene No. 


90279 


Strand 


+ 








654 


End 


3018 






Name 


OJ000450 00.0410.C25.ol.gs 


Method 


GENSCAN 








654 


End 


3016 






CT 


none 


Score 


. 82 






Exons 


654, ,841, 1153. .1243, 2228. 


.3016 








oeq, NO. 


43097 


Seq. ID 


OJ000450 00 


0410 . 


C25 


Gene No. 


90279 


Strand 


+ ~ 








654 


End 


3018 






Name 


OJ000450 00.0410.C25.ol.np 


Method 


AAT /NAP 






Start 


872 


End 


1046 








6063554 


Score 


155 






Exons 


872. .1046 










Cji uescrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 


correspond to a region of the predicted gene .; hypothetical 




protein [Oryza sativa] 










oeq . iNO . 


43097 


Seq. ID 


OJ000450_00 


.0410 


C25 




90279 


Strand 


+ 






Start 


654 


End 


3018 






Name 


OJ000450 00.0410.C25.o2.np 


Method 


AAT /NAP 






o uart 


2228 


End 


3018 








6983861 


Score 


1129 






Exons 


2228. .3018 










\ji uescrip. 


{AP001168) Similar to gypsy-type retrotransposon RIRE8B 


DNA, 




internal region {AB014741) 


[Oryza sativa] 






oeq. INO . 


43097 


Seq. ID 


OJ000450_00 


.0410 


.C25 


Gene No. 


90280 


Strand 


+ 






Start 


6263 


End 


7117 






Name 


OJ000450 00,0410.C25.o5.np 


Method 


AAT /NAP 






o rart 


6263 


End 


7117 






r* T 


5852178 


Score 


379 






Exons 


6263.. 6654, 7015.. 7117 










LjI uescrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








beq. iNO . 


43097 


Seq. ID 


OJ000450_00 


.0410 


.C25 


Gene No. 


90281 


Strand 








Start 


1 


End 


5584 






Name 


OJ000450 00,0410.C25.o3.np 


Method 


AAT /NAP 






Start 


1 


End 


5186 






GI 


7076770 


Score 


89 






Exons 


1,.32, 3216..3289> 4707. .4958, 5036.. 


5186 






GI Descrip. 


(AL138658) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


43097 


Seq. ID 


OJ000450_00 


.0410 


.C25 



43860 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 
Gene No. 
Start 
Name 
Start 



90281 Strand 

1 End 

OJ0004 50_00 .0410. C25 . o2 . gs Method 

3243 End 

none Score 



5584 
GENSCAN 
5584 
.47 



3243. .3313, 3477. .3607, 3625. .3850, 4543.-5584 



43097 
90282 
6038 

OJ000450_00.0410.C25.o3.gs 

6038 

none 

6038.. 6246, 6261.. 6562, 6593. 

43098 
90283 
565 

OJ000450_00 . 0410 .C26 , ol . np 
565 

4680179 

565.. 1607, 1635., 5046 
(AF111709) polyprotein [Oryza 

43098 
90284 
5445 

OJ000450_00.0410.C26.o2.np 
5445 
5852178 



Seq, ID 

Strand 

End 

Method 
End 
Score 
.6794 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_00.0410.C25 

6794 
GENSCAN 
6794 
.59 



OJ000450_ 
+ 

5046 
AAT/NAP 
5046 
5421 



00.0410.C26 



sativa subsp. indica] 

Seq. ID OJ000450_00.0410.C26 



Strand 
End 

Method 

End 

Score 



+ 

7346 
AAT/NAP 
6626 
339 



5445. .5534, 5817. .6031, 6063, .6160, 6524, .6626 
(AL117265) zhbOOOS.l [Oryza sativa] 



43098 Seq. ID 

90284 Strand 
5445 End 
OJ0004 50_00 . 0410 . C26 . o3 , np Method 
5806 End 
6063554 Score 
5806. .6045, 7166. .7346 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene,; hypothetical 
protein [Oryza sativa] 



OJ000450_00 . 04 10 . C26 
+ 

7346 
AAT/NAP 
7346 
213 



43098 
90285 
5768 

OJ000450_00, 0410.C26.o9.tw 

779 

none 

779. .976, 789.-977, 795. .977 

43098 
90285 
5768 

OJ000450_00.0410.C26,o6,tw 
1026 



Seq. ID OJ000450_00.0410.C26 



Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



10022 

TBLASTX: Wheat 

977 

194 



OJ0004 50_00.0410.C26 
10022 

TBLASTX: Wheat 
1373 



43861 




Gi 


none 








Score 


0Q7 
z y / 


Exons 




1 uz y . 


. u / 0 








Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410.C26 


Gene No. 


90285 








Strand 






D / 00 








End 


10022 


Name 


UJuUU4DU UU 


fid 1 n 

. Ufl lU . 


po c 

UZ D . OD 




Method 


TBLASTX: Maize 


start 


lUz y 








End 


1334 


GI 


none 








Score 


235 


Exons 


luz y . . I J J4 , 


1 n c; c; 
I uoo . 


117 4 
.11/4/ 


1 U O D . 


,1274, 1259. .1330 


Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410.C26 


Gene No. 


90285 








Strand 


- 


C -1- v4- 

btart 


0 / DO 








End 


10022 


Name 


UJUUU^jU UU 


. Ufi lU . 


UZ D . 00 




Method 


TBLASTX: Wheat 


btart 


I / lo 








End 


2066 


GI 


none 








Score 


258 


Exons 


I / I J . . ZU DO 












Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410.C26 


Gene No. 


90285 








Strand 


- 


Start 


0 / DO 








End 


10022 


Name 


UJUUU^oU UU 


. U4 lU . 


PO C r\A 
CZ D . 04 




Method 


TBLASTX: Wheat 


Start 


JU 








End 


2679 


GI 


none 








Score 


476 


Exons 


ou . . / y , 


ZoUl . 


. Z DO D/ 


z ouo . 


9 C7 C 
. Z D / D 




Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410.C26 


Gene No. 


90285 








Strand 


- 


bear u 


D / DO 








End 


10022 


Name 


UJUUU40U UU 


. U4 lU . 


UZ D . 00 


. I_S 


Method 


TBLASTX : Soybean 


start 


0 0 "3 "5 








End 


2547 


T 

GI 


none 








Score 


184 


Exons 


ZZ JO . . / 












Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410.C26 


Gene No. 


90285 








Strand 




0 j_ - — j_ 
b uar u 


0 / Do 








End 


10022 


Name 


UuUUU4DU UU 


n ^ 1 n 

, U4 lU . 


PO C o4 
UZ D . 04 


• um 


Method 


TBLASTX: Maize 


Start 


ZZ DD 








End 


2733 


GI 


none 








Score 


360 


Exons 


ZZ DD . . / / 00 












Seq. No. 


4 juyo 








Seq. ID 


OJ000450_00. 0410.C26 


Gene No. 


90285 








Strand 




Start 


5768 








End 


10022 


Name 


vJO UUUflOU UU 


04 1 n 

. Ufl 1 u . 


pOC 0I 
L^Z D • 01 


• US 


Method 


TBLASTX: Soybean 


Start 


0 on 

ZDZU 








End 


3014 


GI 


none 








Score 


53 


Exons 


0 con 0 c t;o 


0 CO n 
ZdZU . 


0 C RO 
. Z DDZ , 


0 c c; c 

Z DO D . 


.2811, 2658. .2699, 2760. .2819, 




Zo 14 . . jUI4 / 


OQ 1 C 
Zo 1 D . 


. jUU 1 








Seq. No. 


43098 








Seq. ID 


OJ0004 50_00.0410.C26 


Gene No. 


90285 








Strand 




Start 


5768 








End 


10022 


Name 


OJ000450 00 


.0410. 


C26.05 


.tw 


Method 


TBLASTX: Wheat 


Start 


2728 








End 


3029 



43862 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons . 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
Start 
Name 
Start 



none 

2728. .2820, 

43098 
90285 
5768 

OJ000450_00, 

2749 

none 

2749. .2820, 

43098 
90285 
5768 

OJ000450_00, 

3030 

none 

3030. .3185, 
3183. .3443, 

43098 
90285 
5768 

OJ000450_00. 

3102 

none 

3102. .3185, 

43098 
90285 
5768 

OJ000450_00, 

3496 

none 

3496. .4035, 

43098 
90285 
5768 

OJ000450_00, 

3733 

none 

3733. .3915, 

43098 
90285 
5768 

OJ000450_00, 

3823 

none 

3823. .4083, 

43098 
90285 
5768 

OJ000450_00, 
3881 



2750. .2800, 2760. 



0410.C26.o5.tm 



2814.. 3095, 2816. 



0410.C26.o3.tw 



3032. .3184, 3040. 
3187.. 3468, 3187. 



0410.C26.o2.tm 



3107.. 3184, 3180. 



0410.C26.o2.tw 



3652.. 3930, 3678. 



0410.C26.ol.tc 



3916.. 4059, 3918, 



0410.C26.o2.ts 



3828. .4082 



0410.C26.o3.tm 



Score 112 

.2807, 2813. .3028, 2814. .3029 



Seq. ID OJ000450__00.0410.C26 
Strand 

10022 

TBLASTX: Maize 
3095 
45 



End 

Method 
End 
Score 
.2986 



Seq. ID OJ000450_00.0410.C26 
Strand 

End 10022 

Method TBLASTX : Wheat 

End 34 68 

Score 195 

.3192, 3118. .3195, 3180. .3461, 
.3468 

Seq. ID OJ000450_00.0410.C26 
Strand 

End 10022 

Method TBLASTX: Maize 

End 34 68 

Score 100 
.3461, 3187. .3468 

Seq. ID OJ000450_00.0410.C26 
Strand 

10022 

TBLASTX: Wheat 
4035 
613 



End 

Method 
End 
Score 
.4031 



Seq. ID OJ000450_00.0410.C26 
Strand 

10022 

TBLASTX: Cress 
4059 
86 



End 

Method 
End 
Score 
.4058 



Seq. ID OJ000450_00.0410.C26 
Strand 

End 10022 

Method TBLASTX : Soybean 

End 4083 

Score 278 



Seq. ID OJ000450_00.0410.C26 
Strand 

End 10022 

Method TBLASTX : Mai ze 

End 4173 



43863 





GI 


none 








Score 


102 






Exons 


3881. .4168, 


3882 


. .4169, 


3883. 


.4173 








Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410 


.C26 




Gene No. 


90285 








Strand 








Start 


5768 








End 


10022 






Name 


OJ000450 00 


.0410 


.C26.01 


,tw 


Method 


TBLASTX: Wheat 






Start 


.4042 








End 


4668 






GI 


none 








Score 


696 






Exons 


4042. .4668, 


4101 


. .4547, 


4213. 


.4626, 4608'.. 4667 






Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410 


.C26 




Gene No. 


90285 








Strand 








Start 


5768 








End 


10022 






Name 


OJ000450 00 


.0410 


.C26.01 


.tm 


Method 


TBLASTX: Maize 






Start 


4221 








End 


4806 






GI 


none 








Score 


89 






Exons 


4221. .4361, 


4221 


.4376, 


4222. 


.4383, 4380. .4544, 4381. .4806, 






4526. .4615, 


4608 


.4805 












Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410 






Gene No. 


90285 








Strand 








Start 


5768 








End 


10022 






Name 


OJ000450 00 


.0410 


C26.07 


.tw 


Method 


TBLASTX: Wheat 






Start . 


4668 








End 


5001 






GI 


none 








Score 


283 




ifl 

r : t 


Exons 


4668.-4937, 


4669 


.5001 












Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410 


.C26 




Gene No. 


90285 








Strand 






i. Li' 


Start 


5768 








End 


10022 






Name 


OJ000450 00 


.0410 


C26.02 


.gs 


Method 


GENSCAN 




?! = 


Start 


5768 








End 


10022 






GI 


none 








Score 


.72 




: z 
- k: 


Exons 


5768. .6303, 


7077 


.7111, 


8277. 


.8475, 9836.. 10022 






Seq. No. 


43098 








Seq. ID 


OJ000450_00.0410 


.C26 




Gene No. 


90285 








Strand 








btart 


0 / DO 








End 


10022 






Name 


OJ000450 00 


.0410 


026. o4 


.np 


Method 


AAT/NAP 






Start 


6849 








End 


8882 






GI 


7523502 








Score 


186 






Exons 


6849. .6868, 


8305, 


.8475, 


8789. 


.8882 








GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


43099 








Seq. ID 


OJ000450__00.0410 


.027 




Gene No. 


90286 








Strand 


+ 






Start 


1 








End 


707 






Name 


OJ000450 00 


.0410. 


C27.01 


.np 


Method 


AAT/NAP 






Start 


1 








End 


707 






GI 


4416302 








Score 


767 






Exons 


1. .707 
















GI Descrip. 


(AF105716) 


copia- 


■type pol polyprotein 


[Zea mays] 






Seq. No. 


43099 








Seq. ID 


OJ000450_00.0410 


.027 




Gene No. 


90286 








Strand 








Start 


1 








End 


707 





43864 



Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000450_00.0410.C27.ol.gs 
83 

none 
83. .707 

43099 
90287 
2324 

OJ000450_00 .0410. C27 . o2 . gs 

2324 

none 

2324. .2440, 2685. .2777 ^ 

43099 
90288 
8979 

OJ000450_00.0410.C27.o2.np 

8979 

6691716 

8979.-9849, 10047 .. 10239, 



Method GENSCAN 
End 707 
Score . 63 



Seq. ID OJ000450_00.0410.C27 

Strand + 

End 2777 

Method GENSCAN 

End 2777 

Score .87 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10321. .10441, 



OJ000450_00.0410.C27 
+ 

11917 
AAT/NAP 
11914 
2388- 
10535. .10697, 



10772. .10959, 11035 .. 11134 , 11280 11396, 11469. .11914 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



43099 
90288 
8979 

OJ000450_00.0410.C27 .oS.gs 
8979 
none 



Seq. ID OJ000450_00.0410.C27 
Strand + 

11917 
GENSCAN 
11917 
.81 



End 

Method 
End 
Score 

8979,. 9108, 9529.. 9863, 9950.. 10697, 10772 .. 10959, 11035 .. 11224 , 
11292. .11396, 11469.. 11917 



43099 
90289 
3299 

OJ000450_00.0410.C27.o3.gs 

3299 

none 

3299. .4180 

43099 
90290 
4690 

OJ000450_00.0410.C27.o4.gs 

4690 

none 

4690. .4815, 5288. .5371, 5925, 

43099 
90291 
7208 

OJ000450_00.0410.C27.o3.gp 
7208 

uC-osflcypl77g01al 
7208.. 7232, 7521.. 7669 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000450_00.0410.C27 

4180 
GENSCAN 
4180 
.81 



Seq, ID OJ000450_00.0410.C27 
Strand 

End 6417 

Method GENSCAN 

End 6417 

Score . 9 

.6005, 6202.. 6333, 6346., 6417 

Seq. ID OJ000450_00.0410.C27 
Strand 

End 7669 

Method AAT/GAP 

End 7 669 

Score 248 



43865 




GI Descrip. M884864/gb| AAD31846. 1 1 AF133530_1 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



oeq. NO. 


ft 


Seq. ID 


OJ000450_00.0410 


r27 


Gene No . 


on 9 Q9 


Strand 






o uart 


X Z Z 0 4 


End 


18384 




Nairie 


oTfinn^^n nn n^in P97 rT<; 

U U . U 4 J. U . / . 0 D . y b 


Method 


GENSCAN 




ouar u 




End 


17902 






none 


Score 


.78 




Exons 


199*^4 1941fi 1491*^ 14979 


15574. .15696, 15730 .. 16317, 






16372. .16819, 16979 .. 17242 , 


17303. .17653, 17759.. 17902 




C d /-T M 

oecj . iNo . 


4 OU -? -? 


Seq. ID 


OJ000450_00.0410 


. C27 


Gene No - 


y uz yz 


Strand 






btart 


1 9 9 


End 


18384 




Name 


UUUUU4JU UU.U4J.U.^Z/.L;0. lip 


Method 


AAT/NAP 




ouar u 


IZZ J / 


End 


18384 






D i7UZ4 4 0 


Score , 


4643 




Exons 


12237. .12483, 15552. .18384 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




beq. NO. 


40Ui7y 


Seq. ID 


OJ000450_00.0410 




bene no. 


Qn 9 Q "5 

yuzy J 


Strand 


- 




brart 


1 Q /I 4 P 
i 0 *t 4 0 


End 


20251 




Name 


(JJUUU43U UU . U4 lU . L,Z / . 01 . tm 


Method 


TBLASTX: Maize 




btzart 


ou 


End 


713 




GI 


none 


Score 


746 




Exons 


30. .686, 38. .685, 318. .713 








becj. NO. 


4 juy y 


Seq. ID 


OJ000450_00.0410 


r97 


Gene No . 


y uz y J 


Strand 






buaru 


1 Q / / Q 

i 0 ft 4 b 


End 


20251 




Name 


UUUUU40U U U . U 4 1 U . CZ / . ox . L.S 


Method 


TBLASTX: Soybean 




buar u 


/I Q 
fl 0 


End 


716 ' ■' 




GI 


none 


Score 


287 




Exons 


48. .437, 152. .394, 456. .716, 


470. .640 






beC[. NO. 


4 juy y 


Seq. ID 


OJ000450_00.0410 


r97 


Gene No . 


y uzy J 


Strand 






b uar u 


T Q /I j1 Q 

1 0 4 4 0 


End 


20251 




Name 


0 70004^0 nn n4in (^97 of; i-u? 


Method 


TBLASTX: Wheat 




brarr 


1 0 D 


End 


641 




GI 


none 


Score 


123 




Exons 


186. .446, 450. .641, 465. .641 








beq. NO. 


4 juy y 


Seq. ID 


OJ000450_00.0410 


P97 
• ^z / 


Gene No . 


yuzy J 


Strand 






b tar u 


1 0 4 4 0 


End 


20251 




Name 


OJ000450 00.0410.C27.ol.tc 


Method 


TBLASTX: Cress 




Start 


321 


End 


686 




GI 


none 


Score 


84 




Exons 


321. .452, 441. .686 








Seq . No . 


43099 


Seq. ID 


OJ000450_00.0410 


,C27 


Gene No. 


90293 


Strand 






Start 


18448 


End 


20251 




Name 


OJ000450 00.0410.C27.o8.tw 


Method 


TBLASTX: Wheat 





43866 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9099 
none 

9099. .9389 



End 9389 
Score 216 



43099 
90293 
18448 

OJ000450_00.0410.C27.o5.tw 
12246 
none 



OJ000450 00.0410.C27 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12246. .12383, 12369 .. 12503, 15376 .. 15471, 15551 .. 15901, 
15666. .15773, 15810. .15893 



20251 

TBLASTX: Wheat 

15901 

85 . 



43099 
90293 
18448 

OJ000450_00.0410.C27.o5.tm 
12285 



none 
12285. 
15385. 
15551, 



,12386, 12286. . 12387, 
,15492, 15395. .15466, 
,15616 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12366. .12497, 
15460. .15567, 



OJ000450 00. 0410. 027 



20251 

TBLASTX: Maize 
15616 
101 

12367. .12426, 
15461. .15565, 



Seq. No. 


43099 






Seq. ID 


OJ000450_00.0410. 


.C27 


Gene No. 


90293 






Strand 






Start 


18448 






End 


20251 




Name 


OJ000450 00.0410.C27. 


o6. tm 


Method 


TBLASTX: Maize 




Start 


15698 






End 


15977 




GI 


none 






Score 


41 




Exons 


15698. 


.15784, 15794.. 


15877, 


15804. .15881, 15872. .15970, 






15873. 


.15977 










Seq. No. 


43099 






Seq. ID 


OJ000450_00,0410 


.C27 


Gene No. 


90293 






Strand . 






Start 


18448 






End 


20251 




Name 


OJ000450 00.0410.C27. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


15902 






End 


16297 




GI 


none 






Score 


181 




Exons 


15902. 


.16297, 15915.. 


16199, 


16055. .16291 




Seq. No. 


43099 






Seq. ID 


OJ000450_00.0410 


.C27 


Gene No. 


90293 






Strand 






Start 


18448 






End 


20251 




Name 


OJ000450 00.0410.C27. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


16109 






End 


16435 




GI 


none 






Score 


229 




Exons 


16109. 


.16435, 16110.. 


,16415 








Seq. No. 


43099 






Seq. ID 


OJ000450_00.0410 


.C27 


Gene No. 


90293 






Strand 






Start 


18448 






End 


20251 




Name 


OJ000450 00.0410.C27. 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


16598 






End 


16888 




GI 


none 






Score 


57 




Exons 


16598. 


.16888, 16794., 


.16871 








Seq. No. 


43099 






Seq. ID 


OJ000450_00.0410 


.C27 



43867 




Gene No. 


90293 




Strand 








1 p yl 4 Q 
1 O ft fl 0 




End 


20251 




Name 




• O J • Co 


Method 


TBLASTX : Soybean 




O 4- v>4- 


ID/ y o 




End 


17173 




hi 


none 




Score 


96 




Exons 




1 70'^ 


17075. .17173 




O XT 

beq. NO. 






Seq. ID 


OJ000450_00.0410 


. C27 


Gene No. 


90293 




Strand 






Start 


18448 




End 


20251 




Name 


mnnn^Rn nn 0410 C7i 




Method 


TBLASTX: Wheat 




b Tiaru 


X DO y Z 




End 


17296 






none 




Score 


109 




Exons 


I^^QQO 170"^^ l^^fiQ"^ 
lDoy^...l/UjO/ 1D0Z70. 


1 70'^ 

. X / U J D/ 


17045. .17296, 17072 17212, 






1710"^ 1 79*^7 










beq. NO. 


ft ouy z* 




Seq. ID 


OJ000450_00.0410 


. C27 


Gene No. 


90293 




Strand 






Start 


18448 




End 


20251 




Name 


nTnno^RO nn 0410 P97 


• o3 • tm 


Method 


TBLASTX: Maize 




btart 






End 


17737 






none 




Score 


65 




Exons 


ITTIQ 17/1^^1 17'^'^1 


17 4 f^O 
. X / f± DZ / 


17483. .17737, 17484. .17705, 






17/1 QO T 77 1 0 










Seq. No. 


43099 




Seq. ID 


OJ000450_00.0410 


.C27 


Gene No. 


90293 




Strand 






b tar u 


X 0 ft ft o 




End 


20251 




Name 


/^Tnnn/ic:n on o/iio r">7 

UJUUUfiDU UU.UfilU.bZ/ 


• OZ . uo 


Method 


TBLASTX : Soybean 




brar u 


1 / 4 uo 




End 


17836 






none 




Score 


106 




Exons 


17/101^ 170'^^^ 17^^4^^ 
1 / flUO . . 1 / 0 JO/ X/DflD. 


1 77R Q 
. X / / 0 y 








Seq. No. 


43099 




Seq. ID 


OJ000450__00.0410 


.C27 


Gene No. 


90293 




Strand 






buar c 


1 ft 44 R 
1 0 fl ft o 




End 


20251 




Name 


UJUUUfiOU UU.UfilU.bz/ 


• ol • tw 


Method 


TBLASTX: Wheat 




brarr 


1 T /I £: A 
1 / ft DU 




End 


17863 






none 




Score 


245 




Exons 


1 / 4 DU . . 1 / / 0 O , 1/4D0. 


. X / O D O / 


17498. .17830 




Seq. No. 


43099 




Seq. ID 


OJ000450_00.0410 


.027 


Gene No. 


90293 




Strand 






C 4- 3 Y>4~ 

b uar u 


1 Q 4 /I P 
1 0 fl ft O 




End 


20251 




Name 


UJUUU40U UU.U4iU.bz/ 


. o4 . tm 


Method 


TBLASTX: Maize 




btart 


1 / yoo 




End 


18309 




bi 


none 




Score 


159 




Exons 


1TQc;'5 IQ'^riQ ITQf^'^ 


. lOZDO 








Ocq . LNO • 


T J W -7 J 




Seq. ID 


OJ000450_00.0410 


.C27 


Gene No. 


90293 




Strand 






Start 


18448 




End 


20251 




Name 


OJ000450 00.0410.C27 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


17983 




End 


18439 




GI 


none 




Score 


231 




Exons 


17983. .18438, 17984. 


.18439 









43868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . . . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID 


OJ000450_ 


Strand 




End 


20251 


Method 


TBLASTX: 


End 


18399 


Score 


61 


18181. .18399 


Seq. ID 


OJ000450_ 


Strand 




End 


20251 


Method 


GENSCAN 


End 


19875 


Score 


.79 


19491. .19515, 19561 


Seq. ID 


OJ000450 


Strand 




End 


20251 


Method 


AAT/NAP 


End 


20251 


Score 


93 


[Oryza sativa] 


Seq. ID 


OJ000450 


, Strand 


+ 


End 


3072 


Method 


AAT/NAP 


End 


3072 


Score 


69 



43099 
90293 
18448 

OJ000450_00 . 0410 . C27 , o4 . ts 

18034 

none 



43099 
90293 
18448 

OJ000450_00.0410.C27 .o7.gs 

18448 

none 



43099 
90293 
18448 

OJ000450_00.0410.C27.o4 .np 

18451 

5902444 

18451. .18599, 20166.. 20251 



43100 
90294 
1 

OJ0004 50_00.0410.C28 .o2.np 
1 

5734642 

1..21, 1832. .2161, 3054. .3072 

{AP000391) ESTs C22657 (S0014 ) , C22656 {S0014 ) correspond to a 

region of the predicted gene.; Similar to receptor protein 

kinase, ERECTA {AC004484) [Oryza sativa] 

gi| 6006357 I dbj IBAA84787 .il (AP000559) ESTs 

C22657 (S0014) ,022656 (S0014) correspond to a region of the 

predicted gene.; Similar to receptor protein kinase, ERECTA 

(AC004484) [Oryza sativa] 



43100 Seq. ID 

90294 Strand 
1 End 
OJ000450_00.0410.C28 .ol.np Method 
225 End 
625973 Score 
225. .3003 

disease resistance protein RPS2 - Arabidopsis thaliana gi 1548086 
(U14158) RPS2 [Arabidopsis thaliana] gi 1549979 (U12860) RPS2 
[Arabidopsis thaliana] gi | 4538938 | emb | CAB39674 . 1 | (AL049483) 
disease resistance protein RPS2 [Arabidopsis thaliana] 



OJ000450_00.0410.C28 
+ 

3072 
AAT/NAP 
3003 
663 



43100 Seq. ID 

90294 Strand 

1 End 

OJ000450_00 . 0410 . C28 . ol . gs Method 

234 End 



OJ000450_00. 0410.C28 
+ 

3072 

GENSCAN 

3008 



43869 



GI 


none 


Score 


.97 


Exons 


234. .3008 






Seq. No. 


43100 


Seq. ID 


OJ000450_00.0410 


Gene No. 


90294 


Strand 


+ 


Start 


1 


End 


3072 


Name 


OJ000450 00.0410.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


333 


End 


2891 


GI 


none 


Score 


74 


Exons 


333. .512, 971. .1063, 972. .1064, 1062.. 


1238, 1188. .1337, 




1220. .1330, 1374. .1802, 1382 


..1531, 1581. .1664, 2217. .2 




2715. .2891 






Seq. No. 


43100 


Seq. ID 


OJ000450_00.0410 




90294 


Strand 


+ 


Start 


1 


End 


3072 


Name 


OJ000450 00.0410.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


831 


End 


1184 


GI 


none 


Score 


156 


Exons 


831. .1037, 848. .1036, 1041.. 


1184 




Seq. No. 


43101 


Seq. ID 


OJ000450_00.0410 


Gene No. 


90295 


Strand 


- 


Start 


1 


End 


814 


Name 


OJ000450 00.0410.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


814 


GI 


7106508 


Score 


352 


Exons 


1..39, 337. .556, 613. .814 






GI Descrip. 


(AP001278) hypothetical protein [Oryza 


s a t i va j 


Seq. No. 


43101 


Seq. ID 


OJ000450_00.0410 




90295 


Strand 


- 


Start 


1 


End 


814 


Name 


OJ000450 00.0410.C29.ol.qs 


Method 


GENSCAN 


Start 


42 


End 


625 


GI 


none 


Score 


. 65 


Exons 


42. .226, 292. .625 






Seq. No. 


43102 


Seq. ID 


OJ000250_99.0316 




90296 


Strand 


+ 


Start 


444 


End 


503 


Name 


OJ000250 99.0316.Cl.ol.gs 


Method 


GENSCAN 


Start 


444 


End 


503 


GI 


none 


Score 


.89 


Exons 


444. .503 






Seq. No. 


43102 


Seq. ID 


OJ000250__99.0316 


Gene No. 


90297 


Strand 




Start 


1 


End 


404 


Name 


OJ000250 99.0316.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


404 


GI 


7523502 


Score 


128 


Exons 


1..80, 311. .404 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43103 


Seq. ID 


OJ000250_99.0316 


Gene No. 


90298 


Strand 


+ 



43870 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6872 End 11809 

OJ000250_99 . 031 6 . C12 . o5 . np Method AAT/NAP 
6872 End . 10922 

4680183 Score 127 

6872.. 6895, 10833.. 10922 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



43103 
90298 
6872 

OJ000250_99.0316.C12.o3.np 
9637 
7248394 
9637. .9802, 



Seq. ID OJ000250_99.0316.C12 

Strand + 

End 11809 

Method AAT/NAP 

End 11809 

Score 47 



11772. .11809 



(AP001389) ESTs C97394 {C60113 ) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . ^Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


43103 




Seq. ID 


OJ000250_ 


99. 


0316 


.C12 




90299 




Strand 










OLcir L. 


596 




End 


2526 








Name 


OJ000250 99.0316,C12.ol 


. np 


Method 


AAT/NAP 








O Lai U 


596 




End 


2221 










6539588 




Score 


224 








T 


596.. 611, 1936.. 2221 














GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








0 6q * INU • 


43103 




Seq. ID 


OJ000250 


99. 


0316 


.C12 




90299 




Strand 










Start 


596 




End 


2526 








Name 


OJ000250 99.0316.C12.o2 


. np 


Method 


AAT/NAP 








Start 


1116 




End 


2526 








GI 


7523502 




Score 


147 








Exons 


1116.. 1240, 2008.. 2140, 


2433. 


.2526 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


43103 




Seq. ID 


OJ000250_ 


99. 


0316 


.C12 


Gene No. 


90300 




Strand 










Start 


9997 




End 


11809 








Name 


OJ000250 99.0316.C12.o6 


. np 


Method 


AAT/NAP 








Start 


9997 




End 


11809 








GI 


7340881 




Score 


202 








Exons 


9997.. 10027, 11592.. 11809 












GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


43103 




Seq. ID 


OJ000250_ 


_99. 


0316 


.C12 


Gene No. 


90300 




Strand 










Start 


9997 




End 


11809 








Name 


OJ000250 99.0316.C12.o2 


. gs 


Method 


GENSCAN 








Start 


10499 




End 


10800 








GI 


none 




Score 


.8 








Exons 


10499. .10638, 10749. .10800 












Seq. No. 


43103 




Seq. ID 


OJ000250_ 


_99. 


0316 


.C12 


Gene No. 


90300 




Strand 











43871 



start 9997 End 11809 

Name OJ000250_99. 0316.C12 .o4 .np Method AAT/NAP 

Start 10710 End 10800 

GI 6721561 Score 139 

Exons 10710. .10800 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





43103 


Seq. ID 


OJ000250 


99. 


0316. 


C12 




90300 


Strand 












9997 


End 


11809 








Name 


OJ000250 99.0316.C12.o3.gs 


Method 


GENSCAN 








04- -r4- 


11246 


End 


11366 








(ZT 


none 


Score 


. 85 








Exons 


11246.. 11366 












Seq. No. 


43104 


Seq. ID 


OJ000250 


_99. 


0316. 


C13 




90301 


Strand 










O Lai: t. 


1 


End 


343 








Name 


OJ000250 99.0316.C13.ol.np 


Method 


AAT / NAP 










1 


End 


343 










7340881 


Score 


197 








Exons 


1..110, 257. .343 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 










43105 


Seq. ID 


OJ000250 


99. 


0316. 


C14 




90302 


Strand 


+ 










695 


End 


2618 








Name 


OJ000250 99.0316.C14.ol.np 


Method 


AAT/NAP 










695 


End 


2618 








GI 


5852180 


Score 


456 








C von Q 


695. .761, 1744. .1858, 1909.. 


2333, 2518 


. .2618 










(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


43105 


Seq. ID 


OJ000250 


_99. 


0316. 


C14 




90302 


Strand 


+ 








'Q-ha -rt- 


695 


End 


2618 








Name 


OJ000250 99.0316.C14.ol.gs 


Method 


GENSCAN 








Start 


947 


End 


1598 








GI 


none 


Score 


.58 








Exons 


947. .1007, 1480. .1598 












Seq. No. 


43105 


Seq. ID 


OJ000250 


_99. 


0316. 


C14 


Gene No. 


90303 


Strand 










Start 


606 


End 


987 








Name 


OJ000250 99.0316.C14.ol.gp 


Method 


AAT /GAP 








Start 


606 


End 


987 








GI 


uC-osflcyp033a04bl 


Score 


635 








Exons 


606. .987 












GI Descrip. 


• 6016845/dbj I AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 










Seq. No. 


43105 


Seq. ID 


OJ000250 


_99. 


0316. 


C14 


Gene No. 


90304 


Strand 











43872 



start 
Name 
Start 
GI 

Exons 



1860 .End 2303 

OJ000250_99 . 0316 . C14 . o2 . gs Method GENSCAN 

1860 End 2303 

none Score -81 
1860. .2303 



Seq. No. 43106 Seq. ID 

Gene No. 90305 Strand 

Start 60 End 

Name OJ000250_99 . 0316 . C15 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60.. 155, 216.. 521, 806.. 1179 



OJ000250_99.0316.C15 
+ 

1473 
GENSCAN 
1179 
.47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43106 Seq. ID OJ000250_99 . 0316 . C15 

90305 Strand + 

60 End 1473 

OJ000250_99.0316.C15.ol.np Method AAT/NAP 

137 End • 1473 

7248394 Score 1558 

137:. 762, 806. .1087, 1358. .1473 

{AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . --Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 43106 Seq. ID 

Gene No. 90305 Strand 

Start 60 End 

Name OJ000250_99 . 0316 . 015 . o2 . ts Method 

Start 236 End 

GI none Score 

Exons 236.-598 



OJ000250_99.0316.C15 
+ 

1473 

TBLASTX: Soybean 

598 

201 



Seq. No. 


43106 








Seq. ID 


OJ000250_99.0316 


.015 


Gene No. 


90305 








Strand 


+ 




Start 


60 








End 


1473 




Name 


OJ000250 99. 


0316. 


015. ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1057 








End 


1425 




GI 


none 








Score 


145 




Exons 


1057. .1275, 


1291. 


.1425 










Seq. No. 


43106 








Seq. ID 


OJ000250_99.0316 


.015 


Gene No. 


90305 








Strand 


+ 




Start 


60 








End 


1473 




Name 


OJ000250 99. 


0316. 


015. ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1219 








End 


1470 




GI 


none 








Score 


394 




Exons 


1219. .1470, 


1236. 


.1469, 


1348. 


.1470 






Seq. No. 


43106 








Seq. ID 


OJ000250_99.0316 


.015 


Gene No. 


90305 








Strand 


+ 




Start 


60 








End 


1473 




Name 


OJ000250 99. 


0316. 


015. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


• 1279 








End 


1472 




GI 


none 








Score 


260 





43873 




Exons 1279.. 1470, 1281.. 1472 



Seq. No. 


43107 


Seq. ID 


OJ000250_99.0316. 


C16 


Gene No. 


90306 


Strand 


+ 




Start 


1 


End 


3995 




Name 


OJ000250 99.0316.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1535 




GI 


7228457 


Score 


491 




Exons 


1..255, 304. .1535 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


43107 


Seq. ID 


OJ000250 99.0316, 


C16 


Gene No . 


90306 


Strand 






Start 


1 


End 


3995 




Nanie 


OJ000250 99.0316.C16.ol.gs 


Method 


Vj Hi IN O ^rtiN 




Start 


289 


End 


3995 




GI 


none 


Score 


. 54 




Exons 


289. .477, 726.-879, 1210. .1398, 1497.. 


1775, 2345., 2375, 






^sm "^6^7 ^787 3824, 3935. 


. 3995 






Seq. No. 




Seq. ID 


njn00250 99 0316. 


, C16 


Gene No . 




91" r And 


-1- 




Start 




End 


J ^ Z/ -J 




Name 




Method 


AAT /GAP 




Start 


3646 


End 


3824 




GI 


none 


Score 


147 




Exons 


^701 ^7ft7 '^824 








Seq. No. 




Seq. ID 


OJ000250 99 0316. 


.C16 


Gene No . 


90307 


Strand 






Start 


4757 


End 






Name 


OJ000250 99.0316.C16.ol.tm 


Method 


TRT.A9TX ' Ma i ze 




Start 


555 


End ' 


935 




GI 


none 


Score 


75 " 




Exons 


555, ,707, 732. .935 








Seq. No. 


43107 


Seq. ID 


n.TnnopSQ 99 0316 


,C16 


Gene No . 


90307 


Strand 






Start 


4757 


End 


5573 




Name 


OJ000250 99,0316.C16.o2.ts 


Method 


TBLASTX: Soybean 




Start 


561 


End 


956 




GI 


none 


Score 


211 




Exons 


561. .956, 636. .779, 722. .856 








Seq. No. 


43107 


Seq, ID 


OJ000250_99,0316 


.C16 


Gene No . 


90307 


Strand 






Start 


4757 


End 


5573 




Name 


OJ000250 99,0316,C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1107 


End 


1520 




GI 


none 


Score 


105 




Exons 


1107. .1283, 1287. .1520 








Seq. No. 


43107 


Seq. ID 


OJ000250_99.0316 


,C16 


Gene No. 


90307 


Strand 






Start 


4757 


End 


5573 





43874 





n.Tonn^sn qq n'^i fi n r^^ i-c- 




TRLASTX • Sovbean 




O L.a.17 U 


1 9Qfi ~~ 


FnH 


154 1 






none 




250 




Kxons 


19Qfi 1S41 1^4"^ 149fi 14Qfi 


1537 






Seq. No. 


43107 


Seq. ID 


OJ000250_99.0316 


.C16 


Gene No. 


90307 


Strand 








47S7 


End 


5573 




Nsitie 






PEN SPAN 








FnH 


5573 






none 


o o^x 


. 65 




Exons 


47S7 4ftft1 SSI Q SS7'^ 








Seq. No. 


43108 


Seq. ID 


OJ000250_99.0316 


.C17 


Gene No. 


90308 


Strand 


+ 






U X ^ 


End 


766 




Naitie 


n.T0009S0 QQ O'^l Pi 7 n1 rrc; 


M(a"h H oH 








0x0 


FnH 


7 66 






none 




4 9 




Exons 


OXJ. . /DO 








oeq . LNO . 


4 ^1 Oft 

4 J X U 0 


<^pn TD 

O . J. u 


OJ000250 99 0316 


.C17 


Gene No. 


90309 


strand 






Start 


290 


End 


878 




Nsitie 


n.T0009S0 QQ 0^1 fi PI 7 nl nn 


Mpt h nH 


AAT /NAP 






9Q0 ~ 


FnH 

Jul ILL 


878 






CO C0 1 70 


Score 


1 Q9 

X Z7 ^ 




Exons 


9Q0 "^ftS 74Q R7ft 








oi uescxTip, 


^aT1179fiS^ 7hh000ft 1 rnrv7;:^ 

^rlXiXX/ZO^^ ^XlUUvUO.X IKJLy^Ci 


Q a "i" T T7a 1 
&a L. X V d J 






O C q • IN O . 


4 "^1 OQ 


9pn TD 

ii^Cv^ • XL-* 


OJ000250 99 0316 


.C18 


Gene No. 


90310 


Strand 






Start 


1 


End 


835 




Name 


OJ000250 99.0316.C18.ol.np 


Method 


AAT / NAP 




o Lair U 


1 


End 


835 






4234854 


Score 


Q80 

■7 O V 




Exons 


1. .835 










(AF082134) pol polyprotein [Zea mays] 






Seq. No. 


43109 


Seq. ID 


OJ000250_99.0316 


.C18 


Gene No. 


90310 


Strand 


+ 




Q+-a -r-h 
OL. a.L L. 


1 


End 


835 

O --J -J 




Name 


OJ000250 99.0316.C18.ol.tm 


Method 


1 OXj^O X ^ . L let X 




Q+- a r*"l- 


21 


End 


31 7 

J X / 




VaX 


none 


Score 


238 

^ u 




Exons 


21. .317, 161. .316 








Seq. No. 


43109 


Seq. ID 


OJ000250_99.0316 


.C18 


Gene No. 


90310 


Strand 


+ 




O Cell. L 


1 


End 


835 




Name 


OJ000250 99.0316.C18.ol.ts 


Method 






Start 


207 


End 


781 




GI 


none 


Score 


105 




Exons 


207. .386, 397. .498, 401. .502 


, 599.. 781 






Seq. No. 


43109 


Seq. ID 


OJ000250_99.0316 


.C18 


Gene No. 


90310 


Strand 







43875 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1 End 

OJ000250_99.0316.C18.ol.tw Method 

392 End 

none Score 
392. .520, 403. .519, 518. .784 

43110 Seq. ID 

90311 Strand 
132 End 
OJ000250_99. 0316. 019. ol.gs Method 
132 End 
none Score 
132. .219, 247. .371, 581. .668 

43111 Seq. ID 

90312 Strand 
1 End 
OJ000250_99.0316.C22.ol.gp Method 
1 End 
none Score 
1. .542 



835 

TBLASTX: Wheat 

784 

120 



OJ000250_99.0316.C19 
668 

GENSCAN 

668 

.54 



OJ000250_99. 0316. 022 
+ 

542 

AAT/GAP 

542 

1004 



OJ000250 99.0316.C24 



43112 Seq. ID 

90313 Strand 
1 End 1525 

OJ000250_99 . 0316 . 024 . ol . np Method AAT/NAP 
1 End 1525 

7248394 Score 1560 

1..212, 531. .1525 

(AP001389) ESTs 097394 (060113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene. ^Similar to 
Arabidopsis thaliana chromosome II BAO F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



43112 
90313 
1 

OJ000250_99. 0316. 024. o2.ts 
397 
none 

397. .426, 401. .442, 429. 



Seq. ID OJ000250_99. 0316.024 
Strand 

End 1525 

Method TBLASTX : Soybean 

End 696 

Score 4 9 
521, 454. .510, 558. .695, 580. .696 



43112 
90313 
1 

OJ000250_99. 0316. 024. ol.gs 

802 

none 

802.. 1066, 1109.. 1283 

43112 
90313 
1 

OJ000250_99. 0316. 024. ol.ts 

849 

none 



Seq. ID OJ000250_99. 0316.024 
Strand 

End 1525 

Method GENSCAN 

End 1283 

Score .66 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_99. 0316. 024 
1525 

TBLASTX: Soybean 

1316 

131 



43876 






O *i y • * X\J J f f 


1024 


■ X ^ 0 X , 


X VJ J 0 . . 


1316, 1074,. 1286 




Seq. No. 


43112 








Seq. ID 


OJ000250_99.0316. 


C24 


Gene No. 


90313 








Strand 


- 




o udx. u 


1 
J. 








End 


1525 




Kl a TTi o 




0116 
* \j ^ 1. \j 




t" w 

. L.W 


Method 


TBLASTX: Wheat 






-7 J J 








End 


1313 




O J. 










Score 


70 




EjXons 


^ J ^ • . / f 


±. \J \J t 


• X .J X J , 


1101 

X X VJ X . ■ 


1259 






Seq. No. 


43112 








Seq. ID 


OJ000250_99.0316. 


C24 


Gene No. 


90313 








Strand 








1 








End 


1525 




Nsine 




> U -> X u 


C9A n1 


•hm 


Method 


TBLASTX: Maize 






1 nofi ~ 

± u u o 








End 


1463 














Score 


300 




EiXons 




1 nnfi 


. . X *3 U J , 


1 noQ 

X U U -7 • 


.1314, 1399. .1461 




Seq. No. 


43112 








Seq. ID 


OJ000250_99.0316. 


C24 


Gene No. 


90313 








Strand 








1 

X 








End 


1525 




Nsnie 




, KJ O ±0 


r9 A 0I 




Method 


TBLASTX: Wheat 




o t.dir t 










End 


1524 






none 








Score 


82 




EiXons 


1 '^'^1 1 ROd 
XOOX. •xD\J*±f 


±000 




X 0 0 U . 


.1523, 1399.. 1524 




Ocq • LNO . 


43113 








Seq. ID 


OJ000250_99.0316- 




Gene No. 


90314 








Strand 






Start 


152 








End 


3501 




Name 


OJ000250 99 


.0316 


.C25.01 


. gs 


Method 


GENSCAN 




O Udl. U. 


152 








End 


3501 






none 








Score 


.68 




EjXons 


152. .361, 566. .1273, 1359. .1610, 2323. 


.2504, 2567.. 2732, 






3484. .3501 














OcLJ . LN(J • 


43113 








Seq. ID 


OJ000250_99.0316. 


C25 


Gene No. 


90315 








Strand 






Start 


4003 








End 


5162 




Name 


OJ000250 99 


.0316 


.025. ol 


.tw 


Method 


TBLASTX: Wheat 




o Ccir I. 


3633 








End 


4841 




o J. 


none 








Score 


67 




EiXons 


3633. .3701, 


3708 


. .3812, 


3715. 


.3807, 3825.. 3929, 3826.. 3930, 




3918. .4112, 


3952 


. .4080, 


4128. 


.4841, 4312. .4596 




Seq. No. 


43113 








Seq. ID 


OJ000250_99.0316- 


C25 


Gene No. 


90315 








Strand 






O Udl. L 


4003 








End 


5162 




Name 


OJ000250 99 


.0316 


.C25.02 


.tm 


Method 


TBLASTX: Maize 




Q-t- =» r-i- 

otdrt 


3942 








End 


4232 




u J. 


none 








Score 


72 




Exons 


3942. .4058, 


3943 


. .4050, 


4062. 


.4232, 4071.. 4223 




Seq. No. 


43113 








Seq. ID 


OJ000250_99.0316. 


C25 


Gene No. 


90315 








Strand 






Start 


4003 








End 


5162 




Name 


OJ000250 99 


.0316 


.C25.03 


. np 


Method 


AAT/NAP 




Start 


4003 








End 


5162 





43877 






6742729 






Score 


733 






4003 5162 












Ar. L^^^ ^ \^ ^ -4- « 


(AF121139) 


RIM2 protein 


[Oryza sativa] 






Seq. No. 


43113 






Seq. ID 


OJ000250_99.0316. 


C25 


Gene No, 


90315 






Strand 






Start 


4003 






End 


5162 




mo 

LN diUC 


* OJ000250 99 


.0316.C25.ol. 


tc 


Method 


TBLASTX: Cress 




o L ax u 


4128 ~~ 






End 


4551 






none 






Score. 


63 




P von <5 


4128 4550, 


4311 . .4514, 


4312. 


,4551 






Sea No. 


43113 






Seq. ID 


OJ000250_99.0316. 


C25 


Gene No. 


90315 






Strand 






Start 


4003 






End 


5162 




Name 


OJ000250 99 


.0316.C25.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4485 






End 


4865 




GI 


none 






Score 


69 




Exons 


4485. .4586, 


4485. .4796, 


4486. 


,4797, 4797. .4865 





Seq. No. 43114 Seq. ID 

Gene No. 90316 Strand 

Start 167 End 

Name OJ000250_99 . 0316 . C28 . ol . gs Method 

Start 167 End 

GI none Score 

Exons 167,. 224 



OJ000250_99.0316.C28 
224 

GENSCAN 

224 

.59 





Seq. No. 


43115 


Seq. ID 


OJ000250 




Gene No, 


90317 


Strand 






Start 


8589 


End 


8941 




Name 


OJ000250 99.0316.C29.ol.np 


Method 


AAT/NAP 




Start 


8589 


End 


8941 


s 


GI 


6539572 


Score 


246 




Exons 


8589. .8700, 8736. .8941 






~ 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No, 


43116 


Seq. ID 


OJ000250 




Gene No. 


90318 


Strand 


+ 




Start 


1214 


End 


1400 




Name 


OJ000250 99.0316.C30.ol.gp 


Method 


AAT/GAP 




Start 


1214 


End 


1400 




GI 


none 


Score 


339 




Exons 


1214. .1400 







99.0316.C30 



Seq. No. 43116 

Gene No, 90319 

Start 7003 

Name OJ000250_99. 0316.C30.o2 

Start 7003 

GI 4836944 

Exons 7003.. 7062, 9402.. 9529, 
GI Descrip. (AC006085) Hypothetical 

Seq. No. 43116 

Gene No. 90319 

Start 7003 



Seq. ID OJ000250_99.0316.C30 
Strand + 
End 10790 
,np Method AAT/NAP 
End 10790 
Score 220 
9613. .9819, 9917. .9997, 10663. .10790 
protein [Arabidopsis thaliana] 

Seq. ID OJ000250_99.0316.C30 
Strand + 
End 10790 



43878 



Name 


OJ000250 99 


0316, 


C30.O3 


. gs 


Start 


8926 








GI 


none 








Exons 


8926. .9215, 


9415. 


.9529, 


9631 


Seq. No. 


43116 








Gene No. 


90320 








Start 


26 








Name 


OJ000250 99 


.0316 


C30.O1 


.gs 


Start 


26 








GI 


none 








Exons 


26.. 195, 819.. 848, 1067 


. .118: 




2436. .2519, 


3901 


.4282 




Seq. No. 


43116 








Gene No. 


90320 








Start 


26 








Name 


OJ000250 99 


.0316 


.C30.O2 


. gp 


Start 


1887 








GI 


none 








Exons 


1887. .1935, 


2436 


. .2519, 


4117 


Seq. No. 


43116 








Gene No. 


90321 








Start 


6272 








Name 


OJ000250 99 


. 0316 


.C30.O3 


. gp 


Start 


6146 








•GI 


none 








Exons 


6146. .6954 








Seq. No. 


43116 








Gene No. 


90321 








Start 


6272 








Name 


OJ000250 99 


.0316 


.C30.O2 


. gs 


Start 


6272 








GI 


none 








Exons 


6272. .7810 








Seq. No. 


43116' 








Gene No. 


90321 








Start 


6272 








Name 


OJ000250 99 


.0316 


.C30.O1 


. tm 


Start 


7293 








GI 


none 








Exons 


7293. .7421, 


7298 


. .7420, 


7300 




7472. .7513, 


7553 


. .7735, 


7554 


Seq. No. 


43116 








Gene No. 


90321 








Start 


6272 








Name 


OJ000250 99 


.0316 


.C30.O4 


.gp 


Start 


7348 








GI 


none 








Exons 


7348. .7719 









Method GENSCAN 
End 10003 
Score .58 



Seq. ID OJ000250_99.0316.C30 
Strand 

End 4563 

Method GENSCAN 

End 4282 

Score .61 
1182, 1265. .1347, 1584. .1807, 



Seq. ID OJ000250_99.0316.C30 
Strand 

End 4563 

Method AAT/GAP 

End 4563 

Score 1086 



Seq. ID OJ000250_99.0316.C30 
Strand 

End 7810 

Method AAT/GAP 

End 6954 

Score 1421 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_99.0316.C30 

7810 
GENSCAN 
7810 
.99 



Seq. ID OJ000250_99.0316.C30 
Strand 

End 7 810 

Method TBLASTX: Maize 

End 7753 

Score 110 



Seq. ID OJ000250_99.0316.C30 
Strand 

End 7810 

Method AAT/GAP 

End 7719 

Score 709 



Seq. No. 
Gene No. 



43116 
90322 



Seq. ID OJ000250_99.0316.C30 
Strand 



43879 





Start 


9404 




End 


9978 






Name 


OJ000250 99.0316.C30.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


9404 ~ 




End 


9967 






ox 


none 




Score 


107 






Exons 


9404. .9523, 9628. .9819, 


9639 


..9818, 9917.. 9967 








43116 




Seq. ID 


OJ000250_99.0316. 


C30 




Gene No. 


90322 




Strand 








Start 


9404 




End 


9978 






Name 


OJ000250 99.0316.C30.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


9404 




End 


9978 






VJ J. 


none 




Score 


64 






F von 

I_i AUXiO 


9404 .. 9451, 9424 . . 9522, 


9425 


..9523, 9445.-9525, 9628.. 9819, 






9630. . 9818, 9916. . 9978, 


9917 


. .9967 








Sea. No. 


43117 




Seq. ID 


OJ000250_99.0316. 


C31 




Gene No. 


90323 




Strand 


+ 






Start 


432 




End 


525 






Naine 


OJ000250 99.0316.C31.ol 


.np 


Method 


AAT/NAP 






O UOi. u 


432 




End 


525 






GI 


7523502 




Score 


103 






von Q 


432 525 












ox L/'C O ^ -L X^ * 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




ST; 


Ccarr Mo 

O C V.^ . Ill w . 


43117 




Seq. ID 


OJ000250_99.0316 


C31 




Gene No. 


90324 




Strand 








Start 


3038 




End 


5326 




= : ; 


Naiue 


OJ000250 99.0316.C31.o2 


.gs 


Method 


GENSCAN 




r ™\ 


o uox u 


3038 




End 


5326 






GI 


none 




Score 


.57 








3038. .3231, 3599. .3737, 


3815 


..3907, 4042. .4084, 4308. .4467, 


f i § 




4478. .4560, 4 644. .4787, 


4815 


. .5326 








Sea. No. 


43118 




Seq. ID 


OJ000250_99.0316 


.C32 


L ^ 


Gene No. 


90325 




Strand 


+ 




a s 


Start 


857 




End 


2649 






Name 


OJ000250_99\ 0316 . C32 . ol 


.np 


Method 


AAT/NAP 




1^ 


Start 


857 




End 


2649 




. n 


GI 


6539588 




Score 


96 






TT von s 

Hi A WHO 


857. .962, 1603. .1862, 2614.. 


2649 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


43118 




Seq. ID 


OJ000250_99.0316 


.C32 




Gene No. 


90326 




Strand 








Start 


856 




End 


2649 






Naitie 


OJ000250 99.0316.C32.ol 


.gs 


Method 


GENSCAN 






O L. ox U 


856 




End 


2570 






ox 


none 




Score 


.45 






F. von ^ 


856. .908, 2483. .2570 












Seq. No. 


43118 




Seq. ID 


OJ000250_99.0316 


.C32 




Gene No. 


90326 




Strand 








Start 


856 




End 


2649 






Name 


OJ000250 99.0316.C32.o2 


.np 


Method 


AAT/NAP 






Start 


2339 




End 


2649 






GI 


5295955 




Score 


297 






Exons 


2339. .2649 











43880 



GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



Seq. No. 43119 Seq. ID 

Gene No. 90327 Strand 

Start 1 End 

Name OJ000250_99 . 0316 . C33 . ol . np Method 

Start 1 End 

GI 5295955 Score 

Exons 1..75, 756.. 874, 908.. 1026 

GI Descrip. (AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ000250_99.0316.C33 

1026 
AAT/NAP 
1026 
177 

(EBV) genome. (V01555) 



Seq. No. 


43120 








Seq. ID 


OJ000250 


Gene No. 


90328 








Strand 


+ 


Start 


1212 








End 


1633 


Name 


OJ000250 99 


.0316. 


C34.01 


. gs 


Method 


GENSCAN 


Start 


1212 








End 


1633 


GI 


none 








Score 


.46 


Exons 


1212. .1374, 


1407. 


.1633 








Seq. No. 


43120 








Seq. ID 


OJ000250 


Gene No. 


90329 








Strand 


+ 


Start 


5829 








End 


6270 


Name 


OJ000250 99 


.0316. 


C34.03 


.gs 


Method 


GENSCAN 


Start 


5829 






End 


6270 


GI 


none 








Score 


.98 


Exons 


5829. .5913, 


6029. 


.6270 









Seq. No. 


43120 








Seq. ID 


OJ000250_ 


99 


.0316. 


C34 


Gene No. 


90330 








Strand 










Start 


375 








End 


531 








Name 


OJ000250 99 


.0316. 


C34.01. 


np 


Method 


AAT/NAP 








Start 


375 








End 


531 








GI 


7363271 








Score 


102 








Exons 


375. .531 


















GI Descrip. 


(AP001552) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


43120 








Seq. ID 


OJ000250_ 


99 


.0316. 


C34 


Gene No. 


90331 








Strand 










Start 


2975 








End 


4986 








Name 


OJ000250 99 


.0316. 


C34.02. 


gs 


Method 


GENSCAN 








Start 


2975 








End 


4986 








GI 


none 








Score 


.63 








Exons 


2975. .3169, 


3723. 


.3836, 


3930. 


.3933, 4970. .4986 








Seq. No. 


43120 








Seq. ID 


OJ000250_ 


99 


.0316- 


C34 


Gene No. 


90332 








Strand 










Start 


7983 








End 


8996 








Name 


OJ000250 99 


.0316. 


C34 .o4 . 


gs 


Method 


GENSCAN 








Start 


7983 






End 


8996 








GI 


none 








Score 


.75 








Exons 


7983. .8125, 


8151. 


.8251, 


8697. 


.8766, 8876. .8996 








Seq. No. 


43121 








Seq. ID 


OJ000250_ 


99 


.0316. 


C35 


Gene No. 


90333 








Strand 


+ 








Start 


5410 








End 


6020 









43881 




Name 


nTnnn9Cin qq 

UJUUUZDU yz? 


* U J 1 0 






V3 Hi IN \^CW< 




otar u 










6020 






none 








1 

X 




Exons 




-JO U<c 










Seq. No. 


i* O 1 0 1 

4 Jiz i 






OGt^ • J. U 


ojnno250 


99 0316 C35 


Gene No . 


on "3 "5 "5 
yu J J J 






Strand 


+ 




Start 


5410 






End 


6020 




Name 


OJ000250 99 


.0316 


.C35.02 .np 


Method 


AAT/NAP 




C4- -3 -v^-l- 


5410 






End 


6017 






7439702 






Score 


618 




Exons 


5410. .5598, 


5802 


, ,6017 








GI Descrip. 


histone H2A 


(clone TH254) - 


wheat gil 1154954 |emb|CAA64356.1 




(X94693) histone 


H2A [Triticum aestivum] 




beq. NO. 


43121 






Seq. ID 


OJ000250 


_99.0316.C35 


Gene No. 


90334 






Strand 






Start 


166 






End 


4615 




Name 


OJ000250 99 


.0316 


,C35.ol.gs 


Method 


GENSCAN 




Start 


166 






End 


4615 




GI 


none 






Score 


.73 




Exons 


166. .289, 2609..: 


2669, 3016,. 


3161, 3167 


..3267, 3272. .3419, 




o4z4 . . o /oi. 


4609 


. .4615 








beq. NO. 


43121 






Seq. ID 


OJ000250 




Gene No. 


90334 






Strand 






Start 


166 






End 


4615 




Name 


OJ000250_99 


.0316 


,C35.ol.np 


Method 


AAT/NAP 




btarr 


O T R 






End 


3472 






5852178 






Score 


433 




Exons 


2575. .2670, 


3034 


..3136, 3167 


. .3472 






GI Descrip. 


(AL117265) 


2hb0008.1 [Oryza 


sativa] 






Seq. No. 


43121 






Seq. ID 


OJ000250 


_99.0316.C35 


Gene No. 


90335 






Strand 






btar u 


5457 






End 


6023 




Name 


OJ000250 99 


.0316 


.C35.01, tc 


Method 


TBLASTX: 


Cress 


Start 


5457 






End 


6008 






none 






Score 


127 




Exons 


5457. .5531, 


5482 


..5559, 5796 


..5885, 5799, ,6008, 


5921- .5995 


beq. NO. 


43121 






Seq, ID 


OJ000250 


_99.0316.C35 


Gene No, 


90335 






Strand 






Start 


5457 






End 


6023 




Name 


OJ000250 99 


,0316 


,C35.ol.tm 


Method 


TBLASTX: 


Maize 


btart 


5457 






End 


6023 






none 






Score 


41 




Exons 


5457. ,5531, 


5469 


..5504, 5482 


..5559, 5796. .5885, 


5799. .6023, 




5843. .6019 












beq . iNO . 


43121 






Seq. ID 


OJ000250 


_99.0316.C35 


Gene No. 


90335 






Strand 






Start 


5457 






End 


6023 




Name 


OJ000250 99 


,0316 


.C35.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


5457 






End 


6020 




GI 


none 






Score 


132 




Exons 


5457. .5531, 


5482 


..5559, 5796 


..5885, 5799,, 6020, 


5843. .5986 



43882 



Seq. No. 


43121 




Seq. ID 


OJ000250_99.0316 


.C35 


Gene No . 


90335 




Strand 






Start 


5457 




End 


6023 




Name 


OJ000250 99.0316.C35.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5482 ~ 




End 


5972 




GI 


none 




Score 


114 




1? von <5 


5482. .5559, 5799. .5972, 


5799. 


.5885, 5921. .5971 




Seq. No. 


43122 




Seq. ID 


OJ000250_99.0316 


.C36 


Gene No. 


90336 




Strand 






Start 


3461 




End 


9695 




Name 


OJ0Q0250 99.0316.C36.ol 


.np 


Method 


AAT/NAP 




Start 


3461 




End 


8351 




GI 


6815097 




Score 


2050 




Kxon*? 


3461. .3505, 4967. .5194, 


5336. 


.6989, 7105. .8351 




GT np^prin 


(AP001081) Similar to putative copia polyprotein (AC006248) 




r /^^*T r ^ ^ ^ ^ ^ T TT ^ 1 

[UryZa So-LlVaJ 










Seq. No. 


43122 




Seq. ID 


OJ000250_99.0316 


.C36 


Gene No. 


90336 




Strand 






Start 






End 


9695 




Name 


ujuuu^ou y , uoi D . L'JD . oz 


. qs 


Method 


GENSCAN 






fi you 




End 


9695 




GI 


none 




Score 


.54 




F.xnn^ 

J— 1 ./V V_/ 1 1 1^ 


/I Q^;n R/i^i rrc;q 




.7005, 7109. .7564, 7644. .7816, 




Qm Q QA'^n Q^ciQ 0*571^ 


y ft DO . 


.9695 






Seq. No. 


43122 




Seq. ID 


OJ000250_99.0316 


.C36 


Gene No . 


90336 




Strand 






Start 


3461 




End 


9695 




Name 


OJ000250 99.0316.C36.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


8013 




End 


8285 




GI 


none 




Score 


185 






8013.. 8285 










Seq. No. 


43123 




Seq. ID 


OJ000250_99.0316 


.C37 


Gene No 


90337 




Strand 


+ 




Start 


205 




End 


2070 




Name 


OJ000250 99.0316.C37.ol 


. gs 


Method 


GENSCAN 




Start 


205 




End 


2070 




GI 


none 




Score 


.71 




F.5f on 


205. .307, 346.-492, 497 


. .766, 


1627. .1654, 1857. .2070 




Seq. No. 


43123 




Seq. ID 


OJ000250_99.0316 


.C37 


Gene No. 


90337 




Strand 


+ 




Start 


205 




End 


2070 




Name 


OJ000250 99.0316.C37.ol 


.np 


Method 


AAT/NAP 




Start 


536 




End 


2067 




GI 


2118425 




Score 


243 




Exons 


536,. 577, 1891.. 2067 











GI Descrip. subtilisin/chymotrypsin inhibitor - maize 

gi|475253|emb|CAA55588| (X78988) proteinase inhibitor [Zea mays] 

gi|475922|emb|CAA49593| (X69972) proteinase inhibitor [Zea mays] 

gi|559538|emb|CAA57677| (X82187) substilin /chymotrypsin-like 
inhibitor [Zea mays] 



43883 



Seq. No. 


43123 








Seq. ID 


OJ000250_99.0316.C37 


Gene No. 


90338 








Strand 




Start 


3827 








End 


5049 


Name 


OJ000250 99 


0316 


.C37 .o2 


. tw 


Method 


TBLASTX: Wheat 


O U Cl J. I. 


1843 ~ 








End 


2076 












Score 


231 




1843 2076 


1887 


. . 2057 








Seq. No. 


43123 








Seq. ID 


OJ000250_99.0316.C37 


Gene No. 


90338 








Strand 




Start 


3827 








End 


5049 




OJ000250 99 


0316 


.C37 .o2 


- tm 


Method 


TBLASTX: Maize 


O Lctl. U 


1867 ~ 








End 


2070 


O -L 


none 








Score 


251 




1867 2070. 


1884 


2057, 


1969. 


.2067 




Seq. No. 


43123 








Seq. ID 


OJ000250_99.0316.C37 


Gene No. 


90338 








Strand 






3827 








End 


5049 




OJ000250 99 


0316 


. C37 . o2 


. ts 


Method 


TBLASTX: Soybean 




1 ftft4 ~ 

X O O 1 








End 


2070 




none 








Score 


221 




1884 2057 


1885 


2070 








Seq. No. 


43123 








Seq. ID 


OJ000250_99.0316.C37 


Gene No. 


90338 








Strand 




c-i-a rt 


3827 








End 


5049 




OJ000250 99 


0316 


.037 .o2 


. qs 


Method 


GEN SCAN 


O L. dX I. 


3827 ~ 








End 


4415 


J. 










Score 


.49 


F von Q 


3827 3929 


4240 


. .4415 








Sea. No. 


43123 








Seq. ID 


OJ000250_99.0316.C37 


Gene No. 


90338 








Strand 




Start 


3827 








End 


5049 


Name 


OJ000250 99. 


0316 


.C37.03 


. tm 


Method 


TBLASTX: Maize 


Start 


3964 








End 


4203 


GI 


none 








Score 


98 


Exons 


3964. .4074, 


3965 


. .4063, 


4110. 


.4202, 4112. .4201, 4113. .4202, 



4114. .4203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 
Start 
Name 
Start 



43123 Seq. ID OJ000250_99 . 0316 . C37 

90338 Strand 

3827 End 5049 

OJ000250_99 . 0316 . C37 . o2 . np Method AAT/NAP 

4077 End 5049 

6630696 Score 1460 

4077. .5049 

{AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



43123 
90338 
3827 

OJ000250_99.0316.C37.ol.tw 
4213 



Seq. ID OJ000250_99.0316.C37 
Strand 

End 5049 

Method TBLASTX : Wheat 

End 4671 



43884 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



none Score 198 

4213. .4434, 4213. .4431, 4215. .4439, 4218. .4448, 4423. .4572, 

4433. .4582, 4438. .4581, 4439. .4597, 4577. .4666, 4591. .4671, 

4598, .4666, 4611. .4670 



43123 Seq. ID 

90338 Strand 

3827 End 
OJ000250_99 . 0316 . 037 . ol . tm Method 

4528 End 

none Score 

4528. .4875, 4529. .4861 

43123 

90338 Strand 

3827 End 
OJ000250_99.0316.C37.ol.ts Method 

4 679 End 

none Score 



OJ000250_99.0316.C37 
5049 

TBLASTX: Maize 

4875 

264 



Seq. ID OJ000250_99. 0316. 037 



5049 

TBLASTX : Soybean 

5026 

68 



4679. .4864, 4687. .4866, 4867. .5025, 4898. .5026 



OJ000250_99. 0316. 038 
+ 

6983 
AAT/NAP 
6983 
987 



43124 Seq. ID 

90339 Strand 
4 924 End 
OJ000250_99 . 0316 . 038 . o2 . np Method 
4924 End 
6069646 Score 
4924. .5714, 5997. .6983 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | {AP001129) Similar to 
Arabidopsis thaliana chromosome II BAO F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



OJ000250_99. 0316.038 
+ 

12514 
AAT/GAP 
12514 
258 



43124 Seq. ID 

90340 Strand 
12342 End 
OJ000250_99. 0316. 038. ol.gp Method 
12342 End 
LIB3433-026-P1-K1-O1 Score 
12342. .12514 

•5852170/emb|AL117265.1|OST17804 l.Oe-44 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAO clone : tl7804 ' 

43124 Seq. ID OJ000250_99 . 0316 . 038 

90341 Strand 

1 End 2458 

OJ000250_99 . 0316 . 038 . ol . np Method AAT/NAP 
1 End 2458 

6630696 Score 3758 

1. .2458 

(AP000969) ESTs D22114 (010364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. {P10978) [Oryza sativa] 



43124 
90342 



Seq. ID 
Strand 



OJ000250 99.0316.038 



43885 






Start 


10400 




End 


13231 




NaitiG 


\JKJ \J \J \J Cm -J \J ^ ^ * \J J J. \J m \^ ■J K} • \J ±. 


.tw 


Method 


TBLASTX : Wheat 




o L. ax L. 






End 


823 






none 




Score 


181 






7^ 77 ?47 


387, 275. .391, 


362 619. 385. . 618, 






'^ftfi 7QS 3<5fi 7Q4 670 


795, 


782 . . 823 






Seq. No. 


43124 




Seq. ID 


OJ000250_99.0316.C38 




Gene No. 


90342 




Strand 






CH- ri- 
ot, ai t. 


1 0400 

X \J I \J \J 




End 


13231 




Name 




.ts 


Method 


TBLASTX : Soybean 






474 ~ 




•End 


871 






none 




Score 


71 




Exons 


474 647 625 789. 642 


794, 


782 . . 871 






Seq. No. 


43124 




Seq. ID 


OJ000250_99.0316.C38 




Gene No. 


90342 




Strand 






O Uctl. u 


10400 

X W 1 w 




End 


13231 




Name 


OJnOO^SO 99 0316 C38 o8 


. tm 


Method 


TBLASTX: Maize 




Q-l- a 1-+- 


fi6n ~ 




End 


1123 






none 




Score 


187 






660 794 752 1123 










Seq. No. 


43124 




Seq. ID 


OJ000250_99.0316.C38 


1 


Gene No. 


90342 




Strand 








10400 




End 


13231 




Naine 


OJ000250 99.0316.C38.o4 


.tw 


Method 


TBLASTX • Wheat 


u 


o L.air U 


824 




End 


1162 


CI 




none 




Score 


84 




Exons 


824. .1162, 825. .1052, 833. .1087 




3 


O 6 q • LN O • 


43124 




Seq. ID 


OJ000250_99.0316.C38 


U 


Gene No. 


90342 




Strand 






Start 


10400 




End 


13231 


==: 
=f 


Naine 


OJ000250 99.0316.C38.o3 


. tm 


Method 


TBLASTX: Maize 


'"4 


en- ra -rf- 
o L-dX U 


1209 




End 


1599 






none 




Score 


52 




£jXUI1o 


1209.. 1304, 1211.. 1303, 


1268. 


.1594, 1305. .1595, 1318. .1599, 






1332. .1598. 










Seq. No. 


43124 




Seq. ID 


OJ000250_99.0316.C38 




Gene No. 


90342 




Strand 






o Udx L 


10400 




End 


13231 




Name 


OJ000250 99.0316.C38.o5 


. tm 


Method 


TBLASTX: Maize 




o tart 


2132 




End 


2416 






none 




Score 


117 




Exons 


2132. .2416, 2135. .2413 










Seq. No. 


43124 




Seq. ID 


OJ000250_99.0316.C38 




Gene No. 


90342 




Strand 






Start 


10400 




End 


13231 




Name 


OJ000250 99.0316.C38.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2168 




End 


2563 




GI 


none 




Score 


135 




Exons 


2168. .2299, 2168. .2452, 


2247. 


.2363, 2429.-2563, 2466. .2546 




Seq. No. 


43124 




Seq. ID 


OJ000250_99.0316.C38 



43886 



Gene No. 


90342 








Strand 






Start 


10400 








End 


13231 




Name 


OJ000250 99 


.0316. 


C38.06 


. tm 


Method 


TBLASTX: Maize 




Start 


4409 








End 


4736 




GI 


none 








Score 


229 




Exons 


4409. .4633, 


4410. 


.4736 










Seq. No. 


43124 








Seq. ID 


OJ000250_99.0316 


.C38 


Gene No . 


90342 








Strand 






Start 


10400 








End 


13231 




Name 


OJ000250 99 


.0316. 


038. o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


4812 








End 


5147 




GI 


none 








Score 


92 




Exons 


4812. .4946, 


4904 . 


.5143, 


4941. 


.5147 






Seq. No. 


43124 








Seq. ID 


OJ000250_99.0316 


.038 


Gene No . 


90342 








Strand 






Start 


10400 








End 


13231 




Name 


OJ000250 99 


.0316. 


C38.04 


. tm 


Method 


TBLASTX: Maize 




Start 


4902 








End 


5246 




GI 


none 








Score 


315 




Exons 


4902. .5246, 


4916. 


.5215 










Seq. No. 


43124 








Seq. ID 


OJ000250_99.0316 


.038 


Gene No . 


90342 








Strand 






Start 


10400 








End 


13231 




Name 


OJ000250 99 


.0316. 


C38.07 


.tw 


Method 


TBLASTX: Wheat 




Start 


5172 








End 


5456 




GI 


none 








Score 


193 




Exons 


5172. .5456, 


5348. 


.5377 










Seq. No. 


43124 








Seq. ID 


OJ000250_99.0316 


.038 


Gene No . 


90342 








Strand 






Start 


10400 








End 


13231 




Name 


OJ000250 99 


.0316. 


C38.01 


. tm 


Method 


TBLASTX: Maize 




Start 


5247 








End 


5939 




GI 


none 








Score 


406 




Exons 


5241 , .5939, 


5259. 


.5402, 


5481. 


.5645, 5729.. 5935 




Seq. No. 


43124 








Seq. ID 


OJ000250_99.0316 


.038 


Gene No . 


90342 








Strand 






Start 


10400 








End 


13231 




Name 


OJ000250 99 


.0316. 


C38.03 


.tw 


Method 


TBLASTX: Wheat 




Start 


5574 








End 


6014 




GI 


none 








Score 


206 




Exons 


5574. .5870, 


5576. 


.5647, 


5871. 


.6014, 5874. .5972, 5957. .6010 


Seq. No. 


43124 








Seq. ID 


OJ000250_99.0316 


.038 


Gene No . 


90342 








Strand 






Start 


10400 








End 


13231 




Name 


OJ000250 99 


.0316. 


C38.07 


.tm 


Method 


TBLASTX: Maize 




Start 


5979 








End 


6284 




GI 


none 








Score 


176 




Exons 


5979. .6170, 


5999. 


.6169, 


6177. 


.6284 






Seq. No. 


43124 








Seq. ID 


OJ000250_99.0316 


.038 


Gene No. 


90342 








Strand 







43887 




start 


10400 


End 


13231 


Name 


OJ000250 99.0316.C38.o2.tm 


Method 


TBLASTX: Maize 


Start 


6402 


End 


6970 


GI 


none 


Score 


261 


Exons 


6402.. 6737, 6470.. 6610, 6752 


..6970, 6756.. 6968 


Seq. No. 


43124 


Seq. .ID 


OJ000250 99 . 0316 .C38 


Gene No. 


90342 


Strand 




Start 


10400 


End 


13231 


Name 


OJ000250 99.0316.C38.o5.tw 


Method 


TBLASTX: Wheat 


Start 


6489 


End 


6857 


GI 


none 


Score 


179 


Exons 


6489. .6701, 6810. .6857 






Seq. No. 


43124 


Seq. ID 


OJ000250_99.0316.C38 


Gene No. 


90342 


Strand 




Start 


10400 


End 


13231 


Name 


OJ000250 99.0316.C38.o3.np 


Method 


AAT/NAP 


Start 


10392 


End 


11708 


GI 


5852179 


Score 


249 


Exons 


10392. .10587, 10662. .10862, 


11688. .11708 


GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 




Seq. No. 


43124 


Seq. ID 


OJ000250_99.0316.C38 


Gene No, 


90342 


Strand 




Start 


10400 


End 


13231 


Name 


OJ000250 99.0316.C38.o3.gs 


Method 


GENSCAN 


Start 


10400 ~ 


End 


13231 


GI 


none 


Score 


.47 


Exons. 


10400. .10612, 10746. .10907, 


11688. .11811, 13059.. 13231 


Seq. No. 


43125 


Seq. ID 


OJ000250_99.0316.C40 


Gene No. 


90343 


Strand 




Start 


1 


End 


967 


Name 


OJ000250 99.0316.C40.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


648 


GI 


2498930 


Score 


740 ■ • - 


Exons 


1..412, 580. .648 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


43125 


Seq. ID 


OJ000250_99.0316.C4 0 


Gene No. 


90343 


Strand 




Start 


1 


End 


967 


Name 


OJ000250 99.0316.C40.ol.gs 


Method 


GENSCAN 


Start 


110 


End 


967 


GI 


none 


Score 


.79 


Exons 


110. .412, 580. .639, 762. .883 


, 948. .967 




Seq. No. 


43126 


Seq. ID 


OJ000250_93.0307.C4 


Gene No. 


90344 


Strand 




Start 


66 


End 


944 


Name 


OJ000250 93.0307.C4.ol.gs 


Method 


GENSCAN 


Start 


66 


End 


805 


GI 


none 


Score 


.63 


Exons 


66. .388, 679. .805 







43888 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43126 
90344 
66 

OJ000250_93 . 0307 . C4 . ol . gp 

525 

none 

525. .805 

43126 
90344 
66 

OJ000250_93 . 0307 , 04 . ol . ts 

677 

none 

677. .808, 894. .944 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_93.,0307.C4 
944 

AAT/GAP 

805 

535 



OJ000250_93.0307.C4 
944 

TBLASTX : Soybean 

944 

58 



OJ000250_ 
+ 

1594 
AAT/GAP 
1594 
844 



93. 0307. C5 



43127 Seq. ID 

90345 Strand 
1102 End 
OJ000250_93.0307.C5.ol.gp Method 
1102 End 
1777_1.R1084 Score 
1102.. 1594 

'6015437/dbj IAB008112.1IAB008112 2.0e-10 Homo sapiens PEXl mRNA, 
complete cds' 

43127 Seq. ID OJ000250_93 . 0307 -C5 

90346 Strand 

1 End 3359 

OJ000250_93 . 0307 . C5 . ol . np Method AAT/NAP 

1 End 2193 

3894194 Score 57 
1..20/ 931. .1058, 2151. .2193 

(AC005662) putative strictosidine synthase [Arabidopsis 
thaliana] 



43127 
90346 
1 

OJ000250_93.0307.C5.ol.gs 

511 

none 

511. .701, 914. .1175, 1429. 
3196. .3359 



43127 
90346 
1 

OJ0.00250_93, 
1779 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1470, 2798. 



OJ000250_93.0307.C5 

3359 
GENSCAN 
3359 
.71 

.2823, 3050. .3078, 



none 
1779, 
1930. 
2058, 



.1853, 
.2061, 
.2165, 



2083. .2181, 
2205. .2294, 
2243. .2392, 



0307.C5.ol.tm 



1910.. 2047, 1924. 

2033.. 2203, 2037. 

2059.. 2169, 2063. 

2083.. 2169, 2150. 

2205.. 2303, 2231. 

2258.. 2377, 2270. 



Seq. ID OJ000250_93.0307.C5 
Strand 

End 3359 

Method TBLASTX : Mai ze 

End 2413 

Score 64 

.2013, 1927. .2049, 1928. .2164, 
.2159, 2047. .2169, 2049. .2171, 
.2209, 2063.. 2215, 2083.. 2121, 
.2254, 2151. .2243, . 2204. .2296, 
.2383, 2233.. 2388, 2234.. 2383, 
.2413, 2287.. 2406, 2301. .2363 



43889 



Seq. No. 


43128 








Seq. ID OJ000250 


_93.0307.C6 


Gene No. 


90347 








Strand 


+ 




Qt-a •r•|- 










End 


960 




Nsrrie 




.0307. 


C6.o2. 


np 


Method 


AAT/NAP 




0+- a 


o / o 








End 


960 














Score 


64 




Exons 
















bi uescrip. 




zwh0007.1 [Oryza sativa] 






oeq. NO. 










Seq. ID OJ000250 


93. 0307. C6 


Gene No . 


Qfl "^4 ft 








Strand 


+ 






1391 








End 


6983 




Name 


OJ000250 93 


.0307. 


C6.0I. 


gp 


Method 


AAT/GAP 




Start 


1391 








End ■ 


6209 






775 2.R1084 








Score 


3165 




Exons 


1391. .1577, 


1963. 


.2025, 


2185. 


.2268, 


2653. .2760, 


2914. .3086, 




4086. .4197, 


4320. 


.4400, 


4507. 


.4569, 


4660. .4761, 


4959. .5083, 




5212. .5422, 


5510. 


.5584, 


5846. 


.6209 






ljI uescnp. 


'2384760 0. 


Oe+00 


(AF016897) GDP dissociation inhibitor protein 




OsGDI2 [Oryza sativa] ' 










beq. wo. 


43128 • 








Seq. ID OJ000250 


_93.0307.C6 


Gene No. 


90348 








Strand 






Start 


1391 








End 


6983 




Name 


OJ000250 93 


.0307. 


C6-0I. 


gs 


Method 


GENSCAN 




otar u 


1429 








End 


6983 






none 








Score 


.77 




Exons 


1429. .1577, 


1963. 


.2025, 


2653. 


.2760, 


2914. .3086, 


4086. .4197, ■; . 




4320. .4400, 


4507. 


.4569, 


4959. 


.5083, 


5212. .5422, 


5510. .5584, 




6239.-6274, 


6786. 


.6983 










becj. wo. 


43128 








Seq. ID OJ000250 


_93.0307.C6 


Gene No . 


90348 








Strand 


+ 




b tar u 


1391 








End 


6983 




Name 


OJ000250 93 


.0307. 


C6.0I. 


tc 


Method 


TBLASTX: 


Cress 




1485 








End 


5592 




GI 


none 








Score 


149 




Exons 


1485. .1580, 


1520. 


.1579, 


1956. 


.2021, 


1957. .2034, 


2184. .2267, 




2185. .2295, 


2641. 


.2763, 


2646. 


.2762, 


2896. .3087, 


2922. .3086, 




4087. .4200, 


4087. 


.4194, 


4315. 


.4401, 


4320. .4400, 


4498. .4572, 




4500. .4577, 


4653. 


.4763, 


4659. 


.4766, 


4660. .4764, 


4944. .5084, 




4953. .5084, 


4958. 


.5086, 


4958. 


.5095, 


5047. .5103, 


5206. .5445, 




5213. .5446, 


5509. 


.5592, 


5510. 


.5584 







Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



43128 
90348 
1391 

OJ000250_93, 

1488 

none 

1488. .1580, 
1956. .2021, 
2184. .2267, 
2650. .2760, 
4085. .4195, 
4498. .4572, 



0307.C6.ol.tm 



1489.. 1518, 1520. 

1957.. 2034, 1957. 

2185. .2295, 2642, 

2896. .3087, 2896. 

4087.. 4200, 4312. 

4500.. 4577, 4659. 



Seq. ID 

Strand 
End 

Method 

End 

Score 
.1579, 
.2025, 
.2761, 
.3084, 
.4401, 
.4766, 



OJ000250_93.0307.C6 
+ 

6983 

TBLASTX: Maize . 

5584 

153 

637. .1672, 1685. .1714, 
183. .2266, 2184. .2267, 
646. .2759, 2647. .2763, 
910. .3086, 4078. .4197, 
320. .4400, 4322. .4402, 
660. .4764, 4944. .5084, 



43890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4953. .5084, 4958. .5152, 4958. .5095, 5206. .5445, 5213. .5446, 
5508.. 5582, 5510.. 5584, 5510.. 5584 



43128 
90348 
1391 
OJ0002 
1491 
none 
1491. . 
2184. . 
2896. . 
4316. . 
4500. . 
4660. . 
5041. . 



50 93.0307.C6.ol.ts 



1580, 1491.. 1526, 1520 

2264, 2185.. 2268, 2641 

3087, 2911.. 3084, 2916 

4366, 4320.. 4400, 4322 

4577, 4653.. 4763, 4657 

4764, 4944. .5084, 4956 

5097, 5206.. 5436, 5213 



OJ000250_93.0307.C6 
+ 

6983 

TBLASTX : Soybean 
5587 
149 

.1579, 1956. .2021, 1957. .2034, 

.2763, 2646. .2762, 2652. .2765, 

.3086, 4087. .4200, 4087. .4194, 

,4572, 4500. .4577, 

,4762, 4659. .4766, 

,5086, 4979. .5086, 

.5586, 5510.. 5587 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4402, 4498. 

.4749, 4658. 

.5084, 4958, 

.5446, 5509, 



43128 Seq. ID 

90348 Strand 
1391 End 
0 J000250_93 . 0307 . C6 . o3 . np Method 
14 91 End 
7489479 Score 
1491. .1577, 1963. .2025, 2185. .2268, 
4086. .4197, 4320. .4400, 4507. .4569, 
5212. .5422, 5510. .5584, 5846. .5896 
GDP dissociation inhibitor protein - 
gi I 2384760 | gb | AAB69871 . 1 1 (AF016897 ) 
protein OsGDI2 [Oryza sativa] 



OJ000250_93.0307.C6 

6983 
AAT/NAP 
5896 
1920 
2653. .2760, 
4660. .4761, 



2914. .3086, 
4959. .5083, 



rice 

GDP dissociation inhibitor 



Seq. ID OJ000250_93.0307.C6 
Strand + 
End 6983 
Method TBLASTX : Wheat 
End 304 9 

Score 113 

.2034, 1957. .2025, 1971. .2027, 2181. .2267, 2184. .2267, 
.2295, 2645.-2752, 2646. .2753, 2646.. 2759, 2647. .2763, 
.2760, 2896. .3048, 2910. .3038, 2911. .3048, 2963. .3049 



43128 
90348 
1391 

OJ000250_93.0307 .C6.o2.tw 
1957 
none 
1957, 
2185. 
2650. 



43128 Seq. ID 

90348 Strand 

1391 End 

OJ000250_93 . 0307 . C6 . ol . tw Method 

4347 End 

none Score 



OJ000250_93.0307.C6 
+ 

6983 

TBLASTX: Wheat 

5289 

101 



4347. .4400, 4347. .4403, 4348. .4407, 4498. .4572, 4500. .4577, 
4653. .4763, 4658. .4762, 4659.-4766, 4660. .4764, 4929. .5084, 
4944. .5084, 4958. .5152, 4958.-5095, 5206. .5289, 5213. .5287 



43129 
90349 
906 

OJ000250_93 . 0307 . C7 . ol . np 
906 

4680209 



Seq. ID OJ000250_93.0307.C7 



Strand 
End 

Method 

End 

Score 



+ 

2866 
AAT/NAP 
2866 
531 



906. .1212, 1492. .1643, 1676. ,2005, 2101. .2542, 2766.-2866 



43891 




GI Descrip.. (AF114171) unknown [Sorghum bicolor] 



Seq. No. 


43129 


Seq, ID 


OJ000250_ 


93. 


0307 


.07 


Gene No. 


90349 


Strand 


+ 








Start 


906 


End 


2866 








Name 


OJ000250 93.0307.C7 .o2 .np 


Method 


AAT/NAP 








Start 


971 


End 


2866 








GI 


7523705 


Score 


116 








Exons 


971. .991, 2333. .2536, 2628.. 


2866 










GI Descrip. 


(ACOllOOl) Similar to maize 


transposon 


mudrA protein 






[Arabidopsis thaliana] 












Seq. No. 


43129 


Seq. ID 


OJ000250_ 


93. 


0307 


.C7 


Gene No . 


90349 


Strand 


+ 








Start 


906 


End 


2866 








Name 


OJ000250 93.0307.C7.ol.gs 


Method 


GENSCAN 








Start 


1004 


End 


2820 








GI 


none 


Score 


. 58 








Exons 


1004.. 1182, 2200.. 2539, 2628 


. .2820 










Seq. No. 


43130 


Seq. ID 


OJ000250_ 


93. 


0307 


-C8 


Gene No . 


90350 


Strand 


+ 








Start 


1 


End 


2267 








Name 


OJ000250 93.0307.C8 .ol.np ' 


Method 


AAT/NAP 








Start 


1 ~ 


End 


2038 








GI 


4680209 


Score 


507 








Exons 


1..146, 263. .405, 491. .871, 


1992. .2038 










GI Descrip. 


(AF114171) unknown [Sorghum 


bicolor] 










Seq. No. 


43130 


Seq. ID 


OJ000250_ 


93. 


0307 


. C8 


Gene No . 


90350 


Strand 


+ 








Start 


1 


End 


2267 








Name 


OJ000250 93.0307.C8.o3.np 


Method 


AAT/NAP 








Start 


1 


End 


2267 








GI 


6721516 


Score 


435 








Exons 


1..118, 1524. .1770, 2181. .2267 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa 1 








Seq. No. 


43130 


Seq. ID 


OJ000250_ 


93. 


0307 


.08 


Gene No. 


90350 


Strand 


+ 








Start 


1 


End 


2267 








Name 


OJ000250 93.0307.C8.ol.gs 


Method 


GENSCAN 








Start 


198 


End 


1323 








GI 


none 


Score 


.5 








Exons 


198. .405, 491. .780, 1141. .1323 










Seq. No. 


43130 


Seq. ID 


OJ000250_ 


93. 


0307 


.08 


Gene No . 


90350 


Strand 


+ 








Start 


1 


End 


2267 








Name 


OJ000250 93.0307.C8.o2.np 


Method 


AAT/NAP 








Start 


991 


End 


2267 








GI 


2992160 


Score 


137 








Exons 


991. .1288, 2227. .2267 












GI Descrip. 


(AB012392) MuDR-like element 


[Oryza sativa] 








Seq. No. 


43130 


Seq. ID 


OJ000250_ 


93. 


0307 


.08 


Gene No. 


90351 


Strand 











43892 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1653 End 

OJ000250_93 . 0307 .C8.ol.tm Method 

197 End 

none Score 



1860 

TBLASTX: Maize 

906 

250 



197. .406, 201. .416, 201. .407, 490. .549, 558, .614, 559. .615, 
634.. 906, 730.. 906 



43130 Seq. ID 

90351 Strand 

1653 End 

OJ000250_93 . 0307 . C8 . o2 . gs Method 

1653 End 

none Score 
1653. .1860 



OJ000250_93.0307.C8 

1860 
GENSCAN 
1860 
.79 



43131 Seq. ID OJ000250_93 . 0307 , C9 

90352 Strand + 

5153 End 11656 

OJ000250_93 . 0307 . C9 , ol . np Method AAT/NAP 

5153 End 11653 

7433139 Score 1707 

5153. .5197, 6739. .6954, 7447. .7684, 7864. .8214, 8307. .8420, 

8530.. 8609, 9091.. 9392, 10209 10472 , 10882.. 11653 

lipoxygenase (EC 1.13.11.12) LX-3 - potato 

gi 1 1407705 | gb | AAB67865 . 1 1 {U60202) lipoxygenase [Solanum 

tuberosum] 



43131 Seq. ID 

90352 Strand 

5153 End 

OJ000250_93 . 0307 . C9 . o2 . gs Method 

6432 End 

none Score 



OJ000250_93.0307.C9 
+ 

11656 
GENSCAN 
11656 
.85 



6432. .6598, 6645. .6954, 7447. .7684, 7864. .8235, 8307. .8392, 
8535.. 8609, 9091.. 9392, 10209 .. 10472, 10882.. 11656 



43131 Seq. ID 

90353 Strand 
11824 End 
OJ000250_93 . 0307 . C9 . o2 . np Method 
11824 End 
7488323 Score 
11824. .13660, 13946.. 13983 

RNA-directed DNA polymerase homolog T9I4.6 - Arabidopsis 
thaliana gi I 34 61840 | gb | AAC33226. 1 1 (AC005315) putative non-LTR 
retroelement reverse transcriptase [Arabidopsis thaliana] 



OJ000250_93.0307,C9 
+ 

13983 
AAT/NAP 
13983 
608 



43131 
90353 
11824 

OJ000250_93.0307.C9.o3.gs 

12531 

none 



Seq. ID OJ000250_93.0307.C9 

Strand + 

End 13983 

Method GENSCAN 

End 13816 

Score . 5 



12531. .12702, 13068. .13219, 13328,. 13816 



43131 
90354 



Seq, ID 
Strand 



OJ000250 93. 0307. C9 



43893 



o rare 


11438 


End 


11866 


Naine 


OJ000250 93.0307.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


6739 


End 


11664 


GI 


none 


Score 


138 


Exons 


6739.. 6951, 6759.. 6953, 7537 


..7590, 7609. .7710, 7860. .8057, 




8151.. 8210, 8306. .8392, 9088 


..9255, 9114. .9254, 9307. .9393, 




9330.. 9404, 10204 .. 10407, 10215.. 10421 


, 10216. .10422, 




10844. .11107, 10879. .10995, 


11107. .11418, 11117. .11437, 






11609. .11662 


oeq* iNo . 


ft J X J 1 


Seq. ID 


OJ000250_93.0307.C9 


Gene No . 




Strand 




C 4- v-l- 

ouart: 


X X fl J 0 


End 


11866 


Name 


UuUuuzDU y J . u ju / . v^y . ox . lS 


Method 


TBLASTX: Soybean 


Start 


6880 


End 


11659 




none 


Score 


80 


Exons 


f^flflO ^Qt^l 7609 7f^nQ 


..7698, 7905. .8015, 8321. .8392, 




Q1 1 9 Q1 Q1 PI Q9RR Q9fln 
i7XXZ..yXDD, yX0X..7Z03, i?ZOU 


..9393, 9289.-9393, 9297. .9395, 




iri9in in^^c; in99i in^iciji 

XUZXU . . XUflOD, XUZZX. . XUfiOfl/ 


10876. .10992, 10880. .11095, 




lllfic; ll/l/i^; lll'^l 11/11^ 
XXXUO. .XXflflD, XXXjX. .XXflXO, 


11528. .11581, 11609.. 11659 


Seq. No. 


JXO X 


Seq. ID 


OJ000250_93.0307.C9 


Gene No. 


QO R /I 


Strand 




otar u 


11438 


End 


11866 


Name 


OJ000250_93.0307.C9.o3.tm 


Method 


TBLASTX: Maize 


otar L 


QriQ7 

yutj / 


End 


10410 




none 


Score 


183 


Exons 


QflQT Q9t;>1 QnOI 091=1^: Q9Qn 


..9393, 10209. .10409, 10210.. 10410 


beq. NO. 


4 O X O X 


Seq. ID 


OJ000250_93.0307,C9 


Gene No. 




Strand 




Start 


11438 


End 


11866 


Name 


OJ000250_93.0307.C9.o2.tw 


Method 


TBLASTX: Wheat 


otar u 


y X o D 


End 


10445 




none 


Score 


110 


Exons 


Q1 ^6 Q9c:c: QTriQ 0*577 0*^00 

yxoD..yz30, yjuy..yo//, youy 


..9404, 9310, .9393, 9316. .9408, 




1090/1 10>1y1'3 1 090Q lO'^O^ 

xuzufi . .xu^^j, xuzuy. . xuoUfi, 


10209. .10445, 10210.. 10443 


Seq. No. 


4 oX JX 


Seq. ID 


OJ000250_93.0307.C9 


Gene No. 




Strand 




ouar u 


1 1 /I "3 Q 

X X4oo 


End 


11866 


Name 


OJ000250 93.0307.C9.ol.tw 


Method 


TBLASTX: Wheat 


otar u 


10892 


End 


11215 




none 


Score 


456 


Exons 


10892. .11059, 10912. .11214, 


10913. .11215, 11111.. 11215 


beq. NO. 


43131 


Seq. ID 


OJ000250_93.0307.C9 


Gene No. 


90354 


Strand 




Start 


11438 


End 


11866 


Name 


OJ000250 93.0307.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


10924 


End 


11709 


GI 


none 


Score 


595 


Exons 


10924. .11295, 10925. .11293, 


11269. .11439, 11276. .11449, 




11297. .11467, 11528. .11593, 


11541. .11576, 11548. .11592, 




11593. .11709, 11594. .11656 






Seq. No. 


43131 


Seq. ID 


OJ000250_93.0307.C9 



43894 




Gene No. 


90354 


Strand 






Start 


11438 


End 


11866 




Name 


OJ000250 93.0307.C9.ol.gp 


Method 


AAT/GAP 




Start 


11438 


End 


11866 




GI 


none 


Score 


850 




Exons 


11438. .11866 








Seq. No. 


43131 


Seq. ID 


OJ000250_93. 


0307. C9 


Gene No. 


90355 


Strand 






Start 


12177 


End 


12934 




Name 


OJ000250 93.0307.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


12177 


End 


12853 




GI 


none 


Score 


144 




Exons 


12177. .12353, 12233 .. 12337, 


12411. .12545, 12545.. 12853 


Seq. No. 


43131 


Seq. ID 


OJ000250_93. 


0307, C9 


Gene No. 


90355 


Strand 






Start 


12177 


End 


12934 




Name 


OJ000250 93.0307,C9.o3.tw 


Method 


TBLASTX: Wheat 


Start 


12602 


End 


12934 




GI 


none 


Score 


115 




Exons 


12602. .12796, 12803. .12934, 


12841. . 12933 




Seq. No. 


43132 


Seq. ID 


OJ000250_93. 


0307. CIO 


Gene No. 


90356 


Strand 


+ 




Start 


2920 


End 


3351 




Name 


OJ000250 93.0307.C10.ol.np 


Method 


AAT/NAP 




Start 


2920 


End 


3351 




GI 


7340868 


Score 


170 




Exons 


2920.. 3351 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43132 


Seq. ID 


OJ000250_93. 


0307. CIO 


Gene No. 


90357 


Strand 


+ 




Start 


4298 


End 


4373 




Name 


OJ000250 93.0307.C10.ol.gp 


Method 


AAT/GAP 




Start 


4298 


End 


4373 




GI 


LIB3477-003-P1-K1-E9 


Score 


105 




Exons 


4298. .4373 








GI Descrip. 


•2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 


S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


43132 


Seq. ID 


OJ000250_93. 


0307. CIO 


Gene No. 


90358 


Strand 


+ 




Start 


7474 


End 


8176 




Name 


OJ000250 93.0307.C10.o2.np 


Method 


AAT/NAP 




Start 


6783 


End 


8176 




GI 


6523090 


Score 


132 




Exons 


6783. .6811, 7464. .7858, 8133 


. .8176 






GI Descrip. 


(AL133315) transcription factor Hap5a 


[Arabidopsis 


thaliana 


Seq. No. 


43132 


Seq. ID 


OJ000250_93. 


0307. CIO 


Gene No. 


90358 


Strand 


+ 




Start 


7474 


End 


8176 




Name 


OJ000250 93.0307.C10.o2.gs 


Method 


GENSCAN 




Start 


7474 


End 


8123 





43895 




GI 


none 








Score 


.53 




Exons 


7474 . . 7879, 


8020 


. .8123 










Seq. No. 


43132 








Seq. ID 


OJ000250_93.0307 


.010 


Gene No. 


90358 








Strand 


+ 




Start 


7474 








End 


8176 




Name 


OJ000250 93. 


0307 


.ClO.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


7536 ~ 








End 


7857 




GI 


none 








Score 


198 




\V 1 1 


7536. .Ibll , 


7540 


. ,7857, 


7629 


. .7829 






Seq. No. 


43132 








Seq. ID 


OJ000250_93.0307 


.CIO 


Gene No. 


90358 








Strand 


+ 




Start 


7474 








End 


8176 




Name 


OJ000250 93. 


0307 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


7540 ~ 








End 


7857 




GI 


none 








Score 


198 




Exons 


7540. . 7857, 


7629 


. .7829 










Seq. No. 


43133 








Seq. ID 


OJ000250_93.0307 


.011 


Gene No. 


90359 








Strand 


+ 




Start 


69 








End 


259 




Name 


OJ000250 93 


0307 


.011. ol 


. qs 


Method 


GENSCAN 




Start 


69 ~ 








End 


259 




GI 


none 








Score 


. 55 




Exnn <5 


69. .259 














Seq. No. 


43133 








Seq. ID 


OJ000250_93.0307 


.011 


Gene No. 


90360 








Strand 






Start 


2154 








End 


2262 




Name 


OJ000250 93. 


0307 


.Cll.o2 


. as 


Method 


GENSCAN 




Start 


2154 ~ 








End 


2262 




GI 


none 








Score 


.57 




Exons 


2154 . . 2262 














Seq. No. 


43134 








Seq. ID 


OJ000250_93.0307 


.012 


Gene No. 


90361 








Strand 






Start 


1775 








•Srid 


9512 




Name 


OJ000250 93. 


0307 


.012. ol 


. gs 


Method 


GENSCAN 




Start 


1775 ~ 








End 


4978 




GI 


none 








Score 


.95 




Exon s 


1775 2125, 


2372 


. . 3010, 


3565 


. . 3711, 3E 


J98..3999, 4589.. 4978 


Sea No 


43134 








Seq. ID 


OJ000250_93.0307 


.012 


Gene No. 


90361 








Strand 






Start 


1775 








End 


9512 




Name 


OJ000250 93. 


0307 


.012.01 


. np 


Method 


AAT/NAP 




Start 


1790 








End 


4047 




GI 


7485884 








Score 


1218 




Exons 


1790. .2125, 


2372 


. .3010, 


3565 


..3709, 3E 


J72. .4047 




GI Descrip. 


hypothetical 


protein F20M13. 


210 - Arabidopsis thaliana 





gi|4467152|emb|OAB37521.1| (AL035540) putative protein 
[Arabidopsis thaliana] gi | 727084 8 I emb | CAB80529 . 1 1 (AL161593) 
putative protein [Arabidopsis thaliana] 



Seq. No. 43134 Seq. ID OJ000250_93 . 0307 . 012 

Gene No. 90361 Strand 



43896 



start 


1775 








End 


9512 


Name 


OJ000250 93. 


0307 


.012. ol 


.gp 


Method 


AAT/GAP 


Start 


2915 








End 


3995 


GI 


1631472 








Score 


608 


Exons 


2915. .3010, 


3565 


. .3711, 


3898. 


.3995 




GI Descrip. 


3297810/emb|CAA19868. 1 1 


5.0e- 


17 (AL031032) putative protein 


[Arabidopsis 


thaliana] 








Seq. No. 


43134 








Seq. ID 


OJ000250_93.0307.C12 


Gene No. 


90361 








Strand 




Start 


1775 








End 


9512 


Name 


OJ000250 93. 


0307 


.C12.o2 


.gp 


Method 


AAT/GAP 


Start 


4266 








End 


9512 


GI 


none 








Score 


802 


Exons 


4266. .4318, 


8750 


. .8900, 


9161. 


.9195, 9303.. 9512 


Seq. No. 


43134 








Seq. ID 


OJ000250_93.0307.C12 


Gene No. 


90361 








Strand 




Start 


1775 








End 


9512 


Name 


OJ000250 93. 


0307 


.C12.02 


. gs 


Method 


GENSCAN 


Start 


6283 








End 


9441 


GI 


none 








Score 


.9 


Exons 


6283. . 6305, 


6352 


. .6405, 


8750. 


.8900, 9161.. 9195, 9303.. 9441 


Seq. No. 


43134 








Seq. ID 


OJ000250_93.0307.C12 


Gene No. 


90362 








Strand 




Start 


11036 








End 


15970 


Name 


OJ000250 93. 


0307 


.C12.03 


.tm 


Method 


TBLASTX: Maize 


Start 


1805 








End 


1971 


GI 


none 








Score 


125 


Exons 


1805. . 1933, 


1830 


. . 1934, 


1924. 


.1971, 1927.. 1971 


Seq. No. 


43134 








Seq. ID 


OJ000250_93.0307.C12 


Gene No. 


90362 








Strand 




Start 


11036 








End 


15970 


Name 


OJ000250 93. 


0307 


.C12.01 


. tm 


Method 


TBLASTX: Maize 


Start 


1973 








End 


2903 


GI 


none 








Score 


60 


Exons 


1973. .2038, 


1974 


. .2030, 


2048. 


,2140, 2052.. 2129, 2372.-2875, 




2373. .2870, 


2654 


. .2875, 


2694. 


.2903 




Seq. No. 


43134 








Seq. ID 


OJ000250_93.0307.C12 


Gene No. 


90362 








Strand 




Start 


11036 








■ End 


15970 


Name 


OJ000250 93. 


0307 


.C12.02 


.tc 


Method 


TBLASTX: Cress 


Start 


2390 








End 


2671 


GI 


none 








Score 


62 


Exons 


2390. .2581, 


2403 


. .2525, 


2570. 


.2671 




Seq. No. 


43134 








Seq. ID 


OJ000250_93.0307.C12 


Gene No. 


90362 








Strand 




Start 


11036 








End 


15970 


Name 


OJ000250 93. 


0307 


.C12.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


2567 








End 


2974 


GI 


none 








Score 


83 


Exons 


2567, .2803, 


2568 


. .2759, 


2807. 


.2974, 2811.. 2969 



43897 



Seq. No. 


43134 


Seq. ID 


OJ000250 


_93.0307.C12 


Gene No. 


90362 


Strand 






Start 


11036 


End 


15970 




Name 


OJ000250 93.0307.C12.ol.tc 


Method 


TBLASTXci 


Cress 


Start 


2672 


End 


3017 




GI 


none 


Score 


91 




Exons 


2672.. 2776, 2672.. 3013, 2679 


..3017, 2955. .3014 




Seq. No. 


43134 


Seq. ID 


OJ000250 


_93.0307.C12 


Gene No. 


90362 


Strand 






Start 


11036 


End 


15970 




Name 


OJ000250 93.0307.C12.o2.tm 


Method 


TBLASTX:! 


Maize 


Start 


4164 


End 


8900 




GI 


none 


Score 


142 




Exons 


4164. .4316, 4168. .4317, 4174 


..4335, 4175. .4345, 


8754. .8900, 




8754. .8900 








Seq. No. 


43134 


Seq. ID 


OJ000250 


_93.0307.C12 


Gene No. 


90362 


Strand 






Start 


11036 


End 


15970 




Name 


OJ000250 93.0307.C12.o3.gs 


Method 


GENSCAN 




Start 


11036 


End 


15783 




GI 


none 


Score 


.61 




Exons 


11036. .11138, 12077. .12184, 


12227. .12291, 12470 


. .12514, 




14 901. .15015, 15692. .15783 








Seq. No. 


43134 


Seq. ID 


OJ000250 


_93.0307,C12 


Gene No. 


90362 


Strand 






Start 


11036 


End 


15970 




Name 


OJ000250 93.0307.C12.o2-np 


Method 


AAT/NAP 




Start 


11269 


End 


15970 




GI 


7523506 


Score 


88 




Exons 


11269. .11317, 13277,-13401, 


15935. ,15970 




GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43135 


Seq. ID 


OJ000250 


_93.0307.C13 


Gene No . 


90363 


Strand 


+ 




Start 


58 


End 


9522 




Name 


OJ000250 93.0307.C13.ol.gs 


Method 


GENSCAN 




Start 


58 


End 


9522 




GI 


none 


Score 


.67 




Exons 


58. .202, 1046. .1128, 2028. .2204, 2802. 


.2826, 3094., 3179, 




3372. .3448, 4216.. 4272, 4344 


..4456, 4751. .4830, 


5409. .5495, 




5681.. 5761, 6826.. 6963, 6998 


..7225, 8732. .8816, 


8928. .8986, 




9117., 9197, 9252.. 9353, 9439 


. .9522 






Seq. No. 


43135 


Seq. ID 


OJ000250 


_93.0307,C13 


Gene No . 


90363 


Strand 


+ 




Start 


58 


End 


9522 




Name 


OJ000250 93.0307.C13,ol.np 


Method 


AAT/NAP 




Start 


2551 


End 


9522 




GI 


6478939 


Score 


536 




Exons 


2551, ,2615, 2783.. 2861, 2943 


..3018, 3094. .3179, 


3372. .3448, 




4216. .4272, 4344. .4459, 5259 


..5338, 5409. .5495, 


5681, .5790, 



GI Descrip, 



6852, .6963, 7040. .7225, 8917. .-8986, 9117. ,9197, 9264, .9400, 
9441. .9522 

(AC011436) putative transcription factor [Arabidopsis thaliana] 



43898 




O • IN w • 


*i J J- J J 








Seq. ID 


OJ000250 


93 0307 C13 


Gene No. 


90364 








Strand 


+ 




Start 


9446 








End 


9533 




Name 


OJ000250 93 


0307 


.C13.o2 


. tm 


Method 


TBLASTX : 


Slai ze 




5711 ~ 








End 


7127 






none 








Score 


65 




Exo.ns 




6802 


68S8 


6815 . 


.6856, 6858. .6917, 


6864 . . 6920, 




fififiS 6918 


6921 


69S9 


6921 . 


.6968, 6922.. 6975, 


7037 . .7126, 


















Seq. No. 


43135 








Seq. ID 


OJ000250 


_93.0307.C13 


Gene No. 


90364 








Strand 


+ 






944 6 








End 


9533 




Name 




0307 


. C13 . ol 


. tm 


Method 


TBLASTX: 


Nlai ze 


0 Udl. L 


0 ^ ^ J 








End 


9523 




\j± 


n on 0 








Score 


60 






ftQR? RQQ1 
0 y ^ » .o^^j./ 


8954 


9004 , 


9103 . 


.9186, 9114. .9200, 


9116 9211, 




9117 9197 


9277 


. .9348, 


9437 . 


.9523 






Seq. No. 


43135 








Ofarr in 

. X 


O.T00n2S0 


_93.0307.C13 




^ u 0 1 








0 L X diiU. 


-l- 




0 Lair u 


^ ri *i D 










Zf ^ 




Name 


n.Tnnn9Rn 


0^07 


n ^ ol 

. ^ X ^ . X 


OTi 




AAT /HAP 






Q44 fi ~ 
















^ ^ 0 u 0 1 / 








Score 


± 0 J 




von c 


9446 9S3^ 














Seq. No. 


43136 








q^rr TO 
Ocri^ . XL/ 


n.7nnn2 so 


_93.0307.C14 




90365 








0 L.X dilU 


-}. 




0 Ldi. L 


JL ^ ^ 








"CnH 
rjHQ 


60 6 




Name 




0307 


. C14 . ol 


. y^j 


LYiennoa 








IRS ~ 








TTn W 


400 
fi U U 






2280847 








Score 


401 






1 400 

J-'J -J m • ^ \J\J 














Seq. No. 


43136 








Seq. ID 


OJ000250 


_93.0307.C14 


r^on^ Wo 


90365 








Strand 


+ 




0 Ldi. L. 


X 








End 


606 




LNdlUC^ 


OJ0002S0 9^ 


0'^07 


. W X • X 


rr ^ 
• y 0 


Method 


GENSCAN 




0 L di. L. 


1 ~ 

X J 








End 


322 






n on 0 








Score 


.99 




von c 
















Seq. No. 


43136 








Seq. ID 


OJ000250 


_93.0307.C14 


r-i 0 Mo 


^ U J U J 








Strand 


+ 




0 LdX L 


1 

X 








End 


606 




Name 


n.Tnon9RO q"^ 




PI 4 o2 


. gp 


Method 


AAT /GAP 




0 LdXT L 


2*^2 ~~ 








End 


606 






4 _7 0 -7 U / 0 








Score 


626 




Exons 


232. .606 














Seq. No. 


43136 








Seq. . ID 


OJ000250 


_93.0307.C14 


Gene No. 


90366 








Strand 






Start 


1 








End 


1041 




Name 


OJ000250 93. 


0307 


.C14.01 


.np 


Method 


AAT /NAP 




Start 


1 








End 


1041 





43899 




GI 


6721512 


Score 


49 




Rxon *5 


1. .51, 926. .1041 








GI Descrip- 


(AP001072) hypothetical prote 


in [Oryza 


sativa] 




Seq. No. 


43136 


Seq. ID 


OJ000250_93.0307 


.C14 


Gene No. 


90367 


Strand 






Start 


1160 


End 


1618 




Name 


OJ000250 93. 0307 .C14 .o2.gs 


Method 


GENSCAN 




Start 


1160 ~ 


End 


1618 




GI 


none 


Score 


.4 




Exons 


1160. .1193, 1483. .1618 








Seq. No. 


43137 


Seq. ID 


OJ000250_93.0307 


.015 


Gene No. 


90368 


Strand 


+ 




Start 


445 


End 


1619 




Name 


OJ000250 93.0307.C15.ol.gs 


Method 


GENSCAN 




Start 


445 ~ 


End 


1619 




GI 


none 


Score 


.76 




Exons 


445. .1350, 1521. .1619 








Sea No 


43137 


Seq. ID 


OJ000250_93.0307 


.C15 


Gene No. 


90368 


Strand 


+ 




Start 


445 


End 


1619 




Name 


OJ000250 93.0307.C15.ol.np 


Method 


AAT/NAP 




Start 


445 


End 


1604 




GI 


6671951 


Score 


706 




"F von 


445. .1355, 1532. .1604 








GI Descrip. 


(AC016795) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


43137 


Seq. ID 


OJ000250_93.0307 


.C15 


Gene No. 


90368 


Strand 


+ 




Start 


445 


End 


1619 




Name 


OJ000250 93.0307.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


447 


End 


951 




GI 


none 


Score 


291 




Exons 


447. .659, 457. .666, 667. .714, 


714. . 950 


, 724. .951, 724.. 


945, 



750. .947 



Seq. No. 


43137 




Seq. ID 


OJ000250_93.0307.C15 


Gene No. 


90368 




Strand 


+ 


Start 


445 




End 


1619 


Name 


OJ000250 93.0307.C15 


.ol . ts 


Method 


TBLASTX : Soybean 


Start 


471 




End 


657 


GI 


none 




Score 


190 


Exons 


471. .656, 472. .657 








Seq. No. 


43137 




Seq. ID 


OJ000250_93.0307.C15 


Gene No. 


90368 




Strand 


+ 


Start 


445 




End 


1619 


Name 


OJ000250 93.0307.C15 


.ol.tw 


Method 


TBLASTX: Wheat 


Start 


574 




End 


1037 


GI 


none 




Score 


8 3 


Exons 


574. .1023, 578. .676, 


582. . 


1034, 583.. 


1035, 737.. 1027, 753.. 1037 


Seq. No. 


43137 




Seq. ID 


OJ000250_93.0307.C15 


Gene No. 


90368 




Strand 


+ 


Start 


445 




End 


1619 



43900 




Name 


OJ000250 93 


.0307.C15.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


958 






End 


1572 




GI 


none 






Score 


4 95 




Exons 


958. .1257, 


996. .1304, 1531.. 


1572 






Seq. No. 


43138 






Seq. ID 


OJ000250 93.0307 


.C16 


Gene No. 


90369 






Strand 


- 




Start 


1 






End 


2127 




Name 


OJ000250 93 


.0307.C16.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


2127 




GI 


7523517 






Score 


238 




Exons 


1..40, 1621 


. .1659," 1807. 


.2127 






GI Descrip. 


(AP001633) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


43138 






Seq. ID 


OJ000250_93.0307 


.C16 


Gene No. 


90370 






Strand 






Start 


8360 






End 


11942 




Name 


OJ000250 93 


.0307.C16.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8343 






End 


8578 




GI 


none 






Score 


99 




Exons 


8343. . 8507, 


8360. . 8578, 


8394 


. .8567 






Seq. No. 


43138 






Seq. ID 


OJ000250_93.0307 


.C16 


Gene No. 


90370 






Strand 






Start 


8360 






End 


11942 




Name 


OJ000250 93 


.0307.C16.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8360 






End 


8876 




GI 


none 






Score 


88 




Exons 


8360. .8875, 


8391. .8723, 


8754 


. .8876 






Seq. No. 


43138 






Seq. ID 


OJ000250_93.0307 


.C16 


Gene No. 


90370 






Strand 






Start 


8360 






End 


11942 




Name 


OJ000250 93 


.0307.C16.o2. 


,gs 


Method 


GENSCAN 




Start 


8360 






End 


10438 




GI 


none 






Score 


.52 




Exons 


8360. . 10438 












Seq. No. 


43138 






Seq. ID 


OJ000250_93.0307 


.C16 


Gene No. 


90370 






Strand 






Start 


8360 






End 


11942 




Name 


OJ000250 93 


.0307.C16.o2, 


,np 


Method 


AAT/NAP 




Start 


8363 






End 


11942 




GI 


6706414 






Score 


1213 




Exons 


8363. .9706, 


9737. .9850, 


9953 


. .10766, 11890. .11942 




GI Descrip. 


(AL133248) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


43138 






Seq. ID 


OJ000250_93.0307 


.C16 


Gene No. 


90370 






Strand 






Start 


8360 






End 


11942 




Name 


OJ000250 93 


.0307.C16.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


8405 






End 


8953 




GI 


none 






Score 


90 




Exons 


8405. .8953, 


8406. .8717 










Seq. No. 


43138 






Seq. ID 


OJ000250_93.0307 


.C16 


Gene No. 


90370 






Strand 







43901 



start 


8360 








End 


11942 


Nam© 


OJ000250 93. 


0307 


.CI6.0I . 


ts 


Method 


TBLASTX: Soybean 


Start 


8588 








End 


9121 


ox 


none 








Score 


417 


Exons 


8588. . 9121 












Seq. No. 


43138 








Seq. ID 


OJ000250_93.0307.C16 


Gene No. 


90370 








Strand 




Start 


8360 








End 


11942 


Name 


OJ000250 93. 


0307 


.C16.02. 


tc 


Method 


TBLASTX: Cress 


Start 


8942 








End 


10078 


GI 


none 








Score 


120 


i_J /V W 1 1 1^ 


8942. . 9325, 


8963 


. . 9313, 


9413. 


.9505, 9518. .9613, 9773. .9979, 




9857. .10078 












9prT No 

O V? . LN W • 


43138 








Seq. ID 


OJ000250_93. 0307. 016 


npnf* No 


90370 








Strand 




Start 


8360 








End 


11942 


Name 


OJ000250 93. 


0307 


.CI6.0I. 


tw 


Method 


TBLASTX: Wheat 


Start 


9059 








End 


10762 


GI 


none 








Score 


110 


TT von <5 


9059. . 9370, 


9075 


. .9341, 


9119. 


.9235, 9401. .9499, 9426. .9500, 




9487 . . 9519, 


9611 


. .9682, 


9737. 


.9880, 9771. .9839, 9797. .9931, 




9857. . 10285, 


10376. .10618, 10538.. 10762 


O C <^ • IN \ J • 


43138 








Seq. ID 


OJ000250_93. 0307. 016 


Gene No. 


90370 








Strand 




Start 


8360 








End 


11942 


Name 


OJ000250 93. 


0307 


.CI6.0I. 


tra 


Method 


TBLASTX: Maize 


Start 


9098 








End 


10462 


GI 


none 








Score 


440 


TTvon <5 


9098 . . 9478, 


9099 


. .9476, 


9106. 


.9477, 9614.. 9691, 9755.. 9823, 




9770. . 9934, 


9866 


. .10132, 


9999 


. .10133, 


10151. .10222, 10286. . 


Seq, No. 


43138 








Seq. ID 


OJ000250_93 . 0307 . 016 


Gene No. 


90370 








Strand 




Start 


8360 








End 


11942 


Name 


OJ000250 93. 


0307 


.016.03. 


ts 


Method 


TBLASTX : Soybean 


Start 


9143 








End 


10573 


GI 


none 








Score 


101 


Exons 


9143. .9373, 


9401 


. .9502, 


9560. 


.9607, 9617. .9712, 9896. .10222 



10370. .10573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_93. 0307.017 
+ 

1405 
AAT/NAP 
1405 
95 



43139 
90371 
1 

OJ000250_93. 0307. 017. o2.np 
1 

7487690 
1..32, 1181. .1405 

hypothetical protein T5H22.5 - Arabidopsis thaliana 
gi I 3695395 I gb I AAC62796.il (AF096372) contains similarity to 
reverse transcriptase (Pfam: PF00078 rvt, E=4.3e-08) 
[Arabidopsis thaliana] gi | 7267135 | emb | OAB80803 . 1 1 (AL1614 98) 
similarity to [Arabidopsis thaliana] 



Seq. No. 



43139 



Seq. ID OJ000250_93. 0307.017 



43902 




Gene No. 


90371 


Strand 


+ 




Start 


1 


End 


1405 




Name 


OJ000250 93.0307.C17.ol.gs 


.Method 


GENSCAN 




Start 


377 


End 


1270 




GI 


none 


Score 


.43 




Exons 


377. .611, 804. .921, 974. .1270 








Seq. No. 


43140 


Seq. ID 


OJ000250_93.0307 


.C18 


Gene No . 


90372 


Strand 


+ 




Start 


1 


End 


3262 




Name 


OJ000250 93.0307.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3262 




GI 


7489805 


Score 


2343 




Exons 


1. .3262 








GI Descrio. 


polyprotein - maize retrotransposon Cinful-1 






gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 




Seq. No. 


43140 


Seq. ID 


OJ000250_93 .0307 


,C18 


Gene No. 


90373 


Strand 






Start 


3494 


End 


6391 




Name 


OJ000250 93.0307.C18.o5.tw 


Method 


TBLASTX: Wheat 




Start 


6 


End 


228 




GI 


none 


Score 


183 




Exons 


6. .227, 7. .228 








Seq. No. 


43140 


Seq. ID 


OJ000250_93 . 0307 


.C18 


Gene No. 


90373 


Strand 






Start 


3494 


End 


6391 




Name 


OJ000250 93.0307.C18.o2.tw 


Method 


TBLASTX: Wheat 




Start 


457 


End 


3145 




GI 


none 


Score 


69 




Exons 


457. .549, 552. .785, 554. .784, 


603. .785 


, 652. .786, 2937. 


.307' 




3053. .3145 








Seq. No. 


43140 


Seq. ID 


OJ000250 93.0307 


.C18 


Gene No. 


90373 


Strand 






Start 


3494 


End 


6391 




Name 


OJ000250 93.0307.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


560 


End 


917 




GI 


none 


Score 


425 




Exons 


560. .916, 561. .917 








Seq. No. 


43140 


Seq. ID 


OJ000250_93.0307 


.C18 


Gene No. 


90373 


Strand 






Start 


3494 


End 


6391 




Name 


OJ000250 93.0307.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


786 


End 


1205 




GI 


none 


Score 


443 




Exons 


786.-1205, 786. ,1058, 989. .1204 






Seq. No. 


43140 


Seq. ID 


OJ000250_93.0307 


,C18 


Gene No. 


90373 


Strand 






Start 


3494 


End 


6391 




Name 


OJ000250 93.0307.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


945 


End 


1328 




GI 


none 


Score 


376 




Exons 


945, .1328, 1058. .1315 









43903 




Seq. No. 


43140 








Seq. ID 


OJ000250__93.0307 


.018 


Gene No . 


90373 








Strand 






Start 


3494 








End 


6391 




Name 


OJ000250 93, 


0307 


.018 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1080 ~ 








End 


1406 




GI 


none 








Score 


260 




Exons 


1080. . 1406, 


1097 


. . 1240, 


1355. 


.1405 






Seq. No. 


43140 








Seq. ID 


OJ000250_93.0307 


.018 


Gene No. 


90373 








Strand 






Start • 


3494 








End 


6391 




Name 


OJ000250 93. 


0307 


.018. o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1388 








End 


1841 




GI 


none 








Score 


265 




Exons 


1388. . 1834, 


1422 


. . 1841 










Seq. No. 


43140 








Seq. ID 


OJ000250_93. 0307 


.018 


Gene No. 


90373 








Strand 






Start 


3494 








End 


6391 




Name 


OJ000250 93. 


0307 


.018 . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2039 ~ 








End 


2308 




GI 


none 








Score 


231 




Exons 


2039. .2308, 


2149 


. .2307 










Seq. No. 


43140 








Seq. ID 


OJ000250_93. 0307 


.018 




90373 








Strand 






Start 


3494 








End 


6391 




Name 


OJ000250 93. 


0307 


.018 .o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


2150 ~ 








End 


2539 




GI 


none 








Score 


239 




Exons 


2150. .2539 














Seq. No. 


43140 








Seq. ID 


OJ000250_93.0307 


.018 


Gene No . 


90373 








Strand 






Start 


3494 








End 


6391 




Name 


OJ000250 93. 


0307 


.018 . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2309 ~ 








End 


2671 




GI 


none 








Score 


360 




Exons 


2309. .2671, 


2343 


. .2609, 


2407. 


.2670, 2549.. 2671 




Seq. No. 


43140 








Seq. ID 


OJ000250_93.0307 


.018 




90373 








Strand 






Start 


3494 








End 


6391 




Name 


OJ000250 93 


0307 


C18 o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2312 ~ 








End 


2686 




GI 


none 








Score 


98 




Exon 


2312 2455, 


2338 


, . 2457, 


2461. 


.2670, 2462.-2686 




Seq. No. 


43140 








Seq. ID 


OJ000250_93.0307 


.018 


Gene No. 


90373 








Strand 






Start 


3494 








End 


6391 




Name 


OJ000250 93. 


0307 


.018.O6 


. tw 


Method 


TBLASTX: Wheat 




Start 


2657 








End 


3253 




GI 


none 








Score 


98 




Exons 


2657. .2776, 


2804 


. .2935, 


3146. 


.3253 







43904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43140 
90373 
3494 

OJ000250_93.0307.C18.o5.tm 

2702 

none 

2702. .2938, 2707. .2805, 2884, 

43140 
90373 
3494 

OJ000250_93.0307.C18.o2.gs 

3494 

none 

3494. .3645, 3934. .3992, 
5538.. 5758, 5864. .6391 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2943 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_93. 0307. CIS 
6391 

TBLASTX: Maize 

2943 

200 



OJ000250_93. 0307. CIS 

6391 
GENSCAN 
6391 
.51 



4612. .4751, 4800. .4905, 5238. .5437, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



43141 
90374 
3643 

OJ000250_93.0307.C19.ol.gp 
3643 

61605_3.R1084 
3643. .3947 

• 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] * 



OJ000250_ 
+ 

3947 
AAT/GAP 
3947 
432 



93.0307.C19 



43141 Seq. ID 

90375 Strand 
4405 End 
OJ000250_93 . 0307 . C19 . o2 . gp Method 
4405 End 
uC-osflM202048cl2bl Score 
4405. .4920 

'5257255/dbj I AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ000250_93.0307.C19 
+ 

4920 
AAT/GAP 
4920 
714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



43141 Seq. ID 

90376 Strand 
4928 End 
OJ000250_93.0307.C19.o3.gp Method 
4928 End 
101153_1.R1084 Score 
4928.. 5156, 5611. .5662 

'5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 * 



OJ000250_93.0307.C19 
+ 

5662 
AAT/GAP 
5662 
378 



43141 
90377 
8473 

OJ000250_93.0307.C19.o2.gs 

8473 

none 

8473. .8557, 9124. .9479 

43141 
90377 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000250_93.0307.C19 
+ 

10434 
GENSCAN 
9479 
.4 



OJ000250_93.0307.C19 
+ 



43905 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8473 End 

OJ000250_93 . 0307 . C19 . o2 . np Method 

8473 End 

6721547 Score 



10434 
AAT/NAP 
10434 
100 



8473.. 8557, 9187.. 9257, 10293.. 10434 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



43141 Seq. ID 

90377 Strand 

8473 End 
OJ000250_93 . 0307 , C19 . o3 . gs Method 

9801 End 

none Score 
9801. .10142 



OJ000250_93.0307.C19 
+ 

10434 
GENSCAN 
10142 
.82 



OJ000250 93.0307.C19 



43141 Seq. ID 

90378 Strand 
4315 End 9994 

OJ000250_93 . 0307 , C19 . ol . np Method AAT/NAP 
4315 End 9994 

6063554 Score 335 

4315. .4489, 5128. .5155, 5807. .6027, 9971. .9994 
{AP000615) ESTs AU075609 (C6334 4 ) , C71850 {E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


43142 




Seq. ID 


OJ000250_93.0307. 


Gene No. 


90379 




Strand 


+ 


Start 


1 




End 


2211 


Name 


OJ000250 93.0307 


.C20.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2069 


GI 


6598711 




Score 


281 


Exons 


1..60, 220. .576, 


643. .814, 


1403. .1522, 


1805. .2069 


GI Descrip. 


(AC007197) putative disease 


resistance 


protein [Arabidop 




thaliana] 








Seq. No. 


43142 




Seq. ID 


OJ000250_93.0307. 


Gene No. 


90379 




Strand 


+ 


Start 


1 




End 


2211 


Name 


OJ000250 93.0307 


.C20.ol.gs 


Method 


GENSCAN 


Start 


64 




End 


2211 


GI 


none 




Score 


.95 


Exons 


64, .2211 








Seq. No. 


43142 




Seq. ID 


OJ000250_93.0307. 


Gene No. 


90380 




Strand 


+ 


Start 


3302 




End 


4238 


Name 


OJ000250 93.0307 


.C20.o2 .gs 


Method 


GENSCAN 


Start 


3302 




End 


4238 


GI 


none 




Score 


.97 


Exons 


3302.. 3383, 4054 


. .4238 






Seq. No. 


43142 




Seq. ID 


OJ000250_93.0307. 


Gene No. 


90381 




Strand 


+ 


Start 


10271 




End 


11598 


Name 


OJ000250 93.0307 


.C20.O4 .gs 


Method 


GENSCAN 


Start 


10271 




End 


11598 



43906 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

10271. .10541, 11561.. 11598 



Score 



,81 



Seq. ID OJ000250_93.0307.C20 
Strand 

End 9125 
Method TBLASTX: Maize 
End 2136 
Score 285 

186. .389, 187. .459, 190. .423, 295. .519, 352. .516, 1714. .1899, 
1786. .1905, 1894. .2127, 1903. .2085, 1915. .2019, 1996. .2136 



43142 
90382 
4025 

OJ000250_93 . 0307 . C20 . ol . tm 

186 

none 



Seq. ID OJ000250_93.0307.C20 
Strand 

End 9125 

Method AAT/GAP 

End 4448 

Score 825 



43142 
90382 
4025 

OJ000250_93.0307,C20.ol.gp 
4025 

LIB3477-006-P1-K1-D4 
4025. .4448 

'3297810/emb|CAA19868.1| 5.0e-17 (AL031032) putative protein 
[Arabidopsis thaliana] ' 



43142 
90382 
4025 

OJ000250_93.0307.C20.o2.np 

4281 

6466939 



Seq. ID OJ000250_93.0307.C20 
Strand 

End 9125 

Method AAT/NAP 

End 8996 

Score 418 



4281. .4389, 4804. .4865, 5408. .5490, 5957. .6071, 6388.-6447, 
7535. .7634, 8941. .8996 

(AC009176) unknown protein, 5' partial [Arabidopsis thaliana] 



43142 
90382 
4025 

OJ000250_93.0307.C20.o3.gs 

5354 

none 



Seq. ID OJ000250_93.0307.C20 
Strand 

End 9125 

Method GENSCAN 

End 9125 

Score .95 



5354. .5371, 5408. .5490, 5957. .6071, 6388. .6447, 7535. .7634, 
8941. .9125 



43143 
90383 
1 

OJ000250_93.0307.C22.ol.np 
1 

2498930 

1..369, 537. .597, 1037. .1057 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ000250_93.0307.C22 
Strand 

End 1057 

Method AAT/NAP 

End 1057 

Score 672 



43143 
90383 
1 

OJ000250_93.0307.C22.ol.gs 
67 

none 



Seq. ID OJ000250_93.0307.C22 
Strand 

End 1057 

Method GENSCAN 

End 596 

Score .7 



43907 




Exons 


67. .369, 


537. .596 










Seq. No. 


43144 






Seq. ID 


OJ000250_98.0322 


.03 


Gene No . 


90384 






Strand 






Start 


374 






End 


2351 




Name 


OJ000250 


98. 0322. C3. 


ol .np 


Method 


AAT/NAP 




Start 


374 






End 


2351 




GI 


6623973 






Score 


1518 




i-j \^ 1 X w 


374. .2351 














(AC007505) Highly similar to 


Tal-3 polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


43144 






Seq. ID 


OJ000250_98.0322 


.03 


Gene No. 


90384 






Strand 






Start 


374 






End 


2351 




Name 




98 0322 C3 


ol . tm 


Method 


TBLASTX: Maize 




Start 


386 ~ 






End 


787 




GI 








Score 


283 




F! vons 


386. .445, 


417. .776, 


431. .787 








Seq. No. 


43144 






Seq. ID 


OJ000250 98.0322 


.03 


Gene No. 








Strand 






Start 








End 


2351 




Name 


\JU \J \J \J ^ 'J \J 


98 0322 C3 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


435 ~ 






End 


811 




GI 








Score 


65 




Rvnn ^ 


435. .590, 


449. .589, 


608. .811 


, 633.. 770 






Seq. No. 


43144 






Seq. ID 


OJ000250 98.0322 


.03 


Gene No. 


90384 






Strand 






Start 








End 


2351 




Name 


n.TOOO^so 


98 0322 C3 


ol . tc 


Method 


TBLASTX :Oress 




Start 


44Q ~ 

•i 1 J 






End 


964 




GI 








Score 


53 




Exons 


449.-574, 


590. .727, 


737. .841 


, 836.. 964 






Seq. No. 


4^1 44 

1 J X 1 *± 






Seq. ID 


OJ000250 98.0322 


.03 


Gene No. 


-7VJ J O *1 






Strand 






Start 


?74 






End 


2351 




Name 






W X . ^ o 


MpI" hnd 


GENS CAN 




Start 


4 fil ~ 

MUX 






End 


2205 




GI 


none 






Score 


.55 




p, vnn *? 


461. .838, 


1100. .1631 


, 1744.. 


1822, 1920 


. .2205 




Seq. No. 


43144 






Seq. ID 


OJ000250_98.0322 


.03 


Gene No. 


90384 






Strand 






Start 


374 






End 


2351 




Name 


OJ000250 


98. 0322. 03. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


480 






End 


763 




ox 


none 






Score 


166 




Exons 


480. .761, 


488. .763 










Seq. No. 


43144 






Seq. ID 


OJ000250_98.0322 


.03 


Gene No. 


90384 






Strand 






Start 


374 






End 


2351 




Name 


OJ000250 


98. 0322. 03. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


843 






End 


1289 





43908 







CjJ\\J lis 


843 1154, 848. .1153, 




*i J X *i *4 


Gene No. 


90384 


Start 


374 


Name 


OJ000250 98.0322.C3.o2 


o Lax L. 


938 ~ 






Exons 


Q^fi 1372 957 1121 




1413. . 1562 


Seq. No. 


43144 


Gene No. 


90384 




374 


LNdiucr 


OJ000250 98 0322 C3.o3 


C-t- a r*4- 

o uaj-L 


1 "^01 ~ 

X O U X 




n on ^ 




1301. .1720, 1425. .1685 


Seq. No. 


43144 


Gene No. 


90384 




374 


Name 


OJ000250 98 0322 C3 ol 


b tax L 


1 307 ~ 
X J u / 


oX 


n on 0 


Exons 


1307 T fiQfi 134S 1 fin? 


o e q . IN u . 


4 314 4 

*i O X 1 *4 




90384 


start 


374 


Name 


OJ000250 98.0322.C3.ol 


o La.i- 


1319 


oX 


1 fi?1 4 94 


Exons 


1 31 Q 1 Rfil 
XOX_7. . x^ox 


oX ]J6SCXXp. 


1 fi91 4QR /Hh-i 1 RAA1 9 903 1 




rOrvza satival 




43144 


Gene No. 


90384 


Start 


374 


Name 


OJ000250 98.0322.C3.o2 


Start 


1514 


GI 


none 


Exons 


1514. .1720, 1514. .1720 



Score 



182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



43144 
90384 
374 

OJ000250_98.0322.C3.ol.tw 

1562 

none 



Seq. ID OJ000250_98.0322.C3 
Strand 

End 2351 

Method TBLASTX : Wheat 

End 1562 

Score 42 



Seq. ID OJ000250_98.0322.C3 
Strand 

End 2351 

Method TBLASTX: Maize 

End 1723 

Score 135 



Seq. ID OJ000250_98.0322.C3 
Strand 

End 2351 

Method TBLASTX : Soybean 

End 1696 

Score 85 



Seq. ID OJ000250_98.0322.C3 
Strand 

End 2351 

Method AAT/GAP 

End 1561 

Score 438 



Seq. ID OJ000250_98.0322.C3 
Strand 

End 2351 

Method TBLASTX: Cress 

End 1720 

Score 74 



Seq. ID OJ000250_98.0322.C3 
Strand 

End 2351 

Method TBLASTX : Wheat 

End 1997 

Score 245 



1562. .1789, 1562. .1825, 1585. .1830, 1806. .1877, 1807. .1995, 
1822.. 1995, 1824.. 1997 



43145 
90385 



Seq. ID OJ000250_98.0322.C11 
Strand + 



43909 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



2320 
AAT/NAP 
763 
729 



OJ000250_98 . 0322 . Cll . ol . np 
1 

6721561 
1. .763 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



43145 
90385 
1 

OJ000250_98 . 0322 . Cll . ol . gs 

134 

none 



Seq. ID OJ000250_98. 0322. Cll 



Strand 
End 

Method 

End 

Score 



+ 

2320 
GENSCAN 
2320 
.5 



134. .701, 1293. .1388, 1689. .1723, 2195. .2320 



OJ000250_98 . 0322 . Cll 
+ 

2320 
AAT/GAP 
2292 
396 



43145 Seq. ID 

90385 Strand 
1 End 
OJ000250_98 . 0322 . Cll . o2 . gp Method 
2063 End 
101153_1 .R1084 Score 
2063., 2292 

•5852170/emb|AL117265.1 IOST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 

43145 Seq. ID OJ000250_98 , 0322 . Cll 

90386 Strand 

810 End 1082 

OJ000250_98 . 0322 . Cll . ol . gp Method AAT/GAP 

810 End 1082 

61605_1.R1084 Score 475 
810. .1082 

•5852170/emb|AL117265.1|OST17804 l.Oe-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 

43145 Seq. ID OJ000250_98 . 0322 , Cll 

90387 Strand 

1454 End 5681 

OJ000250_98 . 0322 . Cll . o2 . np Method AAT/NAP 

1454 End 3884 

6063554 Score 400 

1454, .1627, 2263. .2292, 3280. .3558, 3669. .3884 

(AP000615) ESTs AU075609 {C63344 ) , C71850 (E0464 ) , C98611 {E0464 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



43145 Seq. ID 

90387 Strand 

1454 End 

OJ000250_98 . 0322 . Cll . o2 . gs Method 

2999 End 

none Score 



OJ000250_98 . 0322 . Cll 

5681 
GENSCAN 
5681 
.41 



2999. .3107, 3159. .3283, 3289. .3509, 4676. .5681 



43910 




Seq. No. 


43145 


Seq. ID 


OJ000250_98.0322 


,C11 


Gene No. 


90387 


Strand 






Start 


1454 


End 


5681 




Name 


OJ000250 98.0322.Cll.o3.np 


Method 


AAT/NAP 




Start 


4638 


End 


5681 




GI 


6983860 


Score 


1023 




Exons 


4638. .5681 








GI Descrip. 


(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


43145 


Seq. ID 


OJ000250_98.0322 


.Cll 


Gene No . 


90387 


Strand 






Start 


1454 


End 


5681 




Name 


OJ000250 98.0322.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


5019 


End 


5282 




GI 


none 


Score 


106 




Exons 


5019.. 5282, 5095.. 5259 








Seq. No. 


43145 


Seq. ID 


OJ000250_98 . 0322 


.Cll 


Gene No . 


90387 


Strand 






Start 


1454 


End 


5681 




Name 


OJ000250 98.0322.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5163 


End 


5519 




GI 


none 


Score 


81 




Exons 


5163. .5519, 5164. .5304, 5341. .5511 






Seq. No. 


43146 


Seq. ID 


OJ000250_98.0322 


.C12 


Gene No - 


90388 


Strand 


+ 




Start 


455 


End 


1219 




Name 


OJ000250 98.0322.C12.ol.gs 


Method 


GENSCAN 




Start 


455 


End 


1219 




GI 


none 


Score 


.76 




Exons 


455. .545, 746. .1219 








Seq. No. 


43146 


Seq. ID 


OJ000250_98.0322 


.C12 


Gene No. 


90389 


Strand 


+ 




Start 


14365 


End 


17650 




Name 


OJ000250 98.0322.C12.o2.gp 


Method 


AAT/GAP 




Start 


14365 


End 


17650 




GI 


22292 1.R1084 


Score 


1534 




Exons 


14365. .14470, 16922.. 17650 








GI Descrip. 


•4455366/emb|CAB36776.1| 2. 


Oe-14 (AL035524) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


43146 


Seq. ID 


OJ000250_98.0322 


.C12 


Gene No. 


90390 


Strand 


+ 




Start 


19319 


End 


24419 




Name 


OJ000250 98.0322.C12.o8.gs 


Method 


GENSCAN 




Start 


19319 


End 


24419 




GI 


none 


Score 


.71 




Exons 


19319. .19413, 19418. .19455, 


19704. .19784, 1984 6. .20111, 






20419. .20643, 20937 .. 21444 , 


21558. .21655, 22195 .. 22395, 






22787. .22915, 23665 .. 23800, 


24268. .24419 




Seq. No. 


43146 


Seq. ID 


OJ000250_98.0322 


.C12 


Gene No. 


90390 


Strand 


+ 





43911 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19319 End 24419 

OJ000250_98.0322.C12.o4.np Method AAT/NAP 

21090 End 24001. 

6587814 Score 984 

21090. .21444, 22178 22395, 22787 22915, 23665 .. 23796, 

23891. .24001 

(AC010924) ESTs gb|AI992412, gb|AI994629 come from this gene, 
[Arabidopsis thaliana] 



OJ000250_98.0322.C12 
+ 

32836 
AAT/NAP 
32836 
268 



431.46 Seq. ID 

90391 ■ Strand 

29473 End 
OJ000250_98 . 0322 . 012 . o7 . np Method 
29473 End 
7248394 Score 
29473. .30090, 32762.. 32836 

(AP001389) ESTs C97394 (060113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . ^Similar to 
Arabidopsis thaliana chromosome II BAO F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_98 . 0322 . 012 
+ 

47707 
AAT/NAP 
35007 
118 



43146 Seq. ID 

90392 Strand 
33191 End 
OJ000250_98 . 0322 . 012 . o8 . np Method 
33191 End 
1076205 Score 
33191. .33233, 34610.. 35007 

hypothetical protein WP6 - Ohlamydomonas eugametos gi 1530878 
(L29028) amino acid feature: N-glycosylation sites, aa 41 43, 
46 .. 48, 51 .. 53, 72 .. 74, 107 , . 109, 128 .. 130, 132 
134, 158 .. 160, 163 .. 165; amino acid feature: Rod protein 
domain, aa 169 .. 340; amino acid feature: globular pro... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43146 Seq. ID 

90392 Strand 
33191 End 
OJ000250_98 . 0322 . 012 . oil . gs Method 
34670 End 
none Score 
34670. 
38612. 
44445. 
45099. 
46905. 



.35048, 35057. 

.38685, 38767. 

.44646, 44724. 

,45490, 45696. 

.47250, 47377. 



.35279, 36551, 

.38815, 42859, 

.44770, 44852, 

.45894, 46379, 

.47435, 47609, 



OJ000250_98. 0322. 012 
+ 

47707 
GENSOAN 
47707 
.67 

36620, 38295. .38529, 
43032, 44150. .44176, 
44883, 44964. .45031, 
46521, 46607. .46701, 
47707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43146 Seq. ID 

90392 Strand 

33191 End 47707 
OJ000250_98 . 0322 . 012 . o9 . np Method AAT/NAP 

36849 End 36971 

6815099 Score 83 
36849.. 36971 

(AP001081) hypothetical protein [Oryza sativa] 



OJ000250_98 . 0322 .012 
+ 



Seq. No. 



43146 



Seq. ID OJ000250_98. 0322.012 



43912 





90392 


Strand 


+ 




start 


33191 


End 


47707 




Name 


OJ000250 98.0322.C12.ol0.np 


Method 


AAT/NAP 




Start 


40260 


End 


44494 




GI 


3157926 


Score 


51 




TT von q 


40260. .40282, 42597 .. 42855, 


42929. .43054, 4 3531 .. 43605, 






44471. .44494 










{AC002131) Strong similarity to extensin-like protein gb 


IZ34465 




X X ^iLi iiLavo * |_ f^x dikj X ^..ifx'^o X o 


thaliana] 






Sea No. 


*4 J X *4 U 


Seq. ID 


OJ000250_98.0322. 


C12 


Gene No. 


17 U «^ 7^ 


Strand 


+ 




Start 


33191 


End 


47707 




Name 


OJ000250 98.0322.C12.oll.np 


Method 


AAT/NAP 




Start 


42912 


End 


45219 




GI 


4768978 


Score 


338 






42912. .43032, 44385. . 44636, 


45093. .45219 




\J JL ^ O V-* -1- • 


(AF140489) kiaa0078 protein 


[Oryza sativa] 




O C U • • 


43146 


Seq. ID 


OJ000250_98.0322. 


C12 


Gene No . 


90393 


Strand 


+ 




Start 


54437 


End 


56155 




Name 


OJ000250 98.0322.C12.ol3.np 


Method 


AAT/NAP 




Start 


54437 


End 


56155 






3157926 


Score 


49 




■p von Q 


54437. .54615, 54768 .. 54825, 


56099. .56155 






(AC002131) Strong similarity to extensin-like protein gb 


1 Z34465 




from Zea mays. [Arabidopsis 


thaliana] 






Sec[. No. 


43146 


Seq. ID 


OJ000250_98.0322. 


C12 


Gene No. 


90394 


Strand 






Start 


1 


End 


301 




Name 


OJ000250 98.0322.C12.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


301 




VJX 


2428185 


Score 


566 






1..301 








W X O ^ ^ -i. k-^ . 


5852170/emb|AL117265.1|OST17804 l.Oe-177 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4 


, BAG clone :t 17804 




Sec5. No. 


43146 


Seq. ID 


OJ000250_98.0322. 


C12 


Gene No. 


90395 


Strand 






Start 


1835 


End 


6307 




Name 


OJ000250 98.0322.C12.ol.np 


Method 


AAT/NAP 




Start 


1835 


End 


6307 




GI 


5902445 


Score 


2862 






1835.. 3177, 4575.. 6307 








V7 X L>/C O V_< ■!>■ ->- K' * 


(AB030283) GAG-POL precursor [Oryza sativa] 




Seq. No. 


43146 


Seq. ID 


OJ000250_98.0322. 


C12 


Gene No. 


90395 


Strand 






Start 


1835 


End 


6307 




Name 


OJ000250 98.0322.C12.o3-gs 


Method 


GENSCAN 




Start 


4425 


End 


6118 




GI 


none 


Score 


.56 




Exons 


4425.. 5297, 5324.. 6118 








Seq. No. 


43146 


Seq. ID 


OJ000250_98.0322. 


C12 



43913 




Gene No. 


90396 




Strand 






Start 


6374 




End 


12610 




Nd.iiie 


OJ000250 98.0322.C12.p2 


.np 


Method 


AAT/NAP 






6374 




End 


12610 




HI 


5902444 




Score 


957 






6374. .6718, 7733. .9436, 


12578 


. .12610 






ox L^C O V_rX J. • 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


43146 




Seq. ID 


OJ000250_98.0322 


.C12 


Gene No. 


90396 




Strand 








6374 




End 


12610 




Nsine 


OJ000250 98.0322.C12.o5 


.gs 


Method 


GENSCAN 






9616 




End 


10605 




o J. 


none 




Score 


.94 




EjXons 


9616. .10605 










Coo Mn 


43146 




Seq. ID 


OJ000250_98.0322 


.C12 


Gene No. 


90396 




Strand 






Start 


6374 




End 


12610 

X 4L> \J J. \J 






OJ000250 98.0322.C12.o3 


.np 


Method 


AAT/NAP 






10535 




End 


11045 






7523517 




Score 


191 




£xons 


10535. .10573, 10724.. 11045 












protein [Oryza 


sativa] 




Seq. No. 


*l J X fi D 




• Seq. ID 


OJ000250_98.0322 


.C12 


Gene No. 


90397 




Strand 






O L. a.X L. 


17643 




End 


18868 




Nsitie 


OJ000250 98.0322.C12.o7 


.gs 


Method 


GENSCAN 






17643 




End 


18868 






none 




Score 


.82 




P von c 


17643. .17812, 18757. .18 


868 








Seq. No. 


43146 




Seq. ID 


OJ000250_98.0322 


.C12 


Gene No. 


90398 




Strand 






q-|- y4- 


24938 




End 


27244 




Name 


OJ000250 98.0322.C12.o3 


. tw 


Method 


TBLASTX: Wheat 






1857 




End 


2452 






none 




Score 


63 




TT von G 


1857. .1970, 1889. .1972, 


2000. 


.2452, 2196.. 2303 




Seq. No. 


43146 




Seq. ID 


OJ000250_98.0322 


.C12 


Gene No. 


90398 




Strand 






qi- ^ ti- 


24938 




End 


27244 




Name 


OJ000250 98.0322.C12.o4 


.tw 


Method 


TBLASTX: Wheat 




q-h a rf- 


2474 




End 


2824 




oX 


none 




Score 


152 




F" von c 


2474. .2824, 2484. .2714, 


2585. 


.2824 






cpa No 


43146 




Seq. ID 


OJ000250_98.0322 


.C12 


Gene No. 


90398 




Strand 






Start 


24938 




End 


27244 




Name 


OJ000250 98.0322.C12.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


2612 




End 


3075 




GI 


none 




Score 


62 




Exons 


2612.. 2830, 2613.. 2726, 


2801. 


.2866, 2808. .3026, 2812. .2955, 



2983. .3075 



43914 




Seq. No. 


4314 6 








Seq. ID 


OJ000250 yo.03^^.Clz 


Gene No. 


90398 








Strand 




Start 


24938 








End 


27244 


Name 


OJ000250 98 


.0322. 


C12.06 


.tw 


Method 


TBLASTX: Wheat 


Start 


4827 








End 


5270 


GI 


none 








Score 


94 


Exons 


4827. .5000, 


5008. 


.5214, 


5010. 


.5270 




Seq. No. 


4 314 6 








Seq. ID 


OJL)UU^:^U yo.U3^^.Clz 


Gene No. 


90398 








Strand 




Start 


24938 








End 


27244 


Name 


OJ000250 98 


.0322. 


C12.03 


.ts 


Method 


TBLASTX : Soybean 


Start 


5312 








End 


5737 


GI 


none 








Score 


74 


Exons 


5312. .5737, 


5589. 


.5678 








Seq. No. 


4314 6 








Seq. ID 


OJOOU^dO yo.U3^^.Clz 


Gene No. 


90398 








Strand 




Start 


24938 








End 


27244 


Name 


OJ000250 98 


.0322. 


C12.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


5367 








End 


5791 


GI 


none 








Score 


235 


Exons 


5367.. 5681, 


5369. 


.5791, 


5399. 


.5788 




Seq. No. 


4314 6 








Seq. ID 


/^TAAAOCA AO AOOO /""TO 


Gene No. 


90398 








Strand 




Start 


24938 








End 


27244 


Name 


OJ000250 98 


.0322. 


C12.04 


.tm 


Method 


TBLASTX: Maize 


Start 


5465 








End 


5848 


GI 


none 








Score 


114 


Exons 


5465. .5848, 


5466. 


.5681 








Seq. No. 


43146 








Seq. ID 


/^TAAAOCA AO AOOO /^10 


Gene No. 


90398 








Strand 




Start 


24938 








End 


27244 


Name 


OJ000250 98 


.0322. 


C12.01 


. tm 


Method 


TBLASTX: Maize 


Start 


5876 








End 


6232 


GI 


none 








Score 


212 


Exons 


5876. .6232, 


5877. 


.6191 








Seq. No. 


4314 6 








Seq. ID 


OJ000250 98.0322-C12 


Gene No. 


90398 








Strand 




Start 


24938 








End 


27244 


Name 


OJ000250 98 


.0322. 


C12.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


5906 








End 


6361 


GI 


none 








Score 


375 


Exons 


5906. .6361, 


5907. 


.6353, 


5921. 


.6361 




Seq. No. 


43146 








Seq. ID 


OJ000250_98.0322.C12 


Gene No. 


90398 








Strand 




Start 


24938 








End 


27244 


Name 


OJ000250 98 


.0322. 


C12.09 


.tw 


Method 


TBLASTX: Wheat 


Start 


6599 








End 


7972 


GI 


none 








Score 


63 


Exons 


6599. .6718, 


7733. 


.7972, 


7863. 


.7970 





43915 



Seq. No. 43146 Seq. ID 

Gene No. 90398 Strand 

Start . 24938 End 

Name 0 J000250_9B . 0322 . C12 . o8 . tw Method 

Start 8 605 End 

GI none Score 

Exons 8605.. 9003 



OJ000250_98.0322.C12 
27244 

TBLASTX: Wheat 

9003 

259 



Seq. No. 43146 Seq. ID 

Gene No. 90398 Strand 

Start 24938 End 

Name OJ000250_98 . 0322 . C12 . oil . tm Method 

Start 8767 End 

GI none Score 

Exons 8767.. 9006 



OJ000250_98.0322.C12 
27244 

TBLASTX: Maize 

9006 

195 



Seq. No. 43146 

Gene No. 90398 

Start 24938 

Name OJ000250_98 . 0322 . C12 . o7 . tm 

Start 16920 

GI none 

Exons 16920. .17042, 16921 17052 , 
17041. .17160, 17048. .17179, 

Seq. No. 43146 
Gene No. 90398 
Start 24938 

Name OJ000250_98 . 0322 . C12 . o2 . ts 

Start 21387 
GI none 

Exons 21387. .21443, 22176. . 22397, 

22775. .22921, 22801 .. 22902, 
23879. .24004, 23882 .. 24001, 

Seq. No. 43146 

Gene No. 90398 

Start 24938 

Name OJ000250_98 . 0322 . C12 . o9 . tm 

Start 22137 

GI none 

Exons 22137. .22289, 22155 22298 , 
22293. .22322 



Seq. ID 
Strand • 
End 

Method 

End 

Score 

16921 

17049 



17040, 
17180 



OJ000250_98.0322.C12 
27244 

TBLASTX: Maize 

17180 

136 

17038. .17169, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22177. .22398, 
23670. .23801, 



OJ000250 98.0322.C12 



27244 

TBLASTX : Soybean 
24006 
71 

22177. .22398, 
23710. .23796, 



23890. .24006 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_98.0322.C12 
27244 

TBLASTX: Maize 

22323 

154 



22159. .22302, 22291 22323, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



43146 
90398 
24938 

OJ000250_98.0322.C12.o2.tc 

22330 

none 

22330. .22398, 22775 .. 22921, 
23697. .23795, 23710 .. 23796, 
23895. .24014, 23896.. 24018 

43146 
90398 
24938 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 98.0322.C12 



27244 

TBLASTX: Cress 
24018 
87 

22801. .22917, 23664 .. 23801, 
23879. .24004, 23890 .. 24 006, 



Seq. ID 

Strand 

End 



OJ000250 98.0322.C12 



27244 



43916 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_98 . 0322 . C12 . olO . tm Method TBLASTX : Maize 

22865- End 23952 

none Score 77 

22865. .22918, 23658 23801, 23659 23796, 23882 .. 23950, 

23888. .23950, 23889 .. 23951, 23890 23952, 23890.. 23952 



43146 
90398 
24938 

OJ000250_98,0322.C12.o5.np 

24923 

5739323 



Seq. ID OJ000250_98.0322.C12 
Strand 

End 27244 

Method AAT/NAP 

End 26841 

Score 759 



24923. .25915, 25991 .. 26584 , 26660.. 26841 

(AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



43146 Seq. ID 

90398 Strand 

24938 End 
OJ000250_98 . 0322 .C12 .o9.gs Method 

24938 End 

none Score 
24938. .27244 



OJ000250_98.0322.C12 

27244 
GENSCAN 
27244 
.93 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI . 
Exons 



43146 
90398 
24938 

OJ000250_98. 
25143 
none 

25143. .25295, 
25355. .25513, 
25358. .25513, 
25412. .25522, 
25682. .25810, 
25811. .25960, 
25838. .25960, 
25985. .26158, 
25985. .26494, 
26036. .26161, 
26177. .26281, 
26189. .26557, 
26333. .26617, 
26396. .26581, 
26630. .26713, 



0322.C12.ol-tc 



25257. 
25358. 
25358. 
25454. 
25685. 
25829. 
25973. 
25985. . 
25985. , 
26058. , 
26183. , 
26192. . 
26343. . 
26468. . 
26792, . 



25493, 
25537, 
25522, 
25537, 
25801, 
25960, 
26023, 
26161, 
26188, 
26195, 
26629, 
26584, 
26582, 
26599, 
26836 



Seq. I 
Strand 
End 

Method 
End 
Score 
25260. .2 
25358. .2 
25379. .2 
25658. .2 
25802. .2 
25829. .2 
25983. .2 
25985. .2 
25986. .2 
26129. .2 
26183. .2 
26252 
26354 
26615 



D OJ000250_98.0322.C12 
27244 

TBLASTX: Cress 
26836 
92 

5427, 25332 



5504, 25358 

5513, 25388 

5816, 25661 

5984, 25805 

6161, 25835 

6018, 25985 

6188, 25985 

6180, 25988 

6605, 26147 

6434, 26186 



6563, 26262 
6545, 26396 



2 
2 

26713, 26624 



. .25511, 
. .25522, 
, .25450, 
. .26035, 
. .26011, 
. .25984, 
. .26182, 
. .26191, 
. .26185, 
. .26470, 
. .26605, 
. .26426, 
. .26608, 
. .26665, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



43146 Seq. ID 

90398 Strand 
24938 End 
OJ000250_98 . 0322 . C12 . o7 . tw Method 
25184 End 
none Score 

25184. .25270, 25188 .. 25583, 25254 .. 254 33, 25318 

25358. .25588, 25403 .. 25537, 25985 .. 26182 , 26198 



OJ000250 98.0322.C12 



27244 

TBLASTX: Wheat 
26461 
244 

25578, 
26461 



43146 
90398 



Seq. ID 
Strand 



OJ000250 98.0322.C12 



43917 




start 


24938 








End 


27244 




NaitiG 


OJ000250 98.0322.C12 


. ol . ts 


Method TBLASTX : Soybean 


Start 


25260 








End 


26713 




GI 


none 








Score 


\ 74 






25260 


. 25511, 


25355 . 


.25537, 


25355. . 


25537, 25355. 


.25537, 




25358. 


.25513, 


25358. 


.25507, 


25367. . 


25537, 25373. 


.25513, 




25388.. 


.25513, 


25676. 


.25885, 


25682. . 


25810, 25691. 


.25813, 




25805. 


.26167, 


25805. 


.25990, 


25820. . 


25984, 25826. 


.25957, 




25982. 


.26161, 


25985. 


.26182, 


25985. . 


26170, 25985. 


.26152, 




25985. 


.26161, 


25985. 


.26161, 


25985. . 


26170, 26147. 


.26236, 




26168. 


.26533, 


26186. 


.26617, 


26186. . 


26581, 26189. 


.26581, 




26198. 


.26713, 


26315. 


.26605, 


26363. . 


26581, 26397. 


.26606, 




26444. 


.26563 













Seq. No. 43146 
Gene No. 90398 
Start 24938 

Name OJ000250_98 . 0322 . C12 . o2 . tm 

Start 25412 
GI none 

Exons 25412. .25513, 25772 25984 , 

25920. .26192, 25985 .. 26167 , 
26195. .26365, 26198 .. 26314 , 
26411. ,26581 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 98.0322.C12 



27244 

TBLASTX: Maize 
26581 
210 

25829. .25972, 25919 26194 , 
25991. .26194, 26139 .. 26375, 
26218. .26298, 26357 .. 26536, 



Seq. No. 43146 

Gene No. 90399 

Start 38286 

Name OJ000250_98 . 0322 . C12 . o3 . tm 

Start 38286 

GI none 

Exons 38286. .38456, 38294 .. 38527 , 
38611. .38682, 38611.. 38679 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_98 . 0322 . C12 
38682 

TBLASTX:Maize 

38682 

199 



38294. .38533, 38295 .. 38534 , 



43146 Seq. ID 

90400 Strand 
44383 End 
OJ000250_98 . 0322 . C12 . o8 . tm • Method 
44383 End 
none Score 
44383. .44469, 44384 .. 44470, 44394 
44491. .44646, 44561 .. 4 4 647 , 44573 
44725.-44766, 44851 .. 4 4883, 

43146 Seq. ID 

90401 Strand 
52936 End 
OJ000250_98 . 0322 . C12 . o5 . tw Method 
52936 End 
none Score 
52936. .53295 



OJ000250 98.0322,C12 



45021 

TBLASTX: Maize 
45021 
79 

44471, 44394. .44480, 
44653, 44725. .44766, 



44 902. .4 5021, 44 963. .45013 



OJ000250_98.0322.C12 
53496 

TBLASTX: Wheat 

53295 

305 



Seq. No. 43146 Seq. ID 

Gene No. 90401 Strand 

Start 52936 End 

Name OJ000250_98 . 0322 . C12 . o5 . tm Method 

Start 53026 End 



OJ000250_98.0322.C12 
53496 

TBLASTX: Maize 
53496 



43918 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 7 6 

53026. .53103, 53125 53454 , 53296 .. 53427 , 53336 .. 534 43, 

53424. .53489, 53425 53496, 53454.. 53495 



43147 
90402 
7724 

OJ000250_98.0322.C13.o3.gs 

7724 

none 

7724. .7763, 11661. .11869 



Seq. ID OJ000250_98.0322.C13 

Strand + 

End 11869 

Method GENSCAN 

End 11869 

Score . 65 



43147 
90403 
1 

OJ000250_98.0322.C13.ol.np 
1 

130582 
1. .1601 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 I pir I I S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORE [Nicotiana tabacum] 



Seq. ID OJ000250_98.0322.C13 
Strand 

End 2448 

Method AAT/NAP 

End 1601 

Score 7 66 



43147 
90403 
1 

OJ000250_98.0322.C13.ol.gs 
34 

none 



Seq. ID OJ000250_98 .0322.C13 
Strand 

End 2448 

Method GENSCAN 

End 2448 

Score .81 



34. .1144, 1198. .1622, 2242. .2448 



43147 
90404 
3033 

OJ000250_98.0322.C13.ol.tw 
835 
none 



Seq. ID OJ000250_98.0322.C13 
Strand 

4808 

TBLASTX: Wheat 
1201 
54 



End 

Method 
End 
Score 

835. .906, 835. .897, 906. .1001, 909. .1016, 964. .1026, 974. .1015, 
1018. .1128, 1019. .1111, 1024. .1125, 1108. .1200, 1118. .1201 



43147 
90404 
3033 

OJ000250_98.0322.C13.o2.gs 

3033 

none 



Seq. ID OJ000250_98.0322.C13 
Strand 

End 4808 

Method GENSCAN 

End 4 808 

Score . 68 



3033. .3150, 4032.. 4336, 4429.-4578, 4806.. 4808 



43148 
90405 
1 

OJ000250_98.0322.C15.ol.np 
1 

4680183 

1..244, 9487. .9555, 10165. ,10256 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_98.0322.C15 

Strand + 

End 10256 

Method AAT/NAP 

End 10256 

Score 194 



43919 



Seq. No. 43148 

Gene No. 90405 

Start 1 

Name OJ000250_98 , 0322 .CIS . ol . gs 

Start 444 

GI none 

Exons 444.. 540, 592.. 803, 1308.. 1418 



Seq. ID OJ000250_98. 0322. CIS 

Strand + 

End 10256 

Method GENSCAN 

End 1418 

Score .72 



Seq. No. 43148 

Gene No. 90405 

Start 1 

Name OJ000250_98 . 0322 . CIS . ol . tm 

Start 8S19 

GI none 

Exons 8519.. 8791, 8521.. 8622 



.Seq. ID OJ000250_98. 0322, CIS 

Strand + 

End 10256 

Method TBLASTX : Mai ze 

End 8791 

Score 287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43149 
90406 
1 

OJ0002S0_98.0322.C16.ol.np 
1 

5295955 



Seq. ID OJ000250_98.0322.C16 
Strand + 

2953 
AAT/NAP 
2953 
851 



End 

Method 
End 
Score 

1..77, 278. .347, 890. .1004, 1685. .1811, 1857. .2163, 2243. .2281, 
2320. .2812, 2839. .2953 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (VOISSS) 
[Oryza sativa] 





Seq. No. 


43149 


Seq. ID 


OJ0002S0_98.0322.C16 


c ! I 


Gene No. 


90406 


Strand 


+ 




Start 


1 


End 


2953 




Name 


OJ000250 98.0322.C16.ol.gs 


Method 


GENSCAN 




Start 


206 


End 


1207 




GI 


none 


Score 


.69 




Exons 


206. .349, 954. .1013, 1199.. 


1207 




% ^ 


Seq. No. 


43149 


Seq. ID 


OJ0002S0_98.0322.C16 




Gene No. 


90407 


Strand 




r "1 


Start 


1802 


■ End 


4638 




Name 


OJ000250 98.0322.C16.o2.gs 


Method 


GENSCAN 




Start 


1802 


End 


4519 




GI 


none 


Score 


.51 




Exons 


1802. .1889, 2079. .2160, 2253. .2756, 3792. .3970, 4374. .4519 




Seq. No. 


43149 


Seq. ID 


OJ000250_98.0322.C16 




Gene No. 


90407 


Strand 






Start 


1802 


End 


4638 




Name 


OJ0002S0 98.0322.C16.o2.np 


Method 


AAT/NAP 




Start 


3870 


End 


4638 




GI 


7480058 


Score 


53 




Exons 


3870. .3969, 4242. .4324, 4592. .4638 






GI Descrip. 


hypothetical protein SCH35. 


41 - Streptomyces coelicolor 






gi 1 5019333 |emblCAB4438 6.1 1 


(AL078610) 


hypothetical protein 






[Streptomyces coelicolor A3 (2)] 






Seq. No. 


43150 


Seq. ID 


OJ000250_98 . 0322 . C17 




Gene No. 


90408 


Strand 


+ 



43920 




start 


269 








End 


485 








Name' 


OJ000250 98. 


0322 


.C17.01 


.gs 


Method 


GENSOAN 








Start 


269 








End 


485 








GI 


none 








Score 


.8 








Exons 


269. .485 


















Seq. No. 


43151 








Seq. ID 


OJ000250_ 


98 


.0322. 


018 


Gene No. 


90409 








Strand 


+ 








Start 


573 








End 


2915 








Name 


OJ000250 98. 


0322 


.018. ol 


.gs 


Method 


GENSOAN 








Start 


573 








End 


2915 








GI 


none 








Score 


.84 








Exons 


573.. 1379, 2288. 


.2437, 


2532. . 


2915 










Seq. No. 


43151 








Seq. ID 


OJ000250_ 


98 


.0322. 


018 


Gene No. 


90410 








Strand 


+ 








Start 


6740 








End 


7859 








Name 


OJ000250 98. 


0322 


.C18.03 


. gs 


Method 


GENSOAN 








Start 


6740 








End 


7859 








GI 


none 








Score 


.63 








Exons 


6740 , . 7023, 


7197 


. .7596, 


7824. 


.7859 










Seq. No. 


43151 








Seq. ID 


OJ000250_ 


9B 


.0322, 


018 


Gene No. 


90411 








Strand 










Start 


5323 








End 


6279 








Name 


OJ000250 98. 


0322 


.018. o2 


. gs 


Method 


GENSOAN 








Start 


5323 








End 


6279 








GI 


none 








Score 


.64 








Exons 


5323. .5520, 


5868 


. .5931, 


6026. 


.6279 










Seq. No. 


43152 








Seq. ID 


OJ000250_ 


98 


.0322. 


019 


Gene No. 


90412 








Strand 


+ 








Start 


795 








End 


889 








Name 


OJ000250 98. 


0322 


.019.01 


.gs 


Method 


GENSOAN 








Start 


795 








End 


889 








GI 


none 








Score 


.49 








Exons 


795. .889 


















Seq. No. 


43152 








Seq. ID 


OJ000250_ 


98 


.0322. 


019 


Gene No. 


90413 








Strand 


- 








Start 


312 








End 


587 








Name 


OJ000250 98. 


0322 


.019.01 


-gp 


Method 


AAT/GAP 








Start 


312 








End 


587 








GI 


61605 1.R108 


4 






Score 


479 








Exons 


312. .587 


















GI Descrip. 


'5852170/emb|AL117265.1 IOST17804 l.Oe- 


137 Oryza 


sativa 




indica (GLA4) 


genomic DNA, chromosome 4 


, BAO clone: 


tl7804 ' 


Seq. No. 


43153 








Seq. ID 


OJ000250_ 


98 


.0322. 


026 


Gene No. 


90414 








Strand 


+ 








Start 


2247 








End 


2444 








Name 


OJ000250 98. 


0322 


.026.01 


.gs 


Method 


GENSOAN 








Start 


2247 








End 


2444 








GI 


none 








Score 


.53 








Exons 


2247. .2444 


















Seq. No. 


43154 








Seq. ID 


OJ000250_ 


98 


.0322. 


027 



43921 




Gene No. 


90415 








Strand 


+ 


Start 


1745 








End 


4808 


Name 


OJ000250 98 


.0322 


.C27.01 


. gs 


Method 


GENSCAN 


Start 


1745 








End 


4808 


GI 


none 








Score 


1 


Exons 


1745. .1931, 


3421 


. .4808 








Seq. No, 


43154 








Seq. ID 


OJ000250_98.0322.C27 


Gene No. 


90415 








Strand 


+ 


Start 


1745 








End 


4808 


Name 


OJ000250 98 


.0322 


.C27.01 


.np 


Method 


AAT/NAP 


Start 


3425 








End 


4802 


GI 


6453878 








Score 


993 


Exons 


3425. .4802 












GI Descrip. 


(AC011717) ; 


putative aspartyl protease 


[Arabidopsis thaliana 


Seq. No. 


43154 








Seq. ID 


OJ000250_98.0322.C27 


Gene No. 


90416 








Strand 




Start 


5528 








End 


6132 


Name 


OJ000250 98 


. 0322 


.C27 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3609 








End 


4217 


GI 


none 








Score 


38 


Exons 


3609. .3722, 


3765 


. .3821, 


3822. 


.3902, 3978. .4217, 4004. .4216, 




4010. .4150 












Seq. No. 


43154 








Seq. ID 


OJ000250_98.0322.C27 


Gene No. 


90416 








Strand 




Start 


5528 








End 


6132 


Name 


OJ000250 98 


.0322 


.C27.01 


.ts 


Method 


TBLASTX: Soybean 


Start 


3765 








End 


4580 


GI 


none 








Score 


172 


Exons 


3765. .3905, 


3773 


. .3868, 


3975. 


.4175, 3983. .4177, 4419. .4490, 




4527. .4580 












Seq. No. 


43154 








Seq. ID 


OJ000250_98.0322.C27 


Gene No. 


90416 








Strand 




Start 


5528 








End 


6132 


Name 


OJ000250 98 


.0322 


.C27.02 


.tc 


Method 


TBLASTX: Cress 


Start 


3987 








End ■ 


4340 


GI 


none 








Score 


269 


Exons 


3987. .4217, 


4004 


. .4216, 


4266. 


.4340 




Seq. No. 


43154 








Seq. ID 


OJ000250_98.0322.C27 


Gene No. 


90416 








Strand 




Start 


5528 








End 


6132 


Name 


OJ000250 98 


.0322 


.C27.01 


.tc 


Method 


TBLASTX: Cress 


Start 


4418 








End 


4799 


GI 


none 








Score 


91 


Exons 


4418 . .4489, 


4419 


. .4493, 


4506. 


.4796, 4547. .4798, 4596. .4799 


Seq. No. 


43154 








Seq. ID 


OJ000250_98 . 0322 . C27 


Gene No. 


90416 








Strand 




Start 


5528 








End 


6132 


Name 


OJ000250 98 


.0322 


.C27.02 


.tm 


Method 


TBLASTX: Maize 


Start 


4602 








End 


4841 


GI 


none 








Score 


226 


Exons 


4602. .4841, 


4602 


. .4745, 


4604. 


.4789, 4687. .4815 



43922 



Seq. No. 


43154 


Seq. ID 


OJ000250_98 . 0322 


.C27 


Gene No. 


90416 


Strand . 






Start 


5528 


End 


6132 




Name 


OJ000250 98.0322.C27.o2.gs 


Method 


GENSCAN 




Start 


5528 


End 


6132 




GI 


none 


Score 


.9 




Exons 


5528.. 5845, 5983.. 6132 








Seq. No.. 


43155 


Seq. ID 


OJ000250_98 . 0322 


.C28 


Gene No. 


90417 


Strand 






Start 


101 


End 


971 




Name 


OJ000250 98.0322.C28.ol.gs 


Method 


GENSCAN 




Start 


101 


End 


971 




GI 


none 


Score 


.89 




Exons 


101. .250, 960. .971 








Seq. No. 


43156 


Seq. ID 


OJ000250_98.0322 


.C33 


Gene No. 


90418 


Strand 






Start 


1 


End 


939 




Name 


OJ000250 98.0322.C33.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


939 




GI 


4885183 


Score 


97 




Exons 


1..124, 243. .599, 734. .772, 


848. .939 






GI Descrip. 


diaphanous 1 gi | 6225268 | sp | 060610 I DIM 


HUMAN DIAPHANOUS 


PROTEIN 




HOMOLOG 1 gi 12947238 (AF051782) diaphanous 1 [Homo sapiens] 


Seq. No. 


43156 


Seq. ID 


OJ000250_98.0322 


.C33 


Gene No. 


90418 


Strand 






Start 


1 


End 


939 




Name 


OJ000250 98.0322.C33.ol.gs 


Method 


GENSCAN 




Start 


28 


End 


772 




GI 


none 


Score 


.52 




Exons 


28. .101, 159. .400, 449. .502, 


605. .772 






Seq. No. 


43157 


Seq. ID 


OJ000250_94.0323 


.CI 


Gene No. 


90419 


Strand 






Start 


1 


End 


769 




Name 


OJ000250 94 .0323.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


769 




GI 


4680204 


Score 


183 




Exons 


1..152, 249. .422, 534. .769 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


43157 


Seq. ID 


OJ000250_94.0323 


-CI 


Gene No. 


90419 


Strand 






Start 


1 


End 


769 




Name 


OJ000250 94.0323.Cl.ol.gs 


Method 


GENSCAN 




Start 


42 


End 


664 




GI 


none 


Score 


.77 




Exons 


42. .152, 249. .422, 534. .664 








Seq. No. 


43157 


Seq. ID 


OJ000250_94.0323 


.CI 


Gene No. 


90419 


Strand 






Start 


1 


End 


769 




Name 


OJ000250 94.0323.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


83 


End 


607 





43923 



GI 


none 




Score 


68 


Exons 


83. .154, 254. .436, 261- 


.386, 


527.'. 607 




Seq. No. 


43158 




Seq. ID 


OJ000250 


Gene No. 


90420 




Strand 


+ 


Start 


318 




End 


1133 


Name 


OJ000250 94 .0323. 017. ol 


. qs 


Method 


GENSCAN 


Start 


318 




End 


1133 


GI 


none 




Score 


.47 


Exons 


318. .442, 761. .1133 








Seq. No. 


43159 




Seq. ID 


OJ000250 


Gene No. 


90421 




Strand 


+ 


Start 


137 ■ 




End 


790 


Name 


OJ000250 94.0323.C29.ol 


• gp 


Method 


AAT/GAP 


Start 


137 




End 


790 


GI 


342 1.R1084 




Score 


858 


Exons 


137. .271, 314. .790 








GI Descrip. 


M574406/gb| AAD24042.1 1 


O.Oe+OO (AF121139) RIM2 




sativa] ' 








Seq. No. 


43159 




Seq. ID 


OJ000250 


Gene No. 


90422 




Strand 




Start 


619 




End 


711 


Name 


OJ000250 94.0323.C29.ol 


.gs 


Method 


GENSCAN 


Start 


619 




End 


711 


GI 


none 




Score 


.57 


Exons 


619. .711 








Seq. No. 


43159 




Seq. ID 


OJ000250 


Gene No. 


90423 




Strand 




Start 


660 




End 


7 90 


Name 


OJ000250 94.0323.C29.ol 


-np 


Method 


AAT/NAP 


Start 


660 




End 


790 


GI 


4680203 




Score 


102 


Exons 


660. .790 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


43160 




Seq. ID 


OJ000250 


Gene No. 


90424 




Strand 




Start 


1 




End 


3410 


Name 


OJ000250 94.0323.C30.ol 


.gp 


Method 


AAT/GAP 


Start . 


1 




End . 


2102 


GI 


342 1.R1084 




Score 


3527 


Exons 


1. .2102 








GI Descrip. 


M574406/gb IAAD24042.il 


O.Oe+00 (AF121139) RIM2 




sativa] ' 








Seq. No. 


43160 




Seq. ID 


OJ000250 


Gene No. 


90424 




Strand 




Start 


1 




End 


3410 


Name 


OJ000250 94.0323.C30.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


3410 


GI 


4680203 




Score 


2353 


Exons 


l.,279, 433. .2106, 3378 


. .3410 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 



43924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43160 
90424 
1 

OJ000250_94.0323.C30.o2.tw 
128 
none 



Seq. ID OJ000250_94.0323.C30 
Strand 

End 3410 

Method TBLASTX : Wheat 

End 577 

Score 113 



128. .253, 129. .257, 130, .258, 130. .252, 286. .504, 326. .508, 
514. .576, 527. .577 



43160 
90424 
1 

OJ000250_94.0323.C30.ol.gs 
190 
none 

190. .368, 501. .2106 

43160 
90424 
1 

OJ000250_94 .0323.C30.o2.ts 
610 
none 
610. .852 

43160 
90424 
1 

OJ000250_94.0323.C30.ol.tm 
682 
none 

682. .876, 886. .1140, 886. .1128 

43160 
90424 
1 

OJ000250_94 .0323.C30.ol.tw 
716 



Seq. ID OJ000250_94.0323.C30 
Strand 

End 3410 

Method GENSCAN 

End 2106 

Score . 95 



Seq. ID OJ000250_94.0323.C30 
Strand 

End 3410 

Method TBLASTX : Soybean 

End 852 

Score 210 



Seq. ID OJ000250_94 .0323.C30 
Strand 

End 3410 

Method TBLASTX : Mai ze 

End 1140 

Score 105 



Seq. ID OJ000250_94.0323.C30 
Strand 

3410 

TBLASTX: Wheat 
1185 
168 



End 

Method 
End 

none Score 
716. .922, 716. .925, 721. .924, 721. .945, 923. .1015, 925. .1023, 
926. .1018, 1027. .1131, 1031. .1120, 1132. .1185, 1133. .1177 



43160 
90424 
1 

OJ000250_94.0323.C30.ol.tc 

973 

none 



Seq. ID OJ000250_94.0323.C30 
Strand 

End 3410 

Method TBLASTX : Cress 

End 1321 

Score 88 



973. .1314, 992. .1129, 1169. .1321 



43160 
90424 
1 

OJ000250_94 . 0323 . C30 . o3 . gp 

1035 

2310235 



Seq. ID OJ000250_94.0323.C30 
Strand 

End 3410 

Method AAT/GAP 

End 2553 

Score 308 



1035. .1090, 1967. .2106, 2516. .2553 



43925 




GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 


43160 




Seq. ID 


OJ000250_94 .0323.C30 


Gene No. 


90424 




Strand 




Start 


1 




End 


3410 


Name 


OJOOO^oO 94 . 032 J . CoU . oi 


. ts 


Method 


TBLASTX : Soybean 


Start 


1054 




End 


1483 


GI 


none 




Score 


121 


Exons 


1054. .1350, 1072. .1296, 


1345. 


.1407, 1400. .1483, 1408. .1482 


Seq. No. 


43160 




Seq. ID 


OJ000250_94 .0323.C30 


Gene No. 


90424 




Strand 




Start 


1 




End 


3410 


Name 


OJ0002oO 94 , 03z3 , CoU . oo 


. tw 


Method 


TBLASTX: Wheat 


Start 


1 A r\ A 

1404 




End 


1755 


GI 


none 




Score 


187 




1404 1655 1414 1665 


1415 . 


.1657, 1648.. 1755 


Seq. No. 


43161 




Seq. ID 


OJ000250_94.0323.C31 


Gene No. 


90425 




Strand 


+ 


Start 


1536 




End 


1611 


Name 


OJ000250 94.0323.C31.ol 


.gp 


Method 


AAT/GAP 


C3 start 


1536 




End 


1611 


%J GI 


LIB3477-003-P1-K1-E9 




Score 


106 


in Exons 


1536. .1611 








fil GI Descrip. 


'24 98586/sp|Q40638 IMPOl 


_ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


43162 




Seq. ID 


OJ000250_ 


_94 .0323.C32 


Gene No. 


90426 




Strand 


+ 




Start 


376 




End 


766 




Name 


OJ000250 94.0323.C32.ol 


.gs 


Method 


GENSCAN 




Start 


376 




End 


766 




GI 


none 




Score 


.4"' 




Exons 


376. .381, 692. .766 










Seq. No. 


43163 




Seq. ID 


OJ000250 


_94 .0323.C33 


Gene No. 


90427 




Strand 


+ 




Start 


292 




End 


348 




Name 


OJ000250 94.0323.C33,ol 


.gs 


Method 


GENSCAN 




Start 


292 




End 


348 




GI 


none 




Score 


.7 




Exons 


292. .348 










Seq. No. 


43164 




Seq. ID 


OJ000250_ 


_94.0323.C34 


Gene No. 


90428 




Strand 






Start 


281 




End 


14869 




Name 


OJ000250 94.0323.C34.ol 


.gs 


Method 


GENSCAN 




Start 


281 




End 


14861 




GI 


none 




Score 


.8 




Exons 


281. .393, 420. .659, 949 


. .1009 


, 1093.. 


1206, 1415 


. ,1625, 




1719.. 1805, 2591.. 2732, 


2830. 


.2937, 3467. .3548, 


3853. .3924, 



4244. .4374, 4476. .4578, 5100. .5496, 5852. .5979, 6200. .6355, 
6544. .6663, 6766. .6885, 6969. .7094, 7417. .7485, 7968. .8159, 
8394. .8513, 9304. .9357, 9512. .10032, 10513 .. 10624 , 11763 .. 11911, 



43926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12005.. 12143, 12280.. I?459, 12997 .. 1334 3, 13653 13869, 
13968. .14137, 14596. .14861 



43164 
90428 
281 

OJ000250_94 .0323.C34.ol. tm 
380 
none 



OJ000250 94.0323.C34 



14869 

TBLASTX: Maize 

3531 

50 



Seq. ID 
Strand 
End 

Method 
End 
Score 

380. .421, 382. .420, 518. .610, 520. .621, 947. .1048, 948. .1010, 
949. .1035, 1116. .1184, 1126. .1185, 1126. .1185, 1127. .1186, 
1258. .1332, 1275. .1334, 1280. .1336, 1400. .1510, 1400. .1510, 
1416. .1547, 1475. .1639, 1509. .1640, 1712. .1813, 1713. .1805, 
1860. .1964, 2579.-2734, 2594. .2734, 2826.-2936, 2831. .2935, 
3457. .3531, 3468. .3527 



OJ000250_94 . 0323 .C34 

14869 
AAT/GAP 
1341 
870 

398. .659, 949. .1009, 1093. .1184, 1279. .1341 

OJ000250 94.0323.C34 



43164 
90428 
281 

OJ000250_94.0323.C34.ol.gp 
398 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

~ End 

Score 

3957, 3850. .3930, 4244. .4375, 4251. .4376, 4470. .4556, 
4557, 4475. .4582, 4476.. 4586, 5093.. 5209, 5096. .5209, 
5222, 5097.. 5222 



43164 
90428 
281 

OJ000250_94 .0323.C34 .o3.tm 
3850 
none 
3850. 
4471. 
5097, 



14869 

TBLASTX: Maize 

5222 

83 



Seq. No. 


43164 








Seq. ID 


OJ000250_94 . 0323 . C34 


Gene No. 


90428 








Strand 




Start 


281 








End 


14869 


Name 


OJ000250 94. 


0323, 


.C34.02 


. tm 


Method 


TBLASTX: Maize 


Start 


5849 








End 


6296 


GI 


none 








Score 


102 


Exons 


5849. .5971, 


5850 


. .5984, 


5851. 


.5985, 5851. .5979, 6046. .6126, 


6051. .6128, 


6052 


. .6126, 


6190. 


.6288, 6200.. 6286, 6201.. 6296 


Seq. No. 


43164 








Seq. ID 


OJ000250_94 . 0323 . C34 


Gene No. 


90428 








Strand 




Start 


281 








End 


14869 


Name 


OJ000250 94. 


0323 


.C34.02 




Method 


AAT/GAP 


Start 


5860 








End 


6686 


GI 


none 








Score 


846 


Exons 


5860. .5979, 


6063 


. .6125, 


6200. 


.6355, 6544.. 6686 


Seq. No. 


43164 








Seq. ID 


OJ000250_94 .0323.C34 


Gene No. 


90428 








Strand 




Start 


281 








End 


14869 


Name 


OJ000250 94. 


0323 


.C34.01 


.to 


Method 


TBLASTX: Cress 


Start - 


14685 








End 


14869 


GI 


none 








Score 


160 



43927 



Exons 



14685. .14858, 14 685 .. 14858 , 14 687 148 69, 14687. .14860 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 



43165 
90429 
43 

OJ000250_94.0323.C35.ol.gs 
43 

none 
43. .564 



Seq. ID OJ00Q250_94 .0323, 

Strand + 

End 564 

Method GENSCAN 

End 564 

Score . 97 



C35 



43166 
90430 
1 

OJ000250_94 . 0323 . C36 . ol . np 
1 

2213614 
1..41, 409. .1404 

(AC000103) F21J9.8 [Arabidopsis thaliana] 



Seq. ID OJ000250_94 .0323, 
Strand + 

1404 
AAT/NAP 
1404 
349 



C36 



End 

Method 

End 

Score 



Seq. ID OJ000250_94.0323, 

Strand + 

End 1404 

Method GENSCAN 

End 1375 

Score .77 



43166 
90430 
1 

OJ000250_94.0323.C36.ol.gs 
242 
none 

242. .1375 

43166 
90430 
1 

OJ000250_94.0323.C36.ol.ts 
644 
none 

644. .781, 875. .982, 923. .1171, 1040. .1261, 1271. .1309 



C36 



Seq. ID OJ000250_94.0323 

Strand + 

End 1404 

Method TBLASTX : Soybean 

End 1309 

Score 120 



.C36 



43166 
90430 
1 

OJ000250_94.0323.C36.o2.tm 

748 

none 



Seq. ID OJ000250_94 .0323 

Strand + 

End 1404 

Method TBLASTX : Mai ze 

End 1117 

Score 75 



.C36 



748. .795, 775. .1077, 869. .1078, 874. .1080, 884. .1093, 
1075. .1116, 1076. .1117 



43166 
90430 
1 

OJ000250_94.0323.C36.ol.tm 

1121 

none 



Seq. ID OJ000250_94.0323 

Strand + 

End 1404 

Method TBLASTX : Mai ze 

End 1387 

Score 299 



.C36 



1121. .1372, 1127. .1387, 1207. .1374 



43167 
90431 
1 

OJ000250_94.0323.C37.ol.np 
1 



Seq. ID OJ000250_94.0323. 

Strand + 

End 2435 

Method AAT/NAP 

End 2435 



C37 



43928 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1169186 Score 317 

1..299, 585. .809, 945. .1135, 2417. .2435 

THIOL PROTEASE SEN102 PRECURSOR gi | 1085732 | pir M S36421 cysteine 
proteinase - Hemerocallis sp gi 1 1364024 | pir | | S57777 cysteine 
protease precursor - Hemerocallis x hybrida 

gi I 396568 |emb|CAA52425 | (X74 4 06) thiol-protease [Hemerocallis 
sp. ] 



43167 
90431 
1 

OJ000250_94 .0323.C37.ol.gs 
89 

none 

89. .299, 612. .850, 945. .1169 



Seq. ID OJ000250_94.0323-C37 

Strand + 

End 2435 

Method GENSCAN 

End 1169 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_94 .0323.C37 
+ 

2435 
AAT/GAP 
1443 ■ 
115 



43167 Seq. ID 

90431 Strand 
1 End 
OJ000250_94 . 0323 . C37 . ol . gp Method 
1345 End 
LIB3477-003-P1-K1-E9 Score 
1345. .1443 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

Seq. ID OJ000250_94.0323.C37 



43167 
90432 
1518 

OJ000250_94.0323.C37.ol.ts 
44 

none 

44. .304, 94. .177, 250. .303, 
706. .750, 942. .1106 

43167 
90432 
1518 

OJ000250_94 . 0323 . C37 . o2 . gs 
1518 
none 

1518. .1703, 1976. .2048, 2133. .2243 



Strand 
End 

Method 
End 
Score 
583. .684, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



2243 

TBLASTX : Soybean 

1106 

186 

584. .685, 701. .751, 



OJ000250_94 .0323,C37 

2243 
GENSCAN 
2243 
.99 



Seq. No. 43168 Seq. ID 

Gene No. 90433 Strand 

Start 200 End 

Name OJ000250_94 . 0323 . C38 . ol , gs Method 

Start 200 End 

GI none Score 

Exons 200.. 334 



OJ000250_94 .0323.C38 
+ 

334 

GENSCAN 

334 

.86 



Seq. No. 43168 Seq. ID 

Gene No. 90434 Strand 

Start 1872 End 

Name OJ000250_94 . 0323 . C38 . ol . tc Method 

Start 83 End 



OJ000250_94 .0323.C38 
4213 

TBLASTX: Cress 
3012 



43929 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



in Seq. No. 
fy Gene No. 

Start 
fil Name 

Start 

:^ GI 

fll Exons 



/'•^ Seq. No. 

f"^ Gene No. 

,a start 

"1 Name 

^ start 

= GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none • Score 61 

83. ,127, 84. .155, 159. .221, 167. .220, 191. .295, 1924. .2040, 
1929. .2039, 2055. .2090, 2063. .2095, 2248, .2319, 2420. .2461, 
2515. .2616, 2516. .2611, 2698. .2766, 2709. .2777, 2857. .2949, 
2858. .2971, 2947. .3012 



43168 



Seq. ID OJ000250_94.0323.C38 



Strand 
End 

Method 
End 
Score 

83. .220, 84. .221, 160. .222, 251. .307, 1929, .1961, 1969. .2043, 
1971. .2060, 2063. .2140, 2257. .2322 



90434 
1872 

OJ000250_94 . 0323 . 038 . o2 . tm 
83 

none 



4213 

TBLASTX: Maize 

2322 

185 



43168 Seq. ID 

90434 Strand 

1872 End 

OJ000250_94. 0323, 038. ol.ts Method 

84 End 

none Score 



OJ000250_94 .0323.038 
4213 

TBLASTX: Soybean 

3018 

65 

1974. .2045, 1993. ,2043, 



84. .143, 150. .221, 167. ,220, 251. .307 
2063. .2095, 2105, ,2140, 2233. .2319, 2515. .2616, 2516. .2611, 
2698. .2778, 2709, ,2777, 2852. .2929, 2857. .3018 



43168 
90434 
1872 

OJ000250_94, 0323, 038, ol.tw 
84 

none 



OJ000250 94. 0323. 038 



Seq. ID 
Strand 
End 

Method 
End 
Score 

84, ,143, 159, ,221, 169. .222, 170. .220, 1981. .2079, 1983. ,2078, 
2060. ,2095, 2105. ,2140, 2449. ,2505, 2515. .2613, 2516. ,2611, 
2724,. 2783, 2725,, 2781, 2863,. 2997, 2866.. 3012 



4213 

TBLASTX: Wheat 

3012 

77 



43168 
90434 
1872 

OJ000250_94, 

1872 

none 



0323. 038. o2.gs 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000250_94. 0323. 038 

4213 
GENSOAN 
3027 
.5 



1872.. 2073, 2258.. 2615, 2796.. 3027 



43168 Seq. ID 

90434 Strand 

1872 End 
OJ000250_94 .0323 . 038 . ol . np Method 

1878 End 

1169186 Score 

1878. .2146, 2248. ,2615, 2714. .3024, 



OJ000250_94. 0323. 038 

4213 
AAT/NAP 
4213 
516 
4187. .4213 



THIOL PROTEASE SEN102 PREOURSOR gi 1 1085732 | pir | | S36421 cysteine 
proteinase - Hemerocallis sp gi | 1364024 | pir | | S57777 cysteine 
protease precursor - Hemerocallis x hybrida 

git396568 |emb|OAA52425| (X74406) thiol-protease [Hemerocallis 
sp,] 



Seq. No. 



43168 



Seq. ID OJ000250_94. 0323, 038 



43930 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



90434 . Strand 

1872 End 

OJ000250_94 . 0323 . C38 . ol . tm Method 

2500 End 

none Score 



4213 

TBLASTX: Maize 

3032 

105 



2500. .2616, 2504. .2611, 2709. .2777, 2710. .2778, 2848. .3018, 
2869.. 3027, 2879.. 3028, 2940.. 3032 



43168 
90434 
1872 

OJ000250_94.0323.C38.ol.gp 
3329 

LIB3431-027-P1-K1-D5 
3329. .3472 

'2190552 l.Oe-21 (AC001229) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_94 .0323.C38 

4213 
AAT/GAP 
3472 
251 



Similar to Holcus major pollen 



allergen (gb_Z27084). [Arabidopsis thaliana] ' 



43169 Seq. ID 

90435 Strand 
2834 End 
OJ000250_94 . 0323 . C39 . ol . np Method 
2834 End 
6016874 Score 
2834. .3104, 3835. .3937, 5399. .5440 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



OJ000250_94.0323.C39 

5440 
AAT/NAP 
5440 
116 



43170 Seq. ID 

90436 Strand 

981 End 
OJ000250_94 . 0323 . 04 0 . ol . np Method 

981 End 

5852084 Score 
981. .1075 

(AL117264) zwh0007.1 [Oryza sativa] 



OJ000250_94 .0323.C40 
+ 

1075 
AAT/NAP 
1075 
82 



Seq. ID 

Strand 

End 

Method 

End 

Score 



43170 
90437 
1573 

OJ000250_94 . 0323 . C40 . ol . gp 
1573 

uC-osrocyp017e04al 
1573. .1855 

'2586089/gb|U72728 lOLRDRGFl 2,0e-ll Oryza longistaminata 
receptor-like kinase protein (Xa21) , family member F, pseudogene 
sequence' 



OJ000250 
+ 

1855 
AAT/GAP 
1855 
463 



94.0323.C40 



43170 Seq. ID 

90438 Strand 

1046 End 
OJ000250_94 . 0323 . C40 . ol . gs Method 

1046 End 

none Score 

1046.. 1102, 1730.. 2374 



OJ000250_94.0323.C40 

2374 
GENSCAN 
2374 
.83 



43931 




Seq. No. 


43170 


Seq. ID 


OJ000250_94.0323.C40 


Gene No. 


90439 


Strand 




Start 


2365 


End 


2423 


Name 


OJ000250 94.0323.C40.o2.gp 


Method 


AAT/GAP 


Start 


2365 


End 


2423 


GI 


none 


Score 


118 


Exons 


2365. .2423 






Seq, No. 


43171 


Seq. ID 


OJ000250_94.0323.C41 


Gene No . 


904 40 


Strand 


+ 


Start 


46 


End 


216 


Name 


OJ000250 94.0323.C41.ol.gs 


Method 


GENSCAN 


Start 


46 


End 


216 


GI 


none 


Score 


.99 


Exons 


46. .216 






Seq. No. 


43171 


Seq. ID 


OJ000250_94.0323.C41 


Gene No. 


90441 


Strand 


+ 


Start 


428 


End 


856 


Name 


OJUUOzDu y4 . u Jzo . C4 1 , oz . gp 


Metnoct 


AAi / vjAr 


Start 


428 


End 


856 


GI 


5573 1.R1084 


Score 


822 


Exons 


428. .856 






GI Descrip. 


•168525/gb|M74566|MZENBPAA 3 


.Oe-11 Zea 


mays nucleic acid-binding 




protein (NBP) ' 






Seq. No. 


43171 


Seq. ID 


OJ000250_94 .0323.C41 


Gene No. 


90442 


Strand 




Start 


1 


End 


114 


Name 


OJ000250 94.0323.C41.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


114 


GI 


none 


Score 


217 


Exons 


1. .114 






Seq. No. 


43171 


Seq. ID 


OJ000250_94.0323.C41 


Gene No. 


90443 


Strand 




Start 


784 


End 


2456 


Name 


OJ000250 94.0323.C41.ol.tc 


Method 


TBLASTX: Cress 


Start 


784 


End 


2456 


GI 


none 


Score 


84 


Exons 


784. .852, 791. .853, 1024. .1305, 1025.. 


1306, 1042.. 1215, 




1822. .1926, 1824. .1928, 1824 


..1928, 1842. .1928, 1855. .1926, 




2403. .2456 






Seq. No. 


43171 


Seq. ID 


OJ000250_94.0323.C41 


Gene No. 


90443 


Strand 




Start 


784 


End 


2456 


Name 


OJ000250 94.0323.C41.ol.ts 


Method 


TBLASTX : Soybean 


Start 


784 


End 


2456 


GI 


none 


Score 


163 


Exons 


784. .852, 1024. .1254, 1027.. 


1215, 1028 


.,1258, 1234. .1311, 




1235.. 1312, 1824.. 1928, 1834 


..1926, 1842. .1928, 2403. .2456 


Seq. No. 


43171 


Seq. ID 


OJ000250_94.0323.C41 


Gene No. 


90443 


Strand 




Start 


784 


End 


2456 


Name 


OJ000250 94.0323.C41.o2.gs 


Method 


GENSCAN 



43932 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



784 End 

none Score 

784. .849, 1024, .1305, 1824. .1925 

43171 Seq. ID 

90443 Strand 

784 End 
OJ000250_94 . 0323 . C41 . ol . np Method 

7 90 End 

.7446358 Score 



1925 
.78 



OJ000250 94.0323.C41 



2456 
AAT/NAP 
2456 
693 



790. .849, 1024. .1305, 1824. .1925, 2406. .2456 
cp31AHv protein - barley gi | 35504 67 | emb | CAA064 69 . 1 | 
cp31AHv protein [Hordeuxn vulgare] 



{AJ005286) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43171 Seq. ID 

90443 Strand 

784 End 

OJ000250_94 . 0323 . C4 1 . ol . tm Method 

7 96 End 

none Score 



OJ000250_94.0323.C41 
2456 

TBLASTX: Maize 

2456 

63 



796. .852, 802. .852, 999. .1298, 1022. .1306, 1022. .1108, 
1023. .1304, 1024. .1305, 1040. .1216, 1042. .1215, 1687. .1740, 
1819. .1926, 1824. .1928, 1824. .1982, 1842. .1928, 1868. .1939, 
2400. .2456, 2403. .2456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43171 Seq. ID 
90443 Strand 
784 End 
OJ000250_94 . 0323 . C41 . ol . tw Method 
1024 End' 
none Score 
1024.. 1254, 1028.. 1207, 1839.. 1928 

43172 Seq. ID 
9044 4 Strand 
54 End 
OJ000250_94 . 0323 . C42 . ol . gs Method 
54 End 
none Score 
54.. 142, 209.. 251 



OJ000250_94.0323.C41 
2456 

TBLASTX: Wheat 

1928 

81 



OJ000250_94,0323.C42 
+ 

251 

GENSCAN 

251 

.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43172 Seq. ID OJ000250_94 . 0323 . C42 

90445 Strand 

1 End 4450 

OJ000250_94 . 0323 . C42 . ol . gp Method AAT/GAP 

1 End 85 

6587_1.R1084 Score 133 

1. .85 

'3550467/emb|CAA06469| 3.0e-10 (AJ005286) cp31AHv protein 
[Hordeum vulgare] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43172 
90445 
1 

OJ000250_94.0323.C42.ol.np 
1 

6728858 



Seq. ID OJ000250_94.0323.C42 
Strand 

End 4450 

Method AAT/NAP 

End 3966 

Score 4 64 



43933 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..154, 976. .1280, 1499. .1571, 1699. .1803, 1900. .2016, 
2100. .2243, 2334. .2418, 3882. .3966 
(AC008113) F12A21.5 [Arabidopsis thaliana] 



43172 Seq. ID 

90445 Strand 

1 End 
OJ000250_94 . 0323 . C42 . o2 . gp Method 

4 68 End 

53834_1.R1084 Score 

468.. 672, 765.. 852, 976.. 1103, 1178 



OJ000250_94,0323.C42 

4450 
AAT/GAP 
1262 
885 
1262 



'4835771/gb|AAD30238.1|AC007202_20 5.0e-ll (AC007202)-: Similar to 
gi_3844599 F31D5.2 gene product from Caenorhabditis elegans 
cosmid gb_U28941 and contains PF_00097 Zinc (Ring) finger C3HC4 
domain. ESTs gb_F19963 and gb_T42582 come from this gene. 
[Arabidops ' 



43172 Seq. ID 

90445 Strand 

1 End 

OJ000250_94 . 0323 . C42 . o2 . gs Method 

703 End 

none Score 



OJ000250_94.0323.C42 

4450 
GENS CAN 
4450 
.83 



703. .769, 976. .1103, 1429. .1587, 2100. .2243, 2538. .2750, 
3990. .4049, 4154. .4450 



Seq. No. 43172 
Gene No. 90445 
Start 1 

Name OJ000250__94 . 0323 . C42 . ol . ts 

Start 978 
GI none 

Exons 978.. 1082, 1084.. 1110, 1229., 

1898.. 1969, 1899.. 1964, 1970. 
2101.. 2190, 2206.. 2253, 2207, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 94.0323.C42 



4450 

TBLASTX: Soybean 
2436 
85 

1276, 1670. .1804, 1704. .1832, 
.2020, 1983.. 2018, 2096.. 2188, 
.2269, 2332.. 2436, 2333.. 2419 



Seq. No.. 43172 

Gene No.' 904 45 

Start 1 

Name OJ000250_94 . 0323 . C42 . ol . tm 

Start 990 

GI none 

Exons 990.. 1082, 1229.. 1294, 1670 



End 

Method 
End 
Score 

1804, 1704. .1805, 1898. .1984, 
1899. .1964, 1985. .2017, 2098. .2211, 2102. .2188, 2203. .2253, 
2313.. 2369, 2330.. 2422, 2332.. 2424 



Seq. ID OJ000250_94 .0323-C42 
Strand 

4450 

TBLASTX: Maize 
2424 
96 



Seq. No. 43172 

Gene No. 9044 5 

Start 1 

Name OJ000250_94 . 0323 . C42 . ol . tc 

Start 1781 

GI none 

Exons 1781.. 1804, 1782 .. 1808, . 1898 , 
2098.. 2226, 2102.. 2179, 2332. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 94.0323.C42 



4450 

TBLASTX: Cress 
2421 
37 

.1966, 1899. .1976, 1985.. 2017, 
.2421, 2333. .2419 



Seq. No. 
Gene No. 



43173 
90446 



Seq. ID 
Strand 



OJ000250 94.0323.C43 



43934 




start 


204 


End 


1134 




Na.ine 


OJ000250 94 .0323.C43.ol.gs 


Method 


GENSCAN 




Start 


204 ~ 


End 


1084 




O J. 


none 


Score 


.84 




p. von <? 


204 . . 303, 846. . 1084 








Seq. No. 


43173 


Seq. ID 


OJ000250_94.0323 


.043 


Gene No. 


90446 


Strand 






Start 


204 


End 


1134 




Name 


OJ000250 94 .0323.C43.ol. ts 


Method 


TBLASTX : Soybean 






734 ~ 


End 


1087 






none 


Score 


52 




Hi AV^l lO 


734. .868, 735. .773, 797. .1003 


, 799. .1071, 803. .1087 




Corr No 

4^ C • IN ^ . 


43173 


Seq. ID 


OJ000250_94,0323 


.043 


Gene No. 


90446 


Strand 






Start 


204 


End 


1134 




Name 


OJ000250 94.0323.C43.ol.tc 


Method 


TBLASTX: Cress 






737 


End 


1134 






none 


Score 


52 




IT von 


737. .778, 739. .786, 770. .847, 


801. .875 


, 816. .848, 854.. 


1096, 




951. .1103, 961. .1134, 965. .994 






Sea No 


43173 


Seq, ID 


OJ000250_94,0323 


.043 


Gene No. 


90446 


Strand 






Start 


204 


End 


1134 




Name 


OJ000250 94.0323.C43.ol.np 


Method 


AAT/NAP 






740 


End 


1091 






2213614 


Score 


319 






740. .1091 










(AC000103) F21J9.8 [Arabidopsis thaliana] 




Cfarr No 


43174 


Seq. ID 


OJ000250_94,0323 


.044 


Gene No. 


90447 


Strand 






Start 


136 


End 


1120 




Name 


OJ000250 94.0323.C44.ol.tm 


Method 


TBLASTX: Maize 




si-art 


90 


End 


1099 




GI 


none 


Score 


109 




p von 


90, .236, 118. .234, 119. .244, 


122. .235, 


669. .755, 677. .754, 




678. .755, 833. .1093, 846. .1013, 848. .1099 




Seq. No. 


43174 


Seq. ID 


OJ000250_94.0323 


.044 


Gene No. 


90447 


Strand 






Start 


136 


End 


1120 




IN CtiltC 


OJ000250 94.0323.C44.ol.gs 


Method 


GENSCAN 




start 


136 


End 


1120 






none 


Score 


.72 




TT von <> 


136. .232, 678. .754, 845. .1120 








Seq. No. 


43175 


Seq. ID 


OJ000250_94,0323 


-057 


Gene No. 


90448 


Strand 


+ 




Start 


1 


End 


2298 




Name 


OJ000250 94.0323.C57.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2298 




GI 


322577 


Score 


869 





Exons 1..95, 302, .402, 502. .586, 704. .802, 1533. .1601, 1707. .1838, 

2029,. 2123, 2205,. 2298 



43935 



GI Descrip. Raf protein kinase homolog CTRl - Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



43175 . 

90449 

2255 

OJ000250 94.0323.C57.ol.tm 



Seq. ID OJ000250_94.0323.C57 

Strand + 

End 3525 

Method TBLASTX : Mai ze 

End 808 

Score 115 



26 

none 

26. .97, 27. .116, 293. .394, 300. .401, 301. .402, 302. .403, 
496. .576, 499. .585, 500. .583, 511. .627, 690. .803, 703. .804, 
704. .808 



43175 
90449 
2255 

OJ000250_94 .0323.C57.ol.ts 
26 

none 



Seq. ID OJ000250_94.0323.C57 

Strand + 

End 3525 

Method TBLASTX : Soybean 

End 2280 

Score 98 



26. .115, 27. .104, 301. .402, 302. .403, 497. .583, 499. .585, 
690. .800, 703. .804, 704. .808, 1529. .1600, 1533. .1601, 
1706. .1834, 1707. .1838, 1711. .1839, 1712. .1840, 1738. .1839, 
2025. .2123, 2026. .2121, 2038. .2127, 2203. .2280 



43175 
90449 
2255 

OJ000250_94.0323.C57.ol.tc 
26 

none 



Seq. ID OJ000250_94.0323.C57 

Strand + 

End 3525 

Method TBLASTX: Cress 

End 2300 

Score 100 



26. .97, 27. .104, 301. .402, 301. .402, 302. .403, 499. .585, 
500. .583, 501. .587, 703. .804, 704. .808, 1532. .1600, 1533. .1601, 
1706. .1840, 1707. .1844, 2026. .2118, 2028. .2117, 2196. .2300, 
2203. .2295 



43175 
90449 
2255 

OJ000250_94 . 0323 . C57 . o2 . tm 

1525 

none 

1525.. 1596, 1532.. 1600, 1533. 
1707. .1844, 1712. .1849, 1713. 
2196.. 2294, 2206.. 2301 

43175 
90449 
2255 

OJ000250_94.0323.C57.ol.gp 

2255 

none 

2255.. 2492, 3281.. 3525 

43176 
90450 
888 

OJ000250_94.0323.C58.ol.gs 
888 



Seq. ID OJ000250_94.0323.C57 

Strand + 

End 3525 

Method TBLASTX : Mai ze 

End 2301 

Score 91 

.1601, 1537. .1602, 1706.. 1840, 
.1844, 2026. .2124, 2028. .2117, 



Seq. ID OJ000250_94.0323.C57 

Strand + 

End 3525 

Method AAT/GAP 

End 3525 

Score 921 



Seq. ID OJ000250_94.0323.C58 

Strand + 

End 3271 

Method GENSCAN 

End 3088 



43936 



GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



none Score 
888.. 2302, 3033.. 3088 

43176 Seq. ID 

90450 Strand 
888 End 
OJ000250_94 .0323.C58.ol.gp Method 
1912 End 
none Score 
1912.. 2302, 2935.. 3271 

43176 Seq. ID 

90451 ' Strand 
4058 ' End 
OJ000250_94 . 0323 . C58 . o2 . gs Method 
4058 End 
none Score 
4058. .4126, 4202. .4382 



.75 



OJ000250_94 .0323.C58 
+ 

3271 
AAT/GAP 
3271 
1385 



OJ000250_94 . 0323. C58 
+ 

4382 
GENSCAN 
4382 
.65 



OJ000250_94.0323.C58 
+ 

6396 
AAT/GAP 
6396 
86 



43176, Seq. ID 

90452 Strand 
6342 End 
OJ000250_94 .0323.C58.o2.gp Method 
6342 End 
16490_1.R1084 Score 
6342. .6396 

M584525/emb|CAB40756.1| 7.0e-38 (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] * 

43177 Seq. ID OJ000250_94 . 0323 . C61 

90453 Strand 

978 End 1048 

0 J000250_94 . 0323 . C61 . ol . gp Method AAT/GAP 
978 End 1048 

38012_1.R1084 Score 82 

978. .1048 

*4097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds' 



43178 



Seq. ID OJ000250_94.0323.C62 



Strand + 

End 4074 

Method GENSCAN 

End 4 07 4 

Score .8 

333. .405, 928. .1016, 1154. .1268, 2034. .2236, 3091. .3231, 
3310. .4074 



90454 
333 

OJ000250_94 .0323.C62.ol-gs 
333 
none 



43178 Seq. ID 

90455 Strand 

4873 End 
OJ000250_94 . 0323.C62 .o2 . gs Method 

4873 End 

none Score 

4873.. 4928, 5502.. 5575 



OJ000250_94.0323.C62 

5575 
GENSCAN 
5575 
. 6 



43179 



Seq. ID OJ000250__94.0323.C63 



43937 




Gene No. 


90456 






Strand 


+ 






79 






End 


248 




Ndine 




0323 C63 ol. 


. as 


Method 


GENSCAN 






79 ~ 






End 


248 






none 






Score 


.46 






79. .248 












Seq. No. 


43179 






Seq. ID 


OJ000250_94.0323. 


.C63 


Gene No. 


90457 






Strand 














End 


2552 




Nsine 




0323 C63 o2 


. qs 


Method 


GENSCAN 




O LcaX U 


^ *J X <J 






End 


2520 






none 






Score 


.88 




£jXons 


2315 2419, 


2431. .2520 










O € q . LN O . 


4 '^1 79 






Seq. ID 


OJ000250_94.0323, 


.C63 


Gene No. 


90457 






Strand 






Start 


2315 






End 


2552 




Name 


OJ000250 94. 


0323.C63.ol 


. np 


Method 


AAT/NAP 






2353 






End 


2552 






3860250 






Score 


245 




CiXons 


2353. .2552 












kdl uescnp. 


(AC005824) putative chorismate mutase/prephenate dehydratase 


[Arabidopsis 


1 thaliana] 










Seq. No. 


43179 






oeq. ±u 




.C63 


Gene No. 








T^i nd 








2315 






End 


2552 




Nanie 


OJ000250 94. 


0323. 063. ol 


.tc 


Method 


TBLASTX: Cress 






2366 






End 


2551 






none 






Score 


149 




Cxons 


2366. .2551, 


2395.-2544 










Seq. No. 


43179 






Seq. ID 


OJ000250_94.0323 


.C63 


Gene No. 


90457 






Strand 






o Lai: L. 


2315 






End 


2552 




Name 


OJ000250 94. 


0323.C63.ol 


. tm 


Method 


TBLASTX: Maize 






2378 






End 


2551 






none 






Score 


198 






2378. .2551, 


2398. .2550, 


2402. 


.2551 






Seq. No. 


43179 






Seq. ID 


OJ000250_94.0323 


.C63 


Gene No. 


90457 






Strand 






O Lax L 


2315 






End 


2552 




Name 


OJ000250 94. 


0323.C63.ol 


.ts 


Method 


TBLASTX : Soybean 




O LaX L. 


2384 






End 


2550 






none 






Score 


191 * 




r V C 


2384. .2548, 


2395. .2550 










O C VJ . IN U . 


43179 






Seq. ID 


OJ000250_94.0323 


.C63 


Gene No. 


90457 






Strand 






Start 


2315 






End 


2552 




Name 


OJ000250 94. 


.0323.C63.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2399 






End 


2551 




GI 


none 






Score 


154 




Exons 


2399. .2533, 


2401. .2535, 


2402. 


.2551 







43938 



Seq. No. 


43180 


Seq. ID 


OJ000250_94 


.0323. C64 


Gene No. 


90458 


Strand 






Start 


2089 


End 


2286 




Name 


OJ000250 94.0323.C64.ol.tm 


Method 


TBLASTX: Maize 


Start 


2058 


End 


2254 




GI 


none 


Score 


122 




Exons 


2058.. 2252, 2086.. 2253, 2090 


. .2254 






Seq. No. 


43180 


Seq. ID 


OJ000250_94 


.0323.C64 


Gene No. 


90458 


Strand 






Start 


2089 


End 


2286 




Name 


OJ000250 94 . 0323.C64 .ol.np 


Method 


AAT/NAP 




Start 


2089 


End 


2286 




GI 


7529718 


Score 


228 




Exons 


2089. .2286 






[Arabidops 


GI Descrip. 


(AL132969) nuclear envelope 


membrane protein-like 




thaliana] 








Seq. No. 


43181 


Seq. ID 


OJ000250_94 


.0323.C65 


Gene No. 


90459 


Strand 






Start 


126 


End 


3436 




Name 


OJ000250 94.0323.C65.ol.gs 


Method 


GEN SCAN 




Start 


126 


End 


3130 




GI 


none 


Score 


.76 • 




Exons 


126. .207, 856. .937, 1091. .1137, 2878. 


.2934, 3035.. 


3130 


Seq. No. 


43181 


Seq. ID 


OJ000250_94 


.0323.C65 


Gene No . 


90459 


.Strand 






Start 


126 


End 


3436 




Name 


OJ000250 94. 0323. C65. ol.np 


Method 


AAT/NAP 




Start 


340 


End 


3353 




GI 


7529718 


Score 


523 




Exons 


340. .460, 565. .641, 1216. .1321, 2082. 


.2129, 2371.. 


2462, 




2878.-2934, 3127.. 3353 








GI Descrip. 


(AL132969) nuclear envelope membrane 


protein-like 


[Arabidops 




thaliana] 









Seq. No. 43181 Seq. ID OJ000250_94 . 0323 . C65 

Gene No. 90459 Strand 

Start 126 End 3436 

Name OJ000250_94 . 0323 . C65 . ol . tm Method TBLASTX: Maize 

Start 340 End 3436 

GI none Score 157 

Exons 340. .459, 341. .460, 560. .643, 561. .644, 565. .642, 815. .937, 

851. .958, 856. .951, 1085. .1147, 1090. .1149, 1216. .1332, 
1217.. 1345, 2074.. 2139, 2079.. 2129, 2360.. 2419, 2364.. 2462, 
2368.. 2481, 2842.. 2934, 2970.. 3107, 3033.. 3107, 3213.. 3317, 
3214. .3318, 3398. .3436 



Seq. No. 43181 

Gene No. 90459 

Start 126 

Name OJ000250_94 . 0323 . C65 . ol . ts 

Start 341 

GI none 
Exons 



Seq. ID OJ000250_94.0323.C65 
Strand 

End 3436 

Method TBLASTX : Soybean 

End 3269 

Score 137 



341. .451, 343. .459, 344. .454, 561. .644, 562. .642, 851. .949, 
851. .937, 856. .951, 1090. .1146, 1188. .1322, 1201. .1332, 



43939 



1214., 1345, 2079.. 2129, 2081.. 2128, 2364.. 2477, 2368.. 2481, . 
2842.. 2931, 3213.. 3269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 94.0323.C65 



43181 
90459 
126 

OJ000250_94 . 0323 . C65 . ol . gp 
2073 

21728_1.R1084 
2073. .2129 2371. .2462 

'6015106/sp|P78575|ER24_ASCIM 2.0e-14 C-14 STEROL REDUCTASE 
(STEROL C14-REDUCTASE) >gi_1805625_emb_CAA7 1650_ (Y10624) sterol 
C-14 reductase [Ascobolus immersus] ' 



3436 
AAT/GAP 
2462 
213 



43182 
90460 
1516 

OJ000250_94.0323.C67.ol.gs 
1516 



End 

Method 
End 

none Score 
1516. .1669, 1715. .1849, 1889. .2011, 3431. .3646, 3697. .3827, 
4028. .4177 



Seq. ID OJ000250_94.0323.C67 
Strand 

4177 
GENSCAN 
4177 
.62 



43182 
90460 
1516 

OJ000250_94 . 0323 . C67 . ol . tm 
3940 
none 



Seq. ID OJ000250_94,0323.C67 



Strand 
End 

Method 

End 

Score 



4177 

TBLASTX: Maize 

4114 

43 



3940. .4047, 3985. .4029, 4040. .4114, 4041. .4100 



43183 
90461 
1859 

OJ000250_94.0323.C68.ol.np 
1804 
6069646 
1804. .2793, 



OJ000250 94.0323.C68 



Seq. ID 
Strand 

End 5580 
Method AAT/NAP 
End 38 60 

Score 952 

, 3076.. 3860 r 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



43183 
90461 
1859 

OJ000250_94. 

1822 

none 

1822. .2016, 



0323.C68.o3.tw 



2074. .2223 



43183 
90461 
1859 

.OJ000250_94 . 0323 . C68 . o2 . gs 
1859 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000250_94 .0323.C68 
5580 

TBLASTX: Wheat 

2223 

101 



OJ000250_94 . 0323 .C68 

5580 

GENSCAN 

5580 



43940 














Score 


.46 


Exons 


1 p CQ 1 Q74 


9117 


991 ft 


2505. 


.3263, 3319. .3479, 3527. .3742, 






54 48 
J I *t 0 • 


. 5580 








Seq. No. 


43183 








Seq. ID 


OJ000250 94.0323,C68 


Gene No. 


90461 








Strand 






X 0 «J 








End 


5580 


Naine 




0323 


C6ft o3 


. tm 




TRLASTX • Maize 












End 


2292 




none 








Score 


107 


Exons 




9011 

^ VJ X X • 


. 2292, 


2074 . 


.2286 




Seq. No. 


43183 








Seq. ID 


OJ000250 94.0323.C68 


Gene No. 


90461 








9+" "rand 






1 8S9 

X 0 •.J ^ 








End 


5580 


Naiue 


n.T0009^0 Q4 


0393 


C68 o4 


. tm 




TBLASTX: Maize 




9^^9^ ~ 








End 


2841 




none 








Score 


113 


Exons 


9^9*^ 9ft41 


9624 


. 2824 








Seq. No. 


43183 








Seq. ID 


OJ000250 94.0323.C68 


Gene No. 


90461 








9"t" T*;^ nd 






1 ft SQ 








Fnd 


5580 


Name 


n.T000 9R0 Q4 

VyUVJUU^JU -7*4 


0393 


rfift ol 








b uam 


9701 ~ 








Fnd 


3240 


bl 


none 










146 


Exons 


9701 9ft9Q 


9ft fiO 
^ 0 u u . 


9883 


2890 


.3240 




Seq. No. 


43183 








Seq. ID 


OJ000250_94.0323.C68 


Gene No. 


90461 








Strand 






X 0 J 17 








End 


5580 


Naitie 


n.T0009'=10 Q4 

VJuUUUZJU -7*1 


0393 


r68 ol 




Method 


TBLASTX: Wheat 


otar u 


977Q ~ 








End 


3219 


bl 


none 








Score 


48 


Exons 


977Q 9Q'^7 

Z / / _7. , 0 1 f 


97ft 3 


2872 


2923 


.3219, 2927.. 3217 


Seq. No. 


43183 








Seq. ID 


OJ000250_94.0323.C68 


Gene No. 


90461 








Strand 






1 ft 

X 0 J Z7 








End 


5580 


Name 


n.T0009^0 Q4 

\J\J\J\J\J ^^\J 274 


0393 


068 o2 


• I. ill 


Method 


TBLASTX: Maize 


0 uait 


9ft Sft ~" 








End 


3463 


bl 


none 








Score 


61 


Exons 


9fiSR ?1 '^0 


9860 


3417 


3209 


.3367, 3385.-3462, 3395. .3463 


Seq. No. 


43183 








Seq. ID 


OJ000250_94.0323.C68 


Gene No. 


90461 








Strand 






1 ft SQ 
X 0 J 7 








End 


5580 


Name 


n.T0009R0 Q4 

WOUUVJZJU ^*i 


0393 


rfift n1 


tm 


Method 


TBLASTX: Maize 


b raru 


-34 ~~ 
jfi 00 








End 


3891 


bl 


none 








Score 


273 




3466 3891 


3467 . 


3880 








Seq. No. 


43183 








Seq. ID 


OJ000250_94 . 0323 . C68 


Gene No, 


90461 








Strand 




Start 


1859 








End 


5580 


Name 


OJ000250 94 


.0323, 


.C68.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


3637 








End 


3972 



43941 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip- 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

Start , , 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3637.. 3819, 3820.. 3972 

43184 
90462 
650 

OJ000250_94-0323.C69.ol.gs 
650 
none 

650. .684, 760. .872, 954. .1150 

43185 
90463 
2112 

OJ000250_94 . 0323 . C71 . o2 . gs 
2112 
none 

2112.. 2507, 2726.. 3028 

43185 
90463 
2112 

OJ000250_94 . 0323 . C7 1 . o2 . np 
2179 
322577 



Score 



78 



Seq. ID OJ000250_94.0323.C69 
Strand 

End 1150 

Method GENSCAN 

End 1150 

Score .77 



Seq. ID OJ000250_94 .0323.C71 



Strand 
End 

Method 

End 

Score 



+ 

3178 
GENSCAN 
3028 
.84 



Seq. ID OJ000250_94.0323.C71 

Strand + 

End 3178 

Method AAT/NAP 

End 3178 

Score 349 



2179.. 2507, 2726.. 3027, 3121.. 3178 

Raf protein kinase homolog CTRl - Arabidopsis thaliana 



Seq. ID OJ000250_94 .0323.C71 
Strand 

End 3178 

Method AAT/GAP 

End 3120 

Score 1646 



43185 
90464 
1 

OJ000250_94 . 0323 . C71 . ol . gp 
1 

342_1.R1084 
1..949, 3102.. 3120 

'4574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID OJ000250_94.0323.C71 
Strand 

3178 
AAT/GAP 
949 
1645 



43185 
90464 
1 

OJ000250_94 . 0323 . C71 . o2 . gp 
1 

342_1.R1084 
1. .949 

•4574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



End 

Method 

End 

Score 



43185 
90464 
1 

OJ000250_94.0323.C71.ol.tw 
1 

none 



Seq. ID OJ000250_94 . 0323.C71 
Strand 

End 3178 

Method TBLASTX : Wheat 

End 933 

Score 116 



1..123, 2. .124, 71. .166, 103. .162, 169. .213, 174. .209, 208. .276, 
224.-277, 239. .304, 250. .639, 251. .538, 272. .925, 279. .917, 
658.-933 



43942 



Seq. No. 43185 

Gene No. 904 64 

Start 1 

Name OJ000250_94 . 0323 . C71 . ol . 

Start 70 

GI none 

Exons 70.. 353, 466.. 790 

Seq. No. 43185 

Gene No. 904 64 

Start 1 

Name OJ000250_94 . 0323 . 071 . ol , 

Start 291 

GI 6742729 

Exons 291.. 943, 3120.. 3178 

GI Descrip. (AF121139) RIM2 protein 

Seq. No. 43185 

Gene No. 904 64 

Start 1 

Name - OJ000250_94 . 0323 . C71 . ol , 

Start 389 

GI none 

Exons 389.. 826, 389.. 832, 393, 

Seq, No. 43185 

Gene No. 90464 

Start 1 

Name OJ000250_94 . 0323 . C71 . ol , 

Start 767 

GI none 

Exons 767.. 943, 795.. 944 

Seq. No. 43185 

Gene No. 904 64 

Start 1 

Name OJ000250_94 . 0323 . C71 . o2 , 

Start 2316 

GI none 

Exons 2316.. 2351, 2478.. 2510, 
3137.. 3175 



gs 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000250_94 .0323.C71 

3178 
GENSCAN 
790 
.56 



np 



Seq. ID OJ000250_94.0323.C71 
Strand 

End 3178 

Method AAT/NAP 

End 3178 

Score 994 



[Oryza sativa] 



tc 



Seq. ID OJ000250_94 .0323.C71 
Strand 

End . 3178 

Method TBLASTX : Cress 

End 840 

Score 188 
.836, 399. .836, 658. .840 

Seq. ID OJ000250_94.0323.C71 
Strand 

End 3178 

tm Method TBLASTX: Maize 

End 944 

Score 88 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_94.'0323.C71 
3178 

TBLASTX: Cress 

3175 

57 



2720.. 2866, 2725.. 2937, 2876.. 3025, 



Seq. No. 43185 

Gene No. 904 64 

Start 1 

Name OJ000250_94 . 0323 . C71 . o2 , 

Start 2788 

GI none 

Exons 2788.. 2922, 2796.. 2918, 
2882.. 3022, 2883,. 3023, 



Seq. ID OJ000250_94 .0323.C71 
Strand 

End 3178 
tm Method TBLASTX : Maize 

End 3024 

Score 106 
2796.. 2945, 2798.. 2923, 2882.. 3022, 
2884. .3024, 2884. .3024 



Seq. No, 43186 

Gene No. 904 65 

Start 1 

Name OJ000250_94 . 0323 . C75 . ol . 

Start 1 



np 



Seq. ID OJ000250_94 .0323.C75 

Strand + 

End. 353 

Method AAT/NAP 

End 350 



43943 






7446359 


Score 


160 








P. von ^ 


1..138, 291. .350 














nucleic acid-binding protein - 


barley 


gi|3550483 


|emb|CAA1189 


(AJ224324) cp31BHv [Hordeiom vulgare] 










Seq. No. 


43186 


Seq. ID 


OJ000250_ 


94 . 


0323. 


C75 


Gene No. 


90465 


Strand 


+ 








Start 


1 


End 


353 










OJ000250_94.0323.C75.ol.gs 


Method 


GENSCAN 








Start 


o o 


End 


353 








o J. 


none 


Score 


.69 








P von Q 


88. .138, 291. .353 












Seq. No. 


43186 


Seq. ID 


OJ000250_ 


94 


0323, 


C75 


Gene No. 


90466 


Strand 










Start 


1050 


End 


1608 








Name 


OJ000250_94.0323.C75.o2.gs 


Method 


GENSCAN 








Start 




End 


1608 








KjX 


none 


Score 


.45 








TT von c: 


1050.. 1196, 1268.. 1462, 1594.. 


1608 










Seq." No. 


43187 


Seq. ID 


OJ000250_ 


94 


.0323. 


C77 


Gene No. 


90467 


Strand 










O L. CI J. L. 


384 


End 


818 








LN CtlLLC 


OJ000250 94.0323.C77.ol.gs 


Method 


GENSCAN 










384 


End 


818 










none - 


Score 


.47 








V von Q 


384. .474, 718. .818 












Seq. No. 


43188 


Seq. ID 


OJ000250_ 


94 


.0323 


.C82 


Gene No. 


90468 


Strand 










Start 


354 


End 


491 








Name 


OJ000250 94.0323.C82.ol.np 


Method 


AAT/NAP 








O 1- di. L. 


354 


End 


491 








\j J. 


7523512 


Score 


105 










354. .491 














(AP001633) hypothetical protein [Oryza sativa] 








Cfarr No 


43189 


Seq. ID 


OJ000250_ 


94 


.0323 


.C93 


Gene No. 


90469 


Strand 


+ 








Start 


1 


End 


1433 








Name 


OJ000250 94.0323.C93.ol.np 


Method 


AAT/NAP 








O L.CIX L. 


1 


End 


1433 










4680204 


Score 


748 








IT von G 


1..1195, 1270. .1433 












fiT Descrio. 

^ ^/ O ^ ^ • 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq- No. 


43189 


Seq. ID 


OJ000250_ 


94 


.0323 


:C93 


Gene No. 


90469 


Strand 


+ 








Start 


1 


End 


1433 








Name 


OJ000250 94 .0323.C93.ol.gs 


Method 


GENSCAN 








Start 


74 


End 


1413 








GI 


none 


Score 


.48 








Exons 


74. .114, 126. .288, 395. .1030, 


1076. .1195, 1270. 


1413 




Seq. No. 


43189 


Seq. ID 


OJ000250_ 


_94 


.0323 


.C93 


Gene No. 


90469 


Strand 











43944 



start 


1 


End 


1433 




Na.ni© 


OJ000250 94.0323.C93.ol.tw 


Method 


TBLASTX: Wheat 


Start 


402 


End 


805 




GI 


none 


Score 


62 






402. .542, 402. .512, 404. .640, 404. .553, 


505. . 672, 


635. .805 


Seer No 


43190 


Seq. ID 


OJ000250_94 


.0323. C95 


Gene No. 


90470 


Strand 


+ 




Start 


1 


End 


200 




Name 


OJ000250 94 .0323.C95.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


200 




GI 


5042454 


Score 


65 




P. von 

ill AWl iO. 


1..38, 147. .200 








vJ -L L/C O ^ J- J. ^ • 


[AC007789) putative polyprotein [Oryza 


sativa] 




Spcr No . 


43190 


Seq. ID 


OJ000250_94 


.0323. C95 


Gene No . 


90471 


Strand 






Start 


1 


End 


354 




Name 


OJ000250 94.0323.C95.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


354 




GI 


5922623 


Score 


79 




F von Q 


1..56, 225. .354 










{AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 Idbj | BAA85199.il 


(AP000570) hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


43191 


Seq. ID 


OJ000250__94 


.0323.C97 


Gene No. 


90472 


Strand 


+ 




Start 


28 


End 


797 




Name 


OJ000250 94.0323.C97.ol.gs 


Method 


GENSCAN 






28 


End 


797 




GI 


none 


Score 


.94 




p von 


28. .71, 245. .297, 733.-797 








Qfarr Mo 


43191 


Seq. ID 


OJ000250_94 


. 0323. C97 


Gene No. 


90473 


Strand 


+ 




Start 


728 


End 


2996 




Name 


OJ000250 94.0323.C97,ol.np 


Method 


AAT/NAP 




Start 


728 


End 


2972 




ox 


6579207 


Score 


1371 




von Q 


728. .749, 2029. .2972 








CZT n^QOT"T O 


(AC011438) T23G18.10 [Arabidopsis thaliana] 




Seq. No. 


43191 


Seq. ID 


OJ000250_94 


0323. C97 


Gene No. 


90473 


Strand 


+ 




Start 


728 


End 


2996 




Vt 0.1 


OJ000250 94.0323.C97.o2.gs 


Method 


GENSCAN 




O UdX L. 


1776 


End 


2996 




ox 


none 


Score 


.63 




TT von ^ 


1776. .2996 








Seq- No. 


43191 


Seq. ID 


OJ000250_94 


.0323.C97 


Gene No. 


90474 


Strand 


+ 




Start 


4013 


End 


4310 




Name 


OJ000250 94.0323.C97.o3.gs 


Method 


GENSCAN 




Start 


4013 


End 


4310 




GI 


none 


Score 


.54 





43945 



Exons 



4013. .4119, 4190. .4310 



Seq. No. 43191 

Gene No. 90475 

Start 4316 

Name OJ000250_94 . 0323 . C97 . ol , tw 

Start 2019 

GI none 

Exons 2019.. 2105, 2028.. 2423, 2036, 



Seq. No. 


43191 










90475 








o tar u 


4316 








Naiue 




. 0323 


.C97.ol 


ts 


o uart 


^ u ^ ^ 










none 








Exons 


9099 90QQ 


909S 


2675, 


2033 . 






9 fi70 


• • ^ O ± , 


2676. 


Seq. No. 


43191 










90475 








C-l- a r-h 

ouarc 










Name 


nT0009'=10 Q4 




r97 ol 


. tm 


btaru 


909fl ~ 










none 








Exons 


909P "^09*^ 




. » O \J f 


2312 . 


Seq. No. 


43191 








Gene No. 


90475 










4316 








Name 




. 0323 


.C97 .ol 


. tc 


buar L 


9119 ~ 










none 








Exons 


9119 9'^^7 




2236, 


2312 . 




9R99 9fifiR 




2944 


2664 . 


Seq. No. 


43191 








Gene No. 


90475 








Start 


4316 








Name 


OJ000250 94 


.0323 


.C97.02 


.tw 


Start 


2586 








GI 


none 








Exons 


2586. .2762, 


2586 


. .2750, 


2594. 




2774. .2944, 


2807 


. .2941, 


2808. 


Seq. No. 


43191 








Gene No. 


90475 








Start 


4316 








Name 


OJ000250 94 


.0323 


.C97.01 


• gp 


Start 


4316 








GI 


5003506 








Exons 


4316. ,5028 









Seq. ID OJ000250_94.0323.C97 
Strand 

End 5494 

Method TBLASTX : Wheat 

End 2423 

Score 591 

.2236, 2312. .2422, 2313. .2423 

Seq. ID OJ000250_94.0323.C97 
Strand 

■End 5494 

Method TBLASTX : Soybean 

End 2966 

Score 901 

.2236, 2312.. 2434, 2522.-2674, 
.2966, 2678. .2965 

Seq. ID OJ000250_94.0323.C97 
Strand 

5494 

TBLASTX: Maize 
3023 
1369 



End 

Method 
End 
Score 
.2962 



Seq. ID OJ000250_94.0323.C97 
Strand 

End 5494 

Method TBLASTX : Cress 

End 2963 

Score 391 

.2359, 2358.. 2399, 2493.. 2666, 
.2963, 2850.. 2948 

Seq. ID OJ000250_94.0323.C97 
Strand 

End 54 94 

Method TBLASTX : Wheat 

End 2944 

Score 258 

.2788, 2763.. 2807, 2765. .2806, 
.2942 

Seq. ID OJ000250_94.0323.C97 
Strand 

End 54 94 

Method AAT/GAP 

End 5028 

Score 1392 



Seq. No. 43191 Seq. ID 

Gene No. 90475 Strand 

Start 4316 End 

Name OJ000250 94 . 0323 .C97 . o2 .np Method 



OJ000250_94 . 0323 .C97 

5494 
AAT/NAP 



.43946 






4901 




End 


5494 






4115937 




Score 


233 




Exons 


4901. .5494 










uescnp. 


(AF118223) 


contains similarity to human PCFllp homolog 






(GB:AF046935) [Arabidopsis thaliana] 






Seq. No. 


43191 




Seq. ID 


OJ000250_94.0323 


.C97 


Gene No. 


90475 




Strand 








4316 




End 


5494 




Name 






Method 


TBLASTX: Cress 






5035 




End 


5437 






none 




Score 


69 




Exons 


5035. .5133, 


5036.. 5134, 5036 


..5254, 5276.-5437 




Seq. No. 


43191 




Seq. ID 


OJ000250_94.0323 


.097 


Gene No. 


90475 




Strand 






D tai I- 


4316 




End 


5494 




Name 


OJ000250 94 


.0323.C97.o2.tm 


Method 


TBLASTX: Maize 




btaxt. 


5198 




End 


5476 






none 




Score 


157 




Exons 


5198. .5476, 


5201.. 5329, 5327 


..5398, 5375.-5467 




beq. JNO . 


43191 




Seq. ID 


OJ000250_94.0323 


.C97 




90475 




Strand 






Start 


4316 




End 


5494 




Name 


OJ000250 94 


.0323.C97.o2.gp 


Method 


AAT/GAP 






5210 




End 


5494 






uC-osflM202068h09bl 


Score 


535 




CjXons 


5210. .5494 










ox uescxxp. 


'4176420/dbj IBAA37167 1 2 . Oe- 


11 (AB008097) cytochrome P450 




[ Arabidopsis thaliana] ' 








Seq. No. 


43192 




Seq. ID 


OJ000250_94.0323 


.C98 


Gene No. 


90476 




Strand 








133 




End 


1306 




Name 


OJ000250 94 


.0323.C98.ol.gs 


Method 


GENSCAN 




oL.ai u 


133 




End 


1255 




uX 


none 




Score 


.53 




Exons 


133.. 658, 914.. 1255 








Seq- No. 


43192 




Seq. ID 


OJ000250_94.0323 


.098 


Gene No. 


90476 




Strand 






otari. 


133 




End 


1306 




Name 


OJ000250 94 


.0323.C98.ol.gp 


Method 


AAT/GAP 




brar u 


343 




End 


1289 




ux 


5003507 




Score 


1311 




Exons 


343.-658, 914. .1289 








beq. NO. 


43192 




Seq. ID 


OJ000250_94 .0323 


.098 




90476 




Strand 






Start 


133 




End 


1306 




Name 


OJ000250 94 


.0323.C98.ol.tm 


Method 


TBLASTX: Maize 




Start 


906 




End 


1306 




GI 


none 




Score 


83 




Exons 


906.. 995, 908.. 997, 1005-.1037, 1039.. 


1278, 1040.. 1306, 






1041- .1283, 


1043.. 1306 









43947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43193 
90477 
10269 

OJ000250_94.0323.C99.o2.np 

10269 

7228457 



Seq. ID OJ000250_94.0323.C99 

Strand + 

End 14411 

Method AAT/NAP 

End 14411 

Score 6049 



10269. .10635, 10697 12632, 12696 13530, 13653.. 14411 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


43193 






Seq. ID 


OJ000250_94.0323 


.099 




90478 






Strand 








1 






End 


4782 




Name 


OJ000250 94.0323 


.C99.01 


.gp 


Method 


AAT/GAP 




O L.ai- L 


1 






End 


192 






5003507 






Score 


367 






1..192 












Seq. No. 


43193 






Seq. ID 


OJ000250_94.0323 


.099 




90478 






Strand 






kJ L-di. L. 


1 






End 


4782 




Name 


OJ000250 94.0323 


.099. ol 


. np 


Method 


AAT/NAP 




C-l- -a r+- 
O L-Ctl. L 


1 






End 


4782 




VJTX 


4581148 






Score 


521 




R von 


1..389, 509. .590 


, 811.. 


1109, 


1220. .1331, 2685. .2830, 3027. .3143, 




4634. .4782 












GI Descrip. 


(AC006919) hypothetical protein [Arabidopsis thaliana] 






43193 






Seq. ID 


OJ000250_94.0323 


.099 




90478 






Strand 








1 






End 


4782 




Vi dilLC 


OJ000250 94.0323 


.099.01 


.gs 


Method 


GENSOAN 




O L-di. L. 


21 




End 


2996 




GI 


none 






Score 


.72 




Exons 


21.. 389, 489.. 620, 1230 


..1331, 2685. .2996 




O 6 . IN U . 


43193 






Seq. ID 


OJ000250_94.0323 


.099 




90479 






Strand 






Start 


6909 






End 


8993 




Name 


OJ000250 94.0323 


.099.03 


. tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


236 




GI 


none 






Score 


213 




Exons 


1..186, 3. .209, 


9. .236, 


13. . 


210, 196. 


.234 




Seq. No. 


43193 






Seq. ID 


OJ000250_94.0323 


.099 


Gene No. 


90479 






Strand 






Start 


6909 






End 


8993 




Name 


OJ000250 94.0323 


.099.04 


. tm 


Method 


TBLASTX: Maize 




Start 


2733 






End 


2991 




GI 


none 






Score 


125 




Exons 


2733.. 2900, 2734 


. .2814, 


2941 


. .2991 






Seq. No. 


43193 






Seq. ID 


OJ000250_94.0323 


.099 


Gene No. 


90479 






Strand . 






Start 


6909 






End 


8993 




Name 


OJ000250 94.0323 


.099.02 


.gs 


Method 


GENSOAN 





43948 



start 


6909 




End 


8993 




GI 


none 




Score 


.88 




Exons 


6909.. 7087, 7797.. 8763, 8841 


. .8993 






Seq. No. 


43193 




Seq. ID 


OJ000250_94.0323 


.C99 


Gene No. 


90480 




Strand 






Start 


10923 




End 


11315 




Name 


OJ000250 94.0323.C99 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10923 




End 


11315 




GI 


none 




Score 


58 






10923. .10970. 10977. 


. 11075, 


10982. .11074, 11042. . 11281, 






11058. .11315 










Seq. No. 


43193 




Seq. ID 


OJ000250_94.0323 


.C99 


Gene No. 


90480 




Strand 






Start 


10923 




End 


11315 




Name 


OJ000250 94.0323.C99 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


10928 




End 


11213 




GI 


none 




Score 


197 




Exons 


10928. .11212, 10965. 


.11213 








Seq. No. 


43193 




Seq. ID 


OJ000250_94.0323 


.C99 


Gene No. 


90481 




Strand 






Start 


12053 




End 


12512 




Name 


OJ000250 94. 0323. 099 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12053 




End 


12512 ' 




GI 


none 




Score 


407 




Exons 


12053. .12190, 12054. 


.12512, 


12248. .12508 




Seq. No. 


43193 




Seq. ID 


OJ000250_94.0323 


.C99 


Gene No. 


90482 




Strand 






Start 


12704 




End 


13190 




Name 


OJ000250 94.0323.C99 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


12704 




End 


13166 




GI 


none 




Score 


563 




Exons 


12704. .13159, 12705. 


.13166 








Seq. No. 


' 43193 




Seq. ID 


OJ000250_94.0323 


.C99 


Gene No. 


'90482 




Strand 






Start 


12704 




End 


13190 




Name 


OJ000250 94.0323.C99 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


12744 




End 


13109 




GI 


none 




.Score 


106 




Exons 


12744. .12968, 12975. 


.13109 








Seq. No. 


43193 




Seq. ID 


OJ000250_94.0323 


.C99 


Gene No. 


90482 




Strand 






Start 


12704 




End 


13190 




Name 


OJ000250 94.0323.C99 


. ol". tm 


Method 


TBLASTX: Maize 




Start 


12834 




End 


13190 




GI 


none 




Score 


397 




Exons 


12834. .13190, 12869. 


.13180, 


13074. .13190 




Seq. No. 


43193 




Seq. ID 


OJ000250_94.0323 


.C99 


Gene No. 


90483 




Strand 






Start 


13217 




End 


13724 




Name 


OJ000250 94.0323.C99 


. o2 . tm 


Method 


TBLASTX: Maize 





43949 




start 


13217 


End 


13601 




GI 


none 


Score 


361 




Exons 


13217. .13582, 13218.. 13601 








Seq. No. 


43193 


Seq. ID 


OJ000250_94 .0323 


.099 


Gene No. 


90483 


Strand 






Start 


13217 


End 


13724 




Name 


OJ000250 94 .0323.C99.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13274 


End 


13699 




GI 


none 


Score 


490 . 




Exons 


13274. .13699, 13275. .13694 








Seq. No. 


43193 


Seq. ID 


OJ000250_94 .0323 


.C99 


Gene No. 


90483 


Strand 






Start 


13217 


End 


13724 




Name 


OJ000250 94.0323.C99.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13353 


End 


13724 




GI 


none 


Score 


275 




Exons 


13353. .13724, 13370. .13513 








Seq. No. 


43194 


Seq. ID 


OJ000250_94.0323 


.ClOO 


Gene No . 


90484 


Strand 


+ 




Start 


1 


End 


1894 




Name 


OJ000250 94.0323.C100.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1891 




GI 


7228457 


Score 


2954 




Exons 


1..276, 343. .1891 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


43194 


Seq. ID 


OJ000250_94.0323 


.ClOO 


Gene No. 


90484 


Strand 


+ 




Start 


1 


End 


1894 




Name 


OJ000250 94.0323.C100.ol.gs 


Method 


GENSCAN 




Start 


124 


End 


1894 




GI 


none 


Score 


.67 




Exons 


124. .973, 1126. .1628, .1661. . 


1894 






Seq. No. 


43194 


Seq. ID 


OJ000250_94.0323 


.ClOO 


Gene No. 


90485 


Strand 






Start 


2540 


End 


3653 




Name 


OJ000250 94.0323.C100.o3.tw 


Method 


TBLASTX: Wheat 




Start 


4 


End 


408 




GI 


none 


Score 


71 




Exons 


4. .54, 91. .408, 117. .341 








Seq. No. 


43194 


Seq. ID 


OJ000250_94.0323 


-ClOO 


Gene No. 


90485 


Strand 






Start 


2540 


End 


3653 




Name 


OJ000250 94 .0323.C100.ol.tw 


Method 


TBLASTX: Wheat 




Start 


766 


End 


1146 




GI 


none 


Score 


345 




Exons 


766. .1146, 807. .1079, 1101.. 


1145 






Seq. No. 


43194 


Seq. ID 


OJ000250_94 .0323 


.ClOO 


Gene No, 


90485 


Strand 







43950 




start 


2540 


End 


3653 




Nam© 


OJ000250 94 


. 0323 . ClOO . ol . tm Method 


TBLASTX: Maize 




Start 


772 ~ 


End 


1125 




GI 


none 


Score 


352 




Exons 


772, . 1086, 


807. .1073, 1078. .1125 






Seq. No. 


43194 


Seq. ID 


OJ000250_94.0323 


.ClOO 


Gene No. 


90485 


Strand 






Start 


2540 


End 


3653 




Name 


OJ000250 94 


.0323. ClOO. o2.tw Method 


TBLASTX: Wheat 




Start 


1273 ~ 


End 


1882 




GI 


none 


Score 


281 




Exons 


1273. -1356, 


1275. .1571, 1307. .1570, 1756. .1878, 1757. .1882 


Seq. No. 


43194 


Seq. ID 


OJ000250_94 .0323 


.ClOO 


Gene No. 


90485 


Strand 






Start 


2540 


End 


3653 




Naitie 


OJ000250 94 


. 0323 . ClOO . o2 . tm Method 


TBLASTX: Maize 




Start 


1751 ~ 


End 


1891 




GI 


none 


Score 


182 




Exons 


1751. .1891, 


1756.. 1890 






Seq. No. 


43194 


Seq. ID 


OJ000250_94.0323 


.ClOO 


Gene No. 


90485 


Strand 


-~ 




Start 


2540 


End 


3653 




Name 


OJ000250 94 


. 0323 . ClOO . o2 . gs Method 


GENSCAN 




Start 


2540 ~ 


End 


3649 




GI 


none 


Score 


.72 






2540. .2686, 


2792.. 3200, 3240.. 3649 






Seq. No. 


43194 


Seq. ID 


OJ000250_94.0323 


.ClOO 


Gene No. 


90485 


Strand 


— 




Start 


2540 


End 


3653 




Name 


OJ000250 94 


. 0323 . ClOO . o2 . np Method 


AAT/NAP 




Start 


2543 ~ 


End 


3653 




GI 


7228456 


Score 


1428 




IT von *5 


2543. .3653 








\J ^ 1^ w O -i- K' ■ 


(AP001366) 


hypothetical protein [Oryza 


sativa] 




Sea No 


43195 


Seq. ID 


OJ000250_94.0323 


.ClOl 


Gene No. 


90486 


Strand 






Start 


1 


End 


1788 




Name 


OJ000250 94 


.0323.C101.ol.np Method 


AAT/NAP 




Start 


1 ~ 


End 


1788 




GI 


5803259 


Score 


2554 






1. . 427, 527 


. .1788 






GI Descrip. 


(AP000399) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


43195 


Seq. ID 


OJ000250_94.0323 


,C101 


Gene No. 


90486 


Strand 






Start 


1 


End 


1788 




Name 


OJ000250 94 


. 0323 . ClOl . ol . gs Method 


GENSCAN 




Start 


57 


End 


1788 




GI 


none 


-Score 


.89 




Exons 


57. .427, 527. .1255, 1325. .1592, 1677.. 


1788 




Seq. No. 


43196 


Seq. ID 


OJ000250_87.0310 


.CI 



43951 




Gene No. 


90487 


Strand 


+ 




Start 


26125 


End 


27225 




Name 


OJ000250 87.0310.Cl.o5.gs 


Method 


GENSCAN 




Start 


26125 


End 


27225 




GI 


none 


Score 


.83 




Exons 


26125. .26182, 26220 .. 26352, 26893 .. 27032 , 27179.. 27225 




Seq. No. 


43196 


Seq. ID 


OJ000250_87.0310 


.CI 


Gene No . 


90488 


Strand 


+ 




Start 


27607 


End 


27716 




Name 


OJ000250 87.0310.Cl.ol.gp 


Method 


AAT/GAP 




Start 


27607 


End 


27716 




GI 


uC-osroM202017a05al 


Score 


142 




Exons 


27607. .27716 








GI Descrio. 


•604184 6/gb|AAF02155.1|AC009853_15 1.1 


De-09 (AC009853) unknown 




nrotpln fArabidonsis thaliana 


1 ' 






Seq. No. 


43196 


Seq. ID 


OJ000250_87.0310 


.CI 


Gene No. 


90489 


Strand 






Start 


1586 


End 


4093 




Name 


OJ000250 87.0310.Cl.ol.gs 


Method 


GENSCAN 




Start 


1586 


End 


4093 




GI 


none 


Score 


.96 




Exons 


1586. .4093 








Seq. No. 


43196 


Seq. ID 


OJ000250_87.0310 


.CI 


Gene No. 


90489 


Strand 






Start 


1586 


End 


4093 




Name 


OJ000250 87.0310.Cl.o5.np 


Method 


AAT/NAP 




Start 


1607 


End 


4081 




GI 


479356 


Score 


1848 




Exons 


1607. .4081 








GI Descrip. 


protein kinase PKl (EC 2.7.1.- 


-), receptor-like - maize 




Seq. No. 


43196 


Seq. ID 


OJ000250_87.0310 


.CI 


Gene No. 


90489 


Strand 






Start 


1586 


End 


4093 




Name 


OJ000250 87.0310.Cl.ol.np 


Method 


AAT/NAP 




Start 


1861 


End 


4075 




GI 


5091617 


Score 


736 




Exons 


1861. .2675, 2770. .4075 









GI Descrip. (AC007454) Contains similarity to gi 1479356 protein kinase PKl 
from Zea mays, is a member of the PF| 00954 S-locus glycoprotein 
family and contains a PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 


43196 


Seq. ID 


OJ000250 


Gene No. 


90489 


Strand 




Start 


1586 


End 


4093 


Name 


OJ000250 87.0310.Cl.o2.np 


Method 


AAT/NAP 


Start 


2618 


End 


3931 


GI 


2598067 


Score 


812 


Exons 


2618. .3931 






GI Descrip. 


(AJ001486) Ser/Thr protein 


kinase [Zea 


mays] 


Seq. No. 


43196 


Seq. ID 


OJ000250 


Gene No. 


90490 


Strand 





43952 



start 
Name 
Start 
GI 

Exons 



7418 

OJ000250_87.0310.Cl.o2.gs 

7418 

none 

7418. .7453, 7583. .7714, 8585. 
10937. .10974 



End 

Method 

End 

Score 



10974 
GENSCAN 
10974 
.63 



.8677, 8769.. 9015, 9058. .10833, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43196 
90490 
7418 

OJ000250_87.0310.Cl.o6.np 
7699 
6815107 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 87. 0310. CI 



10974 
AAT/NAP 
10812 
776 

7699. .7831, 8751. .9130, 9381. .9549, 9667. .10812 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 

clone F20D10;hypothetical protein {AL035538) [Oryza sativa] 



BAG 



43196 Seq. ID 

90490 Strand 

7418 End 

OJ000250_87 . 0310 . CI . o7 . np Method 

8937 End 

6862929 Score 



OJ000250_87.0310.C1 

10974 
AAT/NAP . 
10833 
588 



8937. .10344, 10423 .. 10603, 10643. .10833 
{AC018907) unknown protein [Arabidopsis thaliana] 



43196 Seq. ID 

90491 Strand 

12967 End 

OJ000250_87 . 0310 . CI . o3 . gs Method 

12967 End 

none Score 
12967. .15477 



OJ000250_87.0310.C1 

15477 
GENSCAN 
15477 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43196 Seq. ID OJ000250_87 . 0310 . CI 

90491 Strand 

12967 End 15477 

OJ000250_87.0310.Cl.o8.np Method AAT/NAP 

12988 End 15459 

1346396 Score 1961 

12988. .15459 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPKl PRECURSOR 
gi| 100913 Ipir I I S10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 224 32 | emb | CAA3 6611 | (X52384) 
precursor protein (AA -26 to 791) [2ea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf M 1611404A receptor protein kinase [Zea 
mays] 



43196 
90492 
16636 

OJ000250_87.0310.Cl.o4.gs 
16636 
•none 

16636. .16814, 16943 .. 17176, 
18772. .19114, 19150. .19693, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 87. 0310. CI 



25563 
GENSCAN 
25563 
.5 

17404. .17512, 18524. .18646, 
19841. .20216, 20240. .20388, 



43953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20816. .21048, 21179 21362, 21368 .. 21482, 21596 . .''21793, ' 

22209. .22362, 22526 .. 22594 , 22825.-22894, 23552 .. 24214 , 
24940. .25238, 25484. .25563 

43196 Seq. ID OJ000250_87 . 0310 . CI 

90492 Strand 

16636 End 25563 

OJ000250_87 . 0310 . CI . o9 . np Method AAT/NAP 

23552 End 24430 

1076755 Score 506 

23552. .23765, 23793. .24430 

protein kinase - rice gi 1450300 (L27821) protein kinase [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43196 
90493 
30639 

OJ000250_87.0310.Cl.ol.tc 

1622 

none 

1622, .1678, 
1997. .2200, 
3095. .3295, 
13258. .13353 
13607. .13771 
15103. .15213 
23811. .23933 
23959. .24111 
30648. .30797 
30911. .31042 
31261. .31389 



1622. .1750, 178 
2003.. 2179, 221 
3509.. 3532, 358 
13378. .13590, 
13790. .13825, 
23565. .23705, 
23819. .23950, 
24156. .24335, 
30663, ,30806, 
31017, ,31220, 



Seq. ID OJ000250_87.0310.C1 
Strand 

End 32102 
Method TBLASTX: Cress 
End 31389 
Score 51 
7. .1834, 1862. .1987, 1863. ,1979, 
0..2389, 2226. .2339, 2405. ,2506, 
1..3685, 13003. .13152, 13243 13368 , 
13384. .13560, 13591 .. 13770, 
14482. .14682, 14 935 ,. 15054 , 
23571. .23690, 23809 .. 23922, 
23925. .24128, 23958 .. 24092, 
24172. .24294, 24351 ,. 24428, 
30897. .31025, 30898 .. 31023, 
31050. .31199, 31245. .31388, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43196 
90493 
30639 

OJ000250_87.0310.Cl.ol.ts 

1622 

none 

1622. .1759, 
2015. .2176, 
13241, ,13360 
13505, ,13681 
23809, .23934 
24144. .24299 
30895. .31026 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_87.0310.C1 
32102 

TBLASTX : Soybean 

31484 

35 



1625. .1756, 1856. .1984, 1857. .1982, 1997, .2359, 
2232. .2300, 2357. .2452, 13003 .. 13140, 13004 13135 , 
13249. .13359, 13378 .. 13743, 13396 .. 13557, 
13833, 13754. .13834, 23565 .. 237 14 , 
23957, 23940. .24125, 23956 .. 24 105, 
24392, 30657. .30806, 30667 .. 30813, 
31049, 31032. .31484, 31048.. 31203 



13753. 
23811. 
24303. 
30903. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43196 
90493 
30639 

OJ000250_87.0310.Cl.ol.tm 
1853 



Seq. ID OJ000250_87.0310,C1 
Strand 

32102 

TBLASTX: Maize 
31484 
65 



End 

Method 
End 

none Score 
1853. .1984, 1997. .2359, 2372. .2452, 1324 9 .. 13359, 13378 -. 13743, 
13613. .13741, 13753. .13833, 13757 .. 13834 , 13883 .. 13924 , 
23797. .23916, 23811 .. 23933, 23940 24122, 23955 .. 24044, 
24156. .24299, 24163 .. 24294 , 24303 .. 24392 , 30889 .. 31020, 
30903. .31025, 31032 .. 31484 , 31047 .. 31136, 31159.. 31395 



43954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43196 
90493 
30639 

OJ000250_87 . 0310 . CI . ol . tw 

1916 

none 



Seq. ID OJ000250_87.0310.C1 
Strand 

End 32102 

Method TBLASTX : Wheat 

End 31374 

Score 190 



1916. .2182, 1917. .2174, 2018. .2176, 2207. .2338, 2222. .2338, 
13297. .13584, 13298 .. 13555, 13399 .. 13557 , 13588 .. 137 19, 
13589. .13720, 23859 .. 24 128 , 23941 .. 24120, 24150 .. 24284 , 
24166. .24285, 24 166 .. 24285, 30951 31220, 30975 .. 31205, 
31033. .31212, 31064. .31219, 31242 .. 31373, 3124 5 .. 31367 , 
31249. .31374, 31255.. 31374 



Seq. No. 43196 Seq. ID 

Gene No. 904 93 Strand 

Start 30639 End 

Name OJ000250_87 . 0310 . CI . o4 . tm Method 

Start 894 6 End 

GI none Score 

Exons 8946.. 9257, 9072.. 9257 



OJ000250_87.0310.C1 
32102 

TBLASTX: Maize 

9257 

81 





Seq. No. 


43196. 






Seq. ID 


OJ000250_87.0310 


.CI 




Gene No. 


90493 






Strand 








Start 


30639 






End 


32102 






Name 


OJ000250 87 


0310 


n n'^ tr 


Method 


TBLASTX: Cress ' 




in 


Start 


9030 






End 


9450 






GI 


none 






Score 


96 






Exons 


9030. .9296, 


9105. 


.9296, 9381. 


.9443, 9382. .9450 






Seq. No- 


43196 






Seq. ID 


OJ000250_87.0310 


.CI 


i *: 
-.=:.= 


Gene No. 


90493 






Strand 








Start 


30639 






End 


32102 




= 


Name 


OJ000250 87. 


0310. 


Cl.o2.ts 


Method 


TBLASTX : Soybean 






Start 


9858 






End 


10181 






GI 


none 






Score 


94 






Exons 


9858. .10181, 


9898 


. .10143 










Seq. No. 


43196 






Seq. ID 


OJ000250_87.0310 


.CI 




Gene No. 


90493 






Strand 








Start 


30639 






End 


32102 






Name 


OJ000250 87. 


0310. 


Cl.o3.tm 


Method 


TBLASTX: Maize 






Start 


9858 






End . 


10241 






GI 


none 






Score 


56 






Exons 


9858. .9944, 


9858. 


.10241, 9979 


. .10140, 


9984. .10193 






Seq. No. 


43196 






Seq. ID 


OJ000250_87.0310 


.CI 




Gene No. 


90493 






Strand. 








Start 


30639 






End 


32102 






Name 


OJ000250 87. 


0310. 


Cl.o2.tc 


Method 


TBLASTX: Cress 






Start 


9903 






End 


10241 






GI 


none 






Score 


98 






Exons 


9903. .10241, 


9931 


. .10143 










Seq. No. 


43196 






Seq. ID 


OJ000250_87.0310 


.CI 




Gene No. 


90493 






Strand 








Start 


30639 






End 


32102 





43955 



Name 


OJ000250 87 .0310.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


10455 


End 


10837 






GI 


none 


Score 


129 






Exons 


10455. .10634, 10456. .10635, 


10457. .10639, 10629 


. .10805, 






10629. .10820, 10639. .10821, 


10645. .10821, 10649 


. .10837 




Seq. No. 


43196 


Seq. ID 


OJ000250_ 


_87.0310 


.CI 


Gene No. 


90493 


. Strand 


"~ 






Start 


30639 


End 


32102 






Name 


OJ000250 87.0310.Cl.o6.gs 


Method 


GENSCAN 






Start 


30639 


End 


32033 






GI 


none 


Score 


.93 






Exons 


30639. .32033 










Seq. No. 


43196 


Seq. ID 


OJ000250_ 


_87.0310 


.CI 


Gene No. 


90493 


Strand 








Start 


30639 


End 


32102 






Name 


OJ000250 87.0310.Cl.ol0.np 


Method 


AAT/NAP 






Start 


30642 


End 


32102 






GI 


479356 


Score 


1063 






Rxon*3 


30642. .31707, 3174 9. .32102 










GI Descrip. 


protein kinase PKl (EC 2.7. 


1.-), receptor-like 


- maize 




Seq. No. 


43196 


Seq. ID 


OJ000250 


_87.0310 


.CI 


Gene No. 


90493 


Strand 








Start 


30639 


End 


32102 






Name 


OJ000250 87 .0310. CI. oil. np 


Method 


AAT/NAP 






Start 


31659 


End 


32102 






GI 


2598067 


Score 


136 






Exons 


31659. .31707, 3174 9. .32102 










GI Descrip. 


(AJ001486) Ser/Thr protein 


kinase [Zea 


mays] 






Seq. No. 


43197 


Seq. ID 


OJ000250 


_87.0310 


.C2 


Gene No. 


90494 


Strand 


+ 






Start 


4294 


End 


6296 






Name 


OJ000250 87.0310.C2.ol.gp 


Method 


AAT/GAP 






Start 


4294 


End 


5424 






GI 


LIB3477-011-P1-K1-D4 


Score 


859 






Exons 


4294. .4595, 5217. .5424 










GI Descrip. 


' 1698774/gb | U70311 | CVU70311 


8.0e-19 Filamentous 


phage display 


expression cloning vector pZGT5 with murine Ig 


kappa light cha 




fragment insert, complete sequence' 








Seq. No. 


43197 


Seq. ID 


OJ000250 


_87,0310 


.C2 


Gene No. 


90494 


Strand 


+ 






Start 


4294 


End 


6296 






Name 


OJ000250 87.0310.C2.o3.gs 


Method 


GENSCAN 






Start 


5224 


End 


6099 






GI 


none 


Score 


.47 






Exons 


5224 . .6099 










Seq. No. 


43197 


Seq.. ID 


OJ000250 


_87.0310 


.C2 


Gene No. 


90494 


Strand 


+ 






Start 


4294 


End 


6296 






Name 


OJ000250 87.0310.C2.o2.gp 


Method 


AAT/GAP 






Start 


5783 


End 


6296 






GI 


2798881 


Score 


759 







43956 



Exons 5783.-6296 

GI Descrip. 1698774/gb | U70311 | CVU70311 8.0e-19 Filamentous phage display 

expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 



Seq. No . 


43197 




Seq. ID 


OJ000250_ 


87.0310 


.C2 


Gene No. 


90495 




Strand 


+ 






Start 


14687 




End 


18682 






Name 


OJ000250 87. 0310. C2. 


o5.gs 


Method 


GENSCAN 






Start 


14687 




End 


17452 






GI 


none 




Score 


.7 






Exons 


14687. .14776, 14881. 


.15060, 


15298. .15609, 16411. 


.16644, 






16826. .17452 












Seq. No. 


43197 




Seq. ID 


OJ000250_ 


87.0310 


.C2 


Gene No. 


90495 




Strand 


+ 






Start 


14687 




End 


18682 






Name 


OJ000250 87. 0310. C2. 


o4 .np 


Method 


AAT/NAP 






Start 


14720 




End 


18682 






GI 


6911863 




Score 


917 






Exons 


14720. .14776, 14881. 


.15041, 


15270. .15609, 16411. 


.16644, 






16847. .17437, 18650. 


.18682 










GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


43197 




Seq. ID 


OJ000250_ 


87.0310 


.C2 


Gene No. 


90496 




Strand 


+ 






Start 


20153 




End 


20914 






Name 


OJ000250 87. 0310. C2. 


o7 .gs 


Method 


GENSCAN 






Start 


20153 




End 


20914 






GI 


none 




Score 


.85 






Exons 


20153. .20210, 20272. 


.20360, 


20485- -20640, 20903. 


.20914 




Seq. No. 


43197 




Seq. ID 


OJ000250_ 


87.0310 


.C2 


Gene No. 


90497 




Strand 


+ 






Start 


31002 




End 


33977 






Name 


OJ000250 87. 0310. C2. 


o8 - np 


Method 


AAT/NAP 






Start 


31002 




End 


33977 






GI 


7489066 




Score 


486 






Exons 


31002. .31910, 32012. 


.32312, 


32419. .33328, 33809. 


.33977 




GI Descrip. 


resistance complex protein 


I2C-2 - tomato 







gi|2258317|gb|AAB63275.1| (AF004879) resistance complex protein 
I2C-2 [Lycopersicon esculentum] 



Seq. No. 43197 Seq. ID 

Gene No. 90497 Strand 

Start 31002 End 

Name OJ000250_87 - 0310 . 02 . o6 . np Method 

Start 31040 End 

GI 7489527 Score 
Exons 31040. .31582 

GI Descrip. probable disease resistance protein - rice (fragment) 

gi|3248995|gb|AAC79989.1| (AF067193) putative resistance protein 
[Oryza sativa] 



OJ000250_87.0310.C2 
+ 

33977 
AAT/NAP 
31582 
818 



Seq. No. 
Gene No. 
Start 



43197 
90497 
31002 



Seq. ID OJ000250__87.0310.C2 
Strand + 
End 33977 



43957 



Name 


OJ000250 87.0310.C2.o8.gp 


Method 


AAT/GAP 




Start 


32988 




End 


33522 




GI 


none 




Score 


1062 




Exons 


32988. . 


33522 








Seq. No. 


43197 




Seq. ID 


OJ000250_ 


87.0310 


Gene No. 


90498 




Strand 


+ 




Start 


39501 




End 


45761 




Name 


OJ000250 87,0310.C2.oll.gs 


Method 


GENSCAN 




Start 


39501 




End 


45761 




GI 


none 




Score 


.42 




Exons 


39501. . 


39560, 39752.-39957, 


40368. .40434, 40887. 


.41245, 




41302. . 


42052, 42086. .42160, 


42351. .42565, 42824. 


.43471, 




43560. . 


43733, 43823. .43933, 


44034. .44058, 44202. 


.44300, 




44400. . 


44534, 45720.. 45761 








Seq. No. 


43197 




Seq. ID 


OJ000250_ 


87.0310 


Gene No. 


90499 




Strand 


+ 




Start 


60061 




End 


60231 




Name 


OJ000250 87.0310.C2.ol4.gs 


Method 


GENSCAN 




Start 


60061 




End 


60231 




GI 


none 




Score 


.86 




Exons 


60061. . 


60231 








Seq. No. 


43197 




Seq. ID 


OJ000250_ 


87.0310 


Gene No. 


90500 




Strand 






Start 


1 




End 


4076 




Name 


OJ000250 87.0310.C2.o2.np 


Method 


AAT/NAP 




Start 


1 




End 


2672 




GI 


7486979 


Score 


419 




Exons 


1. .43, 


1474. .2268, 2598. .2672 






GI Descrip. 


hypothetical protein T13K14 


.230 - Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



X2 



(fragment) gi | 5262797 | emb | CAB45902 . 1 | (AL080282) putative 
protein (fragment) [Arabidopsis thaliana] 
gi I 7268904 I emb I CAB79107.il (AL161554) putative protein 
(fragment) [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 87. 0310. C2 



4076 
AAT/NAP 
757 
406 



43197 
90500 
1 

OJ000250_87 . 0310 . C2 . ol . np 
1 

1346396 
1. .757 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPKl PRECURSOR 
gi 1 100913 Ipir I I S10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA3 6611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi I 226927 | prf | 1 1611404A receptor protein kinase [Zea 
mays] 



43197 Seq. ID 

90500 Strand 

1 End 

OJ000250_87 . 0310 . C2 . ol . gs Method 

45 End 



OJ000250_87.0310.C2 

4076 

GENSCAN 

763 



43958 



GI 


none 






Score 


.78 


Exons 


45. .763 










Seq. No. 


43197 






Seq. ID 


OJ000250 


Gene No. 


90500 






Strand 




Start 


1 






End 


4076 


Name 


OJ000250 87. 


0310.C2.o2. 


gs 


Method 


GENSCAN 


Start 


1522 






End 


4076 


GI 


none 






Score 


.61 


Exons 


1522. .2181, 


2214. .2238, 


3239 


..3579, 4011. .4076 


Seq. No. 


43197 






Seq. ID 


OJ000250 


Gene No. 


90501 






Strand 




Start 


7577 






End 


12541 


Name 


OJ000250 87. 


0310.C2.o3. 


gp 


Method 


AAT/GAP 


Start 


7373 






End 


8516 


GI 


5836 1.R1084 






Score 


1519 


Exons 


7373. .7660, 


7774. ,7942, 


8028 


..8283, 8377. .8516 


GI Descrip. 


'4239879/dbj |BAA74729| 


4.0e- 


54 (AB016780) 



Glutamine: fructose-6-phosphate amidotransf erase 2 [Mus 
musculus] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43197 
90501 
7577 

OJ000250_87.0310.C2.o4 .gs 
7577 
none 

7577.. 7660, 7774.. 7942, 8028 
8942. .9269, 9574. .9735, 10338 .. 10477, 108 17 10928, 
11471. .11546, 11577. .11643, 12139.. 12391 



Seq. ID OJ000250_87.0310.C2 
Strand 

End 12541 

Method GENSCAN 

End 12391 

Score .8 

8283, 8377.. 8491, 8568.. 8818, 



43197 
90501 
7577 

OJ000250_87 . 0310 . C2 . o3 . np 



OJ000250 87. 0310. C2 



Seq. ID 
Strand 
End 

Method 

7580 End 
7499624 Score 
7580. .7660, 7774. .7942, 8028., 
8942,. 9269, 9574.. 9852, 10303, 
11471. .11659, 12191.. 12391 

hypothetical protein F22B3.4 - Caenorhabditis elegans 
gi I 3876197 |emb|CAA92735. 1 1 (Z68336) predicted using Genefinder; 
Similarity to Human glucosamin-f ructose-6-phosphate 
aminotransferase (SW:GFAT_HUMAN) ; cDNA EST EMBL:Z14705 comes 
from this gene; cDNA EST EMBL:D32748 comes from this gene; cDNA 
EST EMBL:D35477 comes from this gene; > 



12541 
AAT/NAP 
12391 
1281 

.8279, 8373. .8491, 8568. .8818, 
..10477, 10829. .10928, 



43197 Seq. ID 

90501 Strand 

7577 End 

OJ000250_87 . 0310 . C2 . o4 . gp Method 

12241 End 

5005349 Score 
12241. .12541 



OJ000250_87.0310.C2 

12541 
AAT/GAP 
12541 
496 



Seq. No. 



43197 



Seq. ID OJ000250_87.0310.C2 



43959 




Gene No. 


90502 . 




Strand 






Start 


17832 




End 


18967 




Name 


OJ000250 87. 0310. C2. 


o5.gp 


Method 


AAT/GAP 




Start 


17832 




End 


18760 




GI 


none 




Score 


831 




Exons 


17832. .18122, 18457. 


.18760 








Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


.C2 


Gene No. 


90502 




Strand 






Start 


17832 




End 


18967 




Name 


OJ000250 87. 0310. 02. 


o6.gs 


Method 


GENSCAN 




Start 


18009 




End 


18967 




GI 


none 




Score 


.97 




Exons 


18009. .18122, 18457. 


.18755, 


18961. .18967 




Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


.C2 


Gene No. 


90503 




Strand 






Start 


21753 




End 


26304 




Name 


OJ000250 87. 0310. C2. 


o5.np 


Method ' 


AAT/NAP 




Start 


21745 




End 


26304 




GI 


3894159 




Score 


393 




Exons 


21745. .21943, 21971. 


.22200, 


22424. .22542, 25929. .26304 




GI Descrip. 


(AC005312) lectin-like protein [Arabidopsis thaliana] 




Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


.C2 


Gene No. 


90503 




Strand 






Start 


21753 




End 


26304 




Name 


OJ000250 87. 0310. C2. 


o8-gs 


Method 


GENSCAN 




Start 


21753 




End 


26270 




GI 


none 




Score 


.89 




Exons 


21753. .22200, 23392. 


.23426, 


25929. .26270 




Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


.C2 


Gene No. 


90503 




Strand 






Start 


21753 




End 


26304 




Name 


OJ000250 87. 0310. C2. 


o7.gp 


Method 


AAT/GAP 




Start 


22454 




End 


26289 




GI 


53165 1.R1084 




Score 


822 




Exons 


22454. .22542, 25929. 


.26289 








GI Descrip. 


'3894168 8.0e-14 (AC005312) 


similar to 


phloem-specific 


lectin 




[Arabidopsis thaliana] ' 








Seq. No. 


43197 




Seq. ID 


OJ000250_87,0310 


.C2 


Gene No. 


90504 




Strand 






Start 


33905 




End 


34329 




Name 


OJ000250 87. 0310. C2. 


o9.gp 


Method 


AAT/GAP 




Start 


33905 




End 


34329 




GI 


none 




Score 


850 




Exons 


33905. .34329 










Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


.C2 


Gene No. 


90505 




Strand 






Start 


35478 




End 


37990 




Name 


OJ000250 87. 0310. C2. 


olO .gs 


Method 


GENSCAN 




Start 


35478 




End 


37990 




GI 


none 




Score 


.68 




Exons 


35478. .36106, 36410. 


.36772, 


36892. .37129, 37214 .. 37713, 





43960 




37804. .37990 





Seq. No. 


43197 


Seq. ID 


OJ000250_ 


87 . 0310. C2 




Gene No. 


90505 


Strand 








Start 


35478 


End 


37990 






Name 


OJ000250 87.0310.C2.olO.np 


Method 


AAT/NAP 






Start 


37259 


End 


37990 






GI 


7248393 


Score 


412 






Exons 


37259. .37596, 37672.. 37990 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No, 


43197 


Seq. ID 


OJ000250_ 


87. 0310. C2 




Gene No. 


90506 


Strand 








Start 


46377 


End 


53563 






Name 


OJ000250 87.0310.C2.ol2.gs 


Method 


GENSCAN 






Start 


46377 


End 


53457 






GI 


none 


Score 


.73 






Exons 


46377. .46523, 46829 .. 4 6909, 


4793.1. .48090, 48820. 


,49161, 






49277. .49547, 49880 50112 , 


50255, .50517, 50655, 


.50831, 






50948. .51089, 51189 .. 51308 , 


51429, ,51545, 52502, 


.52561, 






53019. .53140, 53290,. 53457 










Seq. No. 


43197 


Seq. ID 


OJ000250^ 


87. 0310. C2 


i. s 


Gene No. 


90506 


Strand 






- t=r 


Start 


46377 


End 


53563 




1 j i 


Name 


OJ000250 87.0310.C2.oll.np 


Method 


AAT/NAP 




: Li 


Start 


48787 


End 


53134 






GI 


2160178 


Score 


1457 






Exons 


48787. ,49161, 49277 .. 4 9547 , 


49880. .50112, 50255. 


.50517, 


~ z 




50655, .50831, 50948 .. 51089, 


51189. .51308, 51429. 


.51545, 






52502. .52561, 53018.. 53134 








I y 


GI Descrip. 


(AC000132) No definition line found [Arabidopsis 


thaliana] 


r I 


Seq. No, 


43197 


Seq. ID 


OJ000250_ 


87.0310-C2 


' ^ 


Gene No , 


90506 


Strand 








Start 


46377 


End 


53563 






Name 


OJ000250 87,0310.C2.ol0.gp 


Method 


AAT/GAP 






Start 


53062 


End . 


53563 






GI 


none 


Score 


530 






Exons 


53062, ,53140, 53290.. 53563 










Seq. No. 


43197 


Seq. ID 


OJ000250_ 


87. 0310. C2 




Gene No. 


90507 


Strand 








Start 


57461 


End 


57955 






Name 


OJ000250 87.0310.C2,o2.tc 


Method 


TBLASTX: Cress 




Start 


1520 


End 


1998 






GI 


none 


Score 


94 






Exons 


1520.. 1807, 1525.. 1809, 1525 


. .1701, 1633. .1704, 


1666. .1704, 






1721. .1816, 1819. .1908, 1819 


..1899, 1822. .1899, 


1894, .1998, 






1897. .1995 










Seq. No. 


43197 


Seq. ID 


OJ000250_ 


87. 0310. C2 




Gene No. 


90507 


Strand 








Start 


57461 


End 


57955 






Name 


OJ000250 87,0310.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1525 


End 


1998 






GI 


none 


Score 


92 





43961 



Exons 


1525. .1809, 


1616. 


.1807, 


1822. 


.1908, 1921. .1998 




Seq. No. 


43197 








Seq. ID 


OJ000250 


_87.0310.C2 


Gene No. 


90507 








Strand 






Start 


57461 








End 


57955 




Name 


OJ000250 87 


.0310. 


C2.02. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5146 








End 


6048 




GI 


none 








Score 


70 




Exons 


5146. .5259, 


5213. 


.5257, 


5257. 


.5313, 5266. .5316, 


5462. .5725, 




5463. .5741, 


5469. 


.5741, 


.5470. 


.5760, 5830.. 5910, 


5923. .6048 


Seq. No. 


43197 








Seq. ID 


OJ000250 


_87.0310.C2 


Gene No. 


90507 








Strand 






Start 


57461 








End 


57955 




Name 


OJ000250 87 


.0310. 


C2.01. 


tm 


Method 


TBLASTX : 


Maize 


Start 


5211 








End 


6176 




GI 


none 








Score 


104 




Exons 


5211. .5279, 


5215. 


.5277, 


5246. 


.5278, 5262.. 6098, 


5274. .5351, 




5275. .6099, 


5275. 


.6102, 


5282. 


.6175, 5814. .6176 




Seq. No. 


43197 








Seq. ID 


OJ000250 


_87.0310.C2 


Gene No. 


90507 








Strand 






Start 


57461 








End 


57955 




Name 


OJ000250 87 


.0310. 


C2.o3. 


tc 


Method 


TBLASTX : 


Cress 


Start 


5329 








End 


5691 




GI 


none 








Score 


34 




Exons 


5329. .5361, 


5470. 


.5637, 


5472. 


.5636, 5659.. 5691, 


5661. .5690 


Seq. No. 


43197 








Seq. ID 


OJ000250 


_87.0310.C2 


Gene No. 


90507 








Strand 






Start 


57461 








End 


57955 




Name 


OJ000250 87 


. 0310 . 


C2.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7577 








End 


8405 




GI 


none 








Score 


121 




Exons 


7577. .7666, 


7584. 


.7661, 


7771. 


.7941, 7775. .7849, 


7776. .7850, 




7846. .7944, 


7847. 


.7948, 


7871. 


.7945, 8016. .8135, 


8028. .8282, 




8030. .8287, 


8376. 


.8405 










Seq. No. 


43197 








Seq. ID 


OJ000250 


_87.0310.C2 


Gene No. 


90507 








Strand 






Start 


57461 








End 


57955 




Name 


OJ000250 87 


- 0310 . 


02 .ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8175 








End 


9143 




GI 


none 








Score 


39 




Exons 


8175. .8282, 


8177. 


.8299, 


8363. 


.8494, 8375.-8494, 


8543. .8692, 




8556. .8819, 


8566. 


.8814, 


8568. 


.8819, 8569.-882.0, 


8934 . .9035, 




. 8937. .9032, 


8939. 


.9049, 


8941. 


.9051, 9076. .9141, 


9093. .9143 


Seq. No. 


43197 








Seq. ID 


OJ000250 


_87.0310-C2 


Gene No. 


90507 








Strand 






Start 


57461 








End 


57955 




Name 


OJ000250 87 


.0310. 


C2 .02 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


8561 








End 


9687 




GI 


none 








Score 


355 




Exons 


8561. .8818, 


8565. 


.8819, 


8566. 


.8841, 8566. .8817, 


8600. .8818, 




8934. .9035, 


8935. 


.9054, 


8939. 


.9049, 9001.. 9270, 


9044. -9271, 




9072. .9284, 


9072. 


.9275, 


9572. 


.9685, 9573.. 9686, 


9574. -9687, 



43962 




9574. .9687 



Seq. No. 


43197 






Seq. ID 


OJ000250_87.0310 


.02 


Gene No. 


90507 






Strand 






Start 


57461 






End 


57955 




Name 


OJ000250 87. 0310. C2. 


o6. tm 


Method 


TBLASTX: Maize - 




Start 


11465 






End 


12393 




GI 


none 






Score 


53 




Exons 


11465. , 


.11506, 11470. 


.11535, 


11505. .11549, 11507. .11548, 






11533. , 


.11643, 11534. 


.11650, 


11536. .11643, 11550. .11648, 






12139. , 


.12177, 12140. 


.12205, 


12174. .12206, 12272. .12391, 






12337. , 


.12393 










Seq. No. 


43197 






Seq. ID 


OJ000250_87.0310 


.02 


Gene No. 


90507 






Strand 






Start 


57461 






End 


57955 




Name 


OJ000250 87. 0310. 02. 


o7.ts 


Method 


TBLASTX : Soybean 




Start 


12143 






End 


12397 




GI 


none 






Score 


191 




Exons 


12143. , 


.12199, 12272. 


.12397 








Seq. No. 


43197 






Seq. ID 


OJ000250_87.0310 


.02 


Gene No. 


90507 






Strand 






Start 


57461 






End 


57955 




Name 


OJ000250 87. 0310. C2. 


o5.tm 


Method 


TBLASTX: Maize 




Start 


14734 






■ End 


16975 




GI 


none 






Score 


45 




Exons 


14734. 


.14778, 14883. 


.14972, 


14884. .14973, 15285 .. 15365, 






15286. 


.15366, 15433. 


.15609, 


15439. .15609, 15453 .. 15614 , 






16411. 


.16644, 16521. 


.16640, 


16844. .16882, 16886.. 16975 




Seq. No. 


43197 






Seq. ID 


OJ000250_87.0310 




Gene No. 


90507 






Strand 






Start 


57461 






End 


57955 




Name 


OJ000250 87. 0310. C2. 


ol.tc 


Method 


TBLASTX rOress 




Start 


14747 






End 


16494 




GI 


none 






Score 


47 




Exons 


14747. 


.14779, 14881. 


.14973, 


15285. .15374, 15292 .. 15366, 






15426. 


.15608, 15427. 


.15609, 


16411. .16494 




Seq. No. 


43197 






Seq. ID 


OJ000250_87.0310 


. 


Gene No. 


90507 






Strand 






Start 


57461 






End 


57955 




Name 


OJ000250 87. 0310. C2. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


14884 






End 


16975 




GI 


none 






Score 


76 




Exons 


14884 . , 


.14973, 15286. 


.15366, 


15403. .15609, 15420 .. 15614 , 






16411. , 


.16644, 16524. 


.16655, 


1684 4. .16882, 1688 6. .16975 




Seq. No. 


43197 






Seq. ID 


OJ000250_87.0310 


.02 


Gene No. 


90507 






Strand 






Start 


57461 






End 


57955 




Name 


OJ000250 87. 0310. 02. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15286 






End 


15614 




GI 


none 






Score 


88 




Exons 


15286. 


.15366, 15436. 


.15603, 


15442. .15603, 1544 9 .. 15604 , 





15456. .15614 



43963 




Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310. 


C2 


Gene No. 


90507 




Strand 






Start 


57461 




End 


57955 




Name 


OJ000250 87.0310.C2 


o8 . tm 


Method 


TBLASTX: Maize 




Start 


17960 ~ 




End 


18147 






none 




Score 


73 




F. vr>n 


17960. .18001, 17997 


.18140, 


18002. .18142, 18009. .18140, 






18010 . . 18147 










Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310, 


C2 


Gene No. 


90507 




Strand . 






Start 


57461 




End 


57955 




Name 


OJ000250 87. 0310. C2 


.o9. ts 


Method 


TBLASTX : Soybean 




Start 


22423 ~ 




End 


26174 




GI 


none 




Score 


103 




F. vnn ^ 


22423. .22545, 25926 


. .25991, 


25983. .26174, 26029.. 26172 




Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


C2 


(^pnp No - 


90507 




Strand 






Start 


57461 




End 


57955 




Name 


OJ000250 87 .0310.C2 


, o5 . tw 


Method 


TBLASTX: Wheat 




O UdX. L. 


25999 ~ 




End 


26175 




ox 


none 




Score 


121 




F von Q 


25999. .26175, 26007 


. .26174 








Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


.02 


Hfinp No 


90507 




Strand 






Start 


57461 




End 


57955 




Name 


OJ000250 87. 0310. C2 


. o7 , tm 


Method 


TBLASTX: Maize 






31517 ~ 




End 


31822 




GI 


none 




Score 


237 




F von ^ 


31517 . . 31822, 31546 


. . 31605, 


31654. .31818 




Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


.C2 


Gene No. 


90507 




Strand 






Start 


57461 




End 


57955 




Name 


OJ000250 87 . 0310 .C2 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


31546 ~ 




End 


32871 




ox 


none 




Score 


242 




F. von ^ 


31546. .31818, 31547 


. .31837, 


31846. ,31908, 31873 .. 31911, 






32671 32871 










Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


.C2 


Gene No. 


90507 




Strand 






Start 


57461 




End 


57955 




Name 


OJ000250 87 . 0310 .C2 


. 08 . ts 


Method 


TBLASTX: Soybean 




Start 


34589 ~ 




End 


35313 




O X 


none 




Score 


74 




F, von ci 


34589 . . 34639, 34718 


. .34852, 


34958. .35089, 34 959 .. 35108 , 






35125. .35268, 35140 


. .35265, 


35266. .35313 




Seq. No. 


43197 




Seq. ID 


OJ000250_87.0310 


.02 


Gene No. 


90507 




Strand 






Start 


57461 




End 


57955 




Name 


OJ000250 87. 0310. C2 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


41489 




End 


41890 





43964 



GI 


none 




Score 


218 






Exons 


41489. .41725, 41489. 


.41638, 


41590. .41730, 41720 


. .41890, 






41773. .41889 












Seq. No. 


43197 




Seq. ID 


OJ000250 


_87.0310 


.C2 




90507 




Strand 








start 


57461 




End 


57955 






Name 


OJ000250 87. 0310. C2. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


43540 




End 


43901 






GI 


none 




Score 


146 






Exons 


43540. .43746, 43558. 


.43743, 


43820. .43894, 43821 


. .43901 




Seq. No. 


43197 




Seq. ID 


OJ000250 


_87.0310 


.C2 


Gene No. 


90507 




Strand 










»J / v X 




End 


57955 






Name 


OJ000250 87. 0310. C2. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


48945 




End 


49524 






GI 


none 




Score 


135 






Exons 


48945. .49001, 49065. 


.49163, 


49274. .49399, 49276 


. .49398, 






49403. .49522, 49405. 


.49524, 


49405. .49524 






Seq. No. 


43197 




Seq. ID 


OJ000250 


_87.0310 


-C2 


Gene No. 


90507 




Strand 










J / *1 D J. 




End 


57955 






Name 


OJ000250 87. 0310. C2. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


49297 




End 


49934 






GI 


none 




Score 


300 






Exons 


49297. .49548, 49298. 


.49549, 


49350. .49550, 49409 


. .49552, 






49437. .49553, 49878. 


.49934 










Seq. No. 


43197 




Seq. ID 


OJ000250 


_87.0310 


.C2 


Gene No. 


90507 




Strand 








Start 


57461 




End 


57955 












Method 


TBLASTX: 






Start 


50697 




End 


53141 






GI 


none 




Score 


84 






Exons 


50697. .50753, 50757. 


.50792, 


50808. .50831, 50945 


. .51088, 






50951. .51091, 50952. 


.51092, 


51188. .51295, 51425 


. .51451, 






51464. .51553, 53015. 


.53140, 


53016. .53141 






Seq. No. 


43197 




Seq. ID 


OJ000250 


_87.0310 


,C2 




Qnsn7 




Strand 








start 


57461 




End 


57955 






Name 


OJ000250 87. 0310. C2. 


oil .gp 


Method 


AAT/GAP 






start 


57461 




End 


57955 






GI 


4715860 




Score 


941 






Exons 


57461. .57955 












Seq. No. 


43198 




Seq. ID 


OJ000250 


_87.0310 


.C4 


Gene No. 


90508 




Strand 


+ 






Start 


9022 




End 


15733 






Name 


OJ000250 87. 0310. C4. 


o4 .np 


Method 


AAT/NAP 






Start 


9022 




End 


15719 






GI 


7340881 




Score 


464 






Exons 


9022.. 9047, 10652 .. 10707, 10800 10898, 


10956. . 


11232, 






12663. .12796, 12902. 


.12932, 


15658. .15719 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 







43965 



Seq. No. 


43198 




Seq. ID 


OJ000250_87. 


0310 .C4 


Gene No. 


90508 




Strand 


+ 




Start 


9022 




End 


15733 




Name 


OJ000250 87.0310.C4 


. o2 . gs 


Method 


GENSCAN 




Start 


10185 




End 


11245 




GI 


none 




Score 


.9 




Exons 


10185. . 10295, 10800 


. .10891, 


10936. .11245 




Seq. No. 


43198 




Seq. ID 


OJ000250_87. 


0310-C4 


Gene No. 


90508 




Strand 


+ 




Start 


9022 




End 


15733 




Name 


OJ000250 87. 0310. C4 


. o2 . gp 


Method 


AAT/GAP 




Start 


11521 




End 


11592 




GI 


1631463 




Score 


76 




Exons 


11521. .11592 










GI Descrip. 


4680178/gb|AF111709 


.1IAF111709 5.0e-81 


Oryza sativa 


subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


43198 




Seq. ID 


OJ000250_ 


_87.0310.C4 


flo-np No . 


90508 




Strand 


+ 




Start 


9022 




End 


15733 




Name 


OJ000250 87. 0310. C4. 


o5 .np 


Method 


AAT/NAP 




Start 


12936 




End 


15733 . 




GI 


5734709 




Score 


83 




F.xnn ^ 


12936. ,13315, 13741. 


.13860, 


15672. .15733 




GI Descrip. 


(AC008075) Contains 


PF 100069 Eukaryotic protein 


kinase domain 




[Arabidopsis thaliana] 








Seq. No. 


43198 




Seq. ID 


OJ000250_ 


_87.0310.C4 


Gene No. 


90508 




Strand 


+ 




Start 


9022 




End 


15733 




Name 


OJ000250 87. 0310. C4. 


o3.gs 


Method 


GENSCAN 




Start 


13002 




End 


13325 




GI 


none 




Score 


.8 




Exons 


13002. .13325 










Seq. No. 


43198 




Seq. ID 


OJ000250 


_87.0310.C4 


Gene No. 


90508 




Strand 


+ 




Start 


9022 




End 


15733 




Name 


OJ000250 87. 0310. C4. 


o4 . gs 


Method 


GENSCAN 




Start 


13776 




End 


14341 




GI 


none 




. Score 


.71 




Exons 


13776. .13833, 13906. 


.13961, 


14116. .14250, 14330 


. . 14341 


Seq. No. 


43198 




Seq. ID 


OJ000250 


_87.0310.C4 


Gene No. 


90508 




Strand 


+ 




Start 


9022 




End 


15733 




Name 


OJ000250 87. 0310. C4. 


o3.gp 


Method 


AAT/GAP 




Start 


13797 




End 


14560 




GI 


35428 1.R1084 




Score 


1072 




Exons 


13797. .13833, 13906. 


.13961, 


14085. .14560 




GI Descrip. 


M680178/gb|AF11170S 


MIAF111709 5.0e- 


81 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



43966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43198 • Seq. ID OJ000250_87 . 0310 . C4 

90509 Strand 

390 End 2826 

OJ000250_87.0310.C4 .ol.np Method AAT/NAP 

390 End 2826 

1346396 Score 2572 

390. . 2826 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPKl PRECURSOR 

gi| 100913|pir| IS10930 probable receptor protein kinase (EC 

2.7.1. -) precursor - maize gi | 22432 | emb I CAA36611 I (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi| 226927 | prf | | 1611404A receptor protein kinase [Zea 
mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43198 Seq. ID 

90510 Strand 

5004 End 

OJ000250_87 . 0310 . C4 . o2 . np Method 

5004 End 

6692684 Score 
5004. .6121 

(AC007592) F12K11.21 [Arabidopsis thaliana] 



OJ000250_87.0310.C4 

6121 
AAT/NAP 
6121 
522 



43198 
90511 
7687 

OJ000250_87.0310.C4.o3.np 
7687 
7486433 

7687. .8064, 9007. .9148, 9936. .9997, 14213. .14249 
hypothetical protein F4I1.3 - Arabidopsis thaliana 
gi I 3128169 1 gb I AAC16073.il (AC004521) 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ000250 87. 0310. C4 



14249 
AAT/NAP 
14249 
137 



hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43198 Seq. ID OJ000250_87 . 0310 . C4 

90511 Strand 

7687 End 14249 

OJ000250_87.0310.C4.ol.gp Method AAT/GAP 

9498 End 10007 

5867_1.R1084 Score 113 

9498.. 9586, 9984. .10007 

M64 986/sp|P35132|UBC9_ARATH 5,0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_4 21857_pir S32674 

ubiquitin— protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



43198 
90512 
15456 

OJ000250_87.0310.C4.ol.tc 

396 

none 



Seq. ID OJ000250_87.0310.C4 



Strand 
End 

Method 

End 

Score 



16681 

TBLASTX: Cress 

2631 

119 



396. .530, 589. .759, 648. .761, 780. .869, 798. .926, 851. .925, 



43967 




910. .969, 962. .1123, 985. .1164, 1151 .. 1261, 'l843 .. 2043, 





2273 2296, 2278 2415. 


2336. 


.2425, 2431. .2529, 2542. .2631 


Seq. No. 


43198 




Seq. ID 


OJ000250_87.0310.C4 


Gene No. 


90512 




Strand 


— 


Start 


15456 




End 


16681 


Name 


OJ000250 87 . 0310 .C4 . o2 . 


ts 


Method 


TBLASTX : Soybean 




399 ~ 




End 


1204 




none 




Score 


39 




399.. 530, 621.. 713, 723 


. .851, 


851. .925, 


872. .982, 910. .966, 




982 1203. 983 1204 








Seq. No. 


43198 




Seq. ID 


OJ000250_87.0310.C4 


Gene No. 


90512 




Strand 




Start 


15456 




End 


16681 


Name 


OJ000250 87.0310.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


702 ~ 




End 


1114 




none 




Score 


135 


R von Q 


702 869. 703 849. 738 


. . 875, 


851. .925, 


855. .908, 857. .925, 




908 985. 910 978. 964 


. . 1110 


, 971. .1114 


Seq. No. 


43198 




Seq. ID 


OJ000250_87.0310.C4 




90512 




Strand 






15456 




End 


16681 


Name 


OJ0002S0 87 0310 C4 ol 


tm 


Method 


TBLASTX: Maize 




723 ~ 




End 


1269 


GI 


none 




Score 


66 




723 869 724 855 851 


. . 925, 


910. .1185, 1180.. 1269 


Seq. No. 


43198 




Seq. ID 


OJ000250_87.0310.C4 


Gene No. 


90512 




Strand 




Start 


15456 




End 


16681 




OlT000250 87 0310 C4 ol 


ts 


Method 


TBLASTX: Soybean 




5052 ~" 




End 


5855 




n on o 




Score 


186 


P von Q 


5052 5339 5053 5328. 


5319. 


.5426, 5407. .5742, 5412. .5855, 




5794 5853 








Seq. No. 


43198 




Seq. ID 


OJ000250_87.0310.C4 




90512 




Strand 




O UCli. u 


15456 




End 


16681 


LN CllLlC 


OJ000250 87 0310 C4 o2 


tc 


Method 


TBLASTX: Cress 




5064 ~ 




End 


5328 




none 




Score 


67 


von Q 


5064 5327. 5260 5328 








Seq. No. 


43198 




Seq, ID 


OJ000250_87.0310.C4 


f^pnp No 


90512 




Strand 






15456 




End 


16681 




OJ0002S0 87 0310 C4 o2 


tm 


Method 


TBLASTX: Maize 


start 


5064 




End 


5351 


GI 


none 




Score 


92 


Exons 


5064.. 5351, 5068.. 5337 








Seq. No. 


43198 




Seq. ID 


OJ000250_87.0310.C4 


Gene No. 


90512 




Strand 




Start 


15456 




End 


16681 



43968 





OJ000250 87.0310.C4.o5.gs 


Method 


GENSCAN 








start 


15456 ~ 


End 


16681 








\D J. 


none 


Score 


.42 








Exons 


154 56. .15953, 16563. .16681 












Seq. No. 


43199 


Seq. ID 


OJ000250_ 


86. 


0307 


.C14 


Gene No. 


90514 


Strand 










Start 


250 


End 


1432 








Name 


OJ000250 86.0307.C14.ol.gs 


Method 


GENSCAN 








Start 


250 


End 


1432 










none 


Score 


.76 










250.. 521, 612.. 635, 1302.. 1432 










Seq. No. 


43200 


Seq. ID 


OJ000250_ 


86. 


0307 


.C19 


Gene No. 


90515 


Strand 


+ 








Start 


48 


End 


167 










OJ000250 86.0307.C19.ol.gs 


Method 


GENSCAN 








Start 


*4 O 


End 


167 








GI 


none 


Score 


. 97 








F! von s 


48. .167 












Seq. No. 


43201 


Seq. ID 


OJ000250_ 


86. 


0307 


.C20 


Gene No. 


90516 


Strand 


+ 








Start 


265 


End 


513 








Name 


OJ000250_86.0307.C20.ol.gs 


Method 


GENSCAN 








Start 




End 


513 








CJ 

\j J. 


none 


Score 


.79 










265. .283, 344. .513 












Seq. No. 


43202 


Seq. ID 


OJ000250_ 


86. 


0307 


.C25 


Gene No. 


90517 


Strand 


+ 








Start 


2017 


End 


2253 








Name 


OJ000250_86.0307.C25.ol.gs 


Method 


GENSCAN 








Start 


9017 


End 


2253 








GI 


none 


Score 


.45 










2017. .2253 












Seq. No. 


43202 


Seq. ID 


OJ000250_ 


86. 


0307 


.C25 


Gene No. 


90518 


Strand 










Start 


2759 


End 


5481 








Name 


OJ000250 86.0307.C25.o2.gs 


Method 


GENSCAN 








Start 


2759 


End 


5481 










none 


Score 


.59 










2759.. 3298, 4471. .4661, 5123. 


.5419, 5478. .5481 








Seq. No. 


43203 


Seq. ID 


OJ000250_ 


86. 


0307 


.C26 


Gene No. 


90519 


Strand 










Start 


1573 


End 


2272 








Name 


OJ000250 86.0307.C26.ol.gs 


Method 


GENSCAN 








Start 


1573 


End 


2272 








GI 


none 


Score 


.44 








Exons 


1573.. 1766, 2221. .2272 












Seq. No. 


43203 


Seq. ID 


OJ000250_ 


_86, 


0307 


.C26 


Gene No. 


90520 


Strand 










Start 


2593 


End 


3563 








Name 


OJ000250 86.0307.C26.ol.np 


Method 


AAT/NAP 









43969 




start . 2584 End 3563 

GI 480314 Score 793 

Exons 2584.. 3563 

GI Descrip. UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase - 
garden petunia (fragment) gi I 397567 | emb| CAA81057 | (Z25802) UDP 
rhamnose: anthocyanidin-3-glucoside rhamnosyltransf erase 
[Petunia x hybrida] 



Seq. No. 


43203 




Seq. ID 


pJ000250_ 


86 


.0307 


.C26 


Gene No. 


90520 




Strand 










Start 


2593 




End 


3563 








Name 


OJ000250 86.0307.C26.o2 


. as 


Method 


GENS CAN 








Start 


2593 




End 


3537 








GI 


none 




Score 


.99 








Exons 


2593. .3537 














Seq. No. 


43204 




Seq. ID 


OJ000250_ 


8 6 


.0307 


.C27 


Gene No. 


90521 




Strand 










Start 


1301 




End 


2081 








Name 


OJ000250 86.0307.C27.ol 


. as 


Method 


GENSCAN 








Start 


1301 ~ 




End 


2081 








GI 


none 




Score 


.6 










1301 .1791, 1973.. 2081 














Seq. No. 


43205 




Seq. ID 


OJ000250_ 


86 


.0307 


.028 


Gene No. 


90522 




Strand 


+ 








Start 


301 




- End 


1015 








Name 


OJ000250 86.0307 .C28 .ol 


• gs 


Method 


GENSCAN 








Start 


301 ~ 




End 


1015 








GI 


none 




Score 


.48 








Exons 


301. .364, 925. .1015 














Seq. No. 


43206 




Seq. ID 


OJ000250_ 


_86 


.0307 


.C29 


Gene No. 


90523 




Strand 










Start 


274 




End 


372 








Name 


OJ000250 86.0307 .C29.ol 


. as 


Method 


GENSCAN 








Start 


274 ~ 




End 


372 








GI 


none 




Score 


.88 








on*5 


274 . . 372 














Seer. No. 


43207 




Seq. ID 


OJ000250_ 


_8 6 


.0307 


.C31 


Gene No. 


90524 




Strand 










Start 


620 




End 


1477 








Name 


OJ000250 86.0307.C31.ol 


.gs 


Method 


GENSCAN 








Start 


620 




End 


1477 








GI 


none 




Score 


.48 








Exons 


620. .821, 1119. ,1477 














Seq. No. 


43207 




Seq. ID 


OJ000250_ 


8 6 


.0307 


.C31 


Gene No. 


90524 




Strand 










Start 


620 




End 


1477 








Name 


OJ000250 86.0307.C31.ol 


.np 


Method 


AAT/NAP 








Start 


692 




End 


952 








GI 


6539570 




Score 


139 








Exons 


692. .952 














GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 









43970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43208 Seq. ID 

90525 Strand 

1 End 

OJ000250_8 6 . 0307 . C32 . ol . np Method 

1 End 

2982322 Score 



OJ000250_86.0307.C32 
+ 

2379 
AAT/NAP 
2160 
355 



1..26, 771. .860, 1471. .1555, 1757. .1851, 2115. .2160 
(AF05124 6) probable proteasome subunit [Picea mariana] 



43208 Seq. ID 

90525 Strand 

1 End 
OJ000250_86 . 0307 . C32 . ol . gs Method 

771 End 

none Score 

771.. 860, 1471.. 1555, 2115.. 2294 



OJ000250_86.0307.C32 
+ 

2379 
GENSCAN 
2294 
.63 



43209 
90526 
197 

OJ000250_86.0307.C33.ol.gs 

197 

none 



Seq. ID OJ000250_86.0307.C33 



Strand 
End 

Method 

End 

Score 



3031 
GENSCAN 
2960 
.81 



197. .244, 889. .1017, 2650. .2742, 2852. .2960 



43209 
90526 
197 

OJ000250_86.0307.C33.ol.np 
648 

7485370 



Seq. ID 
Strand 
End 

Method 
End 
Score 

648.. 739, 888.. 1052, 1912.. 2032, 2650. 
hypothetical protein F10N7.30 - Arabidopsis thaliana 
gi I 2827621 1 emb I CAA16573.il (AL021636) putative protein 
[Arabidopsis thaliana] gi | 7270120 | emb | CAB79934 . 1 | (AL161580) 
putative protein [Arabidopsis thaliana] 



OJ000250_86.0307.C33 
+ 

3031 
AAT/NAP 
3031 
313 

.2742, 2852.. 3031 



43210 Seq. ID 

90527 Strand 
1 End 
OJ000250_86.0307.C34.ol.np Method 
1 End 
7485370 Score 

1..87, 197. .346, 430. .1104, 1271. .1435, 1534. .1776, 2381 
hypothetical protein F10N7.30 - Arabidopsis thaliana 
gi|2827621|emb|CAA16573.1| (AL021636) putative protein 
[Arabidopsis thaliana] gi | 7270120 | emb | CAB79934 . 1 | (AL161580) 
putative protein [Arabidopsis thaliana] 



OJ000250_86.0307.C34 
+ 

2420 
AAT/NAP 
2420 
442 

2420 



43210 
90527 
1 

OJ000250_8 6 . 0307 . C34 . o2 , 
1 

6598555 



Seq. ID OJ000250_86.0307.C34 



np 



Strand 
End 

Method 

End 

Score 



+ 

2420 
AAT/NAP 
2420 
391 



1..72, 148. .380, 451. .1104, 1271. .1435, 1534. .1776, 2381. .2420 
(AC006300) unknown protein [Arabidopsis thaliana] 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250 86.0307.C34 



43210 

90527 Strand + 

1 End 2420 

OJ000250_86 . 0307 . C34 . ol . gs Method GENSCAN 

197 End 1776 

none Score .84 

197. .305, 431. .1104, 1271. .1435, 1534. .1776 



43211 
90528 
832 

OJ000250_8 6 . 0307 . C35 . ol . gs 

832 

none 

832. .1050, 1736. .2014 

43212 
90530 
1054 

OJ000250_86.0307.C36.ol.gs 

1054 

none 

1054. .1184, 1711. .1747 

43213 
90531 
1 

OJ000250_86 . 0307 . C37 . ol . np 
1 

5902382 



Seq. ID OJ000250_86.0307.C35 

Strand + 

End 2485 

Method GENSCAN 

End 2014 

Score .77 



Seq. ID OJ000250_86.0307.C36 
Strand 

End 17 47 

Method GENSCAN 

End 1747 

Score .69 



Seq. ID OJ000250_86.0307.C37 



Strand 
End 

Method 

End 

Score 



+ 

2077 
AAT/NAP 
1933 
275 



l.,130, 1255. .1436, 1579. .1752, 1850. .1933 
.(AC009322) Unknown protein [Arabidopsis thaliana] 



43213 Seq. ID 

90531 Strand 

1 End 
Oj000250_86.0307.C37.ol.gs Method 

324 End 

none Score 

324. .480, 1210. .1436, 1579. .1926 



43214 Seq. ID 

90532 Strand 

1 End 803 

OJ000250_86.0307.C38.ol.np Method AAT/NAP 

1 End 803 

7452466 Score 202 
1..62, 143. .350, 777. .803 
hypothetical protein T22A6 
gi I 5051775 I emb I CAB45068.il 

[Arabidopsis thaliana] gi | 7269283 | emb | CAB79343 . 1 

putative protein [Arabidopsis thaliana] 



OJ000250_86.0307.C37 
+ 

2077 
GENSCAN 
1926 
.94 



OJ000250 86.0307.C38 



160 - Arabidopsis thaliana 
(AL078637) putative protein 

(AL161561) 



Seq. No. 
Gene No. 
Start 



43214 
90532 
1 



Seq. ID 

Strand 

End 



OJ000250 86.0307.C38 



803 
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Name 


OJ000250 86.0307.C38.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


135 




End 


366 


GI 


none 




Score 


137 


Exons 


135. .353, 144. .365, 154. 


.366, 


160. .357 




Seq. No. 


43214 




Seq. ID 


OJ000250_86 . 0307 .C38 


Gene No. 


90532 




Strand 




Start 


1 




End 


803 


Name 


OJ000250 86.0307.C38.ol. 


gp 


Method 


AAT/GAP 


Start 


147 




End 


519 


GI 


22598- 1.R1084 




Score 


694 


Exons 


147. .519 








GI Descrip. 


' 5051775/emb 1 CAB45068 . 1 1 


4.0e 


-44 (AL078637) putative proteir 




[Arabidopsis thaliana] ' 








Seq. No. 


43214 




Seq. ID 


OJ000250_8 6.0307.C38 


Gene No. 


90532 




Strand 




Start 


1 




End 


803 


Name 


OJ000250 86.0307.C38.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


147 




End 


374 


GI 


none 




Score 


264 


Exons 


147. .368, 147. .374 








Seq. No. 


43214 




Seq. ID 


OJ000250_8 6.0307.C38 


Gene No. 


90532 




Strand 




Start 


1 




End 


803 


Name 


OJ000250 86.0307.C38.ol. 


gs 


Method 


GENSCAN 


Start 


147 




End 


350 


GI 


none 




Score 


.96 


Exons 


147. .350 








Seq. No- 


43214 




Seq. ID 


OJ000250 86.0307.C38 


Gene No. 


90532 




Strand 




Start 


1 




End 


803 


Name 


OJ000250 86.0307.C38.ol. 


to 


Method 


TBLASTX: Cress 


Start 


150 




End 


347 


GI 


none 




Score 


37 


Exons 


150. .338, 153. .188, 154. 


.333, 


213. .347 




Seq. No. 


43215 




Seq. ID 


OJ000250_86 . 0307 .C42 


Gene No. 


90533 




Strand 


+ 


Start 


466 




End 


657 


Name 


OJ000250 86.0307,C42.ol. 


gs 


Method 


GENSCAN 


Start 


466 




End 


657 


GI 


none 




Score 


.6 


Exons 


466. .657 








Seq. No. 


43215 




Seq. ID 


OJ000250_8 6. 0307 .C42 


Gene No. 


90534 




Strand 




Start 


1 




End 


650 


Name 


OJ000250 86.0307.C42.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


650 


GI 


6815109 




Score 


135 


Exons 


1..56, 346. .650 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


43216 




Seq. ID 


OJ000250_8 6.0307.C4 4 
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Gene No. 90535 Strand + 

Start 118 End 477 

Name OJ000250_86.0307.C44 .ol.gs Method GENSCAN 

Start 118 End 477 

GI none Score .78 

Exons 118.. 223, 440.. 477 



Seq. No. 43216 

Gene No. 90536 

Start 1368 

Name OJ000250_86. 0307 .C44 .ol . np 

Start 1368 

GI 2129803 

Exons 1368.. 1487, 
2697. .2789, 

GI Descrip. 



2108 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2209, 



OJ000250_ 
+ 

9024 
AAT/NAP 
7525 
891 
2297 . .2350, 



86.0307.C44 



2520. .2612, 



1629. .1703, 

6721. .6824, 6935. .7033, 7211. ,7525 
probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
BSK2 - rape gi | 289374 | gb IAAA33004 . 1 | (L12394) serine/threonine 
protein kinase [Brassica napus] gi | 1097354 | prf | | 2113401B protein 
kinase [Brassica napus] 



Seq. No. 43216 
Gene No. 90536 
Start 1368 

Name OJ000250_86 . 0307 . C4 4 . o2 . gs 

Start 1368 
GI none 

Exons 1368.. 1490, 1629.. 1703, 2108. 

4564. .4629, 4833. .4918, 6721. 
8785. .9024 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2209, 2697.. 2789, 
.6824, 6935.. 7033, 



OJ000250_86.0307.C44 
+ 

9024 
GENSCAN 
9024 
.83 



4273. 
7211, 



.4463, 
.7504, 



Seq. No. 


43216 


Seq. ID 


OJ000250_86.0307.C44 


Gene No. 


90537 


Strand 


+ 


Start 


10507 


End 


11752 


Name 


OJ000250 86.0307.C44,o2.np 


Method 


AAT/NAP 


Start 


10507 


End 


11752 


GI 


6721543 


Score 


128 


Exons 


10507. ,10637, 11693., 11752 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No, 


43216 


Seq. ID 


OJ000250_86.0307,C44 


Gene No. 


90537 


Strand 


+ 


Start 


10507 


End 


11752 


Name 


OJ000250 86.0307,C44,o2.gp 


Method 


AAT/GAP 


Start 


10521 


End 


10960 


GI 


7406 1.R1084 - ■ 


Score 


580 


Exons 


10521. .10851, 10886.. 10960 






GI Descrip. 


'1122315/emb|CAA63901| 7 . Oe- 


10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] ' 






Seq. No. 


43216 


Seq. ID 


OJ000250_86.0307.C44 


Gene No. 


90538 


Strand 


+ 


Start 


13533 


End 


13684 


Name 


OJ000250 86,0307,C44.o5.gp 


Method 


AAT/GAP 


Start 


13533 


End 


13684 


GI 


7406 1,R1084 


Score 


223 


Exons 


13533. .13684 






GI Descrip. 


'1122315/emb|CAA63901| 7.0e- 


10 (X94191) 


heat shock protein 17 
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Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Pennisetum glaucum] * 



43216 
90539 
15597 

OJ000250_86.0307.C44 .o6.gp 
15521 

2384 1.R1084 



Seq.. ID 
Strand 
End 

Method 
End 
Score 

15521. .15823, 1 6058 .. 16155, 17230.. 17565 

'676884/dbj IBAA06151 I l.Oe-25 (D29681) The expression is induced 

by Pi starvation. [Nicotiana tabacum] >gi_1094819_prf 2106387C 

Al-induced protein [Nicotiana tabacum] ' 



OJ000250_86.0307.C44 
+ 

17565 
AAT/GAP 
17565 
1338 





Seq. No. 


43216 




Seq. ID 


OJ000250_ 


86.0307.C44 




Gene No. 


90539 




Strand 


+ 






Start 


15597 




End 


17565 






Name 


OJ000250 86.0307.C44 


.o4 .gs 


Method 


GENSCAN 






Start 


15597 




End 


17327 






GI 


none 




Score 


.88 






Exons 


15597. .15823, 15898. 


.15986, 


15991. .16155, 17230. 


.17327 




Seq. No. 


43216 




Seq. ID 


OJ000250_ 


86.0307.C44 




Gene No. 


90539 




Strand 


+ 






Start 


15597 




End 


17565 






Name 


OJ000250 86.0307.C44 


.06. np 


Method 


AAT/NAP 






Start 


15606 




End 


17298 






GI 


3204125 




Score 


209 




C3 


Exons 


15606. .15823, 16058. 


.16155, 


17230. .17298 






GI Descrip. 


(AJ006766) putative 


Pi starvation-induced protein [Cicer 






arietinum] 










t= ; : 
; : 


Seq. No. 


43216 




Seq. ID 


OJ000250_ 


86.0307.C44 




Gene No. 


90540 




Strand 


+ 






Start 


18036 




End 


25431 






Name 


OJ000250 86.0307.C44 


, o7 . np 


Method 


AAT/NAP 






Start 


18030 




End 


24279 






GI 


5091614 




Score 


1143 






Exons 


18030. .18283, 18376. 


.18465, 


18993. .19074, 19150. 


.19230, 






19359. .19448, 20079. 


.20201, 


20361. .20438, 20711. 


.20796, 


■= KT 




22287. .22335, 22593. 


.22649, 


22995. .23125, 23205. 


.23288, 






23671. .23764, 23830. 


.23923, 


24077. .24279 





GI Descrip. 



Seq, No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



{AC007454) Contains a PF| 00561 alpha/beta hydrolase fold domain. 
[Arabidopsis thaliana] 



43216 
90540 
18036 

OJ000250_86.0307.C44.o5.gs 
18036 



none 
18036. 
22995. 
25324. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.18283, 20361. .20382, 20711 .. 20796, 22287 ., 22335, 
.23125, 23716. .23737, 23809 .. 24061, 24822.-24862, 
.25431 



OJ000250_86.0307.C44 
+ 

25431 
GENSCAN 
25431 
.62 



Seq. No, 
Gene No. 
Start 



43216 
90541 
65 



Seq. ID OJ000250_86.0307.C44 

Strand 

End 777 



43975 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_86.0307.C44.ol.gp 
65 

none 

65. .445, 512. .777 



Method AAT/GAP 
End 777 
Score 1196 



43216 
90542 
10437 

OJ000250_86.0307.C44.o3.gs 
10437 
none 

10437. .10599, 11158 .. 11341, 11492 .. 11694 , 11699 
11810. .11941, 12188. .12285, 12312 .. 12437 , 12530 
12865. .13163, 13253.. 13279 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 86.0307.C44 



13279 
GENSCAN 
13279 
.67 



11746, 
12788, 



43216 Seq. ID OJ000250_86 . 0307 . C44 

90542 Strand 

10437 ' End 13279 

OJ000250_8 6 . 0307 . C4 4 . o3 . gp Method AAT/GAP 

10903 End 11356 

LIB3431-045-P1-N1-A10 Score 840 

10903. .11356 

•5441876/dbj IAP000367.1IAP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 

43216 Seq. ID OJ000250_86. 0307 .044 

90542 Strand 

10437 End 13279 

OJ000250_8 6 . 0307 . C4 4 . o3 . np Method AAT/NAP 

11157 End 11341 

7228442 Score 277 

11157. .11341 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

43216 Seq. ID"^ OJ000250_86 . 0307 .044 

90542 Strand 

10437 End 13279 

OJ000250_86. 0307 .044 .o4 .np Method AAT/NAP 

11460 End 13163 

5441880 Score 1653 

11460. .11694, 11810. .11941, 12188 .. 12285, 12530 12788 , 

12865. .13163 

(AP000367) EST 028952(062945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(A0003981) [Oryza sativa] 



43216 
90542 
10437 

OJ000250_86. 0307. 044. o4.gp 
12538 

LIB3475-007-P1-K1-G8 - 
12538. .12788, 12865.. 13037 
'5441880/dbj IBAA82378.il 5, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_86. 0307. 044 

13279 
AAT/GAP 
13037 
809 



Oe-75 (AP000367) EST 028952(062945) 



corresponds to a region of the predicted gene.; Similar to maize 
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transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43216 
90543 
13569 

OJ000250_8 6 . 0307 . C4 4 . o5 . np 
13569 
6721543 
13569. .13700 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. ID OJ000250_86.0307.C44 
Strand 

End 13700 

Method AAT/NAP 

End 13700 

Score 93 



43216 
90544 
24679 

OJ000250_86. 0307 .C44 . ol . tc 

1361 

none 



Seq. ID OJ000250_86.0307.C44 
Strand 

End 26475 

Method TBLASTX : Cress 

End 7384 

Score 111 



1361. .1480, 1362, .1481, 1626. .1712, 2096. .2221, 2098. .2214, 

2282, .2350, 2296. .2343, 2520. .2612, 2522. .2611, 2523. .2612, 

2694. .2810, 2696, .2785, 2706. .2810, 6721. .6804, 6723. .6773, 

6768. .6830, 6929. .7033, 7210. .7305, 7211. .7312, 7319. .7384 



43216 
90544 
24679 

OJ000250_8 6 . 0307 . C4 4 . ol . ts 

1367 

none 

1367, .1480, 1368. .1481, 1626. 
2113,-2214, 2282. .2350, 2296. 
2523,-2612, 2686.. 2733, 2694. 
6721.. 6804, 6768.. 6830, 6929. 
7211.. 7297, 7319.. 7384 

43216 
90544 
24679 

OJ000250_86.0307.C4 4 .o3.tm 

1367 

none 

1367. .1480, 1367. .1480, 1368, 
1643. .1705, 2096. .2221, 2096, 
2299.. 2349, 2520.. 2612, 2521, 
2694. .2810, 2696. .2791, 6717, 
6768.. 6836, 6929.. 7033, 6938, 

43216 
90544 
24679 

OJ000250_86 , 0307 . C44 . ol . tw 

2099 

none 

2099.. 2221, 2122. ,2214, 2282, 
2520.. 2612, 2522., 2611, 2523, 
6721. .6762 



Seq. ID OJ000250_86,0307.C44 
Strand 

End 26475 

Method ■ TBLASTX : Soybean 

End 7384 

Score 118 

.1712, 2096.. 2221, 2105.. 2209, 
.2331, 2520.. 2612, 2522., 2611, 
.2810, 2696.. 2788, 6717,. 6773, 
.7027, 7201.. 7284, 7202.. 7309, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 86.0307.C44 



26475 

TBLASTX:Maize 
7288 
111 

1484, 1368.. 1484, 1626.. 1712, 

2209, 2098.. 2214, 2282.. 2350, 

2631, 2522.. 2611, 2523.. 2612, 

6773, 6721.. 6777, 6767.. 6817, 

7027, 7201.. 7287, 7202.-7288 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 86.0307.C44 



26475 

TBLASTX: Wheat 
6762 
127 

.2350, 2296.. 2349, 2513. 
.2612, 2694. ,2810, 2696, 



.2611, 
.2791, 



Seq. No. 



43216 



Seq. ID OJ000250_86.0307.C44 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



90544 Strand 

24679 End 

OJ000250_86.0307.C44.o5.tm Method 

18230 End 

none Score 



26475 

TBLASTX: Maize 

19439 

79 



18230. .18295, 18231 .. 18284 , 18373 18477 , 18374 .. 184 66, 

18376. .18477, 18984 .. 19064 , 18984 19067 , 18 991 19077 , 

18998. .19069, 19123 .. 19230, 19125 .. 19229, 19338 .. 194 33, 

19358. .19435, 19359 .. 19439, 19360. .19434 



43216 
90544 
24679 

OJ000250_86,0307,C44.o2.ts 
19162 



Seq. ID OJ000250_86.0307.C44 
Strand 

26475 

TBLASTX: Soybean 
23090 
85 



End 

Method 
End 

none Score 
19162. .19230, 19164. .19220, 19359 194 48 , 20073 20213, 
20078. .20200, 20079 .. 20204 , 20361 20432 , 20366 20434 , 
20705. .20800, 20711 .. 20794 , 20719 20796, 22 992 .. 23090, 
22994.. 23089 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43216 
90544 
24679 

OJ000250_86.0307.C44.o6.tm 
20079 



OJ000250 86.0307.C44 



none 
20079, 
20360, 
20686, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.20204, 20080. .20226, 20080 .. 20202 , 20356 20439, 
.20443, 20361. .20432, 20365 .. 20439, 20390 .. 204 4 6, 
.20769, 20706.. 20768 



26475 

TBLASTX: Maize 

20769 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43216 
90544 
24679 

OJ000250_86.0307.C44.ol.tm 
22608 



OJ000250 86.0307.C44 



none 
22608. 
23175. 
23672. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.22649, 22992. .23126, 22993 .. 23124 , 22994 .. 23125, 
.23294, 23199. .23291, 23203 .. 23295, 23669 .. 23737 , 
.23737 



26475 

TBLASTX: Maize 

23737 

66 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43216 Seq. ID 

90544 Strand 

24679 End 

OJ0002 50_8 6 . 0307 . C4 4 . o4 . tm Method 

24103 End 

none Score 



OJ000250_86.0307.C44 
26475 

TBLASTX: Maize 

24277 

205 



24103. .24276, 24109. .24276, 24119.. 24277 



43216 Seq. ID 

90544 Strand 

24679 End 
OJ000250_86.0307.C44 .o7.gp Method 

24679 End 

3761796 Score 

24679. .25074, 25193.. 25260 



OJ000250_86.0307.C44 

26475 
AAT/GAP 
25260 
854 



43978 



Seq. No. 43216 
Gene No. 90544 
Start 24 679 

Name OJ000250_86 . 0307 .044 , 

Start 24904 
GI none 
Exons 24 904. 

25187. 

26077. 



.24933, 24973. 
.25339, 25190. 
.26211, 26305. 



o2 . tm 



.25074, 
.25348, 
.26475, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 86.0307.C44 



26475 

TBLASTX: Maize 
26475 
104 

24975. .25067, 24979 25074 , 
25194 . .25346, 26076 26180, 
26307. .26471 



Seq. No. 


43217 


Seq. ID 


OJ000250 


Gene No. 


90545 


Strand 


+ 


Start 


5155 


End 


5772 


Name 


OJ000250 86.0307.C45.o2.np 


Method 


AAT/NAP 


Start 


5092 


End 


5772 


GI 


7523503 


Score 


131 


Exons 


5092. .5772 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq- No. 


43217 


Seq. ID 


OJ000250 


Gene No. 


90545 


Strand 


+ 


Start 


5155 


End 


5772 


Name 


OJ000250 86.0307.C45.o2.gs 


Method 


GENSCAN 


Start 


5155 


End 


5729 


GI 


none 


Score 


.45 


Exons 


5155.. 5285, 5462.. 5729 






Seq. No. 


43217 


Seq. ID 


OJ000250 


Gene No. 


90546 


Strand 




Start 


1081 


End 


3700 


Name 


OJ000250 86.0307.C45.ol.gp 


Method 


AAT/GAP 


Start 


679 


End 


1765 


GI 


22598 1.R1084 


Score 


1549 


Exons 


679. .853, 942. .1009, 1102.. 


1308, 1393. 


.1765 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



86.0307.C45 



• 5051775/emb | CAB45068 . 1 | 
[Arabidopsis thaliana] ' 



4.0e-44 (AL078637) putative protein 



43217 Seq. ID 

90546 Strand 

1081 End 
OJ000250_8 6 . 0307 . C4 5 . ol . gs Method 

1081 End 

none Score 

1081. .1308, 1393. .1596, 2441. .3481 



43217 
90546 
1081 

OJ000250_86.0307.C45.ol.np 
1081 
7452466 

1081.. 1308, 1393.. 1596, 2441 
hypothetical protein T22A6.160 



OJ000250_86. 0307 . C45 

3700 
GENSCAN 
3481 
.97 



OJ000250 86.0307.C45 



Seq. ID _ 
Strand 

End 3700 

Method AAT/NAP 

End 3448 

Score 1241 
3448 

Arabidopsis thaliana 



gi I 5051775 I emb I CAB45068.il (AL078637) putative protein 
[Arabidopsis thaliana] gi | 7269283 | emb | CAB79343 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



43979 




Seq. No. 


43217 








Seq. ID 


OJ000250 


_86.0307.C45 


Gene No. 


90546 








Strand 






Start 


1081 








End 


3700 




Name 


OJ000250 86 


.0307 


.045. o2 


.gp 


Method 


AAT/GAP 




Start 


2992 








End 


3700 




GI 


none 








Score 


1407 




Exons 


2992. .3700 














Seq. No. 


43217 








Seq. ID 


OJ000250 


_86.0307,C45 


Gene No. 


90547 








Strand 






Start 


5836 








End 


7449 




Name 


OJ000250 86 


.0307 


.C45.03 


.gs 


Method 


GENSGAN 




Start 


5836 








End 


7367 




GI 


none 








Score 


.66 




Exons 


5836. .6010, 


6881 


. .7052, 


7159. 


.7192, 7305. .7367 




Seq. No. 


43217 








Seq. ID 


OJ000250 


__86.0307.C45 


Gene No. 


90547 








Strand 






Start 


5836 








End 


7449 




Name 


OJ000250 86 


.0307 


.C45.03 


.np 


Method 


AAT/NAP 




Start 


6874 








End 


7239 




GI 


5102600 








Score 


267 




Exons 


6874. .7094, 


7159 


. .7239 










GI Descrip- 


(AJ005206) 


3EG protein 


[Gerbera hybrida] 




Seq. No. 


43217 








Seq. ID 


OJ000250 


_86.0307.C45 


Gene No. 


90547 








Strand 






Start 


5836 








End 


7449 




Name 


OJ000250 86 


.0307 


.C45.03 


.gp 


Method 


AAT/GAP 




Start 


6926 








End 


7449 




GI 


1631639 








Score 


528 




Exons 


6926. .7052, 


7159 


. .7192, 


7305. 


.7449 






Seq. No. 


43217 








Seq. ID 


OJ000250 


_86.0307.C45 


Gene No. 


90548 








Strand 






Start 


8253 








End 


11348 




Name 


OJ000250 86 


.0307 


.C45,ol 


-tm . 


Method 


TBLASTX: 


Maize 


Start 


1023 








End 


2659 




GI, 


none 








Score 


98 




Ekons 


1023. .1055, 


1072 


. .1179, 


1073. 


.1198, 1074. .1307, 


1155. .1334, 




1235. .1309, 


1392 


. .1610, 


1393. 


.1614, 1393. .1620, 


2429. .2572, 




2435. .2659, 


2439 


. .2654, 


2621. 


.2659 






Seq. No. 


43217 








Seq. ID 


OJ000250 


_86.0307.C45 


Gene No. 


90548 








Strand 






Start 


8253 








End 


11348 




Name 


OJ000250 86 


.0307 


.C45.01 


.to 


Method 


TBLASTX: 


Cress 


Start 


1060 








End 


2779 




GI 


none 








Score 


86 




Exons 


1060. .1173, 


1072 


. .1113, 


1234. 


.1311, 1235.. 1300, 


1396. .1584, 




1400. .1579, 


1459 


. .1593, 


2558. 


.2779, 2559. .2774 




Seq. No. 


43217 








Seq. ID 


OJ000250 


_86.0307.C45 


Gene No. 


90548 








Strand 






Start 


8253 








End 


11348 




Name 


OJ000250 86 


.0307 


.C45.01 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1087 








End 


3160 





43980 




GI 


none 








Score 


65 


Exons 


1087. .1164, 


1234 . 


.1311, 


1396. 


.1599, 1400.. 1597, 1406.. 1600, 




1408. .1599, 


1452. 


.1604, 


2438. 


.2536, 2532.. 2846, 2534.. 2848, 




2826.-2993, 


2831. 


.3001, 


3122. 


. 3160 




Seq. No. 


43217 








Seq. ID 


OJ000250_8 6 . 0307 . C45 


Gene No. 


90548 








Strand 


- 


Start 


8253 








End 


11348 


Name 


OJ000250 86. 


0307. 


C45.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


2630 








End 


2840 


GI 


none 








Score 


292 


Exons 


2630. .2839, 


2631. 


.2840 








Seq. No. 


43217 








Seq. ID 


OJ000250_86.03Q7.C45 


Gene No. 


90548 








Strand 


- 


Start 


8253 








End 


11348 


Name 


OJ000250 86. 


0307. 


045. o3 


.tc 


Method 


TBLASTX: Cress 


Start 


2822 








End 


3160 


GI 


none 








Score 


129 


Exons 


2822. .3004, 


2826. 


.2996, 


3125. 


.3160 




Seq. No. 


43217 








Seq. ID 


OJ000250_8 6.0307.C4 5 


Gene No. 


90548 








Strand 




Start 


8253 








End 


11348 


Name 


OJ000250 86. 


0307. 


C45.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


6812 








End 


7054 


GI 


none 








Score 


202 


Exons 


6812. .6907, 


6844. 


.7053, 


6863. 


.7051, 6986.. 7054 


Seq. No. 


43217 








Seq. ID 


OJ000250_86.0307.C45 


Gene No. 


90548 








Strand 




Start 


8253 








End 


11348 


Name 


OJ000250 86. 


0307. 


C45.02 


.tm 


Method 


TBLASTX: Maize 


Start 


6868 








End 


7377 


GI 


none 








Score 


271 


Exons 


6868. .7056, 


6875. 


.7054, 


7160. 


.7192, 7160. .7192, 7297. .7377, 




7309. .7377 












Seq. No. 


43217 








Seq. ID 


OJ000250_86.0307.C45 


Gene No. 


90548 








Strand 




Start 


8253 








End 


11348 


Name 


OJ000250 86. 


0307. 


C45.02 


.ts 


Method 


TBLASTX : Soybean 


Start 


6868 








End 


7059 


GI 


none 








Score 


131 


Exons 


- 6868.. 7059, 


6875. 


.7054 








Seq. No. 


43217 








Seq. ID 


OJ000250_86.0307-C45 


Gene No. 


90548 








Strand 




Start 


8253 








End 


11348 


Name 


OJ000250 86. 


0307. 


C45.02 


.tc 


Method 


TBLASTX: Cress 


Start 


6871 








End 


7059 


GI 


none 








Score 


146 


Exons 


6871. .7059, 


6875. 


.7054 








Seq.. No. 


43217 








Seq. ID 


OJ000250_86.0307.C45 


Gene No. 


90548 








Strand 




Start 


8253 








End 


11348 



43981 



Name 

Start 

GI 

Exons 



OJ000250_86.0307.C45.o4.gs 
8253 



Method GENSCAN 
End 11348 
none Score .74 

8253. .8371, 8453. .8572, 8838. .9003, 9889. .10159, 10490.. 10640, 
11231. .11348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43218 
90549 
1 

OJ000250_86.0307.C4 6.ol.np 
1 

6587835 

1..128, 5008. .5627, 5718. .6471 

(AC006551) Similar to peptide transporter [Arabidopsis thaliana] 



Seq. ID OJ000250_86.0307.C46 

Strand + 

End 10003 

Method AAT/NAP 

End 6471 

Score 1215 



43218 
90549 
1 

OJ000250_86. 0307. C4 6. ol.gp 
795 

LIB3477-003-P1-K1-E9 
795. .897 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' - 



Seq. ID OJ000250_86.0307.C46 

Strand + 

End 10003 

Method AAT/GAP 

End 8 97 

Score 138 



43218 
90549 
1 

OJ000250_86.0307.C4 6.o2.gs 

2503 

none 

2503. .2802 



Seq. ID OJ000250_86.0307.C46 



Strand 
End 

Method 

End 

Score 



+ 

10003 
GENSCAN 
2802 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



43218 
90549 
1 

OJ000250_86.0307.C4v6.o2.np 

4002 

7228457 



Seq. ID OJ000250_86.0307.C46 

Strand + 

End 10003 

Method AAT/NAP 

End 10003 

Score 329 



4002. .4152, 5084. .5411, 6728. .6843, 9724. .10003 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. {AF098806) [Oryza 
sativa] 



Seq. No. 


43218 








Seq. ID 


OJ000250_ 


_86. 


.0307 


.C46 


Gene No. 


90549 








Strand 


+ 








Start 


1 








End 


10003 








Name 


OJ000250 86 


.0307 


.C46.04, 


.gs 


Method 


GENSCAN 








Start 


4993 






End 


6501 








GI 


none 








Score 


.99 








Exons 


4993. .5585, 


5685 


. .6501 














Seq. No. 


43218 








Seq. ID 


OJ000250_ 


86, 


,0307 


.C46 


Gene No. 


90550 








Strand 


+ 








Start 


10712 








End 


11947 








Name 


OJ000250 86 


.0307 


.C46.03. 


.np 


Method 


AAT/NAP 









43982 



start 10712 End 11947 

GI 6815109 Score 108 

Exons 10712. .10832, 11531 11716, 11873.. 11947 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



■■z. 5 



Seq, No. 


43218 








Seq. ID 


OJ000250 


_86.0307.C46 


Gene No. 


90551 








Strand 






Start 


8612 








End 


10646 




Name 


OJ000250 86 


.0307. 


C4 6.02 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3870 








End 


4677 




GI 


none 








Score 


62 




Exons 


3870. .4016, 


3979. 


.4080, 


3980. 


.4081, 3980. .4081, 


3981. .4082, 




4011. , 4082, 


4060. 


. 4239, 


4082. 


.4132, 4083. .4133, 


4083. .4148, 




4138. .4197, 


4198. 


.4350, 


4201. 


.4323, 4416. .4445, 


4447. .4479, 




4448. .4474, 


4483. 


.4626, 


4503. 


.4595, 4516. .4677 




Seq. No. 


43218 








Seq. ID 


OJ000250 


_86.0307.C46 


Gene No. 


90551 








Strand 






Start 


8612 








End 


10646 




Name 


OJ000250 86 


.0307. 


C4 6.02 


.to 


Method 


TBLASTX: 


Cress 


Start 


3980 








End 


4329 




GI 


none 








Score 


107 




Exons 


3980. .4075, 


4083. 


.4151, 


4154. 


.4192, 4198. .4329 




Seq. No. 


43218 








Seq. ID 


OJ000250 


_86.0307.C46 


Gene No. 


90551 








Strand 






Start 


8612 








End 


10646 




Name 


OJ000250 86 


.0307. 


C46.02 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3980 








End 


4590 




GI 


none 








Score 


114 




Exons 


3980. .4075, 


3980. 


.4072, 


4080. 


.4142, 4083. .4133, 


4154. .4192, 




4197. .4286, 


4198. 


.4323, 


4448. 


.4474, 4537. .4590 




Seq. No. 


43218 








Seq. ID 


OJ000250 


_86.0307.C46 


Gene No. 


90551 








Strand 






Start 


8612 








End 


10646 




Name 


OJ000250 86 


.0307. 


C46.01 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5143 








End ■ 


6459 




GI 


none 








Score 


206 




Exons 


5143. .5439, 


5731. 


.5859, 


5866. 


.6135, 6118.. 6339, 


6352. .6459 


Seq. No. 


43218 








Seq. ID 


OJ000250 


_86.0307.C46 


Gene No. 


90551 








Strand 






Start 


8612 








End 


10646 




Name 


OJ000250 86 


.0307. 


C46.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5155 








End 


6384 




GI 


none 








Score 


125 




Exons 


5155. .5277, 


5166. 


.5279, 


5266. 


.5331, 5322.. 5426, 


5329. .5454, 




5731. .5859, 


5869. 


.6105, 


6112. 


.6333, 6114. .6221, 


6340. .6384 


Seq. No. 


43218 








Seq. ID 


OJ000250 


_86.0307.C46 


Gene No. 


90551 








Strand 






Start 


8612 








End 


10646 




Name 


OJ000250 86, 


.0307. 


C46.01 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5155 








End 


6471 




GI 


none 








Score 


312 




Exons 


5155. .5439, 


5178. 


.5435, 


5730. 


.5888, 5731. .6471, 


6120. .6371 



43983 



Seq. No. 


43218 




Seq. ID 


OJ000250_86. 


0307 


.C46 


Gene No. 


90551 




Strand 








Start 


8612 




End 


10646 






Name 


OJ000250 86 


.0307.C46.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6144 




End 


6462 






GI 


none 




Score 


240 






Exons 


6144. .6338, 


6145.. 6339, 6330. 


.6371, 6331. .6462, 6388.-6438 


Seq. No. 


43218 




Seq. ID 


OJ000250_86. 


0307 


. C46 


Gene No. 


90551 




Strand 








Start 


8612 




. End 


10646 






Name 


OJ000250 86 


.0307.C46.o5.gs 


Method 


GENSCAN 






Start 


8612 




End 


10646 






GI 


none 




Score 


.57 






Exons 


8612. .8641, 


9541.. 9666, 9820. 


.10065, 10599. .10646 






Seq. No. 


43219 




Seq. ID 


OJ000250_86. 


0307 


.C47 


Gene No. 


90552 




Strand 


+ 






Start 


2315 




End 


4112 






Name 


OJ000250 86 


.0307.C47.o3.np 


Method 


AAT/NAP 






Start 


2315 




End 


4112 






GI 


6815109 




Score 


137 






Exons 


2315. .2342, 


3486. .3818, 4040. 


.4112 








GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


43219 




Seq. ID 


OJ000250_86. 


0307 


.C47 


Gene No. 


90552 




Strand 


+ 






Start 


2315 




End 


4112 






Name 


OJ000250 86 


.0307.C47.o2.gs 


Method 


GENSCAN 






Start 


2757 




End 


3248 






GI 


none 




Score 


.78 






Exons 


2757. .2766, 


3175. .3248 










Seq. No. 


43219 




Seq. ID 


OJ000250_86. 


0307 


.C47 


Gene No. 


90553 




Strand 








Start 


1 




End 


1642 






Name 


OJ000250 86 


.0307.C47.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1642 






GI 


6983857 




Score 


1506 






Exons 


1..243, 274 


..735, 904. .1463, 


1526. .1642 






GI Descrip. 


(AP001168) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


43219 




Seq. ID 


OJ000250_86. 


0307 


.C47 


Gene No. 


90553 




Strand 








Start 


1 




End 


1642 






Name 


OJ000250 86 


. 0307 .C47 .ol .gs 


Method 


GENSCAN 






Start 


847 




End 


1422 






GI 


none 




Score 


.93 






Exons 


847. . 1422 












Seq. No. 


43219 




Seq. ID 


OJ000250_86. 


0307 


.C47 


Gene No. 


90554 




Strand 








Start 


2316 




End 


4112 






Name 


OJ000250 86 


.0307.C47.o2.np 


Method 


AAT/NAP 






Start 


2316 


End 


4112 






GI 


4680186 




Score 


191 







43984 



Exons 


2316,. 2734, 3237.. 3305, 3993.. 4112 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp. indica] 




Seq. No. 


43219 


Seq. ID 


OJ000250_86. 0307 


.C47 


Gene No. 


90554 


Strand 






Start 


2316 


End 


4112 




Name 


OJ000250 86.0307.C47.o3.gs 


Method 


GEN SCAN 




Start 


3479 


End 


3685 




GI 


none 


Score 


. 54 




Exons 


3479. .3685 








Seq. No. 


43220 


Seq. ID 


OJ000250_86 . 0307 


.C48 


Gene No. 


90555 


Strand 


+ 




Start 


314 


End 


4589 




Name 


OJ000250 86.0307.C48,ol.gs 


Method 


GENSCAN 




Start 


314 


End 


4461 




GI 


none 


Score 


. 68 




Exons 


314. .436, 817. .1394, 3497. 


.3609, 4391. 


. 4461 




Seq. No. 


43220 


Seq. ID 


OJ000250_86.0307 


.C48 


Gene No. 


90555 


Strand 


+ 




Start 


314 


End 


4589 




Name 


OJ000250 86.0307.C48.o3.np 


Method 


AAT/NAP 




Start 


2528 


End 


4589 




GI 


6721561 


Score 


133 




Exons 


2528. .2618, 4538. .4589 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 





gi I 6815086 I dbj IBAA90372.il (AP001Q81) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


43220 


Seq. ID 


OJ000250_ 


86. 


0307. C48 


Gene No. 


90556 


Strand 


+ 






Start 


7929 


End 


12001 






Name 


OJ000250 86.0307.C48.o3.gs 


Method 


GENSCAN 






Start 


7929 


End 


12001 






GI 


none 


Score 


.56 






Exons 


7929.. 7933, 8017.. 8107, 8164 


..8330, 8608.. 8938, 


9182. .9205, 




11930. .12001 










Seq. No. 


43220 


Seq. ID 


OJ000250_ 


_86. 


0307. C48 


Gene No. 


90557 


Strand 








Start 


270 


End 


3103 






Name 


OJ000250 86.0307.C48.ol.np 


Method 


AAT/NAP 






Start 


270 


End 


3103 






GI 


6815109 


Score 


359 






Exons 


270. .1535, 1604. .1710, 3076. 


.3103 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43220 


Seq. ID 


OJ000250_ 


86. 


0307. C48 


Gene No. 


90557 


Strand 








Start 


270 


End 


3103 






Name 


OJ000250 86.0307.C48.o2.np 


Method 


AAT/NAP 






Start 


2406 


End 


2495 






GI 


4680183 


Score 


119 






Exons 


2406. .2495 











43985 




GI Descrip, 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


43220 




Seq. ID 


OJ000250_86.0307 .C48 


Gene No. 


90558 




Strand 




Start 


5599 




End 


5829 


Name 


OJ000250 86.0307.C48.o2.gs 




Method 


GENSCAN 


Start • 


5599 




End 


5829 


GI 


none 




Score 


. 57 


Exons 


5599. .5829 








Seq. No. 


43220 




Seq. ^ID 


OJ000250_86.0307.C48 


Gene No. 


90559 




Strand 


- 


Start 


7004 




End 


8934 


Name 


OJ000250 86.0307.C48.o4.np 




Method 


AAT/NAP 


Start 


7004 




End 


8934 


GI 


4680342 




Score 


600 


Exons 


7004.. 7028, 8367.. 8934 








GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


43220 




Seq. ID 


OJ000250_86.0307.C4 8 


Gene No. 


90560 




Strand 


- 


Start 


11301 




End 


11441 


Name 


OJ000250 86.0307.C48.o5.np 




Method 


AAT/NAP 


Start 


11301 




End 


11441 


GI 


6815099 




Score 


. 96 


Exons 


11301. .11441 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43221 




Seq. ID 


OJ000250_86.0307.C4 9 


Gene No. 


90561 




Strand 


+ 


Start 


133 




End 


592 


Name 


OJ000250 86.0307.C49.ol.gp 




Method 


AAT/GAP 


Start 


133 




End 


592 


GI 


LIB3432-030-P1-K1-F5 




Score 


801 


Exons 


133. .592 








GI Descrip. 


M335739/gb|AAD17417| 3.0e- 


-11 


(AC006248) hypothetical protein 




[Arabidopsis thaliana] ' 








Seq. No. 


43221 




Seq. ID 


OJ000250_86.0307.C49 


Gene No. 


90561 




Strand 


+ 


Start 


133 




End 


592 


Name 


OJ000250 86.0307.C49.ol.gs 




Method 


GENSCAN 


Start 


327 




End 


563 


GI 


none 




Score 


.74 


Exons 


327. .563 








Seq. No. 


43221 




Seq. ID 


OJ000250_86 . 0307 .C4 9 


Gene No, 


90562 




Strand 


+ 


Start 


993 




End 


1183 


Name 


OJ000250 86.0307.C49.o2.gp 




Method 


AAT/GAP 


Start 


993 




End 


1183 


GI 


3768640 




Score 


209 


Exons 


993. .1111, 1149. .1183 








GI Descrip - 


4335739/gb|AAD17417| 3.0e-: 


11 


(AC006248 


) hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


43221 




Seq. ID 


OJ000250_86.0307.C4 9 



43986 



Gene No. 90563 Strand + 

Start 2986 End 5166 

Name OJ000250_86. 0307..C49.o2 .np Method AAT/NAP 

Start 2986 End 5166 

GI 7228442 Score 412 

Exons 2986.. 3561, 5064.. 5166 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 43221 Seq. ID 

Gene No. 90563 Strand 

Start 2986 End 

Name OJ000250__86,0307 .C4 9.o3.np Method 

Start 3073 End 

GI 7228438 Score 

Exons 3073.. 3561, 5064.. 5166 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000250_86.0307.C49 
+ 

5166 
AAT/NAP 
5166 
319 



Seq. No. 


43221 




Seq. ID 


OJ000250 86.0307 


.C49 


Gene No. 


90564 




Strand 






Start 


1 




End 


2054 




Name 


6J000250 86.0307 .C49.01 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2054 




GI 


6815056 




Score 


251 




Exons 


1..66, 1301. .1555, 1898 


. .2054 








GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


43221 




Seq. ID 


OJ000250__86.0307 


.C49 


Gene No. 


90564 




Strand 






Start 


1 




End 


2054 




Name 


OJ000250 86.0307.C49.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


180 




End 


664 




GI 


none 




Score 


73 




Exons 


180. .230, 197. .229, 221 


. .262, 


251. .334, 


285. .308, 370.. 


492, 




419. .493, 420. .503, 471 


. .572, 


509. .565, 


599. .664, 601.. 


663 


Seq. No. 


43222 




Seq. ID 


OJ000250_86.0307 


.C50 


Gene No. 


90565 




Strand 






Start 


1230 




End 


3399 




Name 


OJ000250 86.0307.C50.ol 


.np 


Method 


AAT/NAP 




Start 


1230 




End 


3399 




GI 


6721516 




Score 


74 




Exons 


1230.. 1269, 3322.. 3399 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


43222 




Seq. ID 


OJ000250_86.0307 


.C50 


Gene No. 


90566 




Strand 






Start 


4594 




End 


8431 




Name 


OJ000250 86.0307.C50.o2 


.gs 


Method 


GENSCAN 




Start 


4594 




End 


8267 




GI 


none 




Score 


.79 




Exons 


4594.. 4729, 5304.. 5398, 


6188, 


.6314, 7613.. 7682, 8138. .8267 


Seq. No. 


43222 




Seq. ID 


OJ000250_86.0307 


.C50 



43987 




Gene No. 


90566 




Strand 


- 






Start 


4594 




End 


8431 






Name 


OJ00.0250 86. 0307 .C50 . o2 


.np 


Method 


AAT/NAP 






Start 


6683 ~ 




End 


8431 






GI 


6721512 




Score 


43 






Exon*? 


6683. .6701/ 82 99.. 8431 












GI Dpscrio- 


(AP001072) hypothetical 


protein [Oryza 


sativa ] 






Sea No . 


43223 




Seq. ID 


OJ000250 86 


.0307 


.C51 


Gene No. 


90567 




Strand 


+ 






Start 


1636 




End 


5458 






Name 


OJ000250 86.0307.C51.ol 


np 


Method 


AAT/NAP 






Start 


1636 




End 


5449 






GI 


6587835 




Score 


1187 








1636. .1747, 1823. .2044, 


4146. 


. 5449 








GI Descrip. 


(AC006551) Similar to peptide 


transporter [Arabidopsis 


thaliana] 


Seq. No. 


43223 




Seq. ID 


OJ000250_86 


.0307 


.C51 


Gene No. 


90567 




Strand 


+ 






Start 


1636 




End 


5458 






Name 


OJ000250 86.0307.C51.ol 


gs 


Method 


GENSCAN 






Start 


1651 




End 


3519 






GI 


none 




Score 


.47 






Exons 


1651. ,1747, 1823. .2040, 


2791. 


.2857, 3353. .3519 








43223 




Seq. ID 


OJ000250_86 


.0307 


.C51 


Gene No. 


90567 




Strand 


+ 






Start 


1636 




End 


5458 






Name 


OJ000250 86.0307.C51.o2 


gs 


Method 


GENSCAN 






Start 


4163 




End 


5458 






GI 


none 




Score 


.99 






Exons 


4163. .5458 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



43223 Seq. ID 

90568 Strand 

8802 End 

OJ000250_8 6 . 0307 . C51 . o4 . gs Method 

8802 End 

none Score 



OJ000250_86.0307.C51 
+ 

14495 
GENSCAN 
14096 
.78 



8802. .8933, 9682. .9756, 11223 .. 11286, 11358 .. 11738 , 
11937, .11993, 12086. .12176, 12294 ,. 12454 , 12527 .. 12654 , 
12746. .12883, 12962 .. 13054 , 1314 6 .. 132 63, 13969.. 14096 



43223 
90568 
8802 

OJ000250_86.0307,C51.o2,gp 
11472 

39571 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11472. .11738, 11937. .11993, 1208 6 .. 1217 6, 12294. .12411 
M803931/gb|AAD29804.1|AC006264_12 8.0e-31 (AC006264) unknown 
protein [Arabidopsis thaliana] ' 



OJ000250_86.0307.C51 
+ 

14495 
AAT/GAP 
12411 
974 



43223 Seq. ID 

90568 Strand 

8802 End 

OJ000250 86.0307.C51.o3.np Method 



OJ000250_8 6.0307.C51 
+ 

14495 
AAT/NAP 



43988 



start 11618 End 13325 

GI '4803931 Score 839 

Exons 11618. .11738, 12044 .. 1217 6, 12294 .. 12454 , 12527 .. 12654 , 

12746. .12883, 12962 13054 , 13146. .13325 
GI Descrip. (AC006264) unknown protein [Arabidopsis thaliana] 



Seq. No. 43223 Seq. ID 

Gene No. 90568 Strand 

Start 8802 End 

Name OJ000250_8 6 . 0307 . C51 . o3 . gp Method 

Start 13978 End 

GI none Score 

Exons 13978. .14495 



OJ000250_86.0307.C51 
+ 

14495 
AAT/GAP 
14495 
1012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43223 
90569 
20325 

OJ000250_8 6 . 0307 . C51 . o4 . gp 
20325 

57542_1.R1084 

20325. .20481, 20788.. 20934 
M263509/gb|AAD15335| l.Oe-58 
[Arabidopsis thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

20934 
AAT/GAP 
20934 
569 



86.0307.C51 



(AC004044) hypothetical protein 



43223 
90570 
6909 

OJ000250_86. 0307. 051. o2.np • 
6147 
1076285 

6147. .6228, 6940. .8332, 8386, 
amidophosphoribosyltransferase - Arabidopsis thaliana 
gi I 4 69195 I dbj IBAA06024.il (D28869) 

amidophosphoribosyltransferase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8568 



OJ000250 86.0307.C51 



8583 
AAT/NAP 
8568 
1457 



Seq. No. 


43223 


Seq. ID 


OJ000250_86.0307 


Gene No. 


90570 


Strand 




Start 


6909 


End 


8583 


Name 


OJ000250 86.0307.051.o3.gs 


Method 


GENSCAN 


Start 


6909 


End 


8533 


GI 


none 


Score 


.67 


Exons 


6909. ,8012, 8081. .8533 






Seq. No. 


43223 


Seq. ID 


OJ000250_86.0307 


Gene No. 


90570 


Strand 




Start 


6909 


End 


8583 


Name 


OJ000250 86.0307.051.ol.gp 


Method 


AAT/GAP 


Start 


8100 


End 


8583 


GI 


42536 1.R1084 


Score 


947 


Exons 


8100. .8583 






GI Descrip. 


M589981/gb|AAD26498.1 IA0007195 12 7. 


De-14 (AO007195) 




amidophosphoribosyltransferase [Arabidopsis thaliana] ' 


Seq. No. 


43223 


Seq. ID 


• OJ000250_86.0307 


Gene No. 


90571 


Strand 




Start 


17233 ' 


End 


19041 


Name 


OJ000250 86.0307.O51.o4.tc 


Method 


TBLASTX: Cress 



43989 




start 


1813 








End 


2016 


GI 


none 








Score 


207 


Exons 


1813. .2016, 


1821 


. ,2012 








Seq. No. 


43223 








Seq. ID 


OJ000250_86. 0307. 051 


Gene No. 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307 


.051. o4 


,ts 


Method 


TBLASTX: Soybean 


Start 


1813 








End 


2081 


GI 


none 








Score 


206 


Exons 


1813. .2037, 


1821 


. .2081 








Seq. No. 


43223 








Seq, ID 


OJ000250_86. 0307. 051 


Gene No. 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86, 


0307 


.C51.02 


, tm 


Method 


TBLASTX: Maize 


Start 


4271 








End 


5359 


GI 


none 








Score 


123 


Exons 


4271, .4417, 


4306 


. ,4395, 


4400. 


.4468, 4483. .4566, 4715. .4840, 




4850. .5077, 


5078 


. ,5359, 


5095. 


.5307 




Seq. No. 


43223 








Seq, ID 


OJ000250_86. 0307. 051 


Gene No. 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307 


.C51.05 


. tc 


Method 


TBLASTX :Oress 


Start 


4271 








End 


5359 


GI 


none 








Score 


194 


Exons 


4271. .4501, 


4333 


. ,4428, 


4486. 


.4566, 5222. .5359 


Seq. No. 


43223 








Seq, ID 


OJ000250_86. 0307, 051 


Gene No. 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307 


.C51,o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


4282 








End 


5359 


GI 


none 








Score 


240 


Exons 


4282. .4437, 


4295 


. .4501, 


4486. 


.4575, 4715, .4843, 4744. ,4842, 




4853. .5077, 


4855 


. .5001, 


5078. 


.5308, 5095.. 5307, 5309.. 5359 


Seq. No. 


43223 








Seq, ID 


OJ000250_86. 0307. 051 


Gene No, 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307 


.051. o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


4498 








End 


4825 


GI 


none 








Score 


89 


Exons 


4498. .4578, 


4498 


. .4578, 


4565. 


.4588, 4694, ,4825, 4697, .4777, 




4720, .4824 












Seq. No. 


43223 








Seq. ID 


OJ000250_86, 0307. 051 


Gene No, 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307 


,C51,o3 


.tc 


Method 


TBLASTX :Oress 


Start 


4763 








End 


5218 


GI 


none 








Score 


70 


Exons 


4763. .4840, 


4780 


, ,4839, 


4846. 


.5010, 4847. .5074, 5048, .5218, 




5095. ,5217 












Seq. No. 


43223 








Seq. ID 


OJ000250_86. 0307. 051 



43990 




Gene No. . 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307. 


C51.02 


. tw 


Method 


TBLASTX: Wheat 


Start 


5119 








End 


5496 


GI 


none 








Score 


389 


Exons 


5119. . 5322, 


5120. 


.5458, 


5314 


..5496, 5340. .5459 


Sea No. 


43223 








Seq. ID 


OJ000250_86.0307.C51 


Gene No. 


90571 








Strand 




Start 


17233 








End 


19041 


Nanie 


OJ000250 86. 


0307. 


C51.01 


.tc 


Method 


TBLASTX: Cress 


Start 


6957 








End 


8329 


GI 


none 








Score 


269 


Exons 


6957. .7457, 


7015. 


.7455, 


7470 


..7607, 7674. .7982, 7711. .7953, 




7985 . . 8068, 


8054 . 


.8122, 


8058 


..8117, 8126. .8329 


Sec5. No. 


43223 








Seq. ID 


OJ000250_86.0307.C51 


ricknp No 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307. 


C51.01 


.ts 


Method 


TBLASTX: Soybean 


Start 


6957 








End 


8326 


GI 


none 








Score 


243 


Rxon «5 


6957. .7457, 


7012 . 


.7455, 


7470 


..7607, 7513. .7572, 7659. .7871, 




7674. .7937, 


7711 . 


.7950, 


7985 


..8068, 7985. .8047, 8060. .8128, 




8061. .8105, 


8132. 


.8173, 


8136 


..8168, 8219. .8326 


Seq. No. 


43223 








Seq. ID 


OJ000250_86.0307.C51 


Gene No. 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307. 


C51 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7905 ~ 








End 


8143 


GI 


none 








Score 


94 


Exons 


7905. -7982, 


7906. 


.7971, 


7932 


.,8027, 7985. .8143, 7986. .8141 


Seq. No. 


43223 








Seq. ID 


OJ000250_86.0307.C51 


Gene No. 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307 . 


C51 .06 


. tm 


Method 


TBLASTX: Maize 


Start 


8168 ~ 








End 


8359 


GI 


none 








Score 


86 


Exons 


8168. .8287, 


8209. 


.8286, 


8219 


..8329, 8321. .8359 


Sea No 


43223 








Seq. ID 


OJ000250_86.0307.C51 


Gpne No 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307. 


C51.04 


. tm 


Method 


TBLASTX: Maize 


Start 


11584 








End 


12404 


GI 


none 








Score 


164 


ExDn 


11584. .11703, 11585. .11707, 


11931. .11981, 11933. .11992, 




11935. .11994 


, 12085. .12174, 


12085. .12174, 12087. .12212, 




12268. .12402 


:, 12291. .12404, 


12291. .12404 


Seq. No. 


43223 








Seq. ID 


OJ000250_86.0307,C51 


Gene No. 


90571 








Strand 




Start 


17233 








End 


19041 


Name 


OJ000250 86. 


0307. 


C51.06 


.ts 


Method 


TBLASTX : Soybean 


Start 


11626 








End 


12216 



43991 




CZT 


/-N Tl O 




Score 


92 




Exons 


Xlu^u. • ± X / \J ^ f xxu^w. 


. 11707, 


11933. .11992, 11935. .11997, 






1 ?nft S 19916 1 9090 


. 12176 








oeCJ • LNO . 






Seq. ID 


OJ000250_86.0307, 


.C51 


Gene No. 


90571 




Strand 






Start 


17233 




End 


19041 




Naine 


OJ000250 86 0307 C51 


. ol - tw 


Method 


TBLASTX: Wheat 






1 9fl7ft ~ 
X z u / o 




End 


12799 










Score 


135 




Exons 




, 12174 , 


12292. .12456, 12297 .. 124 67 , 






19S9<5 12657 12746 


. 12799 








Seq. No. 


43223 




Seq. ID 


OJ000250_86.0307, 


.C51 


Gene No. 


90571 




Strand 








17233 




End 


19041 




Name 


o.Tnnnpsn fifi 0*^07 rsi 


. o5 . t s 


Method 


TBLASTX: Soybean 




o uaru 


1 99Q1 ~ 

X ^ Z -7 X 




End 


12456 






none 




Score 


193 




£jXons 


1 1 24 1 2292 


. 12456 








beq. NO. 


ft J 




Seq. ID 


OJ000250_86.0307 


.C51 


Gene No . 


yuo / 1 




Strand 






btart 


1 7 o -3 o 
1 / Z JO 




End ■ 


19041 




Name 


ri,Tnnn9Rn ftfi n'^n7 rsi 


. ol > tm 


Method 


TBLASTX: Maize 




Start 


12405 




End 


14117 




GI 


none 




Score 


73 




Elxons 


1240S 12452- 12406 


. 12453, 


12525. .12659, 12526. . 12657, 






19596 12669 12745 


12885. 


12745. .12882, 12801 12887 , 






19Q5Q 1^054 19959 


13054, 


12961. .13059, 12961. .13056, 






1 '^1 4n 1 ?971 1^141 


13281 

. X <.J^ U X , 


13145. .13246, 13959 .. 14045, 






13962 14051. 14028. 


. 14117, 


14034. .14099 




beq. NO. 






Seq. ID 


OJ000250_86.0307 


.C51 


ijene no . 


/ X 




Strand 






Start 


17233 




End 


19041 




Name 


OJ000250_86.0307.C51 


.o2.tc 


Method 


TBLASTX: Cress 




O La.ir L. 


1941ft 

XZ 'z -L O 




End 


13056 






none 




Score 


49 




CjXono 


1941ft 1945*^ 1 9504 


. 12659, 


12526. .12657, 12745 12882, 






1 974 6 1 9ftft ^ 1 9751 


. 12885, 


12959. .13051, 12961. .13056, 






1 9Q61 1 "^056 










beq . NO . 






Seq. ID 


OJ000250_86.0307 


.C51 


Gene No. 


90571 




Strand 






Start 


17233 




End 


19041 




NaiTie 


0.7000950 86 0307 C51 


. o3 . ts 


Method 


TBLASTX: Soybean 




b uar u 


1 9R^ft ~ 




End 


13054 






none 




Score 


104 




Exons 


19RRR 19656 195RQ 


1 9657 


12721. .12876, 1274 6 .. 12883, 






19749 12826 12959 


. 13054, 


12965. .13054 




Seq. No. 


43223 




Seq. ID 


OJ000250_86.0307 


.C51 


Gene No. 


90571 




Strand 






Start 


. 17233 




End 


19041 




Name 


OJ000250 86.0307.C51 


.o5.gs 


Method 


GENSCAN 




Start 


17233 




End 


19041 





43992 



GI 


none 




Score 


.51 






Exons 


17233. .17713, 18644 . 


.19041 










Seq. No. 


43223 




Seq. ID 


OJ000250 


_86.0307 


.C51 


Gene No. 


90571 




Strand 








Start 


17233 




End 


19041 






Nsitie 


OJ000250 86.0307.C51 


. o5 . tm 


Method 


TBLASTX: 


^aize 




Start 


18629 ~ 




End 


18907 






GI 


none 




Score 


59 






Rxons 


18629. . 18832, 18756. 


. 188.33, 


18832. .18906, 18851 


. .18907 




Seq. No. 


43223 




Seq. ID 


OJ000250 


_86.0307 


.C51 


Gene No. 


90572 




Strand 








Start 


20789 




End 


20940 






Name 


OJ000250 86.0307.C51 


. o7 . tm 


Method 


TBLASTX: 


^aize 




Start 


20789 ~ 




End 


20940 






GI 


none 




Score 


184 






Exons 


20789. .20932, 20791. 


.20940, 


20793. .20939, 20794 


. .20940 




Seq. No. 


43224 




Seq. ID 


OJ000250 


_86.0307 


-C55 


Gene No. 


90573 




Strand 


- 






Start 


375 




End 


605 






Name 


OJ000250 86.0307.C55 


. ol . gs 


Method 


GENSCAN 






Start 


375 ~ 




End 


605 






GI 


none 




Score 


.56 






J — 1 ^k. W i 1 0 


375. .605 












Seq. No. 


43225 




Seq. ID 


OJ000250 


_86.0307 


.C60 


Gene No. 


90574 




Strand 


+ 






Start 


599 




End 


751 






Name 


OJ000250 86.0307.C60 


. ol . gs 


Method 


GENSCAN 






Start 


599 ~ 




End 


733 






GI 


none 




Score 


.9 






Exons 


599. ,733 












Seq. No. 


43226 




Seq. ID 


OJ000250 


_8 6.0307 


.C62 


Gene No. 


90575 




Strand 


+ 






Start 


680 




End 


1634 






Name 


OJ000250 86.0307.C62 


. ol . gs 


Method 


GENSCAN 






Start 


680 ~ 


End 


1634 






GI 


none 




Score 


.78 






Exons 


680 .710, 1474 . . 1634 












Seq. No. 


43227 




Seq. ID 


OJ000250 


_86.0307 


.063 


Gene No. 


90577 




Strand 


+ 






Start 


824 




End 


1045 






Name 


OJ000250 86.0307.C63 


. ol - gs 


Method 


GENSCAN 






Start 


824 ~ 




End 


1045 






GI 


none 




Score 


.95 






Exons 


824 . . 1045 












Seq. No. 


43228 




Seq. ID 


OJ000250 


_86.0307 


.C64 


Gene No. 


90578 




Strand 


+ 






Start 


278 




End 


995 






Name 


OJ000250 86.0307.C64 


. ol .gs 


Method 


GENSCAN 






Start 


278 


End 


995 






GI 


none 




Score 


.85 







43993 



Exons 


278. .490, 990. .995 






Seq. No. 


43228 


Seq. ID 


OJ000250 


Gene No. 


90579 


Strand 




Start 


2953 


End 


3852 


Name 


OJ000250 86.0307.C64.o2.gs 


Method 


GENSCAN 


Start 


2953 


End 


3852 


GI 


none 


Score 


.94 


Exons 


2953.. 3069, 3850.. 3852 







Seq. No. 43229 Seq. ID 

Gene No. 90580 Strand 

Start , 41 End 

Name OJ000250_86. 0307 .065 . ol . gs Method 

Start 41 End 

GI none Score 

Exons 41. . 14 9 



OJ000250_8 6.0307.C65 
149 

GENSCAN 

149 

.54 



Seq. No. 


43230 




Seq. ID 


OJ000250_ 


J6. 


0307 


.C66 


Gene No. 


90582 




Strand 


+ 








Start 


1035 




End 


1158 - 








Name 


OJ000250 86.0307.C66.ol. 


gs 


Method 


GENSCAN 








Start 


1035 




End 


1158 








GI 


none 




Score 


.63 








Exons . 


1035. .1158 














Seq. No. 


43231 




Seq. ID 


OJ000250_ 


_86. 


0307 


.C71 


Gene No. 


90583 




Strand 










Start 


194 




End 


732 








Name 


OJ000250 86.0307.C71.ol. 


gs 


Method 


GENSCAN 








Start 


194 




End 


732 








GI 


none 




Score 


.45 








Exons 


194. .360, 579. .599, 642. 


.732 













Seq. No. 43231 Seq. ID OJ00Q250_8 6 . 0307 . C71 

Gene No. 90584 Strand 

Start 174 End 2313 

Name OJ000250_86. 0307 .C71 . ol . np Method AAT/NAP 

Start 174 End 2313 

GI 5922620 Score 230 

Exons 174.. 372, 1453,. 1766, 2273.. 2313 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 43231 Seq. ID 

Gene No. 90584 Strand 

Start 174 End 

Name 0 J000250_8 6 . 0307 . C7 1 . o2 . gs Method 

Start 1919 End 

GI none Score 

Exons 1919.. 2076 



OJ000250_86.0307.C71 

2313 
GENSCAN 
2076 
. 93 



Seq. No. 
Gene No. 



43232 
90585 



Seq. ID OJ000250_86.0307.C72 
Strand + 



43994 




start 


1 


End 


73 




Name 


OJ000250 86.0307.C72.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


73 . 




GI 


6630699 


Score 


92 




Exons 


1. .73 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi| 6721536 Idbj IBAA89566.il 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 




- 




Seq. No. 


43232 


Seq. ID 


OJ000250_86. 


0307. C72 


Gene No. 


90586 


Strand 


+ 




Start 


209 


End 


652 




Name 


OJ000250 86.0307.C72.o2.np 


Method 


AAT/NAP 




Start 


209 


End 


652 




GI 


6539570 


Score 


161 




Exons 


209. .402, 575. .652 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43233 


Seq. ID 


OJ000250_86. 


0307. C76 


Gene No. 


90587 


Strand 


+ 




Start 


1 


End 


352 




Name 


OJ000250 86.0307.C76.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


352 




GI 


6041833 


Score 


186 




Exons 


1. .352 








GI Descrip. 


(AC009853) unknown protein 


[Arabidopsis thaliana] 






gil 6642634 |gb|AAF20215. 11 AC012395 2 (AC012395) unknown prot( 




[Arabidopsis thaliana] 








Seq. No. 


43233 


Seq. ID 


OJ000250_86. 


0307. C76 


Gene No. 


90587 


Strand 


+ 




Start 


1 


End 


352 




Name 


OJ000250 86.0307,C76.ol.gs 


Method 


GENSCAN 




Start 


71 


End 


319 




GI 


none 


Score 


.87 




Exons 


71. ,319 








Seq. No. 


43234 


Seq. ID 


OJ000250_86. 


0307. C77 


Gene No. 


90589 


Strand 


+ 




Start 


1 


End 


911 




Name 


OJ000250 86.0307.C77.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


584 




GI 


6056412 


Score 


130 




Exons 


1..95, 349. .584 








GI Descrip. 


(AC009525) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


43234 


Seq. ID 


OJ000250_86. 


0307. C77 


Gene No. 


90589 


Strand 


+ 




Start 


1 


End 


911 




Name 


OJ000250 86.0307.C77,ol.gs 


Method 


GENSCAN 




Start 


282 


End 


574 




GI 


none 


Score 


.83 




Exons 


282. .574 








Seq. No. 


43235 


Seq. ID 


OJ000250_86. 


0307. C78 


Gene No. 


90591 


Strand 


+ 




Start 


3159 


End 


3533 





43995 



Name 


OJ000250 86.0307.C78.ol.np 


Method 


AAT/NAP 


Start 


3159 


End 


3533 


GI 


6539588 


Score 


193 


Exons 


3159.. 3465, 3513.. 3533 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43236 


Seq. ID 


OJ000250 


Gene No. 


90592 


Strand 


- 


Start 


351 


End 


3507 


Name 


OJ000250 86.0307.C83.ol.gs 


Method 


GENS CAN 


Start 


351 


End 


3507 


GI 


none 


Score 


.'42 


Exons 


351. .549, 1768. .1863, 2318. 


.2419, 2796 


..2841, 2 




3385. .3507 






Seq. No. 


43237 


Seq. ID 


OJ000250 


Gene No. 


90593 


Strand 




Start 


189 


End 


690 


Name 


OJ000250 86.0307.C84.ol.gs 


Method 


GENSCAN 


Start 


189 


End 


690 


GI 


none 


Score 


. 94 


Exons 


189. . 370, 589. . 690 






Seq. No. 


43238 


Seq. ID 


OJ000250 


Gene No. 


90594 


Strand 


+ 


Start 


1 


End 


1006 


Name 


OJ000250 86.0307.C89.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1006 


GI 


4680183 


Score 


79 


Exons 


1..112, 906. .1006 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


Seq. No. 


43238 


Seq. ID 


OJ000250 


Gene No. 


90594 


Strand 


+ 


Start 


1 


End 


1006 


Name 


OJ000250 86.0307.C89.ol.gs 


Method 


GENSCAN 


Start 


803 


End 


921 


GI 


none 


Score 


.6 


Exons 


803. .921 






Seq. No. 


43239 


Seq. ID 


OJ000250 


Gene No. 


90595 


Strand 


+ 


Start 


1 


End 


276 


Name 


OJ000250 86.0307.C90.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


276 


GI 


6815109 


Score 


105 


Exons 


1. ,276 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No, 


43239 


Seq, ID 


OJ000250 


Gene No. 


90596 


Strand 




Start 


106 


End 


232 


Name 


OJ000250 86.0307.C90.ol.gs 


Method 


GENSCAN 


Start 


106 


End 


232 


GI 


none 


Score 


,42 


Exons 


106. .232 







43996 



# • 



Seq. No. 


43240- 


Seq. ID 


OJ000250_ 


86. 


0307 


.C92 


Gene No. 


90597 


Strand 


+ 








Start 


130 


End 


510 








Name 


OJ000250 86.0307.C92.ol.gs 


Method 


GENSCAN 








Start 


130 


End 


510 








GI 


none 


Score 


.63 








Exons 


130. .204, 463. .510 












Seq. No. 


43240 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C92 


Gene No. 


90598 


Strand 










Start 


1838 


End 


1900 








Name 


OJ000250 86.0307.C92.o2.gs 


Method 


GENSCAN 








Start 


1838 


End 


1900 








GI 


none 


Score 


.4 








Exons 


1838. .1900 












Seq, No. 


43241 


Seq. ID 


OJ000250_ 


86. 


0307 


.C93 


Gene No. 


90599 


Strand 










Start 


2228 


End 


2370 








Name 


OJ000250 86.0307.C93.ol.gs 


Method 


GENSCAN 








Start 


2228 


End 


2370 








GI 


none 


Score 


.68 








Exons 


2228. .2370 












Seq. No. 


43242 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C94 


Gene No. 


90600 


Strand 


+ 








Start 


416 


End 


760 








Name 


OJ000250 86.0307.C94.ol.gs 


Method 


GENSCAN 








Start 


416 


End 


760 








GI 


none 


Score 


,52 








Exons 


416. .423, 604. .760 












Seq. No. 


43243 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C95 


Gene No. 


90601 


Strand 


+ 








Start 


1 


End 


XU D 








Name 


OJ000250 86.0307.C95.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


106 








GI 


6815099 


Score 


83 








Exons 


1. .106 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43243 


Seq. ID 


OJ000250_ 


_86. 


0307 


.095 


Gene No. 


90602 


Strand 


+ 








Start 


1141 


End 


1218 








Name 


OJ000250 86.0307.C95.o2.np 


Method 


AAT/NAP 








Start 


1141 


End 


1218 








GI 


6630699 


Score 


73 








Exons 


1141. .1218 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gi 1 6721536 1 dbj 1 BAA89566 . 1 1 


(AP001073) 


hypothetical protein 




[Oryza sativa] 












Seq. No. 


43243 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C95 


Gene No. 


90603 


Strand 










Start 


1357 


End 


1456 








Name 


OJ000250 86.0307.C95.o3.np 


Method 


AAT/NAP 








Start 


1357 


End 


1456 









43997 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



m 



5922619 Score 102 

1357. ,1456 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016852 I dbj IBAA85195.il (AP000570) hypothetical protein 

[Oryza sativa] 



43244 Seq. ID 

90604 Strand 

422 End 
OJ000250_8 6 . 0307 . C96 . ol . gs Method 

422 End 

none Score 
422. .550 



OJ000250_86.0307.C96 
550 

GENSCAN 

550 

.43 



Seq. No. 43245 Seq. ID 

Gene No. 90605 Strand 

Start 719 End 

Name OJ000250_8 6 . 0307 . C97 . ol . gs Method 

Start 719 End 

GI none Score 

Exons 719.. 753, 892.. 1132 



OJ000250_86 . 0307 . C97 
+ 

1132 
GENSCAN 
1132 
.81 



Seq. No. 43246 Seq. ID 

Gene No. 90606 Strand 

Start 43 End 

Name OJ000250_86.0307.C99.ol.gs Method 

Start 43 End 

GI none Score 

Exons 43.. 109 



OJ000250_8 6.0307.C99 
109 

GENSCAN 

109 

.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43247 
90608 
1 

OJ000250_86.0307.C100.ol.np 
1 

5852175 

1..71, 2004. .2052, 
(AL117265) zhbOOOS 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2584. .2767 
1 [Oryza sativa] 



43247 Seq. ID 

90608 Strand 

1 End 
OJ000250_8 6 . 0307 . ClOO . ol . gs Method 

545 End 

none Score 

545. .598, 1495. .1620 



OJ000250_86. 0307. ClOO 
+ 

2767 
AAT/NAP 
2767 
127 



OJ000250_86. 0307. ClOO 
+ 

2767 
GENSCAN 
1620 
.74 



Seq. No. 43247 Seq. ID 

Gene No. 90609 Strand 

Start 1458 End 

Name OJ000250_8 6 . 0307 . ClOO . o2 . np Method 

Start 1458 End 

GI 5852180 Score 

Exons 1458.. 1657, 2826.-2932 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000250_86. 0307 .ClOO 

2932 
AAT/NAP 
2932 
53 



Seq. No. 



43247 



Seq. ID OJ000250_86. 0307. ClOO 



43998 




Gene No. 


90609 


Strand 




Start 


1458 


End 


2932 


Name 


OJ000250 86.0307.C100.o2.gs 


Method 


GENSCAN 


Start 


2000 ~ 


End 


2729 


GI 


none 


Score 


. 96 


Exons 


2000. .2148, 2579. .2729 






Seq. No. 


43247 


Seq. ID 


OJ000250_8 6.0307.C100 


Gene No. 


90610 


Strand 




Start 


3409 


End 


5940 


Name 


OJ000250 86. 0307 .C100.o3.gs 


Method 


GENSGAN 


Start 


3409 ~ 


End 


5940 


GI 


none 


Score 


.71 


Exons 


3409.. 3552, 4360.. 4693, 4831. 


.4913, 5001. .5260, 5871. .5940 


Seq. No. 


43247 


Seq. ID 


OJ000250_8 6. 0307.C100 


Gene No . 


90610 


Strand 




Start 


3409 


End 


5940 


Name 


OJ000250 86.0307.C100.o3.np 


Method 


AAT/NAP 


Start 


4603 


End 


5681 


GI 


6539555 


Score 


924 


Exons 


4603.. 4913, 5001.. 5681 






C^J Dpspri o 

VJJ J. 1— ' \^ ^ V-^ J — *-r' * 


{AP000836) Similar to mariner 


transposase (AF078934) [Oryza 




sativa] gi | 6539592 | dbj | BAA88208 . 1 1 (AP000837) Similar to mar 






sativa] 




Sea No. 


*i O ^ 1 O 


Seq, ID 


OJ000250_8 6. 0307.C101 


Gene No . 


90611 


Strand 




Start 


1 


End 


848 


Name 


OJ000250 86.0307.C101.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


818 


GI 


421948 


Score 


540 


Exons 


1. .818 






GI Descrip, 


UDP rhamnose — anthocyanidin-3 


-glucoside rhamnosyltransf erase 




garden petunia 






Seq. No. 


43248 


Seq. ID 


OJ000250_8 6.0307.C101 


Gene No. 


90611 


■Strand 




Start 


1 


End 


848 


Name 


OJ000250 86.0307.C101.ol.gs 


Method 


GENSCAN 


Start 


38 


End 


848 


GI 


none 


Score 


.63 


Exons 


38. .585, 669. .848 






Seq. No. 


43249 


Seq. ID 


OJ000250_86. 0307.C102 


Gene No. 


90612 


Strand 


+ 


Start 


1264 


End 


1437 


Name 


OJ000250 86.0307.C102.ol.gs 


Method 


GENSCAN 


Start 


1264 


End 


1437 


GI 


none 


Score 


.76 


Exon s 


1264. .1437 






Seq. No. 


43249 


Seq. ID 


OJ000250_8 6. 0307.C102 


Gene No. 


90613 


Strand 




Start 


1 


End 


3784 


Name 


OJ000250 86.0307.C102.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3784 



43999 



GI 

Exons 

GI Descrip. 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 



6691193 Score 422 

1..46, 2463. .2736, 2780. .3035, 3728. .3784 
(AC007534) F7F22.17 [Arabidopsis thaliana] 



43249 Seq. ID 

90613 Strand 
1 End 
OJ000250_86.0307.C102.o2.gs Method 
2806 End 
none Score 
2806. .3030 

43250 Seq. ID 

90614 Strand 
165 End 
OJ000250_86.0307.C103.ol.gs Method 
165 End 
none Score 
165. .382 

43250 Seq. ID 

90615 Strand 
1054 End 
OJ000250_8 6 . 0307 . C103 . o2 . gs Method 
1054 End 
none Score 
1054. .1182 

43251 Seq. ID 

90616 Strand 
1643 End 
OJ000250_86.0307.C104.o2.np Method 
1643 End 
4680186 Score 
1643. .1871. 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000250_86 . 0307 . C102 

3784 
GENSCAN 
3030 
.95 



OJ000250_8 6.0307.C103 
+ 

382 

GENSCAN 
382 
.48 



OJ000250_86.0307.C103 

1182 
GENSCAN 
1182 
.58 



OJ000250_8 6.0307.C104 
+ 

1871 
AAT/NAP 
1871 
172 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 86.0307.C104 



43251 
90617 
1 

OJ000250_86.0307.C104.ol.np 
1 

4388825 
1..44, 166. .514, 2049. .2082 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



2082 
AAT/NAP 
2082 
263 



43251 
90617 
1 

OJ000250_86.0307.C104.ol.gs 

878 

none 

878. .906, 1587. .1698 

43252 
90618 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000250_86.0307.C104 

2082 
GENSCAN 
1698 
.44 



OJ000250 86.0307.C108 



44000 



